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NOVEL NUCLEIC ACIDS AND POLYPEPTIDES 

1. TECHNICAL FIELD 

The present invention provides novel polynucleotides and proteins encoded by such 
5 polynucleotides, along with uses for these polynucleotides and proteins, for example in 
therapeutic, diagnostic and research methods. 

2. BACKGROUND 

Technology aimed at the discovery of protein factors (including e.g., cytokines, such as 

10 lymphokines, interferons, curculating soluble factors, chemokines, and interleukins) has matured 
rapidly over the past decade. The now routine hybridization cloning and expression cloning 
techniques clone novel polynucleotides "directly" in the sense that they rely on information 
directly related to the discovered protein partial DNA/amino acid sequence of the protein in 
the case of hybridization cloning; activity of the protein in the case of expression cloning). More 

15 recent "indirect" cloning techniques such as signal sequence cloning, which isolates DNA 

sequences based on the presence of a now well-recognized secretory leader sequence motif, as 
well as various PCR-based or low stringency hybridization-based cloning techniques, have 
advanced the state of the art by making available large numbers of DNA/amino acid sequences 
for proteins that are known to have biological activity, for example, by virtue of their secreted 

20 nature in the case of leader sequence cloning, by virtue of their cell or tissue source in the case of 
PCR-based techniques, or by virtue of structural similarity to other genes of known biological 
activity. ; 

Identified polynucleotide and polypeptide sequences have numerous applications in, for 
example, diagnostics, forensics, gene mapping; identification of mutations responsible for 

25 genetic disorders or other traits, to assess biodiversity, and to produce many other types of data 
and products dependent on DNA and amino acid sequences. 

3. SUMMARY OF THE INVENTION 

The compositions of the present invention include novel isolated polypeptides, novel 
30 isolated polynucleotides encoding such polypeptides, including recombinant DNA molecules, 
cloned genes or degenerate variants thereof, especially naturally occurring variants such as allelic 
variants, antisense polynucleotide molecules, and antibodies that specifically recognize one or more 
epitopes present on such polypeptides, as well as hybridomas producing such antibodies. 
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The compositions of the present invention additionally include vectors, including expression 
vectors, containing the polynucleotides of the invention, cells genetically engineered to contain such 
polynucleotides and cells genetically engineered to express such polynucleotides. 

The present invention relates to a collection or library of at least one novel nucleic acid 
5 sequence assembled from expressed sequence tags (ESTs) isolated mainly by sequencing by 
hybridization (SBH), and in some cases, sequences obtained from one or more public databases. 
The invention relates also to the proteins encoded by such polynucleotides, along with therapeutic, 
diagnostic and research utilities for these polynucleotides and proteins. These nucleic acid 
sequences are designated as SEQ ID NO: 1-8051. The polypeptides sequences are designated SEQ 
10 ID NO: 8052- 1 6 1 02. The nucleic acids and polypeptides are provided in the Sequence Listing. In 
the nucleic acids provided in the Sequence Listing, A is adenosine; C is cytosine; G is guamne; T is 
thymine; and N is any of the four bases. In the amino acids provided in the Sequence Listing, * 
corresponds to the stop codon. 

The nucleic acid sequences of the present invention also include, nucleic acid sequences that 
15 hybridize to tiie complement of SEQ ID NO: 1-8051 under stringent hybridization conditions; 

nucleic acid sequences which are allelic variants or species homologues of any of the nucleic acid 
sequences recited above, or nucleic acid sequences that encode a peptide comprising a specific 
domain or truncation of the peptides encoded by SEQ ID NO: 1 -805 1 . A polynucleotide 
comprising a nucleotide sequence having at least 90% identity to an identifying sequence of SEQ 
20 ID NO: 1-8051 or a degenerate variant or fragment thereof. The identifying sequence can be 100 
base pairs in length. 

The nucleic acid sequences of the present invention also include the sequence information 
from the nucleic acid sequences of SEQ ID NO: 1-8051. The sequence information can be a 
segment of any one of SEQ ID NO: 1-8051 tiiat uniquely identifies or represents the sequence 
25 information of SEQ ID NO: 1-8051. 

A collection as used in this application can be a collection of only one polynucleotide. The 
collection of sequence information or identifying information of each sequence can be provided on 
a nucleic acid array. In one embodiment, segments of sequence information is provided on a 
nucleic acid array to detect tiie polynucleotide tiiat contains the segment. The array can be designed 
30 to detect full-match or mismatch to the polynucleotide that contains the segment The collection 
can also be provided in a computer-readable format. 

This invention also includes the reverse or direct complement of any of the nucleic acid 
sequences recited above; cloning or expression vectors containing the nucleic acid sequences; and 
host cells or organisms transformed with these expression vectors. Nucleic acid sequences (or their 
35 reverse or direct complements) according to the invention have numerous applications in a variety 
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. of techniques known to those skilled in the art of molecular biology, such as use as hybridization 
probes, use as primers for PCR, use in an array, use in computer-readable media, use in sequencing 
ftill-length genes, use for chromosome and gene mapping, use in the recombinant production of 
protein, and use in the generation of anti-sense DNA or RNA, thek chemical analogs and the like. 

5 In a preferred embodiment, the nucleic acid sequences of SEQ ID NO : 1-8051 or novel 

s^ments or parts of flie nucleic acids of the invoition are used as primers in expression assays that 
are well known in the art. In a particularly prefen«d embodiment, the nucleic acid sequences of 
SEQ ID NO: 1-8051 or novel segments or parts of the nucleic acids provided herem are used in 
diagnostics for identifymg expressed genes or, as well known in the art and exemplified by Volkath 

10 et al.. Science 258:52-59 (1992), as expressed sequence tags for physical mapping of the human 
genome. 

The isolated polynucleotides of the invention include, but are not limited to, a 
polynucleotide comprising any one of the nucleotide sequences set forth in SEQ ID NO: 1-805 1 ; a 
polynucleotide comprising any of the full length protein coding sequences of SEQ ID NO: 1-8051; 

15 and a polynucleotide comprising any of the nucleotide sequences of the mature protem coding 
sequences of SEQ ED NO: 1 -805 1 . The polynucleotides of the present invention also include, but 
are not limited to, a polynucleotide that hybridizes under stringent hybridization conditions to (a) 
the complement of any one of the nucleotide sequences set forth in SEQ ID NO: 1-8051; (b) a 
nucleotide sequence encoding any one of the amino acid sequences set forth in the Sequence Listing 

20 (e.g., SEQ ID NO: 8052-16102); (c) a polynucleotide which is an allelic variant of any 

polynucleotides recited above; (d) a polynucleotide which encodes a species homolog (e.g. 
orthologs) of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide 
comprising a specific domain or truncation of any of the polypeptides comprismg an amino acid 
sequence set forth in the Sequence Listing. 

25 The isolated polypeptides of the invention include, but are not limited to, a polypeptide 

comprising any of the amino acid sequences set forth in the Sequence Listing; or the corresponding 
foil lengfli or mature protein. Polypeptides of the invention also include polypeptides with 
biological activity that are encoded by (a) any of the polynucleotides having a nucleotide sequence 
set forfli in SEQ ID NO: 1-8051 ; or (b) polynucleotides tiiat hybridize to tiie complonent of tiie 
30 polynucleotides of (a) under stringent hybridization conditions. Biologically or immunologicaUy 
active variants of any of the polypeptide sequences in the Sequence Listing, and "substantial 
equivalents" thereof (eg., with at least about 65%, 70%, 75%. 80%, 85%, 90%, 95%, 98% or 99% 
amino acid sequence identity) that preferably retain biological activity are also contemplated. The 
polypeptides of the invention may be wholly or partially chemically synthesized but are preferably 
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produced by recombinant means using the genetically engineered cells (e,g. host cells) of the 
inventioa 

The invention also provides compositions comprising a polypeptide of the invention. 
Polypeptide compositions of the invention may further comprise an acceptable carrier, such as a 
5 hydrophilic, e.g.^ pharmaceutically acceptable, carrier. 

The invention also provides host cells transformed or transfected with a polynucleotide of 
the invention. 

The invention also relates to methods for producing a polypeptide of the invention 
comprising growing a culture of the host cells of the invention in a suitable culture medium 

10 under conditions permitting expression of the desired polypeptide, and purifying the polypeptide 
from the culture or from the host cells. Preferred embodiments include those in which the 
protein produced by such process is a mature form of the protein. 

Polynucleotides according to the invention have numerous applications in a variety of 
techniques known to those skilled in the art of molecular biology. These techniques include use 

15 as hybridization probes, use as oligomers, or primers, for PCR, use for chromosome and gene 
mapping, use in the recombinant production of protein, and use in generation of anti-sense DNA 
or RNA, their chemical analogs and the like. For example, when the expression of an mRNA is 
largely restricted to a particular cell or tissue type, polynucleotides of the invention can be used 
as hybridization probes to detect the presence of the particular cell or tissue mRNA in a sample 

20 using, e.g., in situ hybridization. 

In other exemplary embodiments, the polynucleotides are used in diagnostics as 
expressed sequence tags for identifying expressed genes or, as well known in the art and 
exemplified by VoUrath et al., Science 258:52-59 (1992), as expressed sequence tags for 
physical mapping of the human genome. 

25 The polypeptides according to the invention can be used in a variety of conventional 

procedures and methods that are currently applied to other proteins. For example, a polypeptide 
of the invention can be used to generate an antibody that specifically binds the polypeptide. Such 
antibodies, particularly monoclonal antibodies, are useful for detecting or quantitating the 
polypeptide in tissue. The polypeptides of the invention can also be used as molecular weight 

30 markers, and as a food supplement. 

Methods are also provided for preventing, treating, or ameliorating a medical condition 
which comprises the step of administering to a mammalian subject a therapeutically effective 
amount of a composition comprising a polypeptide of the present invention and a 
pharmaceutically acceptable carrier. 
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In particular, the polypeptides and polynucleotides of the invention can be utilized, for 
example, in methods for the prevention and/or treatment of disorders involving aberrant protein 
expression or biological activity. 

The present invention further relates to methods for detecting the presence of the 
5 polynucleotides or polypeptides of the invention in a sample. Such methods can, for example, be 
utilized as part of prognostic and diagnostic evaluation of disorders as recited herein and for the 
identification of subjects exhibiting a predisposition to such conditions. The invention provides 
a method for detecting the polynucleotides of the invention in a sample, comprising contacting 
the sample with a compound that binds to and forms a complex with the polynucleotide of 

10 interest for a period sufficient to form the complex and under conditions sufficient to form a 
complex and detecting the complex such that if a complex is detected, the polynucleotide of 
interest is detected. The invention also provides a method for detecting the polypeptides of the 
invention in a sample comprising contacting the sample with a compound that binds to and forms 
a complex with the polypeptide under conditions and for a period sufficient to form the complex 

1 5 and detecting the formation of the complex such that if a complex is formed, the polypeptide is 
detected. 

The invention also provides kits comprising polynucleotide probes and/or monoclonal 
antibodies, and optionally quantitative standards, for carrying out methods of the invention. 
Furthermore, the invention provides methods for evaluating the efficacy of drugs, and 
20 monitoring the progress of patients, involved in clinical trials for the treatment of disorders as 
recited above. 

The invention also provides methods for the identification of compounds that modulate 
(/.e., increase or decrease) the expression or activity of the polynucleotides and/or polypeptides 
of the invention. Such methods can be utilized, for example, for the identification of compounds 

25 that can ameliorate symptoms of disorders as recited herein. Such methods can include, but are 
not limited to, assays for identifying compounds and other substances that interact with (e.g., 
bind to) the polypeptides of the invention. The invention provides a method for identifying a 
compound that binds to the polypeptides of the invention comprising contacting the compound 
with a polypeptide of the invention in a cell for a time sufficient to form a 

30 polypeptide/compound complex, wherein the complex drives expression of a reporter gene 
sequence in the cell; and detecting the complex by detecting the reporter gene sequence 
expression such that if expression of the reporter gene is detected the compound that binds to a 
polypeptide of the invention is identified. 

The methods of the invention also provides methods for treatment which involve the 

35 administration of the polynucleotides or polypeptides of the invention to individuals exhibiting 
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symptoms or tendencies. In addition, the invention encompasses methods for treating diseases or 
disorders as recited herein comprising administering compounds and other substances that 
modulate the overall activity of the target gene products. Compoxmds and other substances can 
effect such modulation either on the level of target gene/protein expression or target protein 
5 activity. 

The polypeptides of the present invention and the polynucleotides encoding them are also 
useful for the same functions known to one of skill in the art as the polypeptides and 
polynucleotides to which they have homology (set forth in the sequence listing). If no homology 
is set forth for a sequence, then the polypeptides and polynucleotides of the present invention are 
1 0 useful for a variety of applications, as described herein, including use in arrays for detection. 

4. DETAILED DESCRIPTION OF THE INVENTION 

15 4.1 DEFINITIONS 

It must be noted that as used herein and in the appended claims, the singular forms **a", 
"an" and "the" include plural references imless the context clearly dictates otherwise. 

The term "active" refers to those forms of the polypeptide which retain the biologic 
and/or immunologic activities of any naturally occurring polypeptide. According to the 
20 invention, the terms "biologically active" or "biological activity" refer to a protein or peptide 
. having structural, regulatory or biochemical functions of a naturally occurring molecule. 
Likewise "immimologically active" or "immunological activity" refers to the capability of the 
natural, recombinant or synthetic polypeptide to induce a specific immune response in 
appropriate animals or cells and to bind with specific antibodies. . 
25 The term "activated cells" as used in this application are those cells which are engaged in 

extracellular or intracellular membrane trafficking, including the export of secretory or 
enzymatic molecules as part of a normal or disease process. 

The terms "complementary" or "complementarity" refer to the natural bmding of 
polynucleotides by base pairing. For example, the sequence 5'-AGT-3' binds to the 
30 complementary sequence 3 *-TC A-5' . Complementarity between two single-stranded molecules 
may be "partial" such that only some of the nucleic acids bind or it may be "complete" such that 
total complementarity exists between the single stranded molecules. The degree of 
complementarity between the nucleic acid strands has significant effects on the efficiency and 
strength of the hybridization between the nucleic acid strands. 
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The term "embryonic stem cells (ES)" refers to a cell that can give rise to many 
differentiated cell types in an embryo or an adult, including the germ cells. The term "germ line 
stem cells (GSCs)" refers to stem cells derived from primordial stem cell§ that provide a steady 
andcontinuoussourceof germ cells for the production of gametes. The term "primordial germ 
5 cells (PGCs)'* refers to a small population of cells set aside from other cell lineages particularly 
from the yolk sac, mesenteries, or gonadal ridges during embryogenesis that have the potential to 
dififerentiate into germ cells and other cells. PGCs are the source from which GSCs and ES cells 
are derived The PGCs, the GSCs and the ES cells are capable of self-renewal. Thus these cells 
not only populate the germ line and give rise to a plurality of terminally differentiated cells that 

10 comprise the adult specialized organs, but are able to regenerate themselves. 

The term "expression modulating fragment," EMF, means a series of nucleotides which 
modulates the expression of an operably linked ORF or another EMF. 

As used herein, a sequence is said to "modulate the expression of an operably linked 
sequence" when the expression of the sequence is altered by the presence of the EMF. EMFs 

15 include, but are not limited to, promoters, and promoter modulating sequences (inducible 
elements). One class of EMFs are nucleic acid fragments which induce the expression of an 
operably linked ORF in response to a specific regulatory factor or physiological event. 

The terms "nucleotide sequence" or "nucleic acid" or "polynucleotide'' or 
"oligonucleotide" are used interchangeably and refer to a heteropolymer of nucleotides or the 

20 sequence of these nucleotides. These phrases also refer to DNA or RNA of genomic or synthetic 
origin which may be single-stranded or double-stranded and may represent the sense or the 
antisense strand, to peptide nucleic acid (PNA) or to any DNA-like or RNA-like material. In the 
sequences herein A is adenine, C is cytosine, T is thymine, G is guanine and N is A, C, G or T 
(U). It is contemplated that where the polynucleotide is RNA, the T (thymine) in the sequences 

25 provided herein is substituted with U (uracil). Generally, nucleic acid segments provided by this 
invention may.be assembled from fragments of the genome and short oligonucleotide linkers, or 
from a series of oligonucleotides, or from individual nucleotides, to provide a synthetic nucleic 
acid which is capable of being expressed in a recombinant transcriptional unit comprising 
regulatory elements derived from a microbial or viral operon, or a eukaryotic gene. 

30 The terms "oligonucleotide fragment" or a "polynucleotide fragment", "portion," or 

"segment" or "probe" or "primer" are used interchangeably and refer to a sequence of nucleotide 
residues which are at least about 5 nucleotides, more preferably at least about 7 nucleotides, 
more preferably at least about 9 nucleotides, more preferably at least about 1 1 nucleotides and 
most preferably at least about 17 nucleotides. The fragment is preferably less than about 500 

35 nucleotides, preferably less than about 200 nucleotides, more preferably less than about 1 00 
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nucleotides, more preferably less than about SO nucleotides and most preferably less than 30 
nucleotides. Preferably the probe is from about 6 nucleotides to about 200 nucleotides, 
preferably from about 15 to about 50 nucleotides, more preferably from about 17 to 30 
nucleotides and most preferably from about 20 to 25 nucleotides. Preferably the fragments can 
5 be used in pol)anerase chain reaction (PGR), various hybridization procedures or microarray 
procedures to identify or amplify identical or related parts of mRNA or DNA molecules. A 
fragment or segment may imiquely identify each polynucleotide sequence of the present 
invention. Preferably the fragment comprises a sequence substantially similar to any one of SEQ 
ID NO: 1-8051. 

10 Probes may, for example, be used to determine whether specific mRNA molecules are 

present in a cell or tissue or to isolate similar nucleic acid sequences from chromosomal DNA as 
described by Walsh et al. (Walsh, P.S. et al., 1992, PGR Methods Appl 1 :241-250). They may 
be labeled by nick translation, Klenow fill-in reaction, PGR, or other methods well known in the 
art. Probes of the present invention, their preparation and/or labeling are elaborated in 

15 Sambrook, J. et al., 1989, Molecular Cloning: A Laboratory Manual, Cold Spring Harbor 
Laboratory, NY; or Ausubel, P.M. et al., 1989, Current Protocols in Molecular Biology, John 
Wiley & Sons, New York NY, both of which are incorporated herein by reference in their 
entirety. 

The nucleic acid sequences of the present invention also include the sequence 

20 information from the nucleic acid sequences of SEQ ID NO: 1-8051 . The sequence information 
can be a segment of any one of SEQ ID NO: 1-8051 that uniquely identifies or represents the 
sequence information of that sequence of SEQ ID NO: 1 -805 1 . One such segment can be a 
twenty-mer nucleic acid sequence because the probability that a twenty-mer is fiilly matched in 
the human genome is 1 in 300. In the human genome, there are three billion base pairs in one set 

25 of chromosomes. Because 4^^ possible twenty-mers exist, there are 300 times more twenty-mers 
than there are base pairs in a set of human chromosomes. Using the same analysis, the 
probability for a seventeen-mer to be fully matched in the human genome is approximately 1 in 
5. When these segments are used in arrays for expression studies, fifteen-mer segments can be 
used. The probability that the fifteen-mer is fiilly matched in the expressed sequences is also 

30 approximately one in five because expressed sequences comprise less than approximately 5% of 
the entire genome sequence. 

Similarly, when usmg sequence information for detecting a single mismatch, a segment can 
be a twenty-five men The probability that the twenty-five mer would appear in a human genome 
with a single mismatch is calculated by multiplying the probability for a fijll match (1-5-4^^) times the 

35 increased probability for mismatch at each nucleotide position (3 x 25). The probability that an 
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eighteen mer with a single mismatch can be detected in an array for expression studies is 
approxmiately one in five. The probability that a twenty-mer with a single mismatch can be 
detected in a human genome is approximately one in five. 

The term "open reading frame," ORF, means a series of nucleotide triplets coding for 
S amino acids without any termination cbdons and is a sequence translatable into protein. 

The terms "operably linked" or "operably associated" refer to functionally related nucleic 
acid sequences. For example, a promoter is operably associated or operably linked with a coding 
sequence if the promoter controls the transcription of the coding sequence. While operably 
linked nucleic acid sequences can be contiguous and in the same readmg fi*ame, certain genetic 

10 elements eg. repressor genes are not contiguously linked to the coding sequence but still control 
transcription/translation of the coding sequence. 

The term "pluripotent" refers to the capability of a cell to differentiate into a number of 
differentiated cell types that are present in an adult organism. A pluripotent cell is restricted in 
its dififerentiation capability in comparison to a totipotent cell. 

15 The terms "polypeptide" or "peptide" or "amino acid sequence" refer to an oligopeptide, 

peptide, polypeptide or protein sequence or fragment thereof and to naturally occurring or 
synthetic molecules. A polypeptide "fragment," "portion," or "segment" is a stretch of amino 
acid residues of at least about 5 amino acids, preferably at least about 7 amino acids, more 
preferably at least about 9 amino acids and most preferably at least about 17 or more amino 

20 acids. The peptide preferably is not greater tiian about 200 amino acids, more preferably less 
than 150 amino acids and most preferably less than 100 amino acids. Preferably the peptide is 
jfrom about 5 to about 200 amino acids. To be active, any polypeptide must have sufficient 
length to display biological and/or immunological activity. 

The term "naturally occurring polypeptide" refers to polypeptides produced by cells that 

25 have not been genetically engineered and specifically contemplates various polypeptides arising 
&om post-translational modifications of the polypeptide including, but not limited to, 
acetylation, carboxylation, glycosylation, phosphorylation, lipidation and acylation. 

The term '"translated protein coding portion" means a sequence which encodes for the full 
length protein vrfiich may include any leader sequence or any processing sequence. 

30 The term "mature protein coding sequence" means a sequence which encodes a peptide 

or protein without a signal or leader sequence. The "mature protein portion" means that portion 
of the protein which does not include a signal or leader sequence. The peptide may have been 
produced by processing in the cell which removes any leader/signal sequence. The mature 
protein portion may or may not include an initial methionine residue. The methionine residue 

35 may be removed from the protein during processing in the cell. The peptide may be produced 
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synthetically or the protein may have been produced using a polynucleotide only encoding for 
the mature protein coding sequence. 

The term "derivative" refers to polypeptides chemically modified by such techniques as 
ubiquitination, labeling (e.g. , with radionuclides or various enzymes), covalent polymer 
5 attachment such as pegylation (derivatization with polyethylene glycol) and insertion or 

substitution by chemical synthesis of amino acids such as ornithine, which do not nomially occur 
in human proteins. 

The term "variant"(or "analog") refers to any polypeptide differing from naturally 
occurring polypeptides by amino acid insertions, deletions, and substitutions, created using, e g., 

10 recombinant DNA techniques. Guidance in determining which amino acid residues may be 
replaced, added or deleted without abolishing activities of interest, may be foimd by comparing 
the sequence of the particular polypeptide with that of homologous peptides and minimizing the 
number of amino acid sequence changes made in regions of high homology (conserved regions) 
or by replacing amino acids with consensus sequence. 

1 5 Alternatively, recombinant variants encoding these same or similar polypeptides may be 

synthesized or selected by making use of the "redundancy" in the genetic code. Various codon 
. substitutions, such as the silent changes which produce various restriction sites, may be 
introduced to optimize cloning into a plasmid or viral vector or expression in a particular 
prokaryotic or eukaryotic system. Mutations in the polynucleotide sequence may be reflected in 

20 the polypeptide or domains of other peptides added to the polypeptide to modify the properties of 
any part of the polypeptide, to change characteristics such as ligand-binding affinities, interchain 
affinities, or degradation/turnover rate. 

Preferably, amino acid "substitutions" are the result of replacing one amino acid with 
another amino acid having similar structural and/or chemical properties, i.e., conservative amino 

25 acid replacements. '^Conservative*' amino acid substitutions may be made on the basis of 

similarity in polarity, charge, solubility, hydrophobicity, hydrophilicity, and/or the amphipathic 
nature of the residues involved. For example, nonpolar (hydrophobic) amino acids include 
alanine, leucine, isoleucine, valine, proline, phenylalanine, tryptophan, and methionine; polar 
neutral amino acids include glycine, serine, threonine, cysteine, tyrosine, asparagine, and 

30 glutamine; positively charged (basic) amino acids include arginine, lysine, and histidine; and 
negatively charged (acidic) amino acids include aspartic acid and glutamic acid. "Insertions" or 
"deletions" are preferably in the range of about 1 to 20 amino acids, more preferably 1 to 1 0 
amiao acids. The variation allowed may be experimentally determined by systematically making 
insertions, deletions, or substitutions of amino acids in a polypeptide molecule using 

35 recombinant DNA techniques and assaying the resulting recombinant variants for activity. 
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Alternatively, where alteration of function is desired, insertions, deletions or 
non-conservative alterations can be engineered to produce altered polypeptides. Such alterations 
can, for example, alter one or more of the biological functions or biochemical characteristics of 
the polypeptides of the uivention. For example, such alterations may change polypeptide 
5 characteristics such as ligand-binding affinities, interchain affinities, or degradation/turnover 
rate. Further, such alterations can be selected so as to generate polypeptides that are better suited 
for expression, scale up and the like in the host cells chosen for expression. For example, 
cysteine residues can be deleted or substituted with another amino acid residue in order to 
eliminate disulfide bridges. 

10 The terms "purified" or "substantially purified" as used herein denotes that the indicated 

nucleic acid or polypeptide is present in the substantial absence of other biological 
macromolecules, e.g., polynucleotides, proteins, and the like. In one embodiment, the 
polynucleotide or polypeptide is purified such that it constitutes at least 95% by weight, more 
preferably at least 99% by weight, of the indicated biological macromolecules present (but water, 

15 buffers, and other small molecules, especially molecules having a molecular weight of less than 
1000 daltons, can be present). 

The term "isolated" as used herein refers to a nucleic acid or polypeptide separated from 
at least one other component (e.g., nucleic acid or polypeptide) present with the nucleic acid or 
polypeptide in its natural source. In one embodiment, the nucleic acid or polypeptide is found in 

20 the presence of (if anything) only a solvent, buffer, ion, or other component normally present in a 
solution of the same. The terms "isolated" and "purified" do not encompass nucleic acids or 
polypeptides present in their natural source. 

The term "recombinant," when used herein to refer to a polypeptide or protein, means 
that a polypeptide or protein is derived fi-om recombinant (e.g., microbial, insect, or mammalian) 

25 expression systems. "Microbial" refers to recombinant polypeptides or proteins made in 
bacterial or fungal (e.g., yeast) expression systems. As a product, "recombinant microbial" 
defines a polypeptide or protein essentially firee of native endogenous substances and 
unaccompanied by associated native glycosylation. Polypeptides or protems expressed in most 
bacterial cultures, e.g., E, coli^ will be free of glycosylation modifications; polypeptides or 

30 proteins expressed in yeast will have a glycosylation pattern in general different from those 
expressed in mammalian cells. 

The term "recombinant expression vehicle or vector" refers to a plasmid or phage or virus 
or vector, for expressing a polypeptide from a DNA (RNA) sequence. An expression vehicle can 
comprise a transcriptional unit comprising an assembly of (1) a genetic element or elements 

35 having a regulatory role in gene expression, for example, promoters or enhancers, (2) a structural 
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or coding sequence which is transcribed into mRNA and translated into protein, and (3) 
appropriate transcription initiation and termination sequences. Structural units intended for use 
in yeast or eukaryotic expression systems preferably include a leader sequence enabling 
extracellular secretion of translated protein by a host cell. Alternatively, where recombinant 
5 protein is expressed without a leader or transport sequence, it niay include an amino terminal 
methionine residue. This residue may or may not be subsequently cleaved from the expressed 
recombinant protein to provide a jRnal product. 

The term "recombinant expression system" means host cells which have stably integrated 
a recombinant transcriptional unit into chromosomal DNA or carry the recombinant 

10 transcriptional unit extrachromosomally. Recombinant expression systems as defined herein will 
express heterologous polypeptides or proteins upon induction of the regulatory elements linked 
to the DNA segment or synthetic gene to be expressed. This term also means host cells which 
have stably integrated a recombinant genetic element or elements having a regulatory role in 
gene expression, for example, promoters or enhancers. Recombinant expression systems as 

15 defined herein will express polypeptides or proteins endogenous to the cell upon induction of the 
regulatory elements linked to the endogenous DNA segment or gene to be expressed. The cells 
can be prokaryotic or eukaryotic. 

The term "secreted" includes a protein that is transported across or through a membrane, 
including transport as a result of signal sequences in its amino acid sequence when it is 

20 expressed in a suitable host cell. "Secreted" proteins include without limitation proteins secreted 
wholly (e.g., soluble proteins) or partially (e.g., receptors) from the cell in which they are 
expressed. "Secreted" proteins also include without limitation proteins that are transported 
across the membrane of the endoplasmic reticulum. "Secreted" proteins are also intended to 
include protems containing non-typical signal sequences (e.g. Interleukin-1 Beta, see Krasney, 

25 P.A. md Young, P.R. (1992) Cytokine 4(2):134 -143) and factors released from damaged cells 
(e.g. Interleukin-1 Receptor Antagonist, see Arend, W.P. et. al. (1998) Annu. Rev. Immunol. 
16:27-55) 

Where desired, an expression vector may be designed to contain a "signal or leader 
sequence" which will direct the polypeptide through the membrane of a cell. Such a sequence 
30 may be naturally present on the polypeptides of the present invention or provided from 
heterologous protein sources by recombinant DNA techniques. 

The term "stringent" is used to refer to conditions that are commonly understood in the 
art as stringent. Stringent conditions can include highly stringent conditions (i.e., hybridization 
to filter-bound DNA in 0.5 M NaHP04, 7% sodium dodecyl sulfate (SDS), 1 mM EDTA at 
35 65^C, and washing in O.IX SSaO.1% SDS at 68^C), and moderately strmgent conditions (i.e.. 
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washing in 0.2X SSC/0.1% SDS at 42°C). Other exemplary hybridization conditions are 
described herein in the examples. 

In instances of hybridization of deoxyoligonucleotides, additional exemplary stringent 
hybridization conditions include washing in 6X SSC/0.05% sodiimi pyrophosphate at 3TC (for 

5 14-base oligonucleotides), 48**C (for 17-base oligos), 55**C (for 20-base oligonucleotides), and 
60^C (for 23-base oligonucleotides). 

As used herein, "substantially equivalent" can refer both to nucleotide and amino acid 
sequences, for example a mutant sequence, that varies from a reference sequence by one or more 
substitutions, deletions, or additions, the net effect of which does not result in an adverse 

10 functional dissimilarity between the reference and subject sequences. Typically, such a 

substantially equivalent sequence varies from one of those listed herein by no more than about 
35% (/.e., the number of individual residue substitutions, additions, and/or deletions in a 
substantially equivalent sequence, as compared to the corresponding reference sequence, divided 
by the total number of residues in the substantially equivalent sequence is about 0.35 or less). 

1 5 Such a sequence is said to have 65% sequence identity to the listed sequence. In one 

embodiment, a substantially equivalent, mutant, sequence of the invention varies from a 
listed sequence by no more than 30% (70% sequence identity); in a variation of this 
embodiment, by no more than 25% (75% sequence identity); and in a further variation of this 
embodiment, by no more than 20% (80% sequence identity) and in a further variation of this 

20 embodiment, by no more than 10% (90% sequence identity) and in a further variation of this 
embodiment, by no more that 5% (95% sequence identity). Substantially equivalent, e,g.^ 
mutant, amino acid sequences according to the invention preferably have at least 80% sequence 
identity with a listed amino acid sequence, more preferably at least 85% sequence identity, more 
preferably at least 90% sequence identity, more preferably at least 95% identity, more preferably 

25 at least 98% identity, and most preferably at least 99% identity. Substantially equivalent 
nucleotide sequences of the invention can have lower percent sequence identities, taking into 
accoimt, for example, the redundancy or degeneracy of the genetic code. Preferably, nucleotide 
sequence has at least about 65% identity, more preferably at least about 75% identity, more 
preferably at least about 80% sequence identity, more preferably at least about 85% sequence 

30 identity, more preferably at least about 90% sequence identity, and most preferably at least about 
95% identity, more preferably at least about 98% sequence identity, and most preferably at least 
about 99% sequence identity. For the purposes of the present invention, sequences having 
substantially equivalent biological activity and substantially equivalent expression characteristics 
are considered substantially equivalent. For the purposes of determining equivalence, truncation 

35 of the mature sequence (e.g., via a mutation which creates a spurious stop codon) should be 
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disregarded. Sequence identity may be determined, e.g., using the Jotun Hein method (Hein, J. 
(1990) Methods EnzymoL 183:626-645). Identity between sequences can also be determined by 
other methods known in the art, e.g, by varying hybridization conditions. 

The term "totipotent" refers to the capability of a ceil to differentiate into all of the cell 
5 types of an adult organism. 

The term "transformation" means introducing DNA into a suitable host cell so that the 
DNA is replicable, either as an extrachromosomal element, or by chromosomal integration. The 
term "transfection" refers to the taking up of an expression vector by a suitable host cell, whether 
or not any coding sequences are in fact expressed. The term "infection" refers to the introduction 
10 of nucleic acids into a suitable host cell by use of a virus or viral vector. 

As used herein, an "uptake modulating fragment," UMF, means a series of nucleotides 
which mediate the uptake of a linked DNA fragment into a cell. UMFs can be readily identified 
using known UMFs as a target sequence or target motif with the computer-based systems 
described below. The presence and activity of a UMF can be confirmed by attaching the 
1 5 suspected UMF to a marker sequence. The resulting nucleic acid molecule is then incubated 
with an appropriate host under appropriate conditions and the uptake of the marker sequence is 
determined. As described above, a UMF will increase the frequency of uptake of a linked 
marker sequence. 

Each of the above terms is meant to encompass all that is described for each, imless the 
20 context dictates otherwise. 

4.2 NUCLEIC ACIDS OF THE INVENTION 

Nucleotide sequences of the invention are set forth in the Sequence Listing. 

The isolated polynucleotides of the invention include a polynucleotide comprising the 

25 nucleotide sequences of SEQ ID NO: 1 -805 1 ; a polynucleotide encoding any one of the peptide 
sequences of SEQ ID NO: 8052-1 61 02; and a polynucleotide comprising the nucleotide 
sequence encoding the mature protein coding sequence of the polypeptides of any one of SEQ ID 
NO: 8052-16102. The polynucleotides of the present invention also include, but are not limited 
to, a polynucleotide that hybridizes under stringent conditions to (a) the complement of any of 

30 the nucleotides sequences of SEQ ID NO: 1-8051 ; (b) nucleotide sequences encoding any one of 
the amino acid sequences set forth in the Sequence Listing; (c) a polynucleotide which is an 
allelic variant of any polynucleotide recited above; (d) a polynucleotide which encodes a species 
homolog of any of the proteins recited above; or (e) a polynucleotide that encodes a polypeptide 
comprising a specific domain or truncation of the polypeptides of SEQ ID NO: 8052-16102. 

35 Domains of interest may depend on the nature of the encoded polypeptide; e.g. 9 domains in 



14 



wo 01/88088 PCTAJSOl/14827 

receptor-like polypeptides include ligand-binding, extracellular, transmembrane, or cytoplasmic 
domains, or combinations thereof; domains in immunoglobulin-like proteins include the variable 
immunoglobulin-like domains; domains in enzyme-like polypeptides include catalytic and 
substrate binding domains; and domains in ligand polypeptides include receptor-binding 
S domains. 

The polynucleotides of the invention include naturally occurring or wholly or partially 
synthetic DNA, e.g., cDNA and genomic DNA, and KNA, e.g., mRNA. The polynucleotides 
may include all of the coding region of the cDNA or may represent a portion of the coding 
region of the cDNA. 

10 The present invention also provides genes corresponding to the cDNA sequences disclosed 

herein. The corresponding genes can be isolated in accordance vwth known methods using tfie 
sequence information disclosed herein. Such methods include the preparation of probes or primers 
from the disclosed sequence information for identification and/or amplification of genes in 
appropriate genomic libraries or other sources of genomic materials. Further 5* and 3' sequence can 

1 5 be obtained iising methods known in the art. For example, full length cDNA or genomic DNA that 
corresponds to any of the polynucleotides of SEQ ID NO: 1-8051 can be obtained by screening 
appropriate cDNA or genomic DNA libraries under suitable hybridization conditions using any of 
the polynucleotides of SEQ ID NO: 1-8051 or a portion thereof as a probe. Alternatively, the 
polynucleotides of SEQ ID NO: 1-8051 may be used as the basis for suitable primer(s) that allow 

20 identification and/or amplification of genes in appropriate genomic DNA or cDNA libraries. 

The nucleic acid sequences of the invention can be assembled from ESTs and sequences 
(including cDNA and genomic sequences) obtained from one or more public databases, such as 
dbEST, gbpri, and UniGene. The EST sequences can provide identifying sequence information, 
representative fragment or segment information, or novel segment information for the fiilHength 

25 gene. 

The polynucleotides of the invention also provide polynucleotides including nucleotide 
sequences that are substantially equivalent to the polynucleotides recited above. Polynucleotides 
according to the invention can have, e.g., at least about 65%, at least about 70%, at least about 
75%, at least about 80%, 81%, 82%, 83%, 84%, more typically at least about 85%, 86%, 87%, 

30 88%, 89%, more typically at least about 90%, 91%, 92%, 93%, 94%, and even more typically at 
least about 95%, 96%, 97%, 98%, 99%, sequence identity to a polynucleotide recited above. 

Included within the scope of the nucleic acid sequences of the invention are nucleic acid 
sequence fragments that hybridize under stringent conditions to any of the nucleotide sequences 
of SEQ ID NO: 1-8051, or complements thereof, which fragment is greater than about 5 

35 nucleotides, preferably 7 nucleotides, more preferably greater than 9 nucleotides and most 
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preferably greater than 17 nucleotides. Fragments of, e.g. 15, 17, or 20 nucleotides or more that 
are selective for (r.e. specifically hybridize to any one of the polynucleotides of the invention) 
are contemplated. Probes capable of specifically hybridizing to a polynucleotide can 
differentiate polynucleotide sequences of the invention from other polynucleotide sequences in 
5 the same family of genes or can differentiate human genes from genes of other species, and are 
preferably based on unique nucleotide sequences. 

The sequences falling within the scope of the present invention are not limited to these 
specific sequences, but also include allelic and species variations thereof Allelic and species 
variations can be routinely determined by comparing the sequence provided in SEQ ID NO: 1-8051, 

10 a representative fi:agment thereof, or a nucleotide sequence at least 90% identical, preferably 95% 
identical, to SEQ ID NO: 1-8051 with a sequence from another isolate of the same species. 
Furthermore, to accommodate codon variability, the invention includes nucleic acid molecules 
coding for the same amino acid sequences as do the specific ORFs disclosed herein. In other words, 
in the coding region of an ORF, substitution of one codon for another codon that encodes the same 

1 5 amino acid is expressly contemplated. 

The nearest neighbor or homology result for the nucleic acids of the present invention, 
including SEQ ID NO: 1-8051 can be obtained by searching a database using an algorithm or a 
program. Preferably, a BLAST which stands for Basic Local Alignment Search Tool is used to 
search for local sequence alignments (Altshul, S.F. J MoL Evol. 36 290-300 (1993) and Altschul 

20 S.F. et al. J. Mol Biol. 21:403-410 (1990)). Alternatively a FASTA version 3 search against 
Genpept, using Fastxy algorithm. 

Species homologs (or orthologs) of the disclosed polynucleotides and proteins are also 
provided by the present invention. Species homologs may be isolated and identified by making 
suitable probes or primers from the sequences provided herein and screening a suitable nucleic 

25 acid source fix)m the desired species. 

The invention also encompasses allelic variants of the disclosed polynucleotides or 
proteins; that is, naturally occurring alternative forms of the isolated polynucleotide which also 
encode proteins which are identical, homologous or related to that encoded by the 
polynucleotides. 

30 The nucleic acid sequences of the invention are fiirther directed to sequences which 

encode variants of the described nucleic acids. These amino acid sequence variants may be 
prepared by methods known in the art by introducing appropriate nucleotide changes into a 
native or variant polynucleotide. There are two variables in the construction of amino acid 
sequence variants: the location of the mutation and the nature of the mutation. Nucleic acids 

35 encoding the amino acid sequence variants are preferably constructed by mutating the 
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polynucleotide to encode an amino acid sequence that does not occur in nature. These nucleic 
acid alterations can be made at sites that differ in the nucleic acids from different species 
(variable positions) or in highly conserved regions (constant regions). Sites at such locations 
will typically be modified in series, by substituting first with conservative choices (e.g., 
5 hydrophobic amino acid to a different hydrophobic amino acid) and then with more distant 
choices {e.g.y hydrophobic amino acid to a charged amino acid), and then deletions or insertions 
may be made at the target site. Amino acid sequence deletions generally range from about 1 to 
30 residues, preferably about 1 to 10 residues, and are typically contiguous. Amino acid 
insertions include amino- and/or carboxyl-terminal fusions ranging in length from one to one 

10 himdred or more residues, as well as intrasequence insertions of single or multiple amino acid 
residues. Intrasequence insertions may range generally from about 1 to 10 amino residues, 
preferably from 1 to 5 residues. Examples of terminal insertions include the heterologous signal 
sequences necessary for secretion or for intracellular targeting in different host cells and 
sequences such as FLAG or poly-histidine sequences useful for purifying the expressed protein. 

15 In a preferred method, polynucleotides encoding the novel amino acid sequences are 

changed via site-directed mutagenesis. This method uses oligonucleotide sequences to alter a 
polynucleotide to encode the desired amino acid variant, as well as sufficient adjacent 
nucleotides on both sides of the changed amino acid to form a stable duplex on either side of the 
site of being changed. In general, the techniques of site-directed mutagenesis are well known to 

20 those of skill in the art and this technique is exemplified by publications such as, Edelman et al., 
DNA 2:183 (1983). A versatile and efficient method for producing site-specific changes in a 
polynucleotide sequence was published by ZoUer and Smith, Nucleic Acids Res. 10:6487-6500 
(1982). PGR may also be used to create amino acid sequence variants of the novel nucleic acids. 
When small amounts of template DNA are used as starting material, primer(s) that differs 

25 slightly in sequence from the corresponding region in the template DNA can generate the desired 
amino acid variant. PGR amplification results in a population of product DNA fragments that 
differ from the polynucleotide template encoding the polypeptide at the position specified by the 
primer. The product DNA fragments replace the corresponding region in the plasmid and this 
gives a polynucleotide encoding the desired amino acid variant. 

30 A further technique for generating amino acid variants is the cassette mutagenesis 

technique described in Wells et al.. Gene 34:315 (1985); and other mutagenesis techniques well 
known in the art, such as, for example, the techniques in Sambrook et al., supra, and Current 
Protocols in Molecular Biology^ Ausubel et al. Due to the inherent degeneracy of the genetic 
code, other DNA sequences which encode substantially the same or a functionally equivalent 

35 amino acid sequence may be used in the practice of the invention for the cloning and expression 
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of these novel nucleic acids. Such DNA sequences include those which are capable of 
hybridizing to the appropriate novel nucleic acid sequence under stringent conditions. 

Polynucleotides encoding preferred polypeptide truncations of the invention can be used 
to generate polynucleotides encoding chimeric or fusion proteins comprising one or more 
5 domains of the invention and heterologous protein sequences. 

The polynucleotides of the invention additionally include the complement of any of the 
polynucleotides recited above. The polynucleotide can be DNA (genomic, cDNA, amplified, or 
synthetic) or RNA. Methods and algorithms for obtaining such polynucleotides are well known 
to those of skill in the art and can include, for example, methods for determining hybridization 

10 conditions that can routinely isolate polynucleotides of the desired sequence identities. 

In accordance with the invention, polynucleotide sequences comprising the mature 
protein coding sequences corresponding to any one of SEQ ID NO: 1-8051, or fiinctional 
equivalents thereof, may be used to generate recombinant DNA molecules that direct the 
expression of that nucleic acid, or a functional equivalent thereof, in appropriate host cells. Also 

15 included are the cDNA inserts of any of the clones identified herein. 

A polynucleotide according to the invention can be joined to any of a variety of other 
nucleotide sequences by well-established recombinant DNA techniques (see Sambrook J et al. 
(1989) Molecular Cloning: A Laboratory Manual, Cold Spring Harbor Laboratory, NY). Useful 
nucleotide sequences for joining to polynucleotides include an assortment of vectors, eg., 

20 plasmids, cosmids, lambda phage derivatives, phagemids, and the like, that are well known in the 
art. Accordingly, the invention also provides a vector including a polynucleotide of the 
invention and a host cell containing the polynucleotide. In general, the vector contains an origin 
of replication functional in at least one organism, convenient restriction endonuclease sites, and a 
selectable marker for the host cell. Vectors according to the invention include expression 

25 vectors, replication vectors, probe generation vectors, and sequencing vectors. A host cell 
according to the invention can be a prokaryotic or eukaryotic cell and can be a unicellular 
organism or part of a multicelliilar organism. 

The present invention further provides recombinant constructs comprising a nucleic acid 
having any of the nucleotide sequences of SEQ ID NO: 1-8051 or a fragment thereof or any 

30 other polynucleotides of the invention. In one embodiment, the recombinant constmcts of the 
present invention comprise a vector, such as a plasmid or viral vector, into which a nucleic acid 
having any of the nucleotide sequences of SEQ ID NO: 1-8051 or a fragment thereof is inserted, 
in a forward or reverse orientation. In the case of a vector comprising one of the ORFs of the 
present invention, the vector may further comprise regulatory sequences, including for example, 

35 a promoter, operably linked to the ORF. Large numbers of suitable vectors and promoters are 
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known to those of skill in the art and are commereially available for generating the recombinant 
constructs of the present invention. The following vectors are provided by way of example. 
Bacterial: pBs, phagescript, PsiX174, pBluescript SK, pBs KS, pNH8a, pNH16a, pNHlSa, 
pNH46a (Stratagene); pTrc99A, pKK223-3, pKK233-3, pDR540, pRIT5 (Pharmacia). 
5 Eukaryotic: pWLneo, pS V2cat, pOG44, PXTI, pSG (Stratagene) pSVKS, pBPV, pMSG, pSVL 
(Pharmacia). 

The isolated polynucleotide of the invention may be operably linked to an expression 
control sequence such as the pMT2 or pED expression vectors disclosed in Kaufinan et al.. 
Nucleic Acids Res. 19, 4485-4490 (1991), in order to produce the protein recombinantly. Many 

10 suitable expression control sequences are known in the art. General methods of expressing 
recombinant proteins are also known and are exemplified in R. Kaufman, Methods in 
Enzymology 185, 537-566 (1990). As defined herein "operably linked" means fliat the isolated 
polynucleotide of the invention and an expression control sequence are situated within a vector 
or cell in such a way that the protein is expressed by a host cell which has been transformed 

15 (transfected) with the ligated polynucleotide/expression control sequence. 

Promoter regions can be selected from any desired gene using CAT (chloramphenicol 
transferase) vectors or other vectors wdth selectable markers. Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters include laci, lacZ, T3, T7, gpt, 
lambda PR, and trc. Eukaryotic promoters include CMV immediate early, HSV thymidine 

20 kinase, early and late SV40, LTRs from retrovirus, and mouse metallothionein-I. Selection of 
the appropriate vector and promoter is well vdthin the level of ordinary skill in the art. 
Generally, recombinant expression vectors will include origins of replication and selectable 
markers permitting transformation of the host cell, e.g., the ampicillin resistance gene of E. coli 
and iS. cerevisiae TRPl gene, and a promoter derived from a highly-expressed gene to direct 

25 transcription of a downstream structural sequence. Such promoters can be derived from operons 
encoding glycolytic enzymes such as 3-phosphoglycerate kinase (PGK), a-factor, acid 
phosphatase, or heat shock proteins, among others. The heterologous structimd sequence is 
assembled in appropriate phase with translation initiation and termination sequences, and 
preferably, a leader sequence capable of directing secretion of translated protein into the 

30 periplasmic space or extracellular medium. Optionally, the heterologous sequence can encode a 
fusion protein including an amino terminal identification peptide imparting desired 
characteristics, e.g., stabilization or simplified purification of expressed recombinant product. 
Usefiil expression vectors for bacterial use are constructed by inserting a structural DNA 
sequence encoding a desired protein together with suitable translation initiation and termination 

35 signals in operable reading phase with a fimctional promoter. The vector will comprise one or 
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more phenotypic selectable markers and an origin of replication to ensure maintenance of the 
vector and to, if desirable, provide amplification within the host. Suitable prokaryotic hosts for 
transformation include E. colU Bacillus subtilis. Salmonella typhimimum and various species 
within the genera PseudomonaSy Streptomyces^ and Staphylococcus^ although others may also be 
5 employed as a matter of choice. 

As a representative but non-limiting example, useful expression vectors for bacterial use 
can comprise a selectable marker and bacterial origin of replication derived from commercially 
available plasmids comprising genetic elements of the well known cloning vector pBR322 
(ATCC 37017). Such commercial vectors include, for example, pKK223-3 (Pharmacia Fine 

10 Chemicals, Uppsala, Sweden) and GEM 1 (Promega Biotech, Madison, WI, USA). These 
pBR322 "backbone" sections are combined with an appropriate promoter and the structural 
sequence to be expressed. Following transformation of a suitable host strain and growth of the 
host strain to an appropriate cell density, the selected promoter is induced or derepressed by 
appropriate means (e.^., temperature shift or chemical induction) and cells are cultured for an 

15 additional period. Cells are typically harvested by centrifiigation, disrupted by physical or 
chemical means, and the resulting crude extract retained for further purification. 

Polynucleotides of the invention can also be used to induce immxme responses. For 
example, as described in Fan et aL, Nat. Biotech. 17:870-872 (1999), incorporated herein by 
reference, nucleic acid sequences encoding a polypeptide may be used to generate antibodies 

20 against the encoded polypeptide following topical administration of naked plasmid DNA or 
following injection, and preferably intramuscular injection of the DNA. The nucleic acid 
sequences are preferably inserted in a recombinant expression vector and may be in the form of 
naked DNA. 

25 43ANTISENSE 

Another aspect of the invention pertains to isolated antisense nucleic acid molecules that 
jure hybridizable to or complementary to the nucleic acid molecule comprising the nucleotide 
sequence of SEQ ID NO; 1 -805 1 , or jfragments, analogs or derivatives thereof An "antisense" 
nucleic acid comprises a nucleotide sequence that is complementary to a "sense" nucleic acid 

30 encoding a protein, e.g.^ complementary to the coding strand of a double-stranded cDNA 

molecule or complementary to an mRNA sequence. In specific aspects, antisense nucleic acid 
molecules are provided that comprise a sequence complementary to at least about 10, 25, 50, 
100, 250 or 500 nucleotides or an entire coding strand, or to only a portion thereof Nucleic acid 
molecules encoding fragments, homologs, derivatives arid analogs of a protein of any of SEQ ID 
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NO: 8052-16102 or antisense nucleic acids complementary to a nucleic acid sequence of SEQ ID 
NO: 1-8051 are additionally provided. 

In one embodiment, an antisense nucleic acid molecule is antisense to a "coding region" 
of the coding strand of a nucleotide sequence of the invention. The term "coding region" refers 
5 to the region of the nucleotide sequence comprising codons v^^hich are translated into amino acid 
residues. In another embodiment, the antisense nucleic acid molecule is antisense to a 
"noncoding region" of the coding strand of a nucleotide sequence of the invention. The term 
"noncoding region" refers to 5' and 3' sequences which flank the coding region that are not 
translated into amino acids (i.^., also referred to as 5' and 3* imtranslated regions). 

1 0 Given the coding strand sequences encoding a nucleic acid disclosed herein (e.g. , SEQ 

ID NO: 1-8051), antisense nucleic acids of the invention can be designed according to the rules 
of Watson and Crick or Hoogsteen base pairing. The antisense nucleic acid molecule can be 
complementary to the entire coding region of a mRNA, but more preferably is an oligonucleotide 
that is antisense to only a portion of the coding or noncoding region of a mRNA. For example, 

1 5 the antisense oligonucleotide can be complementary to the region surrounding the translation 
start site of a mRNA. An antisense oligonucleotide can be, for example, about 5, 10, 15, 20, 25, 
30, 35, 40, 45 or 50 nucleotides in length. An antisense nucleic acid of the invention can be 
constructed using chemical synthesis or enzymatic ligation reactions using procedures known in 
the art. For example, an antisense nucleic acid (e.g., an antisense oligonucleotide) can be 

20 chemically synthesized using naturally occurring nucleotides or variously modified nucleotides 
designed to increase the biological stability of the molecules or to increase the physical stability 
of the duplex formed between the antisense and sense nucleic acids, e.g., phosphorothioate 
derivatives and acridine substituted nucleotides can be used. 

Examples of modified nucleotides that can be used to generate the antisense nucleic acid 

25 include: S-fluoroiu-acil, 5-bromouracil, 5-chlorouracil, 5-iodouracil, hypoxanthine, xanthine, 
4-acetylcytosine, 5-(carboxyhydroxylmethyl) uracil, 5-carboxymethylaminomethyl- 
2-thiouridine, 5-carboxymethylaminomethyluracil, dihydrouracil, beta-D-galactosylqueosine, 
inosine, N6-isopentenyladenine, I-methylguanine, l-methylinosine,2,2-dimethylguanine, 
2-methyladenine, 2-methylguanine, 3-methylcytosine, 5-methylcytosine, N6-adenine, 

30 7-methylguanine, 5-methylaminomethyluracil, 5-methoxyaminomethyl-2-thiouracil, 
beta-D-mannosylqueosine, 5'-methoxycarboxymethyluracil, 5-methoxyuracil, 
2-methylthio-N6-isopentenyladenine, uracil-5-oxyacetic acid (v), wybutoxosine, pseudouracil, 
queosine, 2-thiocytosine, 5-methyl-2-thiouracil, 2-thiouracil, 4-thiouraciI, 5-methyluracil, 
uracil-5-oxyacetic acid methylester, uracil-5-oxyacetic acid (v), 5-methyl-2-thiouracil, 

35 3-(3«amino-3-N-2-carboxypropyl) uracil, (acp3)w, and 2,6-diaminopurine. Alternatively, the 
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antisense nucleic acid can be produced biologically using an expression vector into which a 
nucleic acid has been subcloned in an antisense orientation (/.c, RNA transcribed from the 
inserted nucleic acid will be of an antisense orientation to a target nucleic acid of interest, 
described further in the following subsection). 
5 The antisense nucleic acid molecules of the invention are typically administered to a 

subject or generated in situ such that they hybridize with or bind to cellular mRNA and/or 
genomic DNA encoding a protein according to the invention to thereby inhibit expression of the 
protein, e.g., by inhibiting transcription and/or translation. The hybridization can be by 
conventional nucleotide complementarity to form a stable duplex, or, for example, in the case of 

10 an antisense nucleic acid molecule that binds to DNA duplexes, through specific interactions in 
the major groove of the double helix. An example of a route of administration of antisense 
nucleic acid molecules of the invention includes direct injection at a tissue site. Alternatively, 
antisense nucleic acid molecules can be modified to target selected cells and then administered 
systemically. For example, for systemic administration, antisense molecules can be modified 

1 5 such that they specifically bind to receptors or antigens expressed on a selected cell surface, e.g. , 
by linking the antisense nucleic acid molecules to peptides or antibodies that bind to cell surface 
receptors or antigens. The antisense nucleic acid molecules can also be delivered to cells using 
the vectors described herein. To achieve sufficient intracellular concentrations of antisense 
molecules, vector constructs in which the antisense nucleic acid molecule is placed under the 

20 control of a strong pol 11 or pol III promoter are preferred. 

Jn yet another embodiment, the antisense nucleic acid molecule of the invention is an 
a-anomeric nucleic acid molecule. An a-anomeric nucleic acid molecule forms specific 
double-stranded hybrids with complementary'RNA in which, contrary to the usual a-units, the 
strands run parallel to each other (Gaultier et al (1987) Nucleic Acids Res 15: 6625-j5641). The 

25 antisense nucleic acid molecule can also comprise a 2'-o-methylribonucleotide (Inoue et al 

(1987) Nucleic Acids Res 15: 613 1-6148) or a chimeric RNA -DNA analogue (Inoue et al (1987) 
FEBS Lett 215: Sll'-iSO). 

4.4 RIBOZYMES AND PNA MOIETIES 

30 In still another embodiment, an antisense nucleic acid of the invention is a ribozyme. 

Ribozymes are catalytic RNA molecules with ribonuclease activity that are capable of cleaving a 
single-stranded nucleic acid, such as a mRNA, to which they have a complementary region. 
Thus, ribozymes (e.g., hammerhead ribozymes (described in Haselhoff and Geriach (1988) 
Nature 334:585-591)) can be used to catalytically cleave a mRNA transcripts to thereby inhibit 

35 translation of a mRNA. A ribozyme having specificity for a nucleic acid of the invention can be 
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designed based upon the nucleotide sequence of a DNA disclosed herein (f.e., SEQ ID NO: 1- 
8051). For example, a derivative of a Tetrahymena L-19 IVS RNA can be constructed in which 
the nucleotide sequence of the active site is complementary to the nucleotide sequence to be 
cleaved in an mRNA of SEQ ID NO: 1-8051 (see, e.g., Cech et al U.S. Pat. No. 4,987,071; and 

5 Cech et al U.S. Pat. No. 5,1 16,742). Alternatively, polynucleotides of the invention can be used 
to select a cataljrtic RNA having a specific ribonuclease activity from a pool of RNA molecules. 
See, eg.. Battel et al, (1993) Science 261:1411-1418. 

Alternatively, gene expression can be inhibited by targeting nucleotide sequences 
complementary to the regulatory region (e.g., promoter and/or enhancers) to form triple helical 

10 structures that prevent transcription of the gene in target cells. See generally, Helene. (1991) 
Anticancer Drug Des. 6: 569-84; Helene. et al (1 992) Ann. K Y. Acad. Scl 660:27-36; and 
Maher (1992) Bioassays 14: 807-15. 

In various embodiments, the nucleic acids of the invention can be modified at the base 
moiety, sugar moiety or phosphate backbone to improve, e.g., the stability, hybridization, or 

1 5 solubility of the molecule. For example, the deoxyribose phosphate backbone of the nucleic 
acids can be modified to generate peptide nucleic acids (see Hyrup et al (1996) Bioorg Med 
Chem 4: 5-23). As used herein, the terms "peptide nucleic acids" or "PNAs" refer to nucleic acid 
mimics, e.g., DNA mimics, in which the deoxyribose phosphate backbone is replaced by a 
pseudopeptide backbone and only the four natural nucleobases are retained. The neutral 

20 backbone of PNAs has been shown to allow for specific hybridization to DNA and RNA under 
conditions of low ionic strength. The synthesis of PNA oligomers can be performed using 
standard solid phase peptide synthesis protocols as described in Hyrup et al (1996) above; 
Peiry-O'Keefe et al (1996) PNAS 93: 14670-675. 

PNAs of the invention can be used in therapeutic and diagnostic applications. For 

25 example, PNAs can be used as antisense or antigene agents for sequence-specific modulation of 
gene expression by, e.g., inducing transcription or translation arrest or inhibiting replication. 
PNAs of the mvention can also be used, e.g., in the analysis of single base pair mutations m a 
gene by, e.g., PNA directed PGR clamping; as artificial restriction enzymes when used in 
combination with other enzymes, e.g., SI nucleases (Hyrup B, (1996) above); or as probes or 

30 primers for DNA sequence and hybridization (Hyrup et al (1 996), above; Penr-O'Keefe (1 996), 
above). 

In another embodunent, PNAs of tiie invention can be modified, e.g., to enhance their 
stability or cellular uptake, by attaching lipophilic or other helper groups to PNA, by the 
formation of PNA-DNA chimeras, or by the use of liposomes or other techniques of drug 
35 delivery known in the art. For example, PNA-DNA chimeras can be generated that may 
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combine the advantageous properties of PNA and DNA. Such chimeras allow DNA recognition 
enzymes, RNase H and DNA polymerases, to interact with the DNA portion while the PNA 
portion would provide high binding affinity and specificity. PNA-DNA chimeras can be linked 
using linkers of appropriate lengths selected in terms of base stacking, number of bonds between 

5 the nucleobases, and orientation (Hyrup (1 996) above). The synthesis of PNA-DNA chimeras 
can be performed as described in Hyrup (1 996) above and Finn et al (1 996) Nucl Acids Res 24: 
3357-63. For example, a DNA chain can be synthesized on a solid support using standard 
phosphoramidite coupling chemistry, and modified nucleoside analogs, e.g.^ 
5 -(4-methoxytrityl)amino-5*-deoxy-thymidine phosphoramidite, can be used between the PNA 

10 and the 5' end of DNA (Mag et al (1989) Nucl Acid Res 17: 5973-88). PNA monomers are then 
coupled in a stepwise manner to produce a chimeric molecule with a 5' PNA segment and a 3' 
DNA segment (Finn et al. (1996) above). Alternatively, chimeric molecules can be synthesized 
with a 5' DNA segment and a 3' PNA segment. See, Petersen et al. (1 975) Bioorg Med Chem 
Lett 5:1119-11124. 

15 In other embodiments, the oligonucleotide may include other appended groups such as 

peptides {e.g.^ for targeting host cell receptors in v/vo), or agents facilitating transport across the 
cell membrane (see, e.g., Letsinger et al, 1989, Proc. Natl Acad ScL U.S.A. 86:6553-6556; 
Lemaitre et al, 1987, Proc. Natl Acad Scl 84:648-652; PCX Publication No. W088/09810) or 
the blood-brain barrier (see, e.g., PCX Publication No. W089/10134). In addition, 

20 oligonucleotides can be modified with hybridization triggered cleavage agents (See, e.g., Kiol et 
al, 1988, BioTechniques 6:958-976) or intercalating agents (see, e.g., Zon, 1988, Pharm. Res. 
5:539-549). Xo this end, the oligonucleotide may be conjugated to another molecule, e.g., a 
peptide, a hybridization triggered cross-linking agent, a transport agent, a hybridization-triggered 
cleavage agent, etc. 

25 

4.5HOSXS 

The present invention fiirther provides host cells genetically engineered to contain the 
polynucleotides of the invention. For example, such host cells may contain nucleic acids of the 
invention introduced into the host cell using known transformation, transfection or infection 
30 methods. The present invention still fiirther provides host cells genetically engineered to express 
the polynucleotides of the invention, wherein such polynucleotides are in operative association 
with a regulatory sequence heterologous to the host cell which drives expression of the 
polynucleotides in the cell. 

Knowledge of nucleic acid sequences allows for modification of cells to permit, or 
35 increase, expression of endogenous polypeptide. Cells can be modified (e.g. , by homologous 
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recombination) to provide increased polypeptide expression by replacing, in whole or in part, the 
naturally occurring promoter with all or part of a heterologous promoter so that the cells express 
the polypeptide at higher levels. The heterologous promoter is inserted in such a manner that it 
is operatively linked to the encoding sequences. See, for example, PCT International Publication 
5 No. WO94/12650, PCT Intemational Publication No. WO92/20808, and PCT International 

Publication No. WO91/09955. It is also contemplated that, in addition to heterologous promoter 
DNA, amplifiable marker DNA (e.g., ada, dhfr, and the multifunctional CAD gene which 
encodes carbamyl phosphate synthase, aspartate transcarbamylase, and dihydroorotase) and/or 
intron DNA may be inserted along with the heterologous promoter DNA. If linked to the coding 

1 0 sequence, amplification of the marker DNA by standard selection methods results in co- 
amplification of the desired protein coding sequences in the cells. 

The host cell can be a higher eukaryotic host cell, such as a manunalian cell, a lower 
eukaryotic host cell, such as a yeast cell, or the host cell can be a prokaryotic cell, such as a 
bacterial cell. Introduction of the recombinant construct into the host cell can be effected by 

15 calcium phosphate transfection, DEAE, dextran mediated transfection, or electroporation (Davis, 
L. et aL, Basic Methods in Molecular Biology (1986)), The host cells containing one of the 
polynucleotides of the invention, can be used in conventional manners to produce the gene 
product encoded by the isolated fragment (in the case of an ORF) or can be used to produce a 
heterologous protein under the control of the EMF. 

20 Any host/vector system can be used to express one or more of the ORFs of the present 

invention. These include, but are not limited to, eukaryotic hosts such as HeLa cells, Cv-1 cell, 
COS cells, 293 cells, and Sf9 cells, as well as prokaryotic host such as E, coli and B, subtilis. 
The most preferred cells are those which do not normally express the particular polypeptide or 
protein or which expresses the polypeptide or protein at low natural level. Mature proteins can 

25 be exjpressed in mammalian cells, yeast, bacteria, or other cells under the control of appropriate 
promoters. Cell-fi:ee translation systems can also be employed to produce such proteins using 
RNAs derived firom the DNA constructs of the present invention. Appropriate cloning and 
expression vectors for use with prokaryotic and eukaryotic hosts are described by Sambrook, et 
al., in Molecular Cloning: A Laboratory Manual, Second Edition, Cold Spring Harbor, New 

30 York (1 989), the disclosvire of which is hereby mcorporated by reference. 

Various manunalian cell culture systems can also be employed to express recombinant 
protein. Examples of mammalian expression systems include the COS-7 lines of monkey kidney 
fibroblasts, described by Gluzman, Cell 23:175 (1981). Other cell lines capable of expressing a 
compatible vector are, for example, the CI 27, monkey COS cells, Chinese Hamster Ovary 

35 (CHO) cells, human kidney 293 cells, human epidermal A431 cells, human Colo205 cells, 3T3 
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cells, CV-1 cells, other transfonned primate cell lines, normal diploid cells, cell strains derived 
from in vitro culture of primary tissue, primary explants, HeLa cells, mouse L cells, BHK, 
HL-60, U937, HaK or Jurkat cells. Mammalian expression vectors will comprise an origin of 
replication, a suitable promoter and also any necessary ribosome binding sites, polyadenylation 
5 site, splice donor and acceptor sites, transcriptional termination sequences, and 5' flanking 
nontranscribed sequences. DNA sequences derived from the SV40 viral genome, for example, 
SV40 origin, early promoter, enhancer, splice, and polyadenylation sites may be used to provide 
the required nontranscribed genetic elements. Recombinant polypeptides and proteins produced 
in bacterial culture are usually isolated by initial extraction from cell pellets, followed by one or 

10 more salting-out, aqueous ion exchange or size exclusion chromatography steps. Protein 
refolding steps can be used, as necessary, in completing configuration of the mature protein. 
Finally, high performance liquid chromatography (HPLC) can be employed for final purification 
steps. Microbial cells employed in expression of proteins can be disrupted by any convenient 
method, including freeze*thaw cycling, sonication, mechanical disruption, or use of cell lysing 

15 agents. 

Alternatively, it may be possible to produce the protein in lower eukaryotes such as yeast 
or insects or in prokaryotes such as bacteria. Potentially suitable yeast strains include 
Saccharomyces cerevisiae, Schizosaccharomyces pombe, Kluyveromyces strains, Candiday or 
any yeast strain capable of expressing heterologous proteins. Potentially suitable bacterial 

20 strains include Escherichia coli. Bacillus subtilis. Salmonella typhimurium^ or any bacterial 

strain capable of expressing heterologous proteins. If the protein is made in yeast or bacteria, it 
may be necessary to modify the protein produced therein, for example by phosphorylation or 
glycosylation of the appropriate sites, in order to obtain the functional protein. Such covalent 
attachments may be accomplished using known chemical or enzymatic methods. 

25 In another embodiment of the present invention, cells and tissues may be engineered to 

express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene 
may be replaced by homologous recombination. As described herein, gene targeting can be used 
to replace a gene's existing regulatory region with a regulatory sequence isolated from a different 

30 gene or a novel regulatory sequence synthesized by genetic engineering methods. Such 

regulatory sequences may be comprised of promoters, enhancers, scaffold-attachment regions, 
negative regulatory elements, transcriptional initiation sites, regulatory protein binding sites or 
combinations of said sequences. Alternatively, sequences which affect the stmcture or stability 
of the RNA or protein produced may be replaced, removed, added, or otherwise modified by 

35 targeting. These sequence include polyadenylation signals, mRNA stability elements, splice 
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sites, leader sequences for enhancing or modifying transport or secretion properties of the 
protein, or other sequences which alter or improve the function or stability of protein or RNA 
molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the 
5 gene under the control of the new regulatory sequence, e,g., inserting a new promoter or 

enhancer or both upstream of a gene. Alternatively, the targeting event may be a simple deletion 
of a regulatory element, such as the deletion of a tissue-specific negative regulatory element. 
Altematively, the targeting event may replace an existing element; for example, a tissue-specific 
enhancer can be replaced by an enhancer that has broader or different cell-type specificity than 

10 the naturally occurring elements. Here, the naturally occurring sequences are deleted and new 
sequences are added. In all cases, the identification of the targeting event may be facilitated by 
the use of one or more selectable marker genes that are contiguous with the targeting DNA, 
allowing for the selection of cells in which the exogenous DNA has integrated into the host cell 
genome. The identification of the targeting event may also be facilitated by the use of one or 

15 more marker genes exhibiting the property of negative selection, such that the negatively 
selectable marker is linked to the exogenous DNA, but configured such that the negatively 
selectable marker flanks the targeting sequence, and such that a correct homologous 
recombination event with sequences in the host cell genome does not result in the stable 
integration of the negatively selectable marker. Markers useful for this purpose include the 

20 Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial xanthine-guanine 
phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with 
this aspect of the invention are more particularly described in U.S. Patent No. 5,272,071 to 
Chappel; U.S. Patent No. 5,578,461 to Sherwin et al.; International Application No. 

25 PCT/US92/09627 (WO93/09222) by Selden et al.; and International Application No. 

PCT/US90/06436 (WO91/06667) by Skoultchi et al., each of which is incorporated by reference 
herein in its entirety. 

4.6 POLYFEFXroES OF THE INVENTION 

30 The isolated polypeptides of the invention include, but are not limited to, a polypeptide 

comprising: the amino acid sequences set forth as any one of SEQ ID NO: 8052-16102 or an 
amino acid sequence encoded by any one of the nucleotide sequences SEQ ID NO: 1-8051 or the 
corresponding full length or mature protein. Polypeptides of the invention also include 
polypeptides preferably with biological or iuMnunological activity that are encoded by: (a) a 

35 polynucleotide having any one of the nucleotide sequences set forth in SEQ ID NO: 1-8051 or 
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(b) polynucleotides encoding any one of the amino acid sequences set forth as SEQ E) NO: 
8052-16102 or (c) polynucleotides that hybridize to the complement of the polynucleotides of 
either (a) or (b) under stringent hybridization conditions. The invention also provides 
biologically active or immunologically active variants of any of the amino acid sequences set 
5 forth as SEQ ID NO: 8052- 1 6 1 02 or the corresponding fiill length or mature protein; and 

"substantial equivalents" thereof (e.g., with at least about 65%, at least about 70%, at least about 
75%, at least about 80%, at least about 85%, 86%, 87%, 88%, 89%, at least about 90%, 91%, 
92%, 93%, 94%, typically at least about 95%, 96%, 97%, more typically at least about 98%, or 
most typically at least about 99% amino acid identity) that retain biological activity. 

10 Polypeptides encoded by allelic variants may have a similar, increased, or decreased activity 
compared to polypeptides comprising SEQ ID NO: 8052-16102. 

Fragments of the proteins of the present invention which are capable of exhibiting 
biological activity are also encompassed by the present invention. Fragments of the protein may 
be in linear form or they may be cyclized using known methods, for example, as described in H. 

1 5 U. Saragovi, et al., BioATechnology 10, 773-778 (1992) and in R. S. McDowell, et al, J. Amer. 
Chem. Soc. 1 14, 9245-9253 (1992), both of which are incorporated herein by reference. Such 
fragments may be fused to carrier molecules such as immunoglobulins for many purposes, 
including increasing the valency of protein binding sites. 

The present invention also provides both full-length and mature forms (for example, 

20 without a signal sequence or precursor sequence) of the disclosed protems. The protein coding 
sequence is identified in the sequence listing by translation of the disclosed nucleotide 
sequences. The mature form of such protein may be obtained by expression of a full-length 
polynucleotide in a suitable mammalian cell dr other host cell. The sequence of the mature form 
of the protein is also determinable from the amino acid sequence of the full-length fomi. Where 

25 proteins of the present invention are membrane bound, soluble forms of the proteins are also 
provided. In such forms, part or all of the regions causing the proteins to be membrane boimd 
are deleted so that the proteins are fully secreted from the cell in which they are expressed. 

Protein compositions of the present invention may further comprise an acceptable carrier, 
such as a hydrophilic, e.g,, pharmaceutically acceptable, carrier. 

30 The present invention further provides isolated polypeptides encoded by the nucleic acid 

fragments of the present invention or by degenerate variants of the nucleic acid fragments of the 
present invention. By "degenerate variant" is intended nucleotide fragments which differ from a 
nucleic acid fragment of the present invention (e.g., an ORF) by nucleotide sequence but, due to 
the degeneracy of the genetic code, encode an identical polypeptide sequence. Preferred nucleic 

35 acid fragments of the present invention are the ORFs that encode proteins. 
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A variety of methodologies known in the art can be utilized to obtain any one of the 
isolated polypeptides or proteins of the present invention. At the simplest level, the amino acid 
sequence can be synthesized using commercially available peptide synthesizers. The 
synthetically-constructed protein sequences, by virtue of sharing primary, secondary or tertiary 

5 structural and/or conformational characteristics with proteins may possess biological properties 
in common therewith, including protein activity. This technique is particularly useful in 
producing small peptides and fragments of larger polypeptides. Fragments are useful, for 
example, in generating antibodies against the native polypeptide. Thus, they may be employed 
as biologically active or immunological substitutes for natural, purified proteins in screening of 

10 therapeutic compounds and in immunological processes for the development of antibodies. 

The polypeptides and proteins of the present invention can alternatively be purified firom 
cells which have been altered to express the desired polypeptide or protein. As used herein, a 
cell is said to be altered to express a desired polypeptide or protein when the cell, through genetic 
manipulation, is made to produce a polypeptide or protein which it normally does not produce or 

15 which the cell nomially produces at a lower level. One skilled in the art can readily adapt 
procedures for introducing and expressing either recombinant or synthetic sequences into 
eukaryotic or prokaryotic cells in order to generate a cell which produces one of the polypeptides 
or proteins of the present invention. 

The invention also relates to methods for producing a polypeptide comprising growing a 

20 culture of host cells of the invention in a suitable culture medium, and purifying the protein from 
the cells or the culture in which the cells are grown. For example, the methods of the invention 
include a process for producing a polypeptide in which a host cell containing a suitable 
expression vector that includes a polynucleotide of the invention is cultured under conditions that 
allow expression of the encoded polypeptide. The polypeptide can be recovered from the 

25 culture, conveniently from the culture medium, or from a lysate prepared from the host cells and 
further purified. Preferred embodiments include those in which the protein produced by such 
process is a full length or mature form of the protein. 

In an alternative method, the polypeptide or protein is purified from bacterial cells which 
naturally produce the polypeptide or protein. One skilled in the art can readily follow known 

30 methods for isolating polypeptides and proteins in order to obtain one of the isolated 
polypeptides or proteins of the present invention. These include, but are not limited to, 
immunochromatography, HPLC, size-exclusion chromatography, ion-exchange chromatography, 
and immuno-affinity chromatography. See, e.g,y Scopes, Protein Purification: Principles and 
Practice, Springer-Verlag (1994); Sambrook, et al., in Molecular Cloning: A Laboratory 

35 Manual; Ausubel et aL, Current Protocols in Molecular Biology. Polypeptide fragments that 
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retain biological/immunological activity include fragments comprising greater than about 100 
amino acids, or greater than about 200 amino acids, and fragments that encode specific protein 
domains. 

The purified polypeptides can be used in in vitro binding assays which are well known in 
5 the art to identify molecules which bind to the polypeptides. These molecules include but are not 
limited to, for e.g., small molecules, molecules from combinatorial libraries, antibodies or other 
proteins. The molecules identified in the binding assay are then tested for antagonist or agonist 
activity in in vivo tissue culture or animal models that are well known in the art. In brief, the 
molecules are titrated into a plurality of cell cultures or animals and then tested for either 

10 cell/animal death or prolonged survival of the animal/cells. 

In addition, the peptides of the invention or molecules capable of binding to the peptides 
may be complexed with toxins, e.g., ricin or cholera, or with other compounds that are toxic to 
cells. The toxin-binding molecule complex is then targeted to a tumor or other cell by the 
specificity of the binding molecule for SEQ ID NO: 8052-16102. 

15 The protein of the invention may also be expressed as a product of transgenic animals, 

as a component of the milk of transgenic cows, goats, pigs, or sheep which are characterized 
by somatic or germ cells containing a nucleotide sequence encoding the protein. 

The proteins provided herein also include proteins characterized by amino acid sequences 
similar to those of purified proteins but into which modification are naturally provided or 

20 deliberately engineered. For example, modifications in the peptide or DNA sequence can be 
made by those skilled in the art using known techniques. Modifications of interest in the protein 
sequences may include the alteration, substitution, replacement, insertion or deletion of a 
selected amino acid residue in the coding sequence. For example, one or more of the cysteine 
residues may be deleted or replaced with another amino acid to alter the conformation of the 

25 molecule. Techniques for such alteration, substitution, replacement, insertion or deletion are 
well known to those skilled in the art (see, e.g., U.S. Pat. No. 4,5 1 8,584). Preferably, such 
alteration, substitution, replacement, insertion or deletion retains the desired activity of the 
protein. Regions of the protein that are important for the protein function can be determined by 
various methods known in the art including the alanine-scanning method which involved 

30 systematic substitution of single or strings of amino acids with alanine, followed by testing the 
resulting alanine-containing variant for biological activity. This type of analysis determines the 
importance of the substituted amino acid(s) in biological activity. Regions of the protein that are 
important for protein function may be determined by the eMATRlX program. 

Other fragments and derivatives of the sequences of proteins which would be expected to 

35 retain protein activity in whole or in part and are useful for screening or other immunological 
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methodologies may also be easily made by those skilled in the art given the disclosures herein. 
Such modifications are encompassed by the present invention. 

The protein may also be produced by operably linking the isolated polynucleotide of the 
invention to suitable control sequences in one or more insect expression vectors, and employing 
5 an insect expression system. Materials and methods for baculovirus/insect cell expression 

systems are commercially available in kit form from, e.g., Invitrogen, San Diego, Calif., U.S. A. 
(the MaxBat™ kit), and such methods are v^rell known in the art, as described in Sunmiers and 
Smith, Texas Agricultural Experiment Station Bulletin No. 1555 (1987), incorporated herein by 
reference. As used herein, an insect cell capable of expressing a polynucleotide of the present 

10 invention is "transformed." 

The protein of the invention may be prepared by culturing transformed host cells under 
culture conditions suitable to express the recombinant protein. The resulting expressed protein 
may then be purified from such culture {le., from culture medium or cell extracts) using known 
purification processes, such as gel filtration and ion exchange chromatography. The purification 

15 of the protein may also include an affinity column containing agents which will bind to the 
protein; one or more column steps over such affinity resins as concanavalin A-agarose, 
heparin-toyopearl™ or Cibacrom blue 3GA Sepharose™; one or more steps involving 
hydrophobic interaction chromatography using such resins as phenyl ether, butyl ether, or propyl 
ether; or immunoaffinity chromatography. 

20 Alternatively, the protein of the mvention may also be expressed in a form that will 

facilitate purification. For example, it may be expressed as a fusion protein, such as those of 
maltose binding protein (MBP), glutathione-S-transferase (GST) or thioredoxin (TRX), or as a 
His-tag. Kits for expression and purification of such fusion proteins are commercially available 
firom New England BioLab (Beverly, Mass.), Pharmacia (Piscataway, NJ.) and Invitrogen, 

25 respectively. The protein can also be tagged wdth an epitope and subsequently purified by using 
a specific antibody directed to such epitope. One such epitope ("FLAG®") is conamercially 
available from Kodak (New Haven, Conn.). 

Finally, one or more reverse-phase high performance liquid chromatography (RP- HPLC) 
steps employing hydrophobic RP-HPLC media, e,g. , silica gel having pendant methyl or other 

30 aliphatic groups, can be employed to further purify the protein. Some or all of the foregoing 
purification steps, in various combinations, can also be employed to provide a substantially 
homogeneous isolated recombinant protein. The protein thus purified is substantially free of 
other mammalian proteins and is defined in accordance with the present invention as an "isolated 
protein." 
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The polypeptides of the invention include analogs (variants). This embraces fragments, 
as well as peptides in which one or more amino acids has been deleted, inserted, or substituted. 
Also, analogs of the polypeptides of the invention embrace fusions of the polypeptides or 
modifications of the polypeptides of the invention, wherein the polypeptide or analog is fused to 
5 another moiety or moieties, e,g„ targeting moiety or another therapeutic agent. Such analogs 
may exhibit improved properties such as activity and/or stability. Examples of moieties which 
may be fused to the polypeptide or an analog include, for example, targeting moieties which 
provide for the delivery of polypeptide to pancreatic cells, e.g., antibodies to pancreatic cells, 
antibodies to immune cells such as T-cells, monocytes, dendritic.cells, granulocytes, etc., as well 
10 as receptor and ligands expressed on pancreatic or immune cells. Other moieties which may be 
fused to the polypeptide include therapeutic agents which are used for treatment, for example, 
immunosuppressive drugs such as cyclosporin, SK506, azathioprine, CDS antibodies and 
steroids. Also, polypeptides may be fused to immune modulators, and other cytokmes such as 
alpha or beta interferon, 

15 

4.6.1 DETERMINING POLYPEPTIDE AND POLYNUCLEOTIDE IDENTITY 

AND SIMILARITY 

Preferred identity and/or similarity are designed to give the largest match between the 

sequences tested. Methods to determine identity and similarity are codified in computer 
20 programs including, but are not limited to, the GCG program package, including GAP 

(Devereux, J., et al.. Nucleic Acids Research 12(1):387 (1984); Genetics Computer Group, 

University of Wisconsin, Madison, WI), BLASTP, BLASTN, BLASTX, FASTA (Altschul, S.F. 

et al., J. Molec. Biol. 215:403-410 (1990), PSI-BLAST (Altschul S.F. et al., Nucleic Acids Res. 

vol. 25, pp. 3389-3402, herein incorporated by reference), eMatrfac software (Wu et al., J. Comp. 
25 BioL, Vol. 6, pp. 2 1 9-235 (1 999), herein incorporated by reference), eMotif software (Nevill- 

Manning et al, ISMB-97, Vol. 4, pp. 202-209, herein incorporated by reference), pFam software 

(Sonnhammer et al., Nucleic Acids Res., Vol. 26(1), pp. 320-322 (1998), herein incorporated by 

reference) and the Kyte-Doolittle hydrophobocity prediction algorithm (J. Mol Biol, 157, pp. 

105-31 (1982), incorporated herein by reference). The BLAST programs are publicly available 
30 from the National Center for Biotechnology Information (NCBI) and other sources (BLAST 

Manual, Altschul, S., et al. NCB NLM NIH Bethesda, MD 20894; Altschul, S., et al., J. Mol. 

Biol. 215:403-410 (1990). 

4.7 CHIMERIC AND FUSION PROTEINS 

The invention also provides chimeric or fusion proteins. As used herein, a "chimeric 
35 protein" or "fusion protein" comprises a polypeptide of the invention operatively linked to 
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another polypeptide. Within a fusion protein the polypeptide according to the invention can 
correspond to all or a portion of a protein according to the invention. In one embodiment, a 
fusion protein comprises at least one biologically active portion of a protein according to the 
invention. In another embodiment, a fiision protein comprises at least two biologically active 
5 portions of a protein according to the invention. Within the fusion protein, the term "operatively 
linked" is intended to indicate that the polypeptide according to the invention and the other 
polypeptide are fiised in-frame to each other. The polypeptide can be fused to the N-terminus or 
C-terminus. 

For example, in one embodiment a fusion protein comprises a polypeptide according to 

10 the invention operably linked to the extracellular domain of a second protein. 

In another embodiment, the fusion protein is a GST-fiasion protein in which the 
polypeptide sequences of the invention are fused to the C-terminus of the GST glutathione 
S-transferase) sequences. 

In another embodiment, the fusion protein is an immunoglobulin fusion protein in which 

15 the polypeptide sequences according to the invention comprises one or more domains are fused 
to sequences derived from a member of the immunoglobulin protein family. The 
immunoglobulin fusion proteins of the invention can be incorporated into pharmaceutical 
compositions and administered to a subject to inhibit an interaction between a ligand and a 
protein of the invention on the surface of a cell, to thereby suppress signal transduction in vivo. 

20 The immunoglobulin fusion proteins can be used to affect the bioavailability of a cognate ligand. 
Inhibition of the ligand/protein interaction may be useful therapeutically for both the treatment of 
proliferative and differentiative disorders, e,g„ cancer as well as modulating (e.g., promoting or 
inhibiting) cell survival. Moreover, the immunoglobulin fusion proteins of the invention can be 
used as immunogens to produce antibodies in a subject, to purify ligands, and in screening assays 

25 to identify molecules that inhibit the interaction of a polypeptide of the invention with a ligand. 

A chimeric or fusion protein of the invention can be produced by standard recombinant 
DNA techniques. For example, DNA fragments coding for the different polypeptide sequences 
are ligated together in-fiame m accordance with conventional techniques, e.g., by employing 
blunt-ended or stagger-ended tennini for ligation, restriction enzyme digestion to provide for 

30 appropriate termini, fillmg-in of cohesive ends as appropriate, alkaline phosphatase treatment to 
avoid imdesirable joining, and enzymatic ligation. In another embodiment, the fusion gene can 
be synthesized by conventional techniques including automated DNA synthesizers. 
Alternatively, PGR amplification of gene fragments can be carried out using anchor primers that 
give rise to complementary overhangs between two consecutive gene fragments that can 

35 subsequently be annealed and reamplified to generate a chimeric gene sequence (see, for 
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example, Ausubel et al. (eds.) CURRENT PROTOCOLS IN MOLECULAR BIOLOGY, John Wiley & 
Sons, 1992). Moreover, many expression vectors are commercially available that already encode 
a fusion moiety (e.g., a GST polypeptide). A nucleic acid encoding a polypeptide of the 
invention can be cloned into such an expression vector such that the fusion moiety is linked 
5 in-frame to the protein of the invention. 

4.8 GENE THERAPY 

Mutations in the polynucleotides of the invention gene may result in loss of normal 
function of the encoded protein. The invention thus provides gene therapy to restore normal 

1 0 activity of the polypeptides of the invention; or to treat disease states involving polypeptides of 
the invention. Delivery of a functional gene encoding polypeptides of the invention to 
appropriate cells is effected ex vivoy in situ, or in vivo by use of vectors, and more particularly 
viral vectors (e.g., adenovirus, adeno-associated virus, or a retrovirus), or ex vivo by use of 
physical DNA transfer methods (e.g., liposomes or chemical treatments). See, for example, 

1 5 Anderson, Nature, supplement to vol. 392, no. 6679, pp.25-20 (1 998). For additional reviews of 
gene therapy technology see Friedmann, Science, 244: 1275-1281 (1989); Verma, Scientific 
American: 68-84 (1990); and Miller, Nature, 357: 455-460 (1992). Introduction of any one of 
the nucleotides of the present invention or a gene encoding the polypeptides of the present 
invention can also be accomplished with extrachromosomal substrates (transient expression) or 

20 artificial chromosomes (stable expression). Cells may also be cultured ex vivo in the presence of 
proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 
Alternatively, it is contemplated that in other human disease states, preventing the expression of 
or inhibiting the activity of polypeptides of the invention will be useful in treating the disease 

25 states. It is contemplated that antisense therapy or gene therapy could be applied to negatively 
regulate the expression of polypeptides of the invention. 

Other methods inhibiting expression of a protein include the introduction of antisense 
molecules to the nucleic acids of the present invention, their complements, or their translated RNA 
sequences, by methods known in the art. Further, the polypeptides of the present invention can be 

30 inhibited by using targeted deletion methods, or the insertion of a negative regulatory element such 
as a silencer, which is tissue specific. 

The present invention still further provides cells genetically engineered in vivo to express the 
polynucleotides of the invention, wherein such polynucleotides are in operative association with a 
regulatory sequence heterologous to the host cell which drives expression of the polynucleotides in 
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the cell. These methods can be used to increase or decrease the expression of the polynucleotides of 
the present invention. 

Knowledge of DN A sequences provided by the invention allows for modification of cells to 
perxnit, increase, or decrease, expression of endogenoiis polypeptide. Cells can be modified (eg., 

5 by homologous recombination) to provide increased polypeptide expression by replacing, in whole 
or in part, the naturally occurring promoter with all or part of a heterologous promoter so that the 
cells express the protein at higher levels. The heterologous promoter is inserted in such a manner 
that it is operatively linked to the desired protein encoding sequences. See, for example, PCT 
International Publication No. WO 94/12650, PCT International Publication No. WO 92/20808, and 

10 PCT International Publication No. WO 91/09955. It is also contemplated that, in addition to 
heterologous promoter DNA, amplifiable marker DNA {e.g., ada, dhfr, and the multifimctional 
CAD gene which encodes carbamyl phosphate synthase, aspartate transcarbamylase, and 
dihydroorotase) and/or intron DNA may be inserted along with the heterologous promoter DNA. If 
linked to the desired protein coding sequence, amplification of the marker DNA by standard 

1 5 selection methods results in co-amplification of the desired protein coding sequences in the cells. 

In another embodiment of the present invention, cells and tissues may be engineered to 
express an endogenous gene comprising the polynucleotides of the invention under the control of 
inducible regulatory elements, in which case the regulatory sequences of the endogenous gene may 
be replaced by homologous recombination. As described herein, gene targeting can be used to 

20 replace a gene's existing regulatory region with a regulatory sequence isolated fi-om a different gene 
or a novel regulatory sequence synthesized by genetic engineering methods. Such regulatory 
sequences may be coniprised of promoters, enhancers, scaffold-attachment regions, negative 
regulatory elements, transcriptional mitiation sites, regulatory protein binding sites or combinations 
of said sequences. Alternatively, sequences which affect the structure or stability of the RNA or 

25 protein produced may be replaced, removed, added, or oflierwise modified by targeting. These 

sequences include polyadenylation signals, mRNA stability elements, splice sites, leader sequences 
for enhancmg or modifying transport or secretion properties of the protein, or other sequences 
which alter or improve the fimction or stability of protein or RNA molecules. 

The targeting event may be a simple insertion of the regulatory sequence, placing the gene 

30 under the control of the new regulatory sequence, e.g., inserting a new promoter or enhancer or bofli 
upstream of a gene. Alternatively, the targeting event may be a simple deletion of a regulatory 
element, such as the deletion of a tissue-specific negative regulatory element. Alternatively, the 
targeting event may replace an existing element; for example, a tissue-specific enhancer can be 
replaced by an enhancer that has broader or different cell-type specificity than the naturally 

35 occurring elements. Here, the naturally occurring sequences are deleted and new sequences are 
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added. In all cases, the identification of the targeting event may be facilitated by the use of one or 
more selectable marker genes that are contiguous with the targeting DNA, allowing for the selection 
of cells in which the exogenous DNA has integrated into the cell genome. The identification of the 
targeting event may also be facilitated by the use of one or more marker genes exhibiting the 
5 property of negative selection, such that the negatively selectable marker is linked to the exogenous 
DNA, but configured such that the negatively selectable marker flanks the targeting sequence, and 
such that a correct homologous recombination event with sequences in the host cell genome does 
not result in the stable integration of the negatively selectable marker. Markers useful for this 
purpose include the Herpes Simplex Virus thymidine kinase (TK) gene or the bacterial 

1 0 xanthine-guanine phosphoribosyl-transferase (gpt) gene. 

The gene targeting or gene activation techniques which can be used in accordance with this 
aspect of the invention are more particularly described in U.S. Patent No. 5,272,071 to Chappel; 
U.S. Patent No. 5,578,461 to Sherwin et al.; Litemational Application No. PCT/OS92/09627 
(WO93/09222) by Selden et al.; and International Application No. PCT/US90/06436 

1 5 (WO91/06667) by Skoultchi et al., each of which is incorporated by reference herein in its entirety. 

4.9 TRANSGENIC ANIMALS 

In preferred methods to determine biological fimctions of the polypeptides of the 
invention in vivo, one or more genes provided by the invention are either over expressed or 

20 inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, under the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout" animals. Knockout animals, preferably non-human mammals, can be 

25 prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. 

Transgenic animals are useful to determine the roles polypeptides of the invention play in 
biological processes, and preferably in disease states. Transgenic animals are useful as model 
systems to identify compoimds that modulate lipid metabolism. Transgenic animals, preferably 
non-himian mammals, are produced using methods as described in U.S. Patent No 5,489,743 and 

30 PCT Publication No. W094/28 1 22, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of a promoter of the 
polynucleotides of the invention is either activated or inactivated to alter the level of expression 
of the polypeptides of the invention. Inactivation can be carried out using homologous 
recombination methods described above. Activation can be achieved by supplementing or even 

35 replacing the hoiry^logoiis promoter to provide for increased protein expression. The 
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homologous promoter can be supplemented by insertion of one or more heterologous enhancer 
elements known to confer promoter activation in a particular tissue. 

The polynucleotides of the present invention also make possible the development, 
through, e.g., homologous recombination or knock out strategies, of animals that fail to express 
5 polypeptides of the invention or that express a variant polypeptide. Such animals are useful as 
models for studying the in vivo activities of polypeptide as well as for studying modulators of the 
polypeptides of the invention. 

In preferred methods to determine biological functions of the polypeptides of the 
invention in v/vo, one or more genes provided by the invention are either over expressed or 
10 inactivated in the germ line of animals using homologous recombination [Capecchi, Science 
244:1288-1292 (1989)]. Animals in which the gene is over expressed, xmder the regulatory 
control of exogenous or endogenous promoter elements, are known as transgenic animals. 
Animals in which an endogenous gene has been inactivated by homologous recombination are 
referred to as "knockout" animals. Knockout animals, preferably non-human mammals, can be 
15 prepared as described in U.S. Patent No. 5,557,032, incorporated herein by reference. 

Transgenic animals are useful to determine the roles polypeptides of the invention play in 
biological processes, and preferably in disease states. Transgenic animals are usefiil as model 
systems to identify compounds that modulate lipid metabolism. Transgenic animals, preferably 
non-human manunals, are produced using methods as described in U.S. Patent No 5,489,743 and 
20 PCT Publication No. W094/28 1 22, incorporated herein by reference. 

Transgenic animals can be prepared wherein all or part of the polynucleotides of the 
invention promoter is either activated or inactivated to alter the level of expression of the 
polypeptides of the invention, Inactivation can be carried out using homologous recombination 
methods described above. Activation can be achieved by supplementing or even replacing the 
25 homologous promoter to provide for mcreased protein expression. The homologous promoter 
can be supplemented by insertion of one or more heterologous enhancer elements known to 
confer promoter activation in a particular tissue. 

4.10 USES AND BIOLOGICAL ACTIVITY 

30 The polynucleotides and proteins of the present invention are expected to exhibit one or 

more of the uses or biological activities (including those associated with assays cited herein) 
identijSed herein. Uses or activities described for proteins of the present invention may be 
provided by administration or use of such proteins or of polynucleotides encoding such proteins 
(such as, for example, in gene therapies or vectors suitable for introduction of DNA). The 

35 mechanism underlying the particular condition or pathology will dictate whether the 



37 



wo 01/88088 PCTAJSOl/14827 

polypeptides of the invention, the polynucleotides of the invention or modulators (activators or 
inhibitors) thereof would be beneficial to the subject in need of treatment. Thus, ''therapeutic 
compositions of the invention" include compositions comprising isolated polynucleotides 
(including recombinant DNA molecules, cloned genes and degenerate variants thereof) or 
5 polypeptides of the invention (including full length protein, mature protein and truncations or 
domains thereof), or compounds aiid other substances that modulate the overall activity of the 
target gene products, either at the level of target gene/protein expression or target protein 
activity. Such modulators include polypeptides, analogs, (variants), including fragments and 
fusion proteins, antibodies and other binding proteins; chemical compounds that directly or 

10 indirectly activate or inhibit the polypeptides of the invention (identified, e.g., via drug screening 
assays as described herein); antisense polynucleotides and polynucleotides suitable for triple 
helix formation; and in particular antibodies or other binding partners that specifically recognize 
one or more epitopes of the polypeptides of the invention. 

The polypeptides of the present invention may likewise be involved in cellular activation 

15 or in one of the other physiological pathways described herein. 



4.10.1 RESEARCH USES AND UTILITIES 

The polynucleotides provided by the present invention can be used by the research 
community for various purposes. The polynucleotides can be used to express recombinant 

20 protein for analysis, characterization or therapeutic use; as markers for tissues in which the 

corresponding protein is preferentially expressed (either constitutively or at a particular stage of 
tissue differentiation or development or in disease states); as molecular weight markers on gels; 
as chromosome markers or tags (when labeled) to identify chromosomes or to map related gene 
positions; to compare with endogenous DNA sequences in patients to identify potential genetic 

25 disorders; as probes to hybridize and thus discover novel, related DNA sequences; as a soxurce of 
information to derive PCR primers for genetic fingerprinting; as a probe to "subtract-out" known 
sequences in the process of discovering other novel polynucleotides; for selecting and making 
oligomers for attachment to a "gene chip" or other support, including for examination of 
expression patterns; to raise anti-protein antibodies using DNA immunization techniques; and as 

30 an antigen to raise anti-DNA antibodies or elicit another immune response. Where the 

polynucleotide encodes a protein which binds or potentially binds to another protein (such as, for 
example, in a receptor-ligand interaction), the polynucleotide can also be used in interaction trap 
assays (such as, for example, that described in Gyuris et aL, Cell 75:791-803 (1993)) to identify 
polynucleotides encoding the other protein with which binding occurs or to identify inhibitors of 

35 the binding interaction. 
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The polypeptides provided by the present invention can similarly be used in assays to 
determine biological activity, including m a panel of multiple proteins for high-throughput 
screening; to raise antibodies or to elicit another immune response; as a reagent (including the 
labeled reagent) in assays designed to quantitatively determine levels of the protein (or its 
5 receptor) in biological fliiids; as markers for tissues in which the corresponding polypeptide is 
preferentially expressed (either constitutively or at a particular stage of tissue differentiation or 
development or in a disease state); and, of course, to isolate correlative receptors or ligands. 
Proteins involved in these binding interactions can also be used to screen for peptide or small 
molecule inhibitors or agonists of the binding interaction, 

10 Any or all of these research utilities are capable of being developed into reagent grade or 

kit format for commercialization as research products. 

Methods for performing the uses listed above are well known to those skilled in the art. 
References disclosing such methods include without limitation "Molecular Cloning: A 
Laboratory Manual", 2d ed.. Cold Spring Harbor Laboratory Press, Sambrook, J., E. F. Fritsch 

15 and T. Maniatis eds., 1989, and "Methods in Enzymology: Guide to Molecular Cloning 
Techniques", Academic Press, Berger, S. L. and A. R. Kimmel eds., 1987. 

4.10.2 NUTRITIONAL USES 

Polynucleotides and polypeptides of the present invention can also be used as nutritional 
20 sources or supplements. Such uses include without limitation use as a protein or amino acid 

supplement, use as a carbon source, use as a nitrogen source and use as a source of carbohydrate. In 
such cases the polypeptide or polynucleotide of the invention can be added to the feed of a 
particular organism or can be administered as a separate solid or liquid preparation, such as in the 
form of powder, pills, solutions, suspensions or capsules. In the case of microorganisms, tiie 
25 polypeptide or polynucleotide of the invention can be added to the medium in or on which the 
microorganism is cultured. 

4.103 CYTOKINE AND CELL PROLIFERATION/DIFFERENTIATION 
ACTIVITY 

30 A polypeptide of the present invention may exhibit activity relating to cytokine, cell 

proliferation (either inducing or inhibiting) or cell differentiation (either inducing or inhibiting) 
activity or may induce production of other cytokines in certain cell populations. A 
polynucleotide of the invention can encode a polypeptide exhibiting such attributes. Many 
protein factors discovered to date, including all known cytokines, have exhibited activity in one 

35 or more factor-dependent cell proliferation assays, and hence the assays serve as a convenient 
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confirmation of cytokine activity. The activity of therapeutic compositions of the present 
invention is evidenced by any one of a number of routine factor dependent cell proliferation 
assays for cell lines including, without limitation, 32D, DA2, DAIG, TIO, B9, B9/1 1, BaF3, 
MC9/G, M-KpreB M+), 2E8, RB5, DAl^ 123, Tl 165, HT2, CTLL2, TF-1, Mo7e, CMK, 
5 HUVEC, and Caco. Therapeutic compositions of the invention can be used in the following: 
Assays for T-cell or thymocyte proliferation include without limitation those described 
in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. R Margulies, E. 
M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, 
Jn Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Immunologic studies in 

10 Humans); Takai et al., J. Immunol. 137:3494-3500, 1986; BertagnoUi et al, J. Immunol. 

145:1706-.1712, 1990; BertagnoUi et al.. Cellular Immunology 133:327-341, 1991; BertagnoUi, 
et al., I. Inununol. 149:3778-3783, 1992; Bowman et al., I. Immunol. 152:1756-1761, 1994. 

Assays for cytokine production and/or proliferation of spleen cells, lymph node cells or 
thymocytes include, without limitation, those described in: Polyclonal T cell stimulation, 

15 Kruisbeek, A. M. and Shevach, E. M. In Cunent Protocols in Immunology. J. E. e.a. Coligan 
eds. Vol 1 pp. 3.12.1-3.12.14, John Wiley and Sons, Toronto. 1994; and Measurement of mouse 
and human interleukin-y, Schreiber, R. D. In Current Protocols in Immunology. J. E. e.a. Coligan 
eds. Vol 1 pp. 6.8.1-6.8.8, John Wiley and Sons, Toronto. 1994. 

Assays for proliferation and difiFerentiation of hematopoietic and lymphopoietic cells 

20 mclude, without limitation, those described in: Measurement of Human and Murine Interleukin 2 
and Interleukin 4, Bottomly, K., Davis, L. S. and Lipsky, P. E. In Current Protocols in 
Immunology. J. E. e,a. Coligan eds. Vol 1 pp. 6.3.1-6.3.12, John Wiley and Sons, Toronto. 1991; 
deVries et al., J. Exp. Med. 173:1205-121 1, 1991; Moreau et al.. Nature 336:690-692, 1988; 
Greenberger et al., Proc. Natl. Acad. Sci. U.S.A. 80:2931-2938, 1983; Measurement of mouse 

25 and Human interleukin 6-Nordan, R. In Current Protocols m Inununology. J. E. Coligan eds. Vol 
1 pp. 6.6.1-6.6.5, John Wiley and Sons, Toronto. 1991; Smith et al, Proc. Natl. Aced. Sci. 
U.S.A. 83:1857-1861, 1986; Measurement of human Interleukin 1 1-Bennett, F., Giannotti, J., 
Clark, S. C. and Turner, K. J. In Current Protocols in Immunology. J. E. Coligan eds. Vol 1 pp. 
6.15.1 John Wiley and Sons, Toronto. 1991; Measurement of mouse and human Interleukin 

30 9-Ciarletta, A., Giannotti, J., Clark, S. C. and Turner, K. J. In Current Protocols in Immunology. 
J. E. Coligan eds. Vol 1 pp. 6.13.1, John Wiley and Sons, Toronto. 1991. 

Assays for T-cell clone responses to antigens (which will identify, among others, proteins 
that affect APC-T cell interactions as well as direct T-cell effects by measuring proliferation and 
cytokine production) include, without limitation, those described in: Current Protocols in 

35 Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. Shevach, W Strober, 



40 



wo 01/88088 



PCT/USOl/14827 



Pub. Greene Publishing Associates and Wiley-Interscience (Chapter 3, In Vitro assays for Mouse 
Lymphocyte Function; Chapter 6, Cytokines and then: cellular receptors; Chapter 7, 
Immunologic studies in Humans); Weinberger et aL, Proc. Natl. Acad. Sci. USA 77:6091-6095, 
1 980; Weinberger et al., Eur. J. Immun. 1 1 :405-41 1 , 1 98 1 ; Takai et al., J. Immunol. 
5 137:3494-3500, 1986; Takai et al., J. Iinmunol. 140:508-512, 1988. 

4.10,4 STEM CELL GROWTH FACTOR ACTIVITY 

A polypeptide of the present invention may exhibit stem cell growth factor activity and 
be involved in the proliferation, differentiation and survival of pluripotent and totipotent stem 

10 cells including primordial germ cells, embryonic stem cells, hematopoietic stem cells and/or 
germ line stem cells. Administration of the polypeptide of the invention to stem cells in vivo or 
ex vivo is expected to maintain and expand cell populations in a totipotential or pluripotential 
state which would be useful for re-engineering damaged or diseased tissues, transplantation, 
manufacture of bio-pharmaceuticals and the development of bio-sensors. The ability to produce 

15 large quantities of human cells has important working applications for the production of human 
proteins which currently must be obtained from non-human sources or donors, implantation of 
cells to treat diseases such as Parkinson's, Al2heimer's and other neurodegenerative diseases; 
tissues for grafting such as bone marrow, skin, cartilage, tendons, bone, muscle (including 
cardiac muscle), blood vessels, cornea, neural cells, gastrointestinal cells and others; and organs 

20 for transplantation such as kidney, liver, pancreas (including islet cells), heart and lung. 

It is contemplated that multiple different exogenous growth factors and/or cytokines may 
be administered in combination with the polypeptide of the invention to achieve the desired 
effect, including any of the growth factors listed herein, other stem cell maintenance factors, and 
specifically mcluding stem cell factor (SCF), leukemia inhibitory factor (LIF), Flt-3 ligand (Flt- 

25 3L), any of the interleukins, recombinant soluble IL-6 receptor fused to IL-6, macrophage 

inflammatory protein 1-alpha (MlP-l-alpha), G-CSF, GM-CSF, thrombopoietin (TPO), platelet 
factor 4 (PF-4), platelet-derived growth factor (PDGF), neural growth factors and basic 
fibroblast growth factor (bFGF). 

Since totipotent stem cells can give rise to virtually any mature cell type, expansion of 

30 these cells in culture will facilitate the production of large quantities of mature cells. Techniques 
for culturing stem cells are known in the art and administration of polypeptides of the invention, 
optionally with other growth factors and/or cytokines, is expected to enhance the survival and 
proliferation of the stem cell populations. This can be accomplished by direct administration of 
the polypeptide of the invention to the culture medium. Alternatively, stroma cells transfected 

35 with a polynucleotide that encodes for the polypeptide of the invention can be used as a feeder 
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layer for the stem cell populations in culture or in vivo. Stromal support cells for feeder layers 
may include embryonic bone marrow fibroblasts, bone marrow stromal cells, fetal liver cells, or 
cultured embryonic fibroblasts (see U.S. Patent No. 5,690,926). 

Stem cells themselves can be transfected with a polynucleotide of the invention to induce 
5 autocrine expression of the polypeptide of the invention. This will allow for generation of 

undifferentiated totipotential/pluripotential stem cell lines that are useful as is or that can then be 
differentiated into the desired mature cell types. These stable cell lines can also serve as a source 
of undifferentiated totipotential/pluripotential mRNA to create cDNA libraries and templates for 
polymerase chain reaction experiments. These studies would allow for the isolation and 

10 identification of differentially expressed genes in stem cell populations that regulate stem cell 
proliferation and/or maintenance. 

Expansion and maintenance of totipotent stem cell populations will be useful in the 
treatment of many pathological conditions. For example, polypeptides of the present invention 
may be used to manipulate stem cells in culture to give rise to neuroepithelial cells that can be 

1 5 used to augment or replace cells damaged by illness, autoimmune disease, accidental damage or 
genetic disorders. The polypeptide of the invention may be useful for inducing the proliferation 
of neural cells and for the regeneration of nerve and brain tissue, i.e. for the treatment of central 
and peripheral nervous system diseases and neuropathies, as well as mechanical and traumatic 
disorders which involve degeneration, death or trauma to neural cells or nerve tissue. In 

20 addition, the expanded stem cell populations can also be genetically altered for gene therapy 
purposes and to decrease host rejection of replacement tissues after grafting or implantation. 

Expression of the polypeptide of the invention and its effect on stem cells can also be 
manipulated to achieve controlled differentiation of the stem cells into more differentiated cell 
types. A broadly applicable method of obtaining pure populations of a specific differentiated 

25 cell type firom undifferentiated stem cell populations involves the use of a cell-type specific 

promoter driving a selectable marker. The selectable marker allows only cells of the desired type 
to survive. For example, stem cells can be induced to differentiate into cardiomyocytes (Wobus 
et al.. Differentiation, 48: 173-1 82, (1991); Klug et al., J. Clin. Invest, 98(1): 216-224, (1998)) 
or skeletal muscle cells (Browder, L. W. In: Principles of Tissue Engineering eds, Lanza et al., 

30 Academic Press (1997)). Altematively, directed differentiation of stem cells can be 

accomplished by culturing the stem cells in the presence of a differentiation factor such as 
retinoic acid and an antagonist of the polypeptide of the invention which would inhibit the 
effects of endogenous stem cell factor activity and allow differentiation to proceed. 

In vitro cultures of stem cells can be used to determine if the polypeptide of the invention 

35 exhibits stem cell growth factor activity. Stem cells are isolated from any one of various cell 
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sources (including hematopoietic stem cells and embryonic stem cells) and cultured on a feeder 
layer, as described by Thompson et aL Proc. NatL Acad. Sci, U.S.A., 92: 7844-7848 (1995), in 
the presence of the polypeptide of the invention alone or in combination with other growth 
factors or cytokines. The ability of the polypeptide of the invention to induce stem cells 
5 proliferation is determined by colony formation on semi-solid support e.g. as described by 
Bernstein et al., Blood, 77: 23 16-2321 (1991). 

4.10.5 HEMATOPOIESIS REGULATING ACTIVITY 

A polypeptide of the present invention may be involved in regulation of hematopoiesis 

10 and, consequently, in the treatment of myeloid or lymphoid cell disorders. Even marginal 

biological activity in support of colony forming cells or of factor-dependent cell lines indicates 
involvement in regulating hematopoiesis, e.g. in supporting the growth and proliferation of 
erythroid progenitor cells alone or in combination with other cytokines, thereby indicating 
utility, for example, in treating various anemias or for use in conjunction with 

15 irradiation/chemotherapy to stimulate the production of erythroid precursors and/or erythroid 
cells; in supporting the growth and proliferation of myeloid cells such as granulocytes and 
monocytes/macrophages {i.e., traditional CSF activity) useful, for example, in conjunction with 
chemotherapy to prevent or treat consequent myelo-suppression; in supporting the growth and 
proliferation of megakaryocytes and consequently of platelets thereby allowing prevention or 

20 treatment of various platelet disorders such as thrombocytopenia, and generally for use in place 
of or complimentary to platelet transfusions; and/or in supporting the growth and proliferation of 
hematopoietic stem cells which are capable of maturing to any and all of the above-mentioned 
hematopoietic cells and therefore find therapeutic utility in various stem cell disorders (such as 
. those usually treated with transplantation, including, without lunitation, aplastic anemia and 

25 paroxysmal nocturnal hemoglobinuria), as well as in repopulating the stem cell compartment 
post inradiation/chemotherapy, either in-vivo or ex-vrvo (/.e., in conjunction with bone marrow 
transplantation or with peripheral progenitor cell transplantation (homologous or heterologous)) 
as normal cells or genetically manipulated for gene therapy. 

Therapeutic compositions of the invention can be used in the following: 

30 Suitable assays for proliferation and differentiation of various hematopoietic lines are 

cited above- 
Assays for embryonic stem cell differentiation (which will identify, among others, 
proteins that influence embryonic differentiation hematopoiesis) include, without limitation, 
those described in: Johansson et al Cellular Biology 15:14M51, 1995; Keller et al.. Molecular 

35 and Cellular Biology 13:473-486, 1993; McClanahanetal., Blood 81:2903-2915, 1993. 
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Assays for stem cell survival and differentiation (which will identify, among others, 
proteins that regulate lympho-hematopoiesis) include, without limitation, those described in: 
Methylcellulose colony forming assays, Freshney, M. G. In Culture of Hematopoietic Cells. R. 1. 
Freshney, et al. eds. Vol pp. 265-268, Wiley-Liss, InC;, New York, N.Y. 1994; Hirayama et al., 
5 Proc. Natl. Acad. Sci. USA 89:5907-591 1, 1992; Primitive hematopoietic colony forming cells 
with high proliferative potential, McNiece, L K. and Briddell, R. A. In Culture of Hematopoietic 
Cells. R. I. Freshney, et al. eds. Vol pp. 23-39, Wiley-Liss, Inc., New York, N.Y. 1994; Neben et 
al, Experimental Hematology 22:353-359, 1994; Cobblestone area forming cell assay, 
Ploemacher, R. E. In Culture of Hematopoietic Cells. R. 1. Freshney, et al. eds. Vol pp. 1-21, 
10 Wiley-Liss, Inc., New York, N.Y. 1994; Long term bone marrow cultures in the presence of 
stromal cells, Spooncer, E., Dexter, M. and Allen, T. In Culture of Hematopoietic Cells. R. I. 
Freshney, et al. eds. Vol pp. 163-179, Wiley-Liss, Inc., New York, N.Y. 1994; Long term culture 
initiating cell assay, Sutherland, H. J. In Culture of Hematopoietic Cells. R. I. Freshney, et al. 
eds. Vol pp. 139-162, Wiley-Liss, Inc., New York, N.Y. 1994. 

15 

4.10.6 TISSUE GROWTH ACTIVITY 

A polypeptide of the present invention also may be involved in bone, cartilage, tendon, 
ligament and/or nerve tissue growth or regeneration, as well as in wound healing and tissue 
repair and replacement, and in healing of bums, incisions and ulcers. 

20 A polypeptide of the present invention which induces cartilage and/or bone growth in 

circumstances where bone is not normally formed, has application in the healing of bone 
fractures and cartilage damage or defects in humans and other animals. Compositions of a 
polypeptide, antibody, binding partner, or other modulator of the invention may have 
prophylactic use in closed as well as open fracture reduction and also in the improved fixation of 

25 artificial joints. De novo bone formation induced by an osteogenic agent contributes to the 
repair of congenital, trauma induced, or oncologic resection induced craniofacial defects, and 
also is useful in cosmetic plastic surgery. 

A polypeptide of this invention may also be involved in attracting bone-forming cells, 
stimulating growth of bone-forming cells, or inducing differentiation of progenhors of 

30 bone-forming cells. Treatment of osteoporosis, osteoarthritis, bone degenerative disorders, or 
periodontal disease, such as through stimulation of bone and/or cartilage repair or by blocking 
inflammation or processes of tissue destruction (collagenase activity, osteoclast activity, etc.) 
mediated by inflammatory processes may also be possible using the composition of the 
invention. 
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Another category of tissue regeneration activity that may involve the polypeptide of the 
present invention is tendon/ligament formation. Induction of tendon/ligament-like tissue or 
other tissue formation in circumstances where such tissue is not normally formed, has 
application in the healing of tendon or ligament tears, deformities and other tendon or ligament 
5 defects in humans and other animals. Such a preparation employing a tendon/ligament-like 
tissue inducing protein may have prophylactic use in preventing damage to tendon or ligament 
tissue, as well as use in the improved fixation of tendon or ligament to bone or other tissues, and 
in repairing defects to tendon or ligament tissue. De novo tendon/ligament-like tissue formation 
induced by a composition of the present invention contributes to the repair of congenital, trauma 

10 induced, or other tendon or ligament defects of other origin, and is also useful in cosmetic plastic 
surgery for attachment or repair of tendons or ligaments. The compositions of the present 
invention may provide environment to attract tendon- or ligament-forming cells, stimulate 
growth of tendon- or ligament-forming cells, induce differentiation of progenitors of tendon- or 
ligament-forming cells, or induce grov^h of tendon/ligament cells or progenitors ex vivo for 

15 return in vivo to effect tissue repair. The compositions of the invention may also be useful in the 
treatment of tendinitis, carpal tunnel syndrome and other tendon or ligament defects. The 
compositions may also include an appropriate matrix and/or sequestering agent as a carrier as is 
well known in the art. 

The compositions of the present invention may also be useful for proliferation of neural 

20 cells and for regeneration of nerve and brain tissue, i.e, for the treatment of central and peripheral 
nervous system diseases and neuropathies, as well as mechanical and traumatic disorders, which 
involve degeneration, death or trauma to neural cells or nerve tissue. More specifically, a 
composition may be used in the treatment of diseases of the peripheral nervous system, such as 
peripheral nerve injuries, peripheral neuropathy and localized neuropathies, and central nervous 

25 system diseases, such as Alzheimer's,^ Parkinson's disease, Huntington's disease, amyotrophic 
lateral sclerosis, and Shy-Drager syndrome. Further conditions that may be treated in 
accordance with the present invention include mechanical and traumatic disorders, such as spinal 
cord disorders, head trauma and cerebrovascular diseases such as stroke. Peripheral neuropathies 
resulting from chemotherapy or other medical therapies may also be treatable using a 

30 composition of the invention. 

Compositions of the invention may also be useful to promote better or faster closure of 
non-healing wounds, including vsdthout limitation pressure ulcers, ulcers associated with vascular 
insufficiency, surgical and traumatic wounds, and the like. 

Compositions of the present invention may also be involved in the generation or 

35 regeneration of other tissues, such as organs (including, for example, pancreas, liver, intestine. 
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kidney, skin, endothelium), muscle (smooth, skeletal or cardiac) and vascular (including vascular 
endothelium) tissue, or for promoting the growth of cells comprising such tissues. Part of the 
desired effects may be by inhibition or modulation of fibrotic scarring may allow normal tissue 
to regenerate. A polypeptide of the present invention may also exhibit angiogenic activity. 
5 A composition of the present invention may also be useful for gut protection or 

regeneration and treatment of lung or liver fibrosis, reperfusibn injury in various tissues, and 
conditions resulting from systemic cytokine damage, 

A composition of the present invention may also be useful for promoting or inhibiting 
differentiation of tissues described above from precursor tissues or cells; or for inhibiting the 
1 0 growth of tissues described above. 

Therapeutic compositions of the invention can be used in the following: 

Assays for tissue generation activity include, without limitation, those described in: 
International Patent Publication No. WO95/16035 (bone, cartilage, tendon); International Patent 
Publication No. WO95/05846 (nerve, neuronal); International Patent Publication No. 
15 WO91/07491 (skin, endothelium). 

Assays for wound healing activity include, without limitation, those described in: Winter, 
Epidermal Wound Healing, pps. 71-112 (Maibach, H. 1. and Rovee, D. T., eds.). Year Book 
Medical Publishers, Inc., Chicago, as modified by Eaglstein and Mertz, J. Invest. Dermatol 
71:382-84(1978). 

20 

4.10.7 IMMUNE STIMULATING OR SUPPRESSING ACTIVITY 

A polypeptide of the present invention may also exhibit immune stimulating or inunune 
suppressing activity, including without limitation the activities for which assays are described 
herein. A polynucleotide of the invention can encode a polypeptide exhibiting such activities. A 

25 protein may be useful in the treatment of various immune deficiencies and disorders (including 
severe combined immunodeficiency (SCID)), e.g., in regulating (up or down) growth and 
proliferation of T and/or B lymphocytes, as well as effecting the cytolytic activity of NK cells 
and other cell populations. These immune deficiencies may be genetic or be caused by viral (e.g., 
HTV) as well as bacterial or fungal infections, or may result from autoinmiune disorders. More 

30 specifically, infectious diseases causes by viral, bacterial, fungal or other infection may be 

treatable using a protein of the present invention, including infections by HIV, hepatitis viruses, 
herpes viruses, mycobacteria, Leishmania spp., malaria spp. and various fungal infections such 
as candidiasis. Of course, in this regard, proteins of the present invention may also be useful 
where a boost to the immune system generally may be desirable, /.e., in the treatment of cancer. 
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include, for example, connective tissue disease, multiple sclerosis, systemic lupus erythematosus, 
rheumatoid arthritis, autoimmune pulmonary inflammation, Guillain-Barre syndrome, 
autoimmune thyroiditis, insulin dependent diabetes mellitis, myasthenia gravis, graft-versus-host 
disease and autoimmune inflammatory eye disease. Such a protein (or antagonists thereof, 
including antibodies) of the present invention may also to be useful in the treatment of allergic 
reactions and conditions (eg., anaphylaxis, serum sickness, drug reactions, food allergies, insect 
venom allergies, mastocytosis, allergic rhinitis, hypersensitivity pneumonitis, urticaria, 
angioedema, eczema, atopic dermatitis, allergic contact dermatitis, erythema multiforme, 
Stevens- Johnson syndrome, allergic conjunctivitis, atopic keratoconjunctivitis, venereal 
keratoconjunctivitis, giant papillary conjunctivitis and contact allergies), such as asthma 
(particularly allergic asthma) or other respiratory problems. Other conditions, in which immune 
suppression is desired (including, for example, organ transplantation), may also be treatable 
using a protein (or antagonists thereof) ofthe present invention. The therapeutic effects of the 
polypeptides or antagonists thereof on allergic reactions can be evaluated by in vivo animals 
models such as the cumulative contact enhancement test (Lastbom et al.. Toxicology 125: 59-66, 
1998), skin prick test (Hoffmann et al.. Allergy 54: 446-54, 1999), guinea pig skin sensitization 
test (Vohr et al.. Arch. ToxocoL 73: 501-9), and murine local lymph node assay (Kimber et al., 
J. Toxicol. Environ. Health 53: 563-79). 

Using the proteins ofthe invention it may also be possible to modulate immune 
responses, in a number of ways. Down regulation may be in the form of inhibiting or blocking 
an immune response akeady in progress or may involve preventing the induction of an immune 
response. The functions of activated T cells may be inhibited by suppressing T cell responses or 
by inducing specific tolerance in T cells, or both. Immunosuppression of T cell responses is 
generally an active, non-antigen-specific, process which requires continuous exposure ofthe T 
cells tp the suppressive agent. Tolerance, which involves inducing non-responsiveness or anergy 
in T cells, is distinguishable jfrom immunosuppression in that it is generally antigen-specific and 
persists after exposure to the tolerizing agent has ceased. Operationally, tolerance can be 
demonstrated by the lack of a T cell response upon reexposure to specific antigen in the absence 
ofthe tolerizing agent. 

Down regulating or preventing one or more antigen functions (including without 
limitation B lymphocyte antigen functions (such as, for example, B7)), e.g., preventing high 
level lymphokine synthesis by activated T cells, will be useful in situations of tissue, skin and 
organ transplantation and in grafl-versus-host disease (GVHD). For example, blockage of T cell 
function should result in reduced tissue destruction in tissue transplantation. Typically, in tissue 
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transplants, rejection of the transplant is initiated through its recognition as foreign by T cells, 
followed by an immune reaction that destroys the transplant. The administration of a therapeutic 
composition of the invention may prevent cytokine synthesis by immune cells, such as T cells, 
and thus acts as an immunosuppressant. Moreover, a lack of costimulation may also be 
5 sufficient to anergize the T cells, thereby inducing tolerance in a subject Induction of long-term 
tolerance by B lymphocyte antigen-blocking reagents may avoid the necessity of repeated 
administration of these blocking reagents. To achieve sufficient immxmosuppression or 
tolerance in a subject, it may also be necessary to block the function of a combination of B 
lymphocyte antigens. 

10 The efficacy of particular therapeutic compositions in preventing organ transplant 

rejection or GVHD can be assessed using animal models that are predictive of efficacy in 
humans. Examples of appropriate systems which can be used include allogeneic cardiac grafts in 
rats and xenogeneic pancreatic islet cell grafts in mice, both of which have been used to examine 
the immunosuppressive effects of CTLA4Ig fusion proteins in vivo as described in Lenschow et 

15 al.. Science 257:789-792 (1992) and Turka et al., Proc. Natl. Acad. Sci USA, 89:1 1 102-1 1 105 
(1992). In addition, murine models of GVHD (see Paul ed.. Fundamental Immunology, Raven 
Press, New York, 1989, pp. 846-847) can be used to determine the effect of therapeutic 
compositions of the invention on the development of that disease. 

Blocking antigen function may also be therapeutically useful for treating autoimmune 

20 diseases. Many autoinunune disorders are the result of inappropriate activation of T cells that 
are reactive against self-tissue and which promote the production of cytokines and 
autoantibodies involved in the pathology of the diseases. Preventing the activation of 
autoreactive T cells may reduce or eliminate disease symptoms. Administration of reagents 
which block stimulation of T cells can be used to inhibit T cell activation and prevent production 

25 of autoantibodies or T cell-derived cytokines which may be involved in the disease process. 
Additionally, blocking reagents may induce antigen-specific tolerance of autoreactive T cells 
which could lead to long-term relief from the disease. The efficacy of blocking reagents in 
preventing or alleviating autoimmime disorders can be determined using a number of 
well-characterized animal models of human autoimmune diseases. Examples include murine 

30 experimental autoimmune encephalitis, systemic lupus erythmatosis in MRL/lpr/lpr mice or 

NZB hybrid mice, murine autoimmune collagen arthritis, diabetes mellitus in NOD mice and BB 
rats, and murine experimental myasthenia gravis (see Paul ed.. Fundamental Immunology, Raven 
Press, New York, 1989, pp. 840-856). 

Upregulation of an antigen function (e.g., aB lymphocyte antigen function), as a means 

35 of up regulating immune responses, may also be useful in therapy, Upregulation of immime 
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responses may be in the forai of enhancing an existuig immune response or eliciting an initial 
immune response. For example, enhancing an immune response may be useful in cases of viral 
infection, including systemic viral diseases such as influenza, the common cold, and 
encephalitis. 

5 Alternatively, anti-viral immune responses may be enhanced in an infected patient by 

removing T cells firom the patient, costimulating the T cells in vitro with viral antigen-pulsed 
APCs either expressing a peptide of the present invention or together with a stimulatory form of 
a soluble peptide of the present invention and reintroducing the in vitro activated T cells into the 
patient Another method of enhancing anti-viral immune responses would be to isolate infected 

1 0 cells from a patient, transfect them with a nucleic acid encoding a protein of the present 

invention as described herein such that the cells express all or a portion of the protein on their 
surface, and reintroduce the transfected cells into the patient. The infected cells would now be 
capable of delivering a costimulatory signal to, and thereby activate, T cells in vivo. 

A polypeptide of the present invention may provide the necessary stimulation signal to T 

1 5 cells to induce a T cell mediated immune response against the transfected tumor cells. In 
addition, tumor cells which lack MHC class I or MHC class II molecules, or which fail to 
reexpress sufficient mounts of MHC class I or MHC class II molecules, can be transfected with 
nucleic acid encoding all or a portion of (e,g., a cytoplasmic-domain truncated portion) of an 
MHC class I alpha chain protein and P2 microglobulin protein or an MHC class II alpha chain 

20 protein and an MHC class II beta chain protein to thereby express MHC class I or MHC class II 
proteins on the cell surface. Expression of the appropriate class I or class II MHC in conjunction 
with a peptide having the activity of a B lymphocyte antigen (e.g., B7-1 , B7-2, B7-3) induces a T 
cell mediated immune response against the transfected tumor cell. Optionally, a gene encoding 
an antisense construct which blocks expression of an MHC class II associated protein, such as 

25 the invariant chain, can also be cotransfected with a DNA encoding a peptide having the activity 
of a B lymphocyte antigen to promote presentation of tumor associated antigens and induce 
tumor specific immunity. Thus, the induction of a T cell mediated immune response in a human 
subject may be sufiBcient to overcome tumor-specific tolerance in the subject 

The activity of a protein of the invention may, among other means, be measured by the 

30 following methods: 

Suitable assays for thymocyte or splenocyte cytotoxicity include, without limitation, 
those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. 
H. Margulies, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates and 
Wiley-Interscience (Chapter 3, In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; 

35 Chapter 7, Immunologic studies in Humans); Herrmann et al., Proc. Natl. Acad. Sci. USA 
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78:2488-2492, 1981; Herrmann et al., J. Immunol. 128:1968-1974, 1982; Handa et al., J. 
Immunol. 135:1564-1572, 1985; Takai et al., I. Immunol. 137:3494-3500, 1986; Takai et al., J. 
Immunol. 140:508-512, 1988; Bowman et al., J. Virology 61:1992-1998; Bertagnolli et al.. 
Cellular Immunology 133:327-341, 1991; Brown et al., J. Immunol. 153:3079-3092, 1994. 

Assays for T-cell-dependent immunoglobulin responses and isotype switching (which 
will identiiy, among others, proteins that modulate T-cell dependent antibody responses and that 
affect Thl/Th2 profiles) include, without limitation, those described in: Maliszewski, J. 
Immunol. 144:3028-3033, 1990;^and Assays for B cell function: In vitro antibody production, 
Mond, J. J. and Brunswick, M. In Current Protocols in Immunology. J. E. e.a. Coligan eds. Vol 1 
pp. 3.8.1-3.8.16, John Wiley and Sons, Toronto. 1994. 

Mixed lymphocyte reaction (MLR) assays (which will identify, among others, proteins 
that generate predominantly Thl and CTL responses) include, without limitation, those described 
in: Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. MarguUes, E. 
M. Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley-Interscience (ChaptM 3, 
In Vitro assays for Mouse Lymphocyte Function 3.1-3.19; Chapter 7, Immunologic studies in 
Humans); Takai et al., J. Immunol. 137:3494-3500, 1986; Takai et al., J. hnmunol. 140:508-512, 
1 988; Bertagnolli et al., J. Immunol. 1 49:3778-3783, 1 992. 

Dendritic cell-dependent assays (which will identify, among others, proteins expressed 
by dendritic cells that activate naive T-cells) include, without limitation, those described in: 
Guery et al., J. Inununol. 134:536-544, 1995; Inaba et al.. Journal of Experimental Medicine 
173:549-559, 1991; Macatonia et al.. Journal of Immunology 154:5071-5079,. 1995; Porgador et 
al.. Journal of Experimental Medicine 182:255-260, 1995; Nair et al.. Journal of Virology 
67:4062-4069, 1993; Huang et al.. Science 264:961-965, 1994; Macatonia et al.. Journal of 
Experimental Medicine 169:1255-1264, 1989; Bhardwaj et al.. Journal of Clinical Mvestigation 
94:797-807, 1994; and Inaba et al.. Journal of Experimental Medicine 172:631-640, 1990. 

Assays for lymphocyte survival/apoptosis (which will identify, among others, proteins 
that prevent apoptosis after superantigen induction and proteins that regulate lymphocyte 
homeostasis) include, without limitation, those described in: Darzynkiewicz et al., Cytometry 
13:795-808, 1992; Gorczyca et al.. Leukemia 7:659-670, 1993; Gorczyca et al., Cancer Research 
53:1945-1951, 1993; Itoh et al.. Cell 66:233-243, 1991; Zacharchuk, Journal of Immunology 
145:4037-4045, 1990; Zamai et al.. Cytometry 14:891-897, 1993; Gorczyca et al.. International 
Journal of Oncology 1:639-648, 1992. 

Assays for proteins that influence early steps of T-cell commitment and development 
include, without limitation, those described in: Antica et al.. Blood 84:1 1 1-l 17, 1994; Fine et 
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ah, Cellular Immunology 155:1 1 M22, 1994; Galy et al.. Blood 85:2770-2778, 1995; Toki et aL, 
Proc. Nat. Acad Sci. USA 88:7548-7551, 1991. 



4J0.8 ACnVIN/INHIBIN ACTIVITY 
5 A polypeptide ofthe present invention may also exhibit activin- or itiMbi^^^ 

activities. A polynucleotide of the invention may encode a polypeptide exhibiting such 
cbaiacteristics. Inhibins are characterized by their ability to inhibit the release of follicle 
stimulating hormone (FSH), while activins and are characterized by their ability to stimulate the 
release of follicle stimulating hormone (FSH). Thus, a polypeptide of the present invention, 

1 0 alone or in heterodimers with a member of the inhibin family, may be useful as a contraceptive 
based on the ability of inhibins to decrease fertility in female mammals and decrease 
spermatogenesis in male mammals. Administration of sufficient amoimts of other inhibins can 
induce infertility in these mammals. Alternatively, the polypeptide of the invention, as a 
homodimer or as a heterodimer with other protein subunits of the inhibin group, may be usefiil as 

1 5 a fertility inducing therapeutic, based upon the ability of activin molecules in stimulating FSH 
release from cells of the anterior pituitary. See, for example, U.S. Pat. No. 4,798,885. A 
polypeptide of the invention may also be useful for advancement of the onset of fertility in 
sexually immature mammals, so as to increase the lifetime reproductive performance of domestic 
animals such as, but not limited to, cows, sheep and pigs. 

20 The activity of a polypeptide of the invention may, among other means, be measured by 

the following methods. 

Assays for activin/inhibin activity include, without limitation, those described in: Vale et 
al.. Endocrinology 91 :562-572, 1972; Ling et al., Nature 321 :779-782, 1986; Vale et al.. Nature 
321:776-779, 1986; Mason et al.. Nature 318:659-663, 1985; Forage et al., Proc. Natl. Acad. Sci. 

25 USA 83:3091-3095, 1986. 

4.10.9 CHEMOTACTIC/CHEMOKINETIC ACTIVITY 

A polypeptide of the present invention may be involved in chemotactic or chemokinetic 
activity for manunalian cells, including, for example, monocytes, fibroblasts, neutrophils, 

30 T"Cells, mast cells, eosinophils, epitheHal and/or endothelial cells. A polynucleotide of the 
invention can encode a polypeptide exhibiting such attributes. Chemotactic and chemokinetic 
receptor activation can be used to mobilize or attract a desired cell population to a desired site of 
action. Chemotactic or chemokinetic compositions (e.g. proteins, antibodies, binding partners, 
or modulators of the invention) provide particular advantages in treatment of wounds and other 

35 trauma to tissues, as well as in treatment of localized infections. For example, attraction of 
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lymphocytes, monocytes or neutrophils to tumors or sites of infection may result in improved 
immune responses against the tumor or infecting agent. 

A protein or peptide has chemotactic activity for a particular cell population if it can 
stimulate, directly or indirectly, the directed orientation or movement of such cell population. 
5 Preferably, the protein or peptide has the ability to directly stimulate directed movement of cells. 
Whether a particular protein has chemotactic activity for a population of cells can be readily 
determined by employing such protein or peptide in any known assay for cell chemotaxis. 
Therapeutic compositions of the invention can be used in the following: 
Assays for chemotactic activity (which will identify proteins that induce or prevent 
10 chemotaxis) consist of assays that measure the ability of a protein to induce the migration of 
cells across a membrane as well as the ability of a protein to induce the adhesion of one cell 
population to another cell population. Suitable assays for movement and adhesion include, 
without limitation, those described in: Current Protocols in Immunology, Ed by J. E. Coligan, A. 
M. Kruisbeek, D. H. Marguiles, E. M. Shevach, W. Strober, Pub. Greene Publishing Associates 
15 and Wiley-Interscience (Chapter 6.12, Measurement of alpha and beta Chemokines 

6.12.1-6.12.28; Taub et al. J. Clin. Invest. 95:1370-1376, 1995; Lind et al. APMIS 103:140-146, 
1995; Muller et al Eur. J. Inununol. 25:1744-1748; Gruber et al. J. of Immunol. 152:5860-5867, 
1994; Johnston et al. J. of Immunol. 153:1762-1768, 1994. 

20 4.10.10 HEMOSTATIC AND THROMBOLYTIC ACTIVITY 

A polypeptide of the invention may also be involved in hemostatis or thrombolysis or 
thrombosis. A polynucleotide of the invention can encode a polypeptide exhibiting such 
attributes. Compositions may be useful in treatment of various coagulation disorders (including 
hereditary disorders, such as hemophilias) or to enhance coagulation and other hemostatic events 

25 in treating wounds resulting from trauma, surgery or other causes. A composition of the 
invention may also be useful for dissolving or inhibiting formation of thromboses and for 
treatment and prevention of conditions resulting therefrom (such as, for example, infarction of 
cardiac and central nervous system vessels (e.g., stroke). 

Therapeutic compositions of the invention can be used in the following: 

30 Assay for hemostatic and thrombolytic activity include, without limitation, those 

described in: Linet et al., J. Clin. Pharmacol. 26:131-140, 1986; Burdick et al., Thrombosis Res. 
45:413-419, 1987; Humphrey et al.. Fibrinolysis 5:71-79 (1991); Schaub, Prostaglandins 
35:467-474, 1988. 

35 4.10.11 CANCER DIAGNOSIS AND THERAPY 
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Polypeptides of the invention may be involved in cancer cell generation, proliferation or 
metastasis. Detection of the presence or amoiint of polynucleotides or polypeptides of the 
invention may be useful for the diagnosis and/or prognosis of one or more types of cancer. For 
example, the presence or mcreased expression of a polynucleotide/polypeptide of the invention 
5 may indicate a hereditary risk of cancer, a precancerous condition, or an ongoing malignancy. 
Conversely, a defect in the gene or absence of the polypeptide may be associated with a cancer 
condition. Identification of single nucleotide polymorphisms associated with cancer or a 
predisposition to cancer may also be useful for diagnosis or prognosis. 

Cancer treatments promote tumor regression by inhibiting tumor cell proliferation, 

10 inhibiting angiogenesis (growth of new blood vessels that is necessary to support tumor growth) 
and/or prohibiting metastasis by reducing tumor cell motility or invasiveness. Therapeutic 
compositions of the invention may be effective in adult and pediatric oncology including in solid 
phase tumors/malignancies, locally advanced tumors, human soft tissue sarcomas, metastatic 
cancer, including lymphatic metastases, blood cell malignancies including multiple myeloma, 

15 acute and chronic leukemias, and lymphomas, head and neck cancers including mouth cancer, 
larynx cancer and thyroid cancer, lung cancers including small cell carcinoma and non-small cell 
cancers, breast cancers including small cell carcinoma and ductal carcinoma, gastrointestinal 
cancers including esophageal cancer, stomach cancer, colon cancer, colorectal cancer and polyps 
associated with colorectal neoplasia, pancreatic cancers, liver cancer, urologic cancers including 

20 bladder cancer and prostate cancer, malignancies of the female genital tract including ovarian 
carcinoma, uterine (including endometrial) cancers, and solid tumor in the ovarian follicle, 
kidney cancers including renal cell carcinoma, brain cancers including intrinsic brain tumors, 
neuroblastoma, astrocytic brain tumors, gliomas, metastatic tumor cell invasion in the central 
nervoiis system, bone cancers including osteomas, skin cancers including malignant melanoma, 

25 tumor progression of human skin keratinocytes, squamous cell carcinoma, basal cell carcinoma, 
hemangiopericytoma and Karposi's sarcoma. 

Polypeptides, polynucleotides, or modulators of polypeptides of the invention (including 
inhibitors and stimulators of the biological activity of the polypeptide of the invention) may be 
administered to treat cancer. Therapeutic compositions can be administered in therapeutically 

30 effective dosages alone or in combination with adjuvant cancer therapy such as surgery, 

chemotherapy, radiotherapy, thermotherapy, and laser therapy, and may provide a beneficial 
effect, e.g. reducing tumor size, slowing rate of tumor growth, inhibiting metastasis, or otherwise 
improving overall clinical condition, without necessarily eradicating the cancer. 

The composition can also be administered in therapeutically effective amounts as a 

35 portion of an anti-cancer cocktail. An anti-cancer cocktail is a mixture of the polypeptide or 
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modulator of the invention with one or more anti-cancer drugs in addition to a pharmaceutically 
acceptable carrier for delivery. The use of anti-cancer cocktails as a cancer treatment is routine. 
Anti-cancer drugs that are well known in the art and can be used as a treatment in combination 
with the polypeptide or modulator of the invention include: Actinomycin D, 
5 Aminoglutethimide, Asparaginase, Bleomycin, Busulfan, Carboplatin, Carmustine, 

Chlorambucil, Cisplatin (cis-DDP), Cyclophosphamide, Cytarabine HCl (Cytosine arabinoside), 
Dacarbazine, Dactinomycin, Daunorubicin HCl, Doxorubicin HCl, Estramustine phosphate 
sodium, Etoposide (VI 6-21 3), Floxuridine, 5-Fluorouracil (5-Fu), Flutamide, Hydroxyurea 
(hydroxycarbamide), Ifosfamide, Interferon A]pha-2a, Interferon Alpha-2b, Leuprolide acetate 

10 (LHRH-releasing factor analog), Lomustine, Mechlorethamine HCl (nitrogen mustard), 
Melphalan, Mercaptopurine, Mesna, Methotrexate (MTX), Mitomycin, Mitoxantrone HCl, 
Octreotide, Plicamycin, Procarbazine HCl, Streptozocin, Tamoxifen citrate, Thioguanine, 
Thiotepa, Vinblastine sulfate. Vincristine sulfate, Amsacrine, Azacitidine, Hexamethylmelamine, 
Interleukin-2, Mitoguazone, Pentostatin, Semustine, Teniposide, and Vindesine sulfate. 

15 In addition, therapeutic compositions of the invention may be used for prophylactic 

treatment of cancer. There are hereditary conditions and/or environmental situations (e.g. 
exposure to carcinogens) known in the art that predispose an individual to developing cancers. 
Under these circiunstances, it may be beneficial to treat these individuals with therapeutically 
effective doses of the polypeptide of the invention to reduce the risk of developing cancers. 

20 In vitro models can be used to determine the effective doses of the polypeptide of the 

invention as a potential cancer treatment. These in vitro models include proliferation assays of 
cultured tumor cells, growth of cultured tumor cells in soft agar (see Freshney, (1987) Culture of 
Animal Cells: A Manual of Basic Technique, Wily-Liss, New York, NY Ch 18 and Ch 21), 
tumor systems in nude mice as described in Giovanella et al., J. Natl. Can. Inst., 52: 921-30 

25 (1 974), mobility and invasive potential of tumor cells in Hoyden Chamber assays as described in 
Pilkington et al.. Anticancer Res., 17: 4107-9 (1997), and angiogenesis assays such as induction 
of vascularization of the chick chorioallantoic membrane or induction of vascular endothelial 
cell migration as described in Ribatta et al., Intl. J. Dev. Biol., 40: 1 1 89-97 (1 999) and Li et al., 
Clin. Exp. Metastasis, 17:423-9 (1999), respectively. Suitable tumor cells lines are available, 

30 e.g. firom American Type Tissue Culture Collection catalogs. 

4.10.12 RECEPTOR/LIGAND ACTIVITY 

A polypeptide of the present invention may also demonstrate activity as receptor, 
receptor ligand or inhibitor or agonist of receptor/1 igand interactions. A polynucleotide of the 
35 invention can encode a polypeptide exhibiting such characteristics. Examples of such receptors 
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and ligands include, without limitation, cytokine receptors and their ligands, receptor kinases and 
their ligands, receptor phosphatases and their ligands, receptors involved in cell-cell interactions 
and their ligands (including without limitation, cellular adhesion molecules (such as selectins, 
integrins and their ligands) and receptor/ligand pairs involved in antigen presentation, antigen 
5 recognition and development of cellular and humoral immune responses. Receptors and ligands 
are also useful for screening of potential peptide or small molecule inhibitors of the relevant 
receptor/ligand interaction. A protein of the present invention (including, without limitation, 
fragments of receptors and ligands) may themselves be useful as inhibitors of receptor/ligand 
interactions. 

10 The activity of a polypeptide of the invention may, among other means, be measured by 

the following methods: 

Suitable assays for receptor-ligand activity include without limitation those described in: 

Current Protocols in Immunology, Ed by J. E. Coligan, A. M. Kruisbeek, D. H. Margulies, E. M. 

Shevach, W. Strober, Pub. Greene Publishing Associates and Wiley- Interscience (Chapter 7.28, 
15 Measurement of Cellular Adhesion under static conditions 7.28. 1 - 7.28.22), Takai et aL, Proc. 

Natl. Acad. Sci. USA 84:6864-6868, 1987; Bierer et al., J. Exp. Med. 168:1 145-1 156, 1988; 

Rosenstein et al., J. Exp. Med. 169:149-160 1989; Stoltenborg et aL, J. Immunol. Methods 

175:59-68, 1994; Stitt et al.. Cell 80:661-670, 1995. 

By way of example, the polypeptides of the invention may be used as a receptor for a 
20 ligand(s) thereby transmitting the biological activity of that ligand(s). Ligands may be identified 

through binding assays, affinity chromatography, dihybrid screening assays, BIAcore assays, gel 

overlay assays, or other methods known in the art. 

Studies characterizing drugs or proteins as agonist or antagonist or partial agonists or a 

partial antagonist require the use of other proteins as competing ligands. The polypeptides of the 
25 present invention or ligand(s) thereof may be labeled by being coupled to radioisotopes, 

colorimetric molecules or toxin molecules by conventional methods. ("Guide to Protein 

Purification" Murray P. Deutscher (ed) Methods in Enzymology Vol. 182 (1990) Academic 

Press, Inc. San Diego). Examples of radioisotopes include, but are not limited to, tritium and 

carbon-14. Examples of colorimetric molecules include, but are not limited to, fluorescent 
30 molecules such as fluorescamine, or rhodamine or other colorimetric molecules. Examples of 

toxins include, but are not limited, to ricin. 

4 AO A3 DRUG SCREENING 

This invention is particularly useful for screening chemical compounds by using the 
35 novel polypeptides or binding fi-agments thereof in any of a variety of drug screening techniques. 
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The polypeptides or fragments employed in such a test may either be free in solution, ajSixed to a 
solid support, borne on a cell surface or located intracellularly. One method of drug screening 
utilizes eukaryotic or prokaryotic host cells which are stably transformed with recombinant 
nucleic acids expressing the polypeptide or a fragment thereof. Drugs are screened against such 
5 transformed cells in competitive binding assays. Such cells, either in viable or fixed form, can 
be used for standard binding assays. One may measure, for example, the formation of 
complexes between polypeptides of the invention or fragments and the agent being tested or 
examine the diminution in complex formation between the novel polypeptides and an 
appropriate cell line, which are well known in the art. 

10 Sources for test compounds that may be screened for ability to bind to or modulate {i.e., 

increase or decrease) the activity of polypeptides of the invention include (1) inorganic and 
organic chemical libraries, (2) natural product libraries, and (3) combinatorial libraries 
comprised of either random or mimetic peptides, oligonucleotides or organic molecules. 
Chemical libraries may be readily synthesized or purchased from a number of 

15 commercial sources, and may include structural analogs of known compounds or compounds 
tiiat are identified as "hits" or "leads" via natural product screening. 

The sources of natural product libraries are microorganisms (including bacteria and 
fimgi), animals, plants or other vegetation, or marine organisms, and libraries of mixtures for 
screening may be created by: (1) fermentation and extraction of broths from soil, plant or marine 

20 microorganisms or (2) extraction of the organisms themselves. Natural product libraries include 
polyketides, non-ribosomal peptides, and (non-naturally occurring) variants thereof. For a 
review, see Science 252:63-68 (1998). 

Combinatorial libraries are composed of large numbers of peptides, oligonucleotides or 
organic compounds and can be readily prepared by traditional automated synthesis methods, 

25 PGR, cloning or proprietary synthetic methods. Of particular interest are peptide and 

oligonucleotide combinatorial libraries. Still other libraries of interest include peptide, protein, 
peptidomimetic, muhiparallel synthetic collection, recombinatorial, and polypeptide libraries. 
For a review of combinatorial chemistry and libraries created therefrom, see Myers, Curr. Opin. 
Biotechnol 8:701-707 (1997). For reviews and examples of peptidomimetic libraries, see 

30 Al-Obeidi et al., Mol Biotechnol 9(3):205-23 (1998); Hruby et aL, Curr Opin Chem Biol, 

1(1):1 14-19 (1997); Domer et al., BioorgMed Chem, 4(5):709-15 (1996) (alkylated dipeptides). 

Identification of modulators through use of the various libraries described herein permits 
modification of the candidate 'Tiit" (or "lead") to optimize the capacity of the "hit" to bind a 
polypeptide of the invention. The molecules identified in the binding assay are then tested for 

35 antagonist or agonist activity in in vivo tissue culture or animal models that are well known in the 
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art. In brief, the molecules are titrated into a plurality of cell cultures or animals and then tested 
for either cell/animal death or prolonged survival of the animal/cells* 

The binding molecules thus identified may be complexed with toxins, eg. , ricin or 
cholera, or with other compounds that are toxic to cells such as radioisotopes. The toxin-binding 
5 molecule complex is then targeted to a tumor or other cell by the specificity of the binding 
molecule for a polypeptide of the invention. Alternatively, the binding molecules may be 
complexed with imaging agents for targeting and imagmg purposes. 

4.10.14 ASSAY FOR RECEPTOR ACTIVITY 

1 0 The invention also provides methods to detect specific binding of a polypeptide e.g. a 

ligand or a receptor. The art provides numerous assays particularly usefiil for identifying 
previously unknown binding partners for receptor polypeptides of the invention. For example, 
expression cloning using mammalian or bacterial cells, or dihybrid screening assays can be used 
to identify polynucleotides encoding binding partners. As another example, affinity 

15 chromatography v/ith the appropriate immobilized polypeptide of the invention can be used to 
isolate polypeptides that recognize and bind polypeptides of the invention. There are a number 
of different libraries used for the identification of compounds, and in particular small molecules, 
that modulate (/.e., increase or decrease) biological activity of a polypeptide of the invention. 
Ligands for receptor polypeptides of the invention can also be identified by adding exogenous 

20 ligands, or cocktails of ligands to two cells populations that are genetically identical except for 
the expression of the receptor of the invention: one cell population expresses the receptor of the 
invention whereas the other does not. The responses of the two cell populations to the addition 
of ligands(s) are then compared. Alternatively, an expression library can be co-expressed with 
the polypeptide of the invention in cells and assayed for an autocrine response to identify 

25 potential ligand(s). As still another example, BIAcore assays, gel overlay assays, or other 
methods known in the art can be used to identify binding partner polypeptides, including, (1) 
organic and inorganic chemical libraries, (2) natural product libraries, and (3) combinatorial 
libraries comprised of random peptides, oligonucleotides or organic molecules. 

The role of downstream intracellular signaling molecules in the signaling cascade of the 

30 polypeptide of the invention can be determined. For example, a chimeric protein in which the 
cytoplasmic domain of the polypeptide of the invention is fused to the extracellular portion of a 
protein, whose ligand has been identified, is produced in a host cell. The cell is then incubated 
with the ligand specific for the extracellular portion of the chimeric protein, thereby activating 
the chimeric receptor. Known downstream proteins involved in intracellular signaling can then 
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be assayed for expected modifications i.e. phosphorylation. Other methods known to those in 
the art can also be used to identify signaling molecules involved in receptor activity. 

4.10.15 ANTI-INFLAMMATORY ACTIVITY 

5 Compositions of the present invention may also exhibit anti-inflammatory activity. The 

anti-inflammatory activity may be achieved by providing a stimulus to cells involved in the 
inflammatory response, by inhibiting or promoting cell-cell interactions (such as, for example, 
cell iadhesion), by inhibiting or promoting chemotaxis of cells involved in the inflammatory 
process, inhibiting or promoting cell extravasation, or by stimulating or suppressing production 

10 of other factors which more directly inhibit or promote an inflammatory response. Compositions 
with such activities can be used to treat inflammatory conditions including chronic or acute 
conditions), including without limitation intimation associated with infection (such as septic 
shock, sepsis or systemic inflammatory response syndrome (SIRS)), ischemia-reperflision injury, 
endotoxin lethality, arthritis, complement-mediated hyperacute rejection, nephritis, cytokine or 

15 chemokine-induced lung injury, inflammatory bowel disease, Crohn's disease or resulting from 
over production of cytokines such as TNF or IL-1 . Compositions of the invention may also be 
useful to treat anaphylaxis and hypersensitivity to an antigenic substance or material. 
Compositions of this invention may be utilized to prevent or treat conditions such as, but not 
limited to, sepsis, acute pancreatitis, endotoxin shock, cytokine induced shock, rheumatoid 

20 arthritis, chronic inflammatory arthritis, pancreatic cell damage from diabetes mellitus type 1 , 
graft versus host disease, inflammatory bowel disease, inflamation associated with pulmonary 
disease, other autoimmune disease or inflammatory disease, an antiproliferative agent such as for 
acute or chronic mylegenous leukemia or in the prevention of premature labor secondary to 
intrauterine infections. 

25 

4.10.16 LEUKEMIAS 

Leukemias and related disorders may be treated or prevented by administration of a 
therapeutic that promotes or inhibits function of the polynucleotides and/or polypeptides of the 
invention. Such leukemias and related disorders include but are not limited to acute leukemia, 
30 acute lymphocytic leukemia, acute myelocytic leukemia, myeloblastic, promyelocytic, 
myelomonocytic, monocytic, erythroleukemia, chronic leukemia, chronic myelocytic 
(granulocjiic) leukemia and chrom'c lymphocytic leukemia (for a review of such disorders, see 
Fishman et al., 1985, Medicine, 2d Ed., J.B. Lippincott Co., Philadelphia). 

35 4.10.17 NERVOUS SYSTEM DISORDERS 
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Nervous system disorders, involving cell types which can be tested for efiBcacy of 
intervention with compounds that modulate the activity of the polynucleotides and/or 
polypeptides of the invention, and which can be treated upon thus observing an indication of 
therapeutic utility, include but are not limited to nervous system injuries, and diseases or 
5 disorders which result in either a disconnection of axons, a diminution or degeneration of 

neurons, or demyelination. Nervous system lesions which may be treated in a patient (including 
human and non*hiunan manunalian patients) according to the invention include but are not 
limited to the follovdng lesions of either the central (including spinal cord, brain) or peripheral 
nervous systems: 

1 0 (i) traumatic lesions, including lesions caused by physical injury or associated with 

surgery, for example, lesions which sever a portion of the nervous system, or compression 
injuries; 

(ii) ischemic lesions, in which a lack of oxygen in a portion of the nervous system 
results in neuronal injury or death, including cerebral infarction or ischemia, or spinal cord 

1 5 infarction or ischemia; 

(iii) infectious lesions, in which a portion of the nervous system is destroyed or 
injured as a result of infection, for example, by an abscess or associated with infection by human 
immunodeficiency virus, herpes zoster, or herpes simplex virus or with Lyme disease, 
tuberculosis, syphilis; 

20 (iv) degenerative lesions, in which a portion of the nervous system is destroyed or 

injured as a result of a degenerative process including but not limited to degeneration associated 
with Parkinson's disease, Alzheimer's disease, Huntington's chorea, or amyotrophic lateral 
sclerosis; 

(v) lesions associated with nutritional diseases or disorders, in which a portion of the 
25 nervous system is destroyed or injured by a nutritional disorder or disorder of metabolism 

including but not limited to, vitamin B12 deficiency, folic acid deficiency, Wernicke disease, 
tobacco-alcohol amblyopia, Marchiafava-Bignami disease (primary degeneration of the corpus 
callosum), and alcoholic cerebellar degeneration; 

(vi) neurological lesions associated with systemic diseases including but not limited to 
30 diabetes (diabetic neuropathy. Bell's palsy), systemic lupus erythematosus, carcinoma, or 

sarcoidosis; 

(vii) lesions caused by toxic substances including alcohol, lead, or particular 
neurotoxins; and 

(viii) demyelinated lesions in which a portion of the nervous system is destroyed or 
35 injured by a demyelinating disease including but not limited to multiple sclerosis, human 
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immunodeficiency virus-associated myelopathy, transverse myelopathy or various etiologies, 
progressive multifocal leukoencephalopathy, and central pontine myelinolysis. 

Therapeutics which are useful according to the invention for treatment of a nervous 
system disorder may be selected by testing for biological activity in promoting the survival or 
5 dijfferentiation of neurons. For example, and not by way of limitation, therapeutics which elicit 
any of the following effects may be useful according to the invention: 

(i) increased survival time of neurons in culture; 

(ii) increased sprouting of neurons in culture or in vivo; 

(iii) increased production of a neiu-on-associated molecule in culture or in vivo, e.g., 
10 choline acetyltransferase or acetylcholinesterase with respect to motor neurons; or 

(iv) decreased symptoms of neuron dysfunction in vivo. 

Such effects may be measured by any method known in the art. In preferred, 
non-limiting embodiments, increased survival of neurons may be measured by the method set 
forth in Arakawa et aL (1990, J. Neurosci. 10:3507-3515); increased sprouting of neurons may 

15 be detected by methods set forth in Pestronk et al. (1980, Exp. Neurol. 70:65-82) or Brown et al. 
(1981, Ann. Rev. Neurosci. 4:17-42); increased production of neuron-associated molecules may 
be measured by bioassay, enzymatic assay, antibody bmding. Northern blot assay, e/c, 
depending on the molecule to be measured; and motor neuron dysfunction may be measured by 
assessing the physical manifestation of motor neuron disorder, e.g., weakness, motor neuron 

20 conduction velocity, or functional disability. 

In specific embodiments, motor neuron disorders that may be treated according to the 
invention include but are not limited to disorders such as infarction, infection, exposure to toxin, 
trauma, surgical damage, degenerative disease or malignancy that may affect motor neurons as 
well as other components of the nervous system, as well as disorders that selectively affect 

25 neurons such as amyotrophic lateral sclerosis, and including but not limited to progressive spinal 
muscular atrophy, progressive bulbar palsy, primary lateral sclerosis, infantile and juvenile 
muscular atrophy, progressive bulbar paralysis of childhood (Fazio-Londe syndrome), 
poliomyelitis and the post polio syndrome, and Hereditary Motorsensory Neuropathy 
(Charcot-Marie-Tooth Disease). 

30 

4J0J8 OTHER ACTIVITIES 

A polypeptide of the invention may also exhibit one or more of the following additional 
activities or effects: inhibiting the growth, infection or function of, or killing, infectious agents, 
including, without limitation, bacteria, viruses, fungi and other parasites; effecting (suppressing 
35 or enhancing) bodily characteristics, including, without limitation, height, weight, hair color, eye 
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color, skin, fat to lean ratio or other tissue pigmentation, or organ or body part size or shape 
(such as, for example, breast augmentation or diminution, change in bone form or shape); 
eflfectmg biorhythms or cireadian cycles or rhythms; effectmg the fertility of male or female 
subjects; effecting the metabolism, catabdlism, anabolism, processing, utilization, storage or 

5 elimination of dietary fat, lipid, protein, carbohydrate, vitamins, minerals, co-factors or other 
nutritional factors or component(s); effecting behavioral characteristics, including, without 
limitation, appetite, libido, stress, cognition (including cognitive disorders), depression 
(including depressive disorders) and violent behaviors; providing analgesic effects or other pain 
reducing effects; promoting differentiation and growth of embryonic stem cells m lineages other 

10 than hematopoietic lineages; honnonal or endocrine activity; in the case of enzymes, correcting 
deficiencies of the enzyme and treating deficiency-related diseases; treatment of 
hyperproliferative disorders (such as, for example, psoriasis); immunoglobulin-like activity (such 
as, for example, the ability to bind antigens or complement); and the ability to act as an antigen 
in a vaccine composition to raise an immune response against such protein or another material or 

1 5 entity which is cross-reactive with such protein. 

4.10.19 IDENTIFICATION OF POLYMORPHISMS 

The demonstration of polymorphisms makes possible the identification of such 
polymorphisms in human subjects and the pharmacogenetic use of this information for diagnosis 

20 and treatment. Such polymorphisms may be associated with, e.g, , differential predisposition or 
susceptibility to various disease states (such as disorders involving inflammation or immune 
response) or a differential response to drug administration, and this genetic information can be 
used to tailor preventive or therapeutic treatment appropriately. For example, the existence of a 
polymorphism associated with a predisposition to inflammation or autoimmune disease makes 

25 possible the diagnosis of this condition in humans by identifymg the presence of the 
polymorphism. 

Polymorphisms can be identified in a variety of ways known in the art which all 
generally involve obtaining a sample fi'om a patient, analyzing DNA firom the sample, optionally 
involving isolation or amplification of the DNA, and identifying the presence of the 

30 polymorphism in the DNA. For example, PGR may be used to amplify an appropriate firagment 
of genomic DNA which may then be sequenced. Alternatively, the DNA may be subjected to 
allele-specific oligonucleotide hybridization (in which appropriate oligonucleotides are 
hybridized to the DNA under conditions permitting detection of a single base mismatch) or to a 
single nucleotide extension assay (in which an oligonucleotide that hybridizes immediately 

35 adjacent to the position of the polymorphism is extended with one or more labeled nucleotides). 
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In addition, traditional restriction fragment length polymorphism analysis (using restriction 
enzymes that provide differential digestion of the genomic DNA depending on the presence or 
absence of the polymorphism) may be performed. Arrays with nucleotide sequences of the 
present invention can be used to detect polymorphisms. The array can comprise modified 
5 nucleotide sequences of the present invention in order to detect the nucleotide sequences of the 
present invention. In the alternative, any one of the nucleotide sequences of the present 
invention can be placed on the array to detect changes from those sequences. 

Ahematively a polymorphism resulting in a change in the amino acid sequence could 
also be detected by detecting a corresponding change in amino acid sequence of the protein, e.g., 
10 by an antibody specific to the variant sequence. 

4.10.20 ARTHRITIS AND INFLAMMATION 

The immunosuppressive effects of the compositions of the invention against rheumatoid 
arthritis are determined in an experimental animal model system. The experimental model 

15 system is adjuvant induced arthritis in rats, and the protocol is described by J. Holoshitz, et at., 
1983, Science, 219:56, or by B. Waksman et al., 1963, Int. Arch. Allergy Appl. Immunol., 
23:129. Induction of the disease can be caused by a single injection, generally intradermally, of a 
suspension of killed Mycobacterium tuberculosis in complete Freund*s adjuvant (CPA). The 
route of injection can vary, but rats may be injected at the base of the tail with an adjuvant 

20 mixture. The polypeptide is administered in phosphate buffered solution (PBS) at a dose of 
about 1-5 mg/kg. The control consists of administering PBS only. 

The procedure for testing the effects of the test compound would consist of intradermally 
uijecting killed Mycobacterium tuberculosis in CPA followed by iromediately administering the 
test compound and subsequent treatment every other day until day 24. At 14, 15, 18, 20, 22, and 

25 24 days after mjection of Mycobacterium CPA, an overall arthritis score may be obtained as 
described by J. Holoskitz above. An analysis of the data would reveal that the test compound 
would have a dramatic affect on the swelling of the joints as measured by a decrease of the 
arthritis score. 

30 411 THERAPEUTIC METHODS 

The compositions (including polypeptide fragments, analogs, variants and antibodies or 
other binding partners or modulators including antisense polynucleotides) of the invention have 
numerous applications in a variety of therapeutic methods. Examples of therapeutic applications 
include, but are not limited to, those exemplified herein. 

35 
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4.11.1 EXAMPLE 

One embodiment of the invention is the administration of an effective amount of the 
polypeptides or other composition of the invention to individuals affected by a disease or 
disorder that can be modulated by regulating the peptides of the invention. While the mode of 

5 admmistration is not particularly important, parenteral administration is preferred. An 
exemplary mode of administration is to deliver an intravenous bolus. The dosage of the 
polypeptides or other composition of the invention will normally be determined by the 
prescribing physician. It is to be expected that the dosage will vary according to the age, weight, 
condition and response of the individual patient. Typically, the amount of polypeptide 

10 administered per dose will be in the range of about 0.01 \xg/kg to 1 00 mg/kg of body weight, with 
the preferred dose being about 0.1|ig/kg to 10 mg/kg of patient body weight. For parenteral 
administration, polypeptides of the invention will be formulated in an injectable form combined 
widi a pharmaceutically acceptable parenteral vehicle. Such vehicles are well known in the art 
and examples include water, saline. Ringer's solution, dextrose solution, and solutions consisting 

15 of small amounts of the human serum albumin. The vehicle may contain minor amounts of 
additives that maintain the isotonicity and stability of the polypeptide or other active ingredient. 
The preparation of such solutions is within the skill of the art. 

4.12 PHARMACEUTICAL FORMULATIONS AND ROUTES OF 

20 ADMINISTRATION 

A protein or other composition of the present invention (from whatever source derived, 
including without limitation from recombinant and non-recombinant sources and including 
antibodies and other binding partners of the polypeptides of the invention) may be administered 
to a patient in need, by itself, or in pharmaceutical compositions where it is mixed with suitable 

25 carriers or excipient(s) at doses to treat or ameliorate a variety of disorders. Such a composition 
may optionally contain (in addition to protein or other active ingredient and a carrier) diluents, 
fillers, salts, buffers, stabilizers, solubilizers, and other materials well known in the art. The term 
"pharmaceutically acceptable" means a non-toxic material that does not interfere with the 
effectiveness of the biological activity of the active ingredient(s). The characteristics of the 

30 carrier will depend on the route of administration. The pharmaceutical composition of the 
invention may also contain cytokines, lymphokines, or other hematopoietic factors such as 
M-CSF, GM-CSF, TNF, IL-1, IL-3, IL-4, IL-5, IL-6, IL-7, IL-9, IL-IO, IL-1 1, IL-12, 
IL-13, IL-14, IL.15, IFN, TNFO, TNFl, TNF2, G-CSF, Meg-CSF, thrombopoietin, stem cell 
factor, and erythropoietin. In further compositions, proteins of the invention may be combined 

35 with other agents beneficial to the treatment of the disease or disorder in question. These agents 
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include various growth factors such as epidennal growth factor (EOF), platelet-derived growth 
factor (PDGF), transforming growth factors (TGF-a and TGF-p), insulin-like growth factor 
(IGF), as well as cj^okines described herein. 

The pharmaceutical composition may further contain other agents which either enhance 

5 the activity of the protein or other active ingredient or complement its activity or use in 
treatment. Such additional factors and/or agents may be included in the pharmaceutical 
composition to produce a synergistic effect with protein or other active ingredient of the 
invention, or to minimize side effects. Conversely, protein or other active ingredient of the 
present invention may be included in formulations of the particular clotting factor, cytokine, 

1 0 lymphokine, other hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti- 
inflammatory agent to minimize side effects of the clotting factor, cytokine, lymphokine, other 
hematopoietic factor, thrombolytic or anti-thrombotic factor, or anti-inflanamatory agent (such as 
IL-lRa, IL-1 Hyl, IL-1 Hy2, anti-TNF, corticosteroids, immunosuppressive agents). A protein 
of the present invention may be active in multimers (e.g., heterodimers or homodimers) or 

15 complexes with itself or other proteins. As a result, pharmaceutical compositions of the 
invention may comprise a protein of the invention in such multimeric or complexed form. 

As an alternative to being included in a pharmaceutical composition of the invention 
includmg a first protein, a second protein or a therapeutic agent may be concurrently 
administered with the first protein (e.g., at the same time, or at differing times provided that 

20 therapeutic concentrations of the combination of agents is achieved at the treatment site). 

Techniques for formulation and administration of the compounds of the instant application may 
be foimd in "Remington's Pharmaceutical Sciences," Mack Publishing Co., Easton, PA, latest 
edition. A therapeutically effective dose further refers to that amount of the compoxmd sufficient 
to result in amelioration of symptoms, e.g^ treatment, healing, prevention or amelioration of the 

25 relevant medical condition, or an increase in rate of treatment, healing, prevention or 

amelioration of such conditions. When applied to an individual active ingredient, administered 
alone, a therapeutically effective dose refers to that ingredient alone. When applied to a 
combination, a therapeutically effective dose refers to combined amounts of the active 
ingredients that result in the therapeutic effect, whether administered in combination, serially or 

30 simultaneously. 

In practicing the method of treatment or use of the present invention, a therapeutically 
effective amount of protein or other active ingredient of the present invention is administered to 
a mammal having a condition to be treated. Protein or other active ingredient of the present 
invention may be administered in accordance with the method of the invention either alone or in 

35 combination with other therapies such as treatments employing cytokines, lymphokines or other 
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hematopoietic factors. When co- administered with one or more cytokines, lymphokines or other 
hematopoietic factors, protein or other active ingredient of the present invention may be 
administered either simultaneously with the cytokine(sX lymphokine(s), other hematopoietic 
factor(s), thrombolytic or anti-thrombotic factors, or sequentially. If administered sequentially, 
5 the attending physician will decide on the appropriate sequence of administering protein or other 
active ingredient of the present invention in combination with cytokine(s), lymphokine(s), other 
hematopoietic factor(s), thrombolytic or anti-thrombotic factors. 

4.12.1 ROUTES OF ADMINISTRATION 

1 0 Suitable routes of administration may, for example, include oral, rectal, transmucosal, or 

intestinal administration; parenteral delivery, including intramuscular, subcutaneous, 
intramedullary injections, as well as intrathecal, direct intraventricular, intravenous, 
intraperitoneal, intranasal, or intraocular injections. Administration of protein or other active 
ingredient of the present invention used in the pharmaceutical composition or to practice the 

15 method of the present invention can be carried out in a variety of conventional ways, such as oral 
ingestion, inhalation, topical application or cutaneous, subcutaneous, intraperitoneal, parenteral 
or intravenous injection. Intravenous administration to the patient is preferred. 

Alternately, one may administer the compound in a local rather than systemic manner, for 
example, via injection of the compound directly into a arthritic joints or in fibrotic tissue, often 

20 in a depot or sustained release formulation. In order to prevent the scarring process frequently 
occurring as complication of glaucoma surgery, the compounds may be administered topically, 
for example, as eye drops. Furthermore, one may administer the drug in a targeted drug delivery 
system, for example, in a liposome coated with a specific antibody, targeting, for example, 
arthritic or fibrotic tissue. The liposomes will be targeted to and taken up selectively by the 

25 afflicted tissue. 

The polypeptides of the invention are administered by any route that delivers an effective 
dosage to the desired site of action. The determination of a suitable route of administration and 
an effective dosage for a particular indication is withm the level of skill in the art. Preferably for 
wound treatment, one administers the therapeutic compound directly to the site. Suitable dosage 
30 ranges for the polypeptides of the invention can be extrapolated firom these dosages or fi:om 
similar studies in appropriate animal models. Dosages can then be adjusted as necessary by the 
clinician to provide maximal therapeutic benefit. 

4.12.2 COMPOSITIONS/FORMULATIONS 
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Pharmaceutical compositions for use in accordance with the present invention thus may 
be formulated in a conventional manner using one or more physiologically acceptable carriers 
comprising excipients and auxiliaries which facilitate processing of the active compounds into 
preparations which can be used pharmaceutically. These pharmaceutical compositions may be 
5 manufactured in a manner that is itself known, e,g, , by means of conventional mixing, 

dissolving, granulating, dragee-making, levigating, emulsifying, encapsulating, entrapping or 
lyophilizing processes. Proper formulation is dependent upon the route of administration 
chosen. When a therapeutically effective amount of protein or other active ingredient of the 
present invention is administered orally, protein or other active ingredient of the present 

10 invention will be in the form of a tablet, capsule, powder, solution or elixir. When administered 
in tablet form, the pharmaceutical composition of the invention may additionally contain a solid 
carrier such as a gelatin or an adjuvant. The tablet, capsule, and powder contain from about 5 to 
95% protein or other active ingredient of the present invention, and preferably from about 25 to 
90% protein or other active ingredient of the present invention. When administered in liquid 

15 form, a liquid carrier such as water, petroleum, oils of animal or plant origin such as peanut oil, 
mineral oil, soybean oil, or sesame oil, or synthetic oils may be added. The liqtiid form of the 
pharmaceutical composition may further contain physiological saline solution, dextrose or other 
saccharide solution, or glycols such as ethylene glycol, propylene glycol or polyethylene glycol. 
When administered in liquid form, the pharmaceutical composition contains from about 0.5 to 

20 90% by weight of protein or other active ingredient of the present invention, and preferably from 
about 1 to 50% protein or other active ingredient of the present invention. 

When a therapeutically effective amoimt of protein or other active ingredient of the 
present invention is administered by intravenous, cutaneous or subcutaneous injection, protein or 
other active ingredient of the present invention will be in the form of a pyrogen-free, parenterally 

25 acceptable aqueous solution. The preparation of such parenterally acceptable protein or other 
active ingredient solutions, having due regard to pH, isotonicity, stability, and the like, is within 
the skill in the art. A preferred pharmaceutical composition for intravenous, cutaneous, or 
subcutaneous injection should contain, in addition to protein or other active ingredient of the 
present invention, an isotonic vehicle such as Sodium Chloride Injection, Ringer's Injection, 

30 Dextrose Injection, Dextrose and Sodixmi Chloride Injection, Lactated Ringer's Injection, or 

other vehicle as known in the art. The pharmaceutical composition of the present invention may 
also contain stabilizers, preservatives, buffers, antioxidants, or other additives known to those of 
skill in the art. For injection, the agents of the invention may be formulated in aqueous 
solutions, preferably tn physiologically compatible buffers such as Hanks's solution. Ringer's 

35 solution, or physiological saline buffer. For transmucosal administration, penetrants appropriate 
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to the barrier to be permeated are used in the formulation. Such penetrants are generally known 
in the art. 

For oral administration, the compounds can be formulated readily by combining the 
active compounds with pharmaceutically acceptable carriers well known in the art. Such carrieis 
S enable the compounds of the invention to be formulated as tablets, pills, dragees, capsules, 
liquids, gels, syrups, slurries, suspensions and the like, for oral ingestion by a patient to be 
treated. Pharmaceutical preparations for oral use can be obtained from a solid excipient, 
optionally grinding a resulting mixture, and processing the mixture of granules, after adding 
suitable auxiliaries, if desired, to obtain tablets or dragee cores. Suitable excipients are, in 

10 particular, fillers such as sugars, including lactose, sucrose, mannitol, or sorbitol; cellulose 

preparations such as, for example, maize starch, wheat starch, rice starch, potato starch, gelatin, 
gum tragacanth, methyl cellulose, hydroxypropylmethyl-cellulose, sodium 
carboxymethylcellulose, and/or polyvinylpyrrolidone (PVP). If desired, disintegrating agents 
may be added, such as the cross-linked polyvinyl pyrrolidone, agar, or alginic acid or a salt 

15 thereof such as sodium alginate. Dmgee cores are provided with suitable coatings. For this 
purpose, concentrated sugar solutions may be used, which may optionally contain gum arable, 
talc, polyvinyl pyrrolidone, carbopol gel, polyethylene glycol, and/or titanium dioxide, lacquer 
solutions, and suitable organic solvents or solvent mixtures. Dyestuffs or pigments may be 
added to the tablets or dragee coatings for identification or to characterize different combinations 

20 of active compound doses. 

Pharmaceutical preparations which can be used orally include push-fit capsules made of 
gelatin, as well as soft, sealed capsules made of gelatin and a plasticizer, such as glycerol or 
sorbitol. The push-fit capsules can contain the active ingredients in admixture with filler such as 
lactose, binders such as starches, and/or lubricants such as talc or magnesium stearate and, 

25 optionally, stabilizers. In soft capsules, the active compounds may be dissolved or suspended in 
suitable liquids, such as fatty oils, liquid paraffin, or liquid polyethylene glycols. In addition, 
stabilizers may be added. All formulations for oral administration should be in dosages suitable 
for such administration. For buccal administration, the compositions may take the form of 
tablets or lozenges formulated in conventional manner. 

30 For administration by inhalation, the compounds for use according to the present 

invention are conveniently delivered in the form of an aerosol spray presentation from 
pressurized packs or a nebuliser, with the use of a suitable propellant, eg., 
dichlorodifluoromethane, trichlorofluoromethane, dichlorotetrafluoroethane, carbon dioxide or 
other suitable gas. In the case of a pressurized aerosol the dosage unit may be determined by 

35 providing a valve to deliver a metered amount. Capsules and cartridges of, e.g. , gelatin for use 
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in an inhaler or insufflator may be fonnulated containing a powder mix of the compound and a 
suitable powder base such as lactose or starch. The compounds may be formulated for parenteral 
administration by injection, e.g., by bolus injection or continuous infusion. Fomiulations for 
injection may be presented in unit dosage form. e.g., in ampules or in multi-dose containers, with 
an added preservative. The compositions may take such forms as suspensions, solutions or 
emulsions m oily or aqueous vehicles, and may contain formulatory agents such as suspending, 
stabilizing and/or dispersing agents. 

Pharmaceutical formulations for parenteral administration include aqueous solutions of 
the active compounds in water-soluble form. Additionally, suspensions of the active compounds 
may be prepared as appropriate oily injection suspensions. Suitable lipophilic solvents or 
vehicles include fatty oils such as sesame oil, or synthetic fatty acid esters, such as ethyl oleate or 
triglycerides, or liposomes. Aqueous injection suspensions may contain substances which 
increase the viscosity of the suspension, such as sodium carboxymethyl cellulose, sorbitol, or 
dextran. Optionally, the suspension may also contain suitable stabilizers or agents which 
increase the solubility of the compounds to allow for the preparation of highly concentrated 
solutions. Alternatively, the active ingredient may be in powder form for constitution with a 
suitable vehicle, e.g., sterile pyrogen-free water, before use. 

The compounds may also be formulated in rectal compositions such as suppositories or 
retention enemas, e.g., containing conventional suppository bases such as cocoa butter or other 
glycerides. In addition to the formulations described previously, the compounds may also be 
formulated as a depot preparation. Such long acting formulations may be administered by 
implantation (for example subcutaneously or mtramuscularly) or by intramuscular injection. 
Thus, for example, the compounds may be formulated with suitable polymeric or hydrophobic 
materials (for example as an emulsion in an acceptable oil) or ion exchange resins, or as 
sparingly soluble derivatives, for example, as a sparingly soluble salt. 

A pharmaceutical carrier for the hydrophobic compounds of the invention is a co-solvent 
system comprising benzyl alcohol, a nonpolar surfactant, a water-miscible organic polymer, and 
an aqueous phase. The co-solvent system may be the VPD co-solvent system. VPD is a solution 
of 3% w/v benzyl alcohol, 8% w/v of the nonpolar surfactant polysorbate 80, and 65% w/v 
polyethylene glycol 300, made up to volume in absolute ethanol. The VPD co-solvent system 
(VPD:5W) consists of VPD diluted 1:1 with a 5% dextrose in water solution. This co-solvent 
system dissolves hydrophobic compounds well, and itself produces low toxicity upon systemic 
administration. Naturally, the proportions of a co-solvent system may be varied considerably 
without destroying its solubility and toxicity characteristics. Furthemore, the identity of the 
co-solvent components may be varied: for example, other low-toxicity nonpolar surfactants may 



68 



wo 01/88088 



PCTAJSOl/14827 



be used instead of polysorbate 80; the fraction size of polyethylene glycol may be varied; other 
biocompatible polymers may replace polyethylene glycol, e.g. polyvinyl pyrrolidone; and other 
sugars or polysaccharides may substitute for dextrose. Alternatively, other delivery systems for 
hydrophobic pharmaceutical compounds may be employed. Liposomes and emulsions are well 
5 known examples of delivery vehicles or carriers for hydrophobic drugs. Certain organic solvents 
such as dimethylsulfoxide also may be employed, although usually at the cost of greater toxicity. 
Additionally, the compounds may be delivered using a sustained-release system, such as 
semipermeable matrices of solid hydrophobic polymers containing the therapeutic agent. 
Various types of sustained-release materials have been established and are well known by those 

1 0 skilled in the art. Sustained-release capsules may, depending on their chemical nature, release the 
compounds for a few weeks up to over 1 00 days. Depending on the chemical nature and the 
biological stability of the therapeutic reagent, additional strategies for protein or other active 
ingredient stabilization may be employed. 

The pharmaceutical compositions also may comprise suitable solid or gel phase carriers 

15 or excipients. Examples of such carriers or excipients include but are not limited to calcium 
carbonate, calcium phosphate, various sugars, starches, cellulose derivatives, gelatin, and 
polymers such as polyethylene glycols. Many of the active ingredients of the invention may be 
provided as salts with pharmaceutically compatible counter ions. Such pharmaceutically 
acceptable base addition salts are those salts which retain the biological effectiveness and 

20 properties of the free acids and which are obtained by reaction with inorganic or organic bases 
such as sodium hydroxide, magnesium hydroxide, ammonia, trialkylamine, dialkylamine, 
monoalkylamine, dibasic amino acids, sodium acetate, potassium benzoate, triethanol amine and 
the like. 

The pharmaceutical composition of the invention may be in the form of a complex of the 
25 protein(s) or other active ingredient(s) of present invention along with protein or peptide 

antigens. The protein and/or peptide antigen will deliver a stimulatory signal to both B and T 
lymphocytes. B-lymphocytes will respond to antigen through their surface immunoglobulm 
receptor. T lymphocytes will respond to antigen through the T cell receptor (TCR) following 
presentation of the antigen by MHC proteins. MHC and structurally related proteins including 
30 those encoded by class I and class II MHC genes oh host cells will serve to present the peptide 
antigen(s) to T lymphocytes. The antigen components could also be supplied as purified 
MHC-peptide complexes alone or with co-stimulatory molecules that can directly signal T cells. 
Alternatively antibodies able to bind surface immunoglobulin and other molecules on B cells as 
well as antibodies able to bind the TCR and other molecules on T cells can be combined with the 
35 pharmaceutical composition of the invention. 



69 



wo 01/88088 



PCTAJSOl/14827 



The phannaceutical composition of the invention may be in the form of a liposome in 
which protein of the present invention is combined, in addition to other pharmaceutically 
acceptable carriers, with amphipathic agents such as lipids which exist in aggregated form as 
micelles, insoluble monolayers, liquid crystals, or lamellar layers in aqueous solution. Suitable 
5 lipids for liposomal formulation include, without limitation, monoglycerides, diglycerides, 
sulfatides, lysolecithins, phospholipids, saponin, bile acids, and the like. Preparation of such 
liposomal formulations is within the level of skill in the art, as disclosed, for example, in U.S. 
Patent Nos. 4,235,871; 4,501,728; 4,837,028; and 4,737,323, all of which are incoiporated 
herein by reference. 

10 The amount of protein or other active ingredient of the present invention in the 

pharmaceutical composition of the present invention will depend upon the nature and severity of 
the condition being treated, and on the nature of prior treatments which the patient has 
undergone. Ultimately, the attending physician will decide the amount of protein or other active 
ingredient of the present invention with which to treat each individual patient. Initially, the 

15 attending physician will administer low doses of protein or other active ingredient of the present 
invention and observe the patient's response. Larger doses of protein or other active ingredient 
of the present invention may be administered until the optimal therapeutic effect is obtamed for 
the patient, and at that point the dosage is not increased fiirther. It is contemplated that the 
various pharmaceutical compositions used to practice the method of the present invention should 

20 contain about O.OI ng to about 100 mg (preferably about 0.1 ^g to about 10 mg, more preferably 
about 0.1 fig to about 1 mg) of protein or other active ingredient of the present invention per kg 
body weight. For compositions of the present invention which are useful for bone, cartilage, 
tendon or ligament regeneration, the therapeutic method includes administering the composition 
topically, systematically, or locally as an implant or device. When administered, the therapeutic 

25 composition for use in this invention is, of course, in a pyrogen-free, physiologically acceptable 
form. Further, the composition may desirably be encapsulated or injected in a viscous form for 
delivery to the site of bone, cartilage or tissue damage. Topical administration may be suitable 
for wound healing and tissue repair. Therapeutically useful agents other than a protein or other 
active ingredient of the invention which may also optionally be included in the composition as 

30 described above, may alternatively or additionally, be administered simultaneously or 

sequentially with the composition m the methods of the invention. Preferably for bone and/or 
cartilage formation, the composition would include a matrix capable of delivering the 
protein-containing or other active ingredient-containing composition to the site of bone and/or 
cartilage damage, providing a structure for the developing bone and cartilage and optimally 
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capable of being resorbed into the body. Such matrices may be formed of materials presently in 
use for other implanted medical applications. 

The choice of matrix material is based on biocompatibility, biodegradability, mechanical 
properties, cosmetic appearance and interface properties. The particular application of the 
5 compositions will define the appropriate. formulation. Potentiail matrices for the compositions 
may be biodegradable and chemically defined calcium sulfate, tricalcium phosphate, 
hydroxyapatite, polylactic acid, polyglycolic acid and polyanhydrides. Other potential materials 
are biodegradable and biologically well-defined, such as bone or dermal collagen. Further 
matrices are comprised of pure proteins or extracellular matrix components. Other potential 

10 matrices are nonbiodegradable and chemically defined, such as sintered hydroxyapatite, bioglass, 
aluminates, or other ceramics. Matrices may be comprised of combinations of any of the above- 
mentioned types of material, such as polylactic acid and hydroxyapatite or collagen and 
tricalcium phosphate. The bioceramics may be altered in composition, such as in 
calcium-aluminate-phosphate and processing to alter pore size, particle size, particle shape, and 

15 biodegradability. Presently preferred is a 50:50 (mole weight) copolymer of lactic acid and 

glycolic acid in the form of porous particles having diameters ranging from 150 to 800 microns. 
In some applications, it will be useful to utilize a sequestering agent, such as carboxymethyl 
cellulose or autologous blood clot, to prevent the protein compositions from disassociating from 
the matrix. 

20 A preferred family of sequestering agents is cellulosic materials such as alkylcelluloses 

(including hydroxyalkylcelluloses), including methylcellulose, ethylcellulose, 
hydroxyethylcellulose, hydroxypropylcellulose, hydroxypropyl-methylcellulose, and 
carboxymethylcellulose, the most preferred being cationic salts of carboxymethylcellulose 
(CMC). Other preferred sequestering agents include hyaluronic acid, sodium alginate, 

25 poly(ethylene glycol), polyoxyethylene oxide, carboxyvinyl polymer and poly(vinyl alcohol). 
The amount of sequestering agent useful herein is 0.5-20 wt %, preferably 1-10 wt % based on 
total formulation weight, which represents the amount necessary to prevent desorption of the 
protem from the polymer matrix and to provide appropriate handling of the composition, yet not 
so much that the progenitor cells are prevented from infiltratmg the matrix, thereby providing the 

30 protein the opportunity to assist the osteogenic activity of the progenitor cells. In further 

compositions, proteins or other active ingredients of the invention may be combined with other 
agents beneficial to the treatment of the bone and/or cartilage defect, wound, or tissue in 
question. These agents include various growth factors such as epidermal growth factor (EOF), 
platelet derived growth factor (PDGF), transforming growth factors (TGF-a and TGF-P), and 

35 insulin-like growth factor (IGF). 
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The therapeutic compositions are also presently valuable for veterinary applications. 
Particularly domestic animals and thoroughbred horses, in addition to humans, are desired 
patients for such treatment with proteins or other active ingredients of the present invention. The 
dosage regimen of a protein»containing pharmaceutical composition to be used in tissue 
5 regeneration will be determined by tiie attending physician considering various factors which 
modify the action of the proteins, eg., amount of tissue weight desired to be fomied, the site of 
damage, the condition of the damaged tissue, the size of a wound, type of damaged tissue (e.g., 
bone), the patient's age, sex, and diet, the severity of any infection, time of administration and 
other clinical factors. The dosage may vary with the type of matrix used in the reconstitution 
10 and with inclusion of other proteins in the pharmaceutical composition. For example, the 

addition of other known growth factors, such as IGF I (insulin like growth factor I), to the final 
composition, may also effect the dosage. Progress can be monitored by periodic assessment of 
tissue/bone growth and/or repair, for example. X-rays, histomorphometric detemiinations and 
tetracycline labeling. 

15 Polynucleotides of the present invention can also be used for gene therapy. Such 

polynucleotides can be introduced either in vivo or ex vivo into cells for expression in a 
mammalian subject. Polynucleotides of the invention may also be administered by other known 
methods for introduction of nucleic acid into a cell or organism (including, without limitation, in 
the form of viral vectors or naked DNA). Cells may also be cultured ex vivo in the presence of 

20 proteins of the present invention in order to proliferate or to produce a desired effect on or 
activity in such cells. Treated cells can then be introduced in vivo for therapeutic purposes. 

4.12.3 EFFECTIVE DOSAGE 

Pharmaceutical compositions suitable for use in the present invention include 
25 conipositions wherein the active ingredients are contained in an effective amount to achieve its 
intended purpose. More specifically, a therapeutically effective amount means an amoimt 
effective to prevent development of or to alleviate the existing symptoms of the subject being 
treated. Determination of the effective amount is well within the capability of those skilled in 
the art, especially in light of the detailed disclosure provided herein. For any compound used in 
30 the method of the invention, the therapeutically effective dose can be estimated initially from 

appropriate in vitro assays. For example, a dose can be formulated in animal models to achieve a 
circulating concentration range that can be used to more accurately determine useful doses in 
humans. For example, a dose can be formulated in animal models to achieve a circulating 
concentration range that includes the IC50 as determined in cell culture (/.e., the concentration of 
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A therapeutically effective dose refers to that amount of the compound that results in 
amelioration of symptoms or a prolongation of survival in a patient. Toxicity and therapeutic 
efficacy of such compounds can be determined by standard pharmaceutical procedures in cell 
cultures or experimental animals, e.g., for determining the LD50 (the dose lethal to 50% of the 
5 population) and the ED50 (the dose therapeutically effective in 50% of the population). The dose 
ratio between toxic and therapeutic effects is the therapeutic index and it can be expressed as the 
ratio between LD50 and ED50. Compounds which exhibit high therapeutic indices are preferred. 
The data obtained from these cell culture assays and animal studies can be used in formulating a 
range of dosage for use in human. The dosage of such compounds lies preferably within a range 

10 of circulating concentrations that include the ED50 with litde or no toxicity. The dosage may 

vary within this range depending upon the dosage form employed and the route of administration 
utilized. The exact formulation, route of administration and dosage can be chosen by the 
individual physician in view of the patient's condition. See, e.g., Fingl et al., 1975, in "The 
Pharmacological Basis of Therapeutics", Ch. 1 p.l . Dosage amount and interval may be adjusted 

1 5 individually to provide plasma levels of the active moiety which are sufficient to maintain the 
desired effects, or minimal effective concentration (MEC). The MEC vnll vary for each 
compoimd but can be estimated from in vitro data. Dosages necessary to achieve the MEC will 
depend on individual characteristics and route of administration. However, HPLC assays or 
bioassays can be used to determine plasma concentrations. 

20 Dosage intervals can also be determined using MEC value. Compoimds should be 

administered using a regimen that maintains plasma levels above the MEC for 10-90% of the 
time, preferably between 30-90% and most preferably between 50-90%. In cases of local 
administration or selective uptake, the effective local concentration of the drug may not be 
related to plasma concentration. 

25 An exemplary dosage regimen for polypeptides or other compositions of the invention 

will be in the range of about 0.01 jag/kg to 100 mg/kg of body weight daily, with the preferred 
dose being about 0.1 jxg/kg to 25 mg/kg of patient body weight daily, varying in adults and 
children. Dosing may be once daily, or equivalent doses may be delivered at longer or shorter 
intervals. 

30 The amount of composition administered will, of course, be dependent on the subject 

being treated, on the subjetfs age and weight, the severity of the affliction, the maimer of 
administration and the judgment of the prescribing physician. 
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4.12.4 PACKAGING 

The compositions may, if desired, be presented in a pack or dispenser device which may 
contain one or more unit dosage forms containing the active ingredient. The pack may, for 
example, comprise metal or plastic foil, such as a blister pack. The pack or dispenser device may 
5 be accompanied by instructions for administration. Compositions comprising a compound of the 
invention formulated in a compatible pharmaceutical carrier may also be prepared, placed in an 
appropriate container, and labeled for treatment of an indicated condition. 

4.13 ANTIBODIES 

10 Also included in the invention are antibodies to proteins, or fragments of proteins of the 

invention. The term "antibody" as used herein refers to immunoglobulin molecules and 
immimologically active portions of immunoglobulin (Ig) molecules, /.e., molecules that contain 
an antigen-binding site that specifically binds (immunoreacts with) an antigen. Such antibodies 
include, but are not limited to, polyclonal, monoclonal, chimeric, single chain. Fab, Fav and F(ab'y2 

IS fragments, and an Fab expression library. In general, an antibody molecule obtained from 

humans relates to any of the classes IgG, IgM, IgA, IgE and IgD, which differ from one another 
by the nature of the heavy chain present in the molecule. Certain classes have subclasses as well, 
such as IgGi, IgG2, and others. Furthermore, in humans, the light chain may be a kappa chain or 
a lambda chain. Reference herein to antibodies includes a reference to all such classes, 

20 subclasses and types of human antibody species. 

An isolated related protein of the invention may be intended to serve as an antigen, or a 
portion or fragment thereof, and additionally can be used as an immunogen to generate 
antibodies that innonunospecifically bind the antigen, using standard techniques for polyclonal 
and monoclonal antibody preparation. The full-length protein can be used or, alternatively, the 

25 invention provides antigenic peptide fragments of the antigen for use as immunogens. An 

antigenic peptide fragment comprises at least 6 amino acid residues of the amino acid sequence 
of any of the full length proteins of the invention, and encompasses an epitope thereof such that . 
an antibody raised against the peptide forms a specific immune complex with the full length 
protein or with any fragment that contains the epitope. Preferably, the antigenic peptide 

30 comprises at least 10 amino acid residues, or at least 15 amino acid residues, or at least 20 amino 
acid residues, or at least 30 amino acid residues. Preferred epitopes encompassed by the 
antigenic peptide are regions of the protein that are located on its surface; commonly these are 
hydrophilic regions. 

In certain embodiments of the invention, at least one epitope encompassed by the 
35 antigenic peptide is a region on the surface of the protein of the inventiont, e.g., a hydrophilic 
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region. A hydrophobicity analysis of the human related protein sequence will indicate which 
regions of a related protein are particularly hydrophilic and, therefore, are likely to encode 
surface residues useful for targeting antibody production. As a means for targeting antibody 
production, hydropathy plots showing regions of hydrophilicity and hydrophobicity may be 
5 generated by any method well known in the art, including, for example, the Kyte Doolittle or the 
Hopp Woods methods, either with or without Fourier transformation. See, e.g,, Uopp and 
Woods, 1981, Proc, Nat. Acad. Set USA 78: 3824-3828; Kyte and Doolittle 1982, J. Mol Biol 
157: 105-142, each of which is incorporated herein by reference in its entirety. Antibodies that 
are specific for one or more domains within an antigenic protein, or derivatives, fragments, 

10 analogs or homologs thereof, are also provided herein. 

A protein of the invention, or a derivative, fragment, analog, homolog or ortholog 
thereof, may be utilized as an immunogen in the generation of antibodies that 
immunospecifically bind these protein components. 

Various procedures known within the art may be used for the production of polyclonal or 

15 monoclonal antibodies directed against a protein of the invention, or against derivatives, 

fragments, analogs homologs or orthologs thereof (see, for example. Antibodies: A Laboratory 
Manual, Harlow E, and Lane D, 1988, Cold Spring Harbor Laboratory Press, Cold Spring 
Harbor, NY, incorporated herein by reference). Some of these antibodies are discussed below. 

20 5.13.1 Polyclonal Antibodies 

For the production of polyclonal antibodies, various suitable host animals (e.g:, rabbit, 
goat, mouse or other mammal) may be immunized by one or more injections with the native 
protein, a synthetic variant thereof, or a derivative of the foregoing. An appropriate 
immunogenic preparation can contain, for example, the naturally occurring inMnunogenic 

25 protein, a chemically synthesized polypeptide representing the immunogenic protein, or a 

recombinantly expressed immimogenic protein. Furthermore, the protein may be conjugated to 
a second protein known to be immunogenic in the manmial being immunized. Examples of such 
immunogenic proteins include but are not limited to keyhole limpet hemocyanin, serum albumin, 
bovine thyroglobulin, and soybean trypsin inhibitor. The preparation can further include an 

30 adjuvant. Various adjuvants used to increase the immunological response include, but are not 
limited to, Freund's (complete and incomplete), mineral gels (e.g., aluminum hydroxide), surface 
active substances {e.g., lysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, 
dinitrophenol, etc.), adjuvants usable in humans such as Bacille Calmette-Guerin and 
Corynebacterium parvum, or similar immunostimulatory agents. Additional examples of 
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adjuvants which can be employed include MPL-TDM adjuvant (monophosphoryl Lipid A, 
synthetic trehalose dicorynomycolate). 

The polyclonal antibody molecules directed against the immunogenic protein can be 
isolated from the mammal (e.g., from the blood) and further purified by well known techniques, 

5 such as affinity chromatography using protein A or protein G, which provide primarily the IgG 
fraction of immune serum. Subsequently, or alternatively, the specific antigen which is the 
target of the immunoglobulin sought, or an epitope thereof, may be immobilized on a coluxnn to 
purify the immune specific antibody by immunoaffinity chromatography. Purification of 
immunoglobulins is discussed, for example, by D. Wilkinson (The Scientist, published by The 

10 Scientist, Inc., Philadelphia PA, Vol. 14, No. 8 (April 17, 2000), pp. 25-28). 

5.13.2 Monoclonal Antibodies 

The term "monoclonal antibody" (MAb) or "monoclonal antibody composition", as used 
herein, refers to a population of antibody molecules that contain only one molecular species of 

15 antibody molecule consisting of a unique light chain gene product and a unique heavy chain 

gene product. In particular, the complementarity determining regions (CDRs) of the monoclonal 
antibody are identical in all the molecules of the population. MAbs thus contain an antigen- 
binding site capable of immunoreacting with a particular epitope of the antigen characterized by 
a unique binding affinity for it. 

20 Monoclonal antibodies can be prepared using hybridoma methods, such as those 

described by Kohler and Milstein, Nature. 256:495 (1975). In a hybridoma method, a mouse, 
hamster, or other appropriate host animal, is typically immunized with an immimizing agent to 
elicit lymphocytes that produce or are capable of producing antibodies that will specifically bind 
to the immunizing agent. Alternatively, the lymphocytes can be immunized in vitro. 

25 The immunizing agent will typically include the protein antigen, a fragment thereof or a 

fusion protein thereof. Generally, either peripheral blood lymphocytes are used if cells of human 
origin are desired, or spleen cells or lymph node cells are used if non-human mammalian sources 
are desired. The lymphocytes are then fused with an immortalized cell line using a suitable 
fusing agent, such as polyethylene glycol, to form a hybridoma cell (Coding, Monoclonal 

30 Antibodies: Principles and Practice. Academic Press, (1986) pp. 59-103). Immortalized cell 

lines are usually transformed mammalian cells, particularly myeloma cells of rodent, bovine and 
human origin. Usually, rat or mouse myeloma cell lines are employed. The hybridoma cells can 
be cultured in a suitable culture medium that preferably contains one or more substances that 
inhibit the growth or survival of the unfused, immortalized cells. For example, if the parental 

35 cells lack the enzyme hypoxanthine guanine phosphoribosyl transferase (HGPRT or HPRT), the 
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cultvire medium for the hybridomas typically will include hypoxanthine, aminopterin, and 
thymidine ("HAT medium"), which substances prevent the growth of HGPRT-deficient cells. 

Preferred immortalized cell lines are those that fuse efficiently, support stable high level 
expression of antibody by the selected antibody-producing cells, and are sensitive to a medium 
5 such as HAT mediiun. More preferred immortalized cell lines are murine myeloma lines, which 
can be obtained, for instance, from the Salk Institute Cell Distribution Center, San Diego, 
California and the American Type Culture Collection, Manassas, Virginia. Human myeloma and 
mouse-human heteromyeloma cell lines also have been described for the production of human 
monoclonal antibodies (Kozbor, J. Immunol, 133:3001 (1984); Brodeur et aL, Monoclonal 
1 0 Antibody Production Techniques and Applications, Marcel Dekker, Inc., New York, ( 1 987) pp. 
51-63). 

The culture medium in which the hybridoma cells are cultured can then be assayed for 
the presence of monoclonal antibodies directed against the antigen. Preferably, the binding 
specificity of monoclonal antibodies produced by the hybridoma cells is determined by 

15 immunoprecipitation or by an in vitro binding assay, such as radioimmunoassay (RIA) or 

enzyme-linked immunoabsorbent assay (ELISA)» Such techniques and assays are known in the 
art. The binding affinity of the monoclonal antibody can, for example, be determined by the 
Scatchard analysis of Munson and Pollard, Anal. Biochem.. 107:220 (1980). Preferably, 
antibodies having a high degree of specificity and a high binding affinity for the target antigen 

20 are isolated. 

After the desired hybridoma cells are identified, the clones can be subcloned by limiting 
dilution procedures and grown by standard methods. Suitable culture media for this purpose 
include, for example, Dulbecco's Modified Eajgle's Medium and RPMI-1640 medium. 
Alternatively, the hybridoma cells can be grown in vivo as ascites in a mammal. 

25 The monoclonal antibodies secreted by the subclones can be isolated or purified firom the 

culture medium or ascites fluid by conventional immunoglobulin purification procedures such 
as, for example, protein A-Sepharose, hydroxylapatite chromatography, gel electrophoresis, 
dialysis, or affinity chromatography. 

The monoclonal antibodies can also be made by recombinant DNA methods, such as 

30 those described in U.S. Patent No. 4,8 1 6,567. DNA encoding the monoclonal antibodies of the 
invention can be readily isolated and sequenced using conventional procedures (e.g:, by using 
oligonucleotide probes that are capable of binding specifically to genes encoding the heavy and 
light chains of murine antibodies). The hybridoma cells of the invention serve as a preferred 
source of such DNA. Once isolated, the DNA can be placed into expression vectors, which are 

35 then transfected into host cells such as simian COS cells, Chinese hamster ovary (CHO) cells, or 
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myeloma cells that do not otherwise produce immunoglobulin protein, to obtain the synthesis of 
monoclonal antibodies in the recombinant host cells. The DNA also can be modified, for 
example, by substituting the coding sequence for human heavy and light chain constant domains 
in place of the homologous murine sequences (U,S. Patent No. 4,816,567; Morrison, Nature 368. 
5 812-13 (1994)) or by covalently joining to the immunoglobulin coding sequence all or part of the 
coding sequence for a non-immunoglobulin polypeptide. Such a non-immunoglobulin 
polypeptide can be substituted for the constant domains of an antibody of the invention, or can 
be substituted for the variable domains of one antigen-combining site of an antibody of the 
invention to create a chimeric bivalent antibody. 

10 

5.13.2 Humanized Antibodies 

The antibodies directed against the protein antigens of the invention can further comprise 
humanized antibodies or human antibodies. These antibodies are suitable for administration to 
humans v^ithout engendering an inunune response by the human against the administered 

15 immunoglobulin. Humanized forms of antibodies are chimeric immunoglobulins, 

immunoglobulin chams or fragments thereof (such as Fv, Fab, Fab', F(ab*)2 or other antigen- 
binding subsequences of antibodies) that are principally comprised of the sequence of a human 
immunoglobulin, and contain minimal sequence derived from a non-human immunoglobulin. 
Humanization can be performed following the method of Winter and co-vsrorkers (Jones et al., 

20 Nature, 321:522-525 (1986); Riechmann et al.. Nature. 332:323-327 (1988); Verhoeyen et al.. 
Science, 239:1534-1536 (1988)), by substituting rodent CDRs or CDR sequences for the 
corresponding sequences of a human antibody. (See also U.S. Patent No. 5,225,539.) In some 
instances, Fv framework residues of the hmnan immunoglobulin are replaced by corresponding 
non-human residues. Humanized antibodies can also comprise residues which are found neither 

25 in the recipient antibody nor in the imported CDR or framework sequences. In general, the 
humanized antibody will comprise substantially all of at least one, and typically two, variable 
domains, in which all or substantially all of the CDR regions correspond to those of a non-human 
inamunoglobulin and all or substantially all of the framework regions are those of a human 
immunoglobulin consensus sequence. The humanized antibody optimally also will comprise at 

30 feast a portion of an immunoglobulin constant region (Fc), typically that of a human 

immunoglobulin (Jones et al., 1986; Riechmann et al., 1988; and Presta, Curr. Op. Struct. Biol.. 
2:593-596(1992)). 

5J33 Human Antibodies 
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Fully hiunan antibodies relate to antibody molecules in which essentially the entire 
sequences of both the light chain and the heavy chain, including the CDRs, arise from human 
genes. Such antibodies are termed "human antibodies", or "fully human antibodies" herein. 
Himian monoclonal antibodies can be prepared by the trioma technique; the human B-cell 
5 hybridoma technique (see Kozbor, et al,, 1 983 Immunol Today 4: 72) and the EBV hybridoma 
technique to produce human monoclonal antibodies (see Cole, et al., 198S In: Monoclonal 
Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). Hunian monoclonal 
antibodies may be utilized in the practice of the present invention and may be produced by using 
human hybridomas (see Cote, et al., 1983. Proc Natl Acad Sci USA 80: 2026-2030) or by 

10 transfonning hiraian B-cells with Epstein Barr Virus in vitro (see Cole, et al., 1985 In: 
Monoclonal Antibodies and Cancer Therapy, Alan R. Liss, Inc., pp. 77-96). 

In addition, human antibodies can also be produced using additional techniques, 
including phage display libraries (Hoogenboom and Winter, J. Mol. Biol.. 227:381 (1991); 
Marks et al., J. MoL Biol., 222:581 (1991)). Similarly, human antibodies can be made by 

1 5 introducing human immunoglobulin loci into transgenic animals, e.g. , mice in which the 
endogenous immunoglobulin genes have been partially or completely inactivated. Upon 
challenge, human antibody production is observed, which closely resembles that seen in humans 
in all respects, including gene rearrangement, assembly, and antibody repertoire. This approach 
is described, for example, in U.S. Patent Nos. 5,545,807; 5,545,806; 5,569,825; 5,625,126; 

20 5,633,425; 5,661,016, and in Marks et al. (Bio/Technology 10, 779-783 (1992)); Lonberg et al. 
(Nature 368 856-859 (1994)); Morrison (Nature 368, 812-13 (1994)); Fishwild et air Nature 
Biotechnology 14. 845-51 (1996)); Neuberser (Nature Biotechnology 14, 826 (1996)); and 
Lonberg and Huszar (Intern. Rev. Immunol. 13 65-93 (1995)). 

Human antibodies may additionally be produced using transgenic nonhuman animals 

25 which are modified so as to produce fully human antibodies rather than the animal's endogenous 
antibodies in response to challenge by an antigen. (See PCT publication WO94/02602). The 
endogenous genes encoding the heavy and light immunoglobulin chiains in the nonhuman host 
have been incapacitated, and active loci encoding human heavy and light chain immunoglobulins 
are inserted into the host's genome. The human genes are incorporated, for example, using yeast 

30 artificial chromosomes containing the requisite human DNA segments. An animal which 

provides all the desired modifications is then obtained as progeny by crossbreeding intermediate 
transgenic animals containing fewer than the full complement of the modifications. The 
preferred embodiment of such a nonhuman animal is a mouse, and is termed the Xenomouse™ 
as disclosed in PCT publications WO 96/33735 and WO 96/34096. This animal produces B 

35 cells which secrete fully human inmiunoglobulins. The antibodies can be obtained directly from 
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the animal after inununization with an immunogen of interest, as, for example, a preparation of a 
polyclonal antibody, or alternatively from immortalized B cells derived from the animal, such as 
hybridomas producing monoclonal antibodies. Additionally, the genes encodmg the 
immunoglobulins with human variable regions can be recovered and expressed to obtain the 
5 antibodies dkectly, or can be further modified to obtain analogs of antibodies such as, for 
example, single chain Fv molecules. 

An example of a method of producmg a nonhiiman host, exemplified as a mouse, lacking 
expression of an endogenous inmaunoglobulin heavy chain is disclosed in U.S. Patent No. 
5,939,598. It can be obtained by a method including deleting the J segment genes from at least 

1 0 one endogenous heavy chain locus in an embryonic stem cell to prevent rearrangement of the 

locus and to prevent formation of a transcript of a rearranged immunoglobulin heavy chain locus, 
the deletion being effected by a targeting vector containing a gene encoding a selectable marker; 
and producing from the embryonic stem cell a transgenic mouse whose somatic and germ cells 
contain the gene encoding the selectable marker. 

1 5 A method for producing an antibody of interest, such as a human antibody, is disclosed in 

U.S. Patent No. 5,916,771 . It includes introducing an expression vector that contains a 
nucleotide sequence encoding a heavy chain into one mammalian host cell in culture, introducing 
an expression vector containing a nucleotide sequence encoding a light chain into another 
mammalian host cell, and fusing the two cells to form a hybrid cell. The hybrid cell expresses an 

20 antibody containing the heavy chain and the light chain. 

In a further improvement on this procedure, a method for identifying a clinically relevant 
epitope on an immunogen, and a correlative method for selecting an antibody that binds 
immunospecifically to the relevant epitope with high affinity, are disclosed in PCT publication 
WO 99/53049. 

25 

5.13.4 Fab Fragments and Single Chain Antibodies 

Accordmg to the invention, techniques can be adapted for the production of single-chain 
antibodies specific to an antigenic protein of the invention (see e.g,, U.S. Patent No. 4,946,778). 
In addition, methods can be adapted for the construction of Fab expression libraries (see e.g., 
30 Huse, et al., 1989 Science 246: 1275-1281) to allow rapid and effective identification of 

monoclonal Fab fragments with the desired specificity for a protein or derivatives, fragments, 
analogs or homologs thereof. Antibody fragments that contain the idiotypes to a protein antigen 
may be produced by techniques known in the art including, but not limited to: (i) an F(ab')2 
fragment produced by pepsin digestion of an antibody molecule; (ii) an Fab fragment generated 
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by reducing the disulfide bridges of an F(ab»)2 fragment; (iii) an Fab fragment generated by the 
treatment of the antibody molecule with papain and a reducing agent and (iv) Fv fragments. 

5.13.5 Bispecific Antibodies 
5 Bispecific antibodies are monoclonal, preferably huniah or humanized, antibodies that 

have binding specificities for at least two different antigens. In the present case, one of the 
bmding specificities is for an antigenic protein of the invention. The second binding target is any 
other antigen, and advantageously is a cell-surface protein or receptor or receptor subunit. 
Methods for making bispecific antibodies are known in the art. Traditionally, the 

1 0 recombinant production of bispecific antibodies is based on the co-expression of two 

immunoglobulin heavy-chain/light-chain pairs, where the two heavy chains have different 
specificities (Milstein and Cuello, Nature. 305:537-539 (1983)). Because of the random 
assortment of inununoglobulin heavy and light chains, these hybridomas (quadromas) produce a 
potential mixture of ten different antibody molecules, of which only one has the correct 

1 5 bispecific structure. The purification of the correct molecule is usually accomplished by affinity 
chromatography steps. Similar procedures are disclosed in WO 93/08829, published 13 May 
1993, and in Traunecker et aL, 1991 EMBOJ,, 10:3655-3659. 

Antibody variable domains with the desired binding specificities (antibody-antigen . 
combining sites) can be fused to immunoglobulin constant domain sequences. The fusion 

20 preferably is with an immunoglobulin heavy-chain constant domain, comprising at least part of 
the hinge, CH2, and CH3 regions. It is preferred to have the first heavy-chain constant region 
(CHI) containing the site necessary for light-chain binding present m at least one of the fusions. 
DNAs encoding the immunoglobulin heavy-chain fusions and, if desired, the immunoglobulin 
light chain, are inserted into separate expression vectors, and are co-transfected into a suitable 

25 host organism. For further details of generating bispecific antibodies see, for example, Suresh et 
al.. Methods in Enzvmologv. 121 !210 (1986). 

According to another approach described in WO 96/2701 1 , the interface between a pair 
of antibody molecules can be engineered to maximize the percentage of heterodimers which are 
recovered from recombinant cell culture. The preferred interface comprises at least a part of the 

30 CH3 region of an antibody constant domain. In this method, one or more small amino acid side 
chains firom the interface of the first antibody molecule are replaced with larger side chains (e.g. 
tyrosine or tryptophan). Compensatory "cavities" of identical or similar size to the large side 
chain(s) are created on the interface of the second antibody molecule by replacing large amino 
acid side chains with smaller ones (e.g. alanine or threonine). This provides a mechanism for 

35 increasing the yield of the heterodimer over other unwanted end-products such as homodimers. 
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Bispecific antibodies can be prepared as full length antibodies or antibody fragments (e.g, 
F(ab')2 bispecific antibodies). Techniques for generating bispecific antibodies from antibody 
fragments have been described in the literature. For example, bispecific antibodies can be 
prepared usmg chemical linkage. Brennan et al., Science 229:8 1 (1 985) describe a procedure 
5 wherein intact antibodies are proteolytically cleaved to generate F(ab')2 fragments. These 
fragments are reduced in the presence of the dithiol complexing agent sodium arsenite to 
stabilize vicinal dithiols and prevent intermolecular disulfide formation. The Fab' fragments 
generated are then converted to thionitrobenzoate (TNB) derivatives. One of the Fab'-TNB 
derivatives is then reconverted to the Fab'-thiol by reduction with mercaptoethylamine and is 

10 mixed with an equimolar amount of the other Fab'-TNB derivative to form the bispecific 
antibody. The bispecific antibodies produced can be used as agents for the selective 
inunobilization of enzymes. 

Additionally, Fab* firagments can be directly recovered from E. coli and chemically 
coupled to fomi bispecific antibodies. Shalaby et aL, J. Exp. Med. 175:217-225 (1992) describe 

15 the production of a fiiUy humanized bispecific antibody F(ab')2 molecule. Each Fab' fragment 
was separately secreted from E. coli and subjected to directed chemical coupling in vitro to form 
the bispecific antibody. The bispecific antibody thus formed was able to bind to cells 
overexpressing the ErbB2 receptor and normal human T cells, as well as trigger the lytic activity 
of human cytotoxic lymphocytes against human breast tumor targets. 

20 Various techniques for making and isolating bispecific antibody fragments directly from 

recombinant cell culture have also been described. For example, bispecific antibodies have been 
produced using leucine zippers. Kostelny et al., J. Immunol. 148(5): 1547- 1553 (1992). The 
leucine zipper peptides from the Fos and Jun proteins were linked to the Fab* portions of two 
different antibodies by gene fiision. The antibody homodimers were reduced at the hinge region 

25 to form monomers and then re-oxidized to form the antibody heterodimers. This method can 
also be utilized for the production of antibody homodimers. The "diabody" technology 
described by HoUinger et al., Proc. Natl. Acad. Sci. USA 90:6444-6448 (1 993) has provided an 
alternative mechanism for making bispecific antibody fragments. The fragments comprise a 
heavy-chain variable domain (Vh) connected to a light-chain variable domain (Vl) by a linker 

30 which is too short to allow pairing between the two domains on the same chain. Accordingly, 
the Vh and Vt domains of one fragment are forced to pair with the complementary Vl and Vh 
domains of another fragment, thereby forming two antigen-binding sites. Another strategy for 
making bispecific antibody fragments by the use of single-chain Fv (sFv) dimers has also been 
reported. See, Gruber et aL, J. Immunol. 152:5368 (1994). 
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Antibodies with more than two valencies are contemplated. For example, trispecific 
antibodies can be prepared. Tutt et ah, J. Immunol. 147:60 (1991). 
Exemplary bispecific antibodies can bind to two different epitopes, at least one of which 
originates in the protein antigen of the invention. Alternatively, an anti-antigenic arm of an 
5 immunoglobulin molecule can be combined with an arm which binds to a triggering molecule on 
a leukocyte such as a T-cell receptor molecule {e.g. CD2, CD3, CD28, or B7), or Fc receptors for 
IgG (FcyRX such as FcyRI (CD64), FcyRII (CD32) and FcyRIII (GDI 6) so as to focus cellular 
defense mechanisms to the cell expressing the particular antigen. Bispecific antibodies can also 
be used to direct cytotoxic agents to cells which express a particular antigen. These antibodies 
1 0 possess an antigen-binding arm and an arm which binds a cytotoxic agent or a radionuclide 
chelator, such as EOTUBE, DPTA, DOTA, or TETA. Another bispecific antibody of interest 
binds the protein antigen described herein and further binds tissue factor (TF). 

5.13.6 Heteroconjugate Antibodies 

15 Heteroconjugate antibodies are also within the scope of the present invention. 

Heteroconjugate antibodies are composed of two covalently joined antibodies. Such antibodies 
have, for example, been proposed to target immune system cells to unwanted cells (U.S. Patent 
No. 4,676,980), and for treatment of HIV infection (WO 91/00360; WO 92/200373; EP 03089). 
It is contemplated that the antibodies can be prepared in vitro using known methods in synthetic 

20 protein chemistry, including those involving crosslinking agents. For example, immunotoxins 
can be constructed using a disulfide exchange reaction or by forming a thioether bond. 
Examples of suitable reagents for this purpose include iminothiolate and methyl-4- 
mercaptobutyrimidate and those disclosed, for example, in U.S. Patent No. 4,676,980. 

25 5.13.7 Effector Function Engineering 

It can be desimble to modify the antibody of the invention with respect to effector 
function, so as to enhance, e.g. , the effectiveness of the antibody in treating cancer. For 
example, cysteine residue(s) can be introduced into the Fc region, thereby allowing interchain 
disulfide bond formation in this region. The homodimeric antibody thus generated can have 

30 improved internalization capability and/or increased complement^mediated cell killing and 
antibody-dependent cellular cytotoxicity (ADCC). See Caron et al., J. Exp Med., 176: 1 191- 
1 195 (1992) and Shopes, J. Immunol., 148: 2918-2922 (1992). Homodimeric antibodies with 
enhanced anti-tumor activity can also be prepared using heterobifunctional cross-linkers as 
described in Wolff et al. Cancer Research, 53: 2560-2565 (1993). Alternatively, an antibody can 
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be engineered that has dual Fc regions and can thereby have enhanced complement lysis and 
ADCC capabilities. See Stevenson et al., Anti-Cancer Drug Design, 3: 219-230 (1989). 

5.13.8 Immunoconjugates 

5 The invention also pertains to immunoconjugates comprising an antibody conjugated to a 

cytotoxic agent such as a chemotherapeutic agent, toxin (e.g., an enzymatically active toxin of 
bacterial, fungal, plant, or animal origin, or fragments thereof), or a radioactive isotope (i.e., a 
radioconjugate). 

Chemotherapeutic agents useful in the generation of such immunoconjugates have been 
10 described above. Enzymatically active toxins and fragments thereof that can be used include 
diphtheria A chain, nonbinding active fragments of diphtheria toxin, exotoxin A chain (from 
Pseudomonas aeruginosa), ricin A chain, abrin A chain, modeccin A chain, alpha-sarcin, 
Aleurites fordii proteins, dianthin proteins, Phytolaca americana proteins (PAPI, PAPII, and 
PAP-S), momordica charantia inhibitor, curcin, crotin, sapaonaria officinalis inhibitor, gelonin, 
IS mitogellin, restrictocin, phenomycin, enomycin, and the tricothecenes. A variety of 

radionuclides are available for the production of radioconjugated antibodies. Examples include 

Conjugates of the antibody and cytotoxic agent are made using a variety of bifiinctional 
protein-coupling agents such as N-succinimidyl-3-(2-pyridyldithiol) propionate (SPDP), 

20 iminothiolane (IT), bifiinctional derivatives of imidoesters (such as dimethyl adipimidate HCL), 
active esters (such as disuccinimidyl suberate), aldehydes (such as glutareldehyde), bis-azido 
compounds (such as bis (p-azidobenzoyl) hexanediamine), bis-diazonium derivatives (such as 
bis-(p-diazoniumbenzoyl)-ethylenediamine), diisocyanates (such as tolyene 2,6-diisocyanate), 
and bis-active fluorine compounds (such as l,5-difluoro-2,4-dinitrobenzene). For example, a 

25 ricin immunotoxin can be prepared as described in Vitetta et al.. Science, 238: 1098 (1987). 
Carbon-14-labeled l-isothiocyahatobenzyl-3-methyIdiethylene triaminepentaacetic acid (MX- 
DTPA) is an exemplary chelating agent for conjugation of radionucleotide to the antibody. See 
WO94/11026. 

In another embodiment, the antibody can be conjugated to a "receptor" (such 
30 streptavidin) for utilization in tumor pretargeting wherein the antibody-receptor conjugate is 
administered to the patient, followed by removal of unbound conjugate from the circulation 
using a clearing agent and then administration of a "ligand" (e.g., avidin) that is in turn 
conjugated to a cytotoxic agent. 

35 4.14 COMPUTER READABLE SEQUENCES 
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In one application of this embodiment, a nucleotide sequence of the present invention can 
be recorded on computer readable media. As used herein, "computer readable media" refers to 
any medium which can be read and accessed directly by a computer. Such media include, but 
. are not lunited to: magnetic storage media, such as floppy discs, hard disc storage medium, and 
5 magnetic tape; optical storage media such as CD-ROM; electrical storage media such as RAM 
and ROM; and hybrids of these categories such as magnetic/optical storage media. A skilled 
artisan can readily appreciate how any of the presently known computer readable mediums can 
be used to create a manufacture comprising computer readable medium having recorded thereon 
a nucleotide sequence of the present invention. As used herein, "recorded" refers to a process for 

10 storing information on computer readable mediimi. A skilled artisan can readily adopt any of the 
presently known methods for recording information on computer readable medium to generate 
manufactures comprising the nucleotide sequence information of the present invention. 

A variety of data storage structures are available to a skilled artisan for creating a 
computer readable medium having recorded thereon a nucleotide sequence of the present 

15 invention. The choice of the data storage structure will generally be based on the means chosen 
to access the stored information. In addition, a variety of data processor programs and formats 
can be used to store the nucleotide sequence information of the present invention on computer 
readable medium. The sequence information can be represented in a word processing text file, 
formatted in commercially-available software such as WordPerfect and Microsoft Word, or 

20 represented in the form of an ASCII file, stored in a database application, such as DB2, Sybase, 
Oracle, or the like. A skilled artisan can readily adapt any number of data processor structuring 
formats (eg. text file or database) in order to obtain computer readable medium having recorded 
thereon the nucleotide sequence information of the present invention. 

By providing any of the nucleotide sequences SEQ ID NO: 1-8051 or a representative 

25 fragment thereof; or a nucleotide sequence at least 95% identical to any of the nucleotide 
sequences of SEQ ID NO: 1-8051 in computer readable form, a skilled artisan can routinely 
access the sequence information for a variety of purposes. Computer software is publicly 
available which allows a skilled artisan to access sequence information provided in a computer 
readable medium. The examples which follow demonstrate how software which implements the 

30 BLAST (Altschul et al., J. Mol. Biol. 215:403-410 (1990)) and BLAZE (Brutlag et al., Comp. 
Chem. 17:203-207 (1993)) search algorithms on a Sybase system is used to identify open reading 
frames (ORFs) within a nucleic acid sequence. Such ORFs may be protein encoding fragments 
and may be useful in producing commercially important proteins such as enzymes used in 
fermentation reactions and in the production of commercially useful metabolites. 
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As used herein, "a computer-based system" refers to the hardware means, software 
means, and data storage means used to analyze the nucleotide sequence information of the 
present invention. The minimum hardware means of the computer-based systems of the present 
invention comprises a central processing unit (CPU), input means, output means, and data 
5 storage means. A skilled artisan can readily appreciate that any one of the currently available 
computer-based systems are suitable for use- in the present invention. As stated above, the 
computer-based systems of the present invention comprise a data storage means having stored 
therein a nucleotide sequence of the present invention and the necessary hardware means and 
software means for supporting and implernenting a search means. As used herein, "data storage 

10 means" refers to memory which can store nucleotide sequence information of the present 

invention, or a memory access means which can access manufactures having recorded thereon 
the nucleotide sequence information of the present invention. 

As used herein, "search means" refers to one or more programs which are implemented 
on the computer-based system to compare a target sequence or target structural motif with the 

1 5 sequence information stored within the data storage means. Search means are used to identify 
fragments or regions of a known sequence which match a particular target sequence or target 
motif. A variety of known algorithms are disclosed publicly and a variety of commercially 
available software for conducting search means are and can be used in the computer-based 
systems of the present invention. Examples of such software includes, but is not limited to, 

20 Smith-Waterman, MacPattem (EMBL), BLASTN and BLASTA (NPOLYPEPTIDEIA). A 
skilled artisan can readily recognize that any one of the available algorithms or implementing 
software packages for conducting homology searches can be adapted for use in the present 
computer-based systems. As used herein, a "target sequence" can be any nucleic acid or amino 
acid sequence of six or more nucleotides or two or more amino acids. A skilled artisan can 

25 readily recognize that the longer a target sequence is, the less likely a target sequence will be 
present as a random occurrence in the database. The most preferred sequence length of a target 
sequence is from about 10 to 300 amino acids, more preferably from about 30 to 100 nucleotide 
residues. However, it is well recognized that searches for commercially important fragments, 
such as sequence fragments involved in gene expression and protein processing, may be of 

30 shorter length. 

As used herein, "a target structural motif," or "target motif," refers to any rationally 
selected sequence or combination of sequences in which the sequence(s) are chosen based on a 
three-dimensional configuration which is formed upon the folding of the target motif. There are 
a variety of target motifs known in the art. Protein target motifs include, but are not limited to, 
35 enzyme active sites and signal sequences. Nucleic acid target motifs include, but are not limited 
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to, promoter sequences, hairpin structures and inducible expression elements (protein binding 
sequences). 

4.15 TRIPLE HELIX FORMATION 

5 In addition, the fragments of the present invention, as broadly described, can be used to 

control gene expression through triple helix formation or antisense DNA or RNA, both of which 
methods are based on the binding of a polynucleotide sequence to DNA or RNA. 
Polynucleotides suitable for use in these methods are preferably 20 to 40 bases in length and are 
designed to be complementary to a region of the gene involved in transcription (triple helix - see 

10 Lee et aL, Nucl. Acids Res. 6:3073 (1979); Cooney et aL, Science 15241 :456 (1988); and Dervan 
et al.. Science 251:1360 (1991)) or to the mRNA itself (antisense - Olmno, J. Neurochem, 
56:560 (1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, 
Boca Raton, FL (1988)). Triple helix-formation optimally results in a shut-off of RNA 
transcription from DNA, while antisense RNA hybridization blocks translation of an mRNA 

15 molecule into polypeptide. Both techniques have been demonstrated to be effective in model 
systems. Information contained in the sequences of the present invention is necessary for the 
design of an antisense or triple helix oligonucleotide. 

4.16 DIAGNOSTIC ASSAYS AND KITS 

20 The present invention further provides methods to identify the presence or expression of 

one of the ORFs of the present invention, or homolog thereof, in a test sample, using a nucleic 
acid probe or antibodies of the present invention, optionally conjugated or otherwise associated 
with a suitable label. 

In general, methods for detecting a polynucleotide of the invention can comprise 

25 contacting a sample with a compound that binds to and forms a complex with the polynucleotide 
for a period sufficient to form the complex, and detecting the complex, so that if a complex is 
detected, a polynucleotide of the invention is detected in the sample. Such methods can also 
comprise contacting a sample under stringent hybridization conditions with nucleic acid primers 
that aimeal to a polynucleotide of the invention under such conditions, and amplifying annealed 

30 polynucleotides, so that if a polynucleotide is amplified, a polynucleotide of the invention is 
detected in the sample. 

In general, methods for detecting a polypeptide of the invention can comprise contacting 
a sample with a compound that binds to and forms a complex with the polypeptide for a period 
sufficient to form the complex, and detecting the complex, so that if a complex is detected, a 

35 polypeptide of the invention is detected in the sample. 
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In detail, such methods comprise incubating a test sample with one or more of the 
antibodies or one or more of the nucleic acid probes of the present invention and assaying for 
binding of the nucleic acid probes or antibodies to components within the test sample. 

Conditions for incubating a nucleic acid probe or antibody with a test sample vary. 
5 Incubation conditions depend on the format employed in the assay, the detection methods 

employed, and the type and nature of the nucleic acid probe or antibody used in the assay. One 
skilled in the art will recognize that any one of the commonly available hybridization, 
amplification or immunological assay formats can readily be adapted to employ the nucieic acid 
probes or antibodies of the present invention. Examples of such assays can be found in Chard, 

10 T., An Introduction to Radioimmunoassay and Related Techniques, Elsevier Science Publishers, 
Amsterdam, The Netherlands (1986); Bullock, G.R. et ah. Techniques in Immunocytochemistry, 
Academic Press, Orlando, FL Vol. 1 (1982), Vol. 2 (1983), Vol. 3 (1985); Tijssen, P., Practice 
and Theory of immunoassays: Laboratory Techniques in Biochemistry and Molecular Biology, 
Elsevier Science Publishers, Amsterdam, The Netherlands (1985). The test samples of the 

15 present invention include cells, protein or membrane extracts of cells, or biological fluids such as 
sputum, blood, serum, plasma, or urine. The test sample used in the above-described method 
will vary based on the assay format, nature of the detection method and the tissues, cells or 
extracts used as the sample to be assayed. Methods for preparing protein extracts or membrane 
extracts of cells are well known in the art and can be readily be adapted in order to obtain a 

20 sample which is compatible with the system utilized. 

In another embodiment of the present invention, kits are provided which contain the 
necessary reagents to carry out the assays of the present invention. Specifically, the invention 
provides a compartment kit to receive, in close confinement, one or more containers which 
comprises: (a) a first container comprising one of the probes or antibodies of the present 

25 invention; and (b) one or more other containers comprising one or more of the following: wash 
reagents, reagents capable of detecting presence of a bound probe or antibody. 

In detail, a compartment kit includes any kit in which reagents are contained in separate 
containers. Such containers include small glass containers, plastic containers or strips of plastic 
or paper. Such containers allows one to efficiently transfer reagents firom one compartment to 

30 another compartment such that the samples and reagents are not cross-contaminated, and the 
agents or solutions of each container can be added in a quantitative fashion firom one 
compartment to another. Such containers will include a container which will accept the test 
sample, a container which contains the antibodies used in the assay, containers which contain' 
wash reagents (such as phosphate buffered saline, Tris-buffers, etc.), and containers which 

35 " contain the reagents used to detect the bound antibody or probe. Types of detection reagents 
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include labeled nucleic acid prdbes, labeled secondary antibodies, or in the alternative, if the 
primary antibody is labeled, the enzymatic, or antibody binding reagents which are capable of 
reacting with the labeled antibody. One skilled in the art will readily recognize that the disclosed 
probes and antibodies of the present invention can be readily incorporated into one of the 
5 established kit formats which are well known in the art. 

4.17 MEDICAL IMAGING 

The novel polypeptides and binding partners of the invention are useful in medical 
imaging of sites expressing the molecules of the invention (e.g., where the polypeptide of the 
1 0 invention is involved in the immune response, for unaging sites of inflammation or infection). 
See, e.g., Kunkel et al., U.S. Pat. NO. 5,413,778. Such methods involve chemical attachment of 
a labeling or imaging agent, administration of the labeled polypeptide to a subject in a 
pharmaceutically acceptable carrier, and imaging the labeled polypeptide in vivo at the target 
site. 

15 

4.18 SCREENING ASSAYS 

Using the isolated proteins and polynucleotides of the invention, the present invention 
further provides methods of obtaining and identifying agents which bind to a polypeptide 
encoded by an ORF corresponding to any of the nucleotide sequences set forth in SEQ ID NO: 
20 1 -805 1 , or bind to a specific domain of the polypeptide encoded by the nucleic acid. In detail, 
said method comprises the steps of: 

(a) contacting an agent with an isolated protein encoded by an ORF of the present 
invention, or nucleic acid of the invention; and 

(b) detemiining whether the agent binds to said protein or said nucleic acid. 
25 In general, therefore, such methods for identifying compounds that bind to a . 

polynucleotide of the invention can comprise contacting a compound with a polynucleotide of 
the invention for a time sufficient to form a polynucleotide/compound complex, and detecting 
the complex, so that if a polynucleotide/compound complex is detected, a compound that binds 
to a polynucleotide of the invention is identified. 
30 Likewse, in general, therefore, such methods for identifying compounds that bind to a 

polypeptide of the invention can comprise contacting a compound with a polypeptide of the 
invention for a time sufficient to form a polypeptide/compound complex, and detecting the 
complex, so that if a polypeptide/compound complex is detected, a compound that binds to a 
polynucleotide of the invention is identified. 
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Methods for identifying compounds that bind to a polypeptide of the invention can also 
comprise contacting a compound with a polypeptide of the invention in a cell for a time 
sufficient to form a polypeptide/compound complex, wherein the complex drives expression of a 
receptor gene sequence in the cell, and detecting the complex by detecting reporter gene 
5 sequence expression, so that if a polypeptide/compound complex is detected, a compoimd that 
binds a polypeptide of the invention is identified. 

Compounds identified via such methods can include compounds which modulate the 
activity of a polypeptide of the invention (that is, increase or decrease its activity, relative to 
activity observed in the absence of the compound). Alternatively, compounds identified via such 

10 methods can include compounds which modulate the expression of a polynucleotide of the 
invention (that is, increase or decrease expression relative to expression levels observed in the 
absence of the compound). Compoimds, such as compounds identified via the methods of the 
invention, can be tested using standard assays well knovm to those of skill in the art for their 
ability to modulate activity/expression. 

15 The agents screened in the above assay can be, but are not limited to, peptides, 

carbohydrates, vitamin derivatives, or other pharmaceutical agents. The agents can be selected 
and screened at random or rationally selected or designed using protein modeling techniques. 

For random screening, agents such as peptides, carbohydrates, pharmaceutical agents and 
the like are selected at random and are assayed for their ability to bind to the protein encoded by 

20 the ORF of the present invention. Alternatively, agents may be rationally selected or designed. 
As used herein, an agent is said to be "rationally selected or designed" when the agent is chosen 
based on the configuration of the particular protein. For example, one skilled in the art can 
readily adapt currently available procedures to generate peptides, pharmaceutical agents and the 
like, capable of binding to a specific peptide sequence, in order to generate rationally designed 

25 antipeptide peptides, for example see Hurby et al.. Application of Synthetic Peptides: Antisense 
Peptides," In Synthetic Peptides, A User's Guide, W.H. Freeman, NY (1 992), pp. 289-307, and 
Kaspczak et al.. Biochemistry 28:9230-8 (1989), or pharmaceutical agents, or the like. 

In addition to the foregoing, one class of agents of the present invention, as broadly 
described, can be used to control gene expression through binding to one of the ORFs or EMFs 

30 of the present invention. As described above, such agents can be randomly screened or 
rationally designed/selected. Targeting the ORF or EMF allows a skilled artisan to design 
sequence specific or element specific agents, modulating the expression of either a single ORF or 
multiple ORFs which rely on the same EMF for expression control. One class of DNA binding 
agents are agents which contain base residues which hybridize or form a triple helix formation 

35 by binding to DNA or RNA. Such agents can be based on the classic phosphodiester. 
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ribonucleic acid backbone, or can be a variety of sulfhydryl or polymeric derivatives which have 
base attachment capacity. 

Agents suitable for use in these methods preferably contain 20 to 40 bases and are 
designed to be complementary to a region of the gene involved in transcription (triple helix - see 
5 Lee et al., Nucl. Acids Res. 6:3073 (1979); Cooney et al., Science 241:456 (1988); and Dervan et 
al,. Science 251:1360 (1991)) or to the mRNA itself (antisense - Okano, J. Neurochem. 56:560 
(1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene Expression, CRC Press, Boca 
Raton, FL (1988)). Triple helix-fonnation optimally results in a shut-off of RNA transcription 
from DNA, while antisense RNA hybridization blocks translation of an mRNA molecule into 

10 polypeptide. Both techniques have been demonstrated to be effective in model systems. 

Information contained in the sequences of the present invention is necessary for the design of an 
antisense or triple helix oligonucleotide and other DNA binding agents. 

Agents that bind to a protein encoded by one of tHe ORFs of the present invention can be 
used as a diagnostic agent. Agents which bind to a protein encoded by one of the ORFs of the 

1 5 present invention can be formulated using known techniques to generate a pharmaceutical 
composition. 

4.19 USE OF NUCLEIC ACIDS AS PROBES 

Another aspect of the subject invention is to provide for polypeptide-specific nucleic acid 
20 hybridization probes capable of hybridizing with naturally occurring nucleotide sequences. The 
hybridization probes of the subject invention may be derived from any of the nucleotide 
sequences SEQ ID NO: 1-805 L Because the corresponding gene is only expressed in a limited 
number of tissues, a hybridization probe derived from of any of the nucleotide sequences SEQ 
ID NO: 1-8051 can be used as an indicator of the presence of RNA of cell type of such a tissue 
25 in a sample. 

Any suitable hybridization technique can be employed, such as, for example, in situ 
hybridization. PGR as described in US Patents Nos. 4,683,195 and 4,965,188 provides 
additional uses for oligonucleotides based upon the nucleotide sequences. Such probes used in 
PGR may be of recombinant origin, may be chemically synthesized, or a mbcture of both. The 

30 probe will comprise a discrete nucleotide sequence for the detection of identical sequences or a 
degenerate pool of possible sequences for identification of closely related genomic sequences. 

Other means for producing specific hybridization probes for nucleic acids include the 
cloning of nucleic acid sequences into vectors for the production of mRNA probes. Such vectors 
are known in the art and are commercially available and may be used to synthesize RNA probes 

35 in vitro by means of the addition of the appropriate RNA polymerase as T7 or SP6 RNA 
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polymerase and the appropriate radioactively labeled nucleotides. The nucleotide sequences may 
be used to construct hybridization probes for mapping their respective genomic sequences. The 
nucleotide sequence provided herein may be mapped to a chromosome or specific regions of a 
chromosome using well known genetic and/or chromosomal mapping techniques. These 
5 techniques include in situ hybridization, linkage analysis against known chromosomal markers, 
hybridization screening with libraries or flow-sorted chromosomal preparations specific to 
known chromosomes, and the like. The technique of fluorescent in situ hybridization of 
chromosome spreads has been described, among other places, in Verma et al (1988) Human 
Chromosomes: A Manual of Basic Techniques, Pergamon Press, New York NY. 

10 Fluorescent in situ hybridization of chromosomal preparations and other physical 

chromosome mapping techniques may be correlated with additional genetic map data. Examples 
of genetic map data can be found in the 1994 Genome Issue of Science (265: 198 If). Correlation 
between the location of a nucleic acid on a physical chromosomal map and a specific disease (or 
predisposition to a specific disease) may help delimit the region of DNA associated with that 

1 5 genetic disease. The nucleotide sequences of the subject invention may be used to detect 
differences in gene sequences between normal, carrier or affected individuals. 

4.20 PREPARATION OF SUPPORT BOUND OLIGONUCLEOTmES 

Oligonucleotides, /.e., small nucleic acid segments, may be readily prepared by, for 
example, directly synthesizing the oligonucleotide by chemical means, as is commonly practiced 
20 using an automated oligonucleotide synthesizer. 

Support bound oligonucleotides may be prepared by any of the methods known to those of 
skill in the art using any suitable support such as glass, polystyrene or Teflon. One strategy is to 
precisely spot oligonucleotides synthesized by standard synthesizers, hnmobilization can be 
achieved using passive adsorption (Inouye & Hondo, (1 990) J. Clin. Microbiol. 28(6) 1469-72); 
25 using UV light (Nagata ei al., 1985; Dahlen et aL, mi; Morrissey & Collins, (1989) Mol. Cell 
Probes 3(2) 189-207)orby covalent binding of base modified DNA (Keller e/fl/., 1988; 1989); all 
references being specifically incorporated herein. 

Another strategy that may be employed is the use of the strong biotin-slreptavidin 
interaction as a linker. For example, Broude et al (1994) Proc. Natl. Acad. Sci. USA 91(8) 3072-6, 
30 describe the use of biotinylated probes, although these are duplex probes, that are immobilized on 
streptavidin-coated magnetic beads. Streptavidin-coated beads may be purchased from Dynal, 
Oslo. Of course, this same linking chemistry is applicable to coating any surface with streptavidin. 
Biotinylated probes may be purchased from various sources, such as, e.g., Operon Technologies 
(Alameda, CA). 
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Nunc Laboratories (Naperville, EL) is also selling suitable material that could be used. Nunc 
Laboratories have developed a method by which DNA can be covalently bound to the microwell 
surface termed Covalink NH. CovaLink NH is a polystyrene surface grafted with secondary amino 
groups (>NH) that serve as bridge-heads for further covalent coupling. CovaLink Modules may be 
5 purchased from Nxmc Laboratories. DNA molecules may be bound to CovaLink exclusively at the 
5 -end by a phosphoramidate bond, allowing immobilization of more than 1 pmol of DNA 
(Rasmussen etal, (1991) Anal. Biochem. 198(1) 138-42). 

The use of CovaLink NH stripis for covalent binding of DNA molecules at the 5'-end has 
been described (Rasmussen et al,, (1991). hi this technology, a phosphoramidate bond is employed 

10 (Chu et al., (1983) Nucleic Acids Res. 1 1(8) 6513-29). This is beneficial as immobilization using 
only a single covalent bond is preferred. The phosphoramidate bond joins the DNA to the 
CovaLink NH secondary amino groups that are positioned at the end of spacer arms covalently 
grafted onto the polystyrene surface through a 2 nm long spacer arm. To link an oligonucleotide to 
CovaLink NH via an phosphoramidate bond, the oligonucleotide terminus must have a 5'-end 

1 5 phosphate group. It is, perhaps, even possible for biotin to be covalently bound to CovaLink and 
then streptavidin used to bind the probes. 

More specifically, the linkage method includes dissolving DNA in water (7.5 ng/ul) and 
denaturing for 10 min. at 95''C and cooling on ice for 10 min. Ice-cold 0.1 M 1-methylimidazole, 
pH 7.0 (l-Melm?), is then added to a fmal concentration of 10 mM l-Melm?. A ss DNA solution is 

20 then dispensed into CovaLink NH strips (75 ul/well) standing on ice. 

Carbodiimide 0.2 M l~ethyl-3-(3-dimethy]aminopropyl)-carbodiimide (EDC), dissolved in 
10 mM l-Melmy, is made fresh and 25 ul added per well. The strips are incubated for 5 hours at 
50°C. After incubation the strips are washed using, e.g. , Nunc-Inununo Wash; first the wells are 
washed 3 times, then they are soaked with washing solution for 5 min., and iBnally they are washed 

25 3 times (where m tiie washing solution is 0.4 N NaOH, 0.25% SDS heated to 50^C). 

It is contemplated that a further suitable method for use with the present invention is that 
described in PCT Patent Application WO 90/03382 (Southern & Maskos), incorporated herein by 
reference. This method of preparing an oligonucleotide bound to a support involves attaching a 
nucleoside 3'-reagent through the phosphate group by a covalent phosphodiester link to aliphatic 

30 hydroxyl groups carried by the support. The oligonucleotide is then synthesized on the supported 
nucleoside and protecting groups removed from the synthetic oligonucleotide chain under standard 
conditions that do not cleave the oligonucleotide from the support. Suitable reagents include 
nucleoside phosphoramidite and nucleoside hydrogen phosphorate. 

An on-chip strategy for the preparation of DNA probe for the preparation of DNA probe 

35 arrays may be employed. For example, addressable laser-activated photodeprotection may be 
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Fodor et al (1991) Science 251(4995) Idl-l'i^ incorporated herein by reference. Probes may also 
be immobilized on nylon supports as described by Van Ness et a/. (1 991) Nucleic Acids Res. 
19(12) 3345-50; or linked to Teflon using the method of Duncan & Cavalier (1988) AnaL Biochem. 
5 1 69(1 ) 1 04-8; all references being specifically incorporated herein. 

To link an oligonucleotide to a nylon support, as described by Van Ness et al (1991), 
requires activation of the nylon surface via alkylation and selective activation of the 5 -amine of 
oligonucleotides with cyan\iric chloride. 

One particular way to prepare support bound oligonucleotides is to utilize the 

10 light-generated synthesis described by Pease et al, (1 994) PNAS USA 91(11) 5022-6, incorporated 
herem by reference). These authors used current photolithographic techniques to generate arrays of 
immobilized oligonucleotide probes (DNA chips). These methods, in which light is used to direct 
the synthesis of oligonucleotide probes m high-density, miniaturized arrays, utilize photolabile 
5'-protected W^acyl-deoxynucleoside phosphoramidites, surface linker chemistry and versatile 

1 5 combinatorial synthesis strategies. A matrix of 256 spatially defined oligonucleotide probes may be 
generated in this manner. 

4^1 PREPARATION OF NUCLEIC AOD FRAGMENTS 

The nucleic acids may be obtained from any appropriate source, such as cDNAs, genomic 

DNA, chromosomal DNA, microdissected chromosome bands, cosmid or YAC inserts, and RNA, 
20 including mRNA without any amplification steps. For example, Sambrook et al (1989) describes 

three protocols for the isolation of high molecular weight DNA fix)m mammalian cells (p. 

9.14-9.23). 

DNA fi-agments may be prepared as clones in Ml 3, plasmid or lambda vectors and/or 
prepared directly firom genomic DNA or cDNA by PGR or other amplification methods. Samples 

25 may be prepared or dispensed m multiwell plates. About 100-1000 lig of DNA samples may be 
prepared m 2-500 ml of final volume. 

The nucleic acids would then be firagmented by any of the methods known to those of skill 
in the art mcluding, for example, using restriction enzymes as described at 924-9.28 of Sambrook et 
al (1989), shearing by ultrasound and NaOH treatment. 

30 Low pressure shearing is also appropriate, as described by Schriefer et al (1990) Nucleic 

Acids Res. 1 8(24) 7455-6, incorporated herein by reference). In this method, DNA samples are 
passed through a small French pressure cell at a variety of low to intermediate pressures. A lever 
device allows controlled application of low to intermediate pressures to the cell. The results of 
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these studies indicate that low-preSsure shearing is a useful alternative to sonic and enzymatic DNA 
jfragmentation methods. 

One particularly suitable way for fragmenting DNA is contemplated to be that using the two 
base recognition endonuclease, Cv/JI, described by Fitzgerald et al (1992) Nucleic Acids Res. 
5 20(14) 3753-62. These authors described an approach for the rapid fragmentation and fractionation 
of DNA into particular sizes that they contemplated to be suitable for shotgun cloning and 
sequencing. 

The restriction endonuclease Cv/JI normally cleaves the recognition sequence PuGCPy 
between the G and C to leave blunt ends. Atypical reaction conditions, which alter the specificity of 

1 0 fliis enzyme (Cv/JI**), yield a quasi-random distribution of DNA j&agments form the small 
molecule pUC19 (2688 base pairs). Fitzgerald et al (1992) quantitatively evaluated the 
randomness of this fragmentation strategy, using a Cv/JI** digest of pUC19 that was size 
fractionated by a rapid gel filtration method and directly ligated, without end repair, to a lac Z minus 
Ml 3 cloning vector. Sequence analysis of 76 clones showed that Cv/JI** restricts pyGCPy and 

1 5 PuGCPu, in addition to PuGCPy sites, and that new sequence data is accumulated at a rate 
consistent with random fragmentation. 

As reported in the literature, advantages of this approach compared to sonication and 
agarose gel fractionation include: smaller amounts of DNA are required (0.2-0.5 ug instead of 2-5 
ug); and fewer steps are involved (no preligation, end repair, chemical extraction, or agarose gel 

20 electrophoresis and elution are needed. 

Irrespective of the manner in which the nucleic acid fragments are obtained or prepared, it is 
important to denature the DNA to give single stranded pieces available for hybridization. This is 
achieved by incubating the DNA solution for 2-5 minutes at 80-90*^C. The solution is then cooled 
quickly to 2°C to prevent renaturation of the DNA fragments before they are contacted with the 

25 chip. Phosphate groups must also be removed from genomic DNA by methods known in the art 

4.22 PREPARATION OF DNA ARRAYS 

Arrays may be prepared by spotting DNA samples on a support such as a nylon membrane. 
Spotting may be performed by using arrays of metal pins (the positions of which correspond to an 
array of wells in a microtiter plate) to repeated by transfer of about 20 nl of a DNA solution to a 
30 nylon membrane. By offset printing, a density of dots higher than the density of the wells is 

achieved. One to 25 dots may be accommodated in 1 nmi^, depending on the type of label used. By 
avoiding spotting in some preselected number of rows and columns, separate subsets (subarrays) 
may be formed. Samples in one subarray may be the same genomic segment of DNA (or the same 
gene) from different individuals, or may be different, overlapped genomic clones. Each of the 
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subanays may represent replica spotting of the same samples. In one example, a selected gene 
segment may be amplified from 64 patients. For each patient, the amplified gene segment may be 
in one 96-well plate (all 96 wells contaming the same sample). A plate for each of the 64 patients is 
prepared. By using a 96-pin device, all samples may be spotted on one 8 x 1 2 cm membrane. 
5 Subarrays may contain 64 samples, one from each patient. Where the 96 subarrays are identical, the 
dot span may be 1 mm^ and there may be a 1 mm space between subarrays. 

Another approach is to use membranes or plates (available from NUNC, Naperville, Illinois) 
which may be partitioned by physical spacers e.g. a plastic grid molded over the membrane, the grid 
being similar to the sort of membrane applied to the bottom of multiwell plates, or hydrophobic 
1 0 strips. A fixed physical spacer is not preferred for imaging by exposure to flat phosphor-storage 
screens or x-ray films. 

The present invention is illustrated in the following examples. Upon consideration of the ^ 
present disclosure, one of skill in the art will appreciate that many other embodiments and variations 
may be made in the scope of the present invention. Accordingly, it is intended that the broader 

1 5 aspects of the present invention not be limited to the disclosure of the following examples. The 
present invention is not to be limited in scope by the exemplified embodiments which are intended 
as illustrations of single aspects of the invention, and compositions and methods which are 
functionally equivalent are within the scope of the invention. Indeed, numerous modifications and 
variations in the practice of the invention are expected to occur to those skilled in the art upon 

20 consideration of the present preferred embodiments. Consequently, the only limitations which 
should be placed upon the scope of the invention are those which appear in the appended claims. 

All references cited within the body of the mstant specification are hereby incorporated by 
reference in their entirety. 

5M EXAMPLES 

25 5.1 EXAMPLE 1 

Novel Nucleic Acid Sequences Obtained From Various Libraries 
A plurality of novel nucleic acids were obtained from cDNA libraries prepared from various 
human tissues and in some cases isolated from a genomic library derived from human chromosome 
using standard PCR, SBH sequence signature analysis and Sanger sequencing techniques. The 

30 inserts of the library were amplified with PCR using primers specific for the vector sequences 
which flank the inserts. Clones from cDNA libraries were spotted on nylon membrane filters and 
screened with oligonucleotide probes 7-mers) to obtain signature sequences. The clones were 
clustered into groups of similar or identical sequences. Representative clones were selected for 
sequencing. 
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In some cases, the 5' sequence of the amplified inserts was then deduced using a typical 
Sanger sequencing protocol. PGR products were purified and subjected to fluorescent dye 
terminator cycle sequencing. Single pass gel sequencing was done using a 377 Applied Biosystems 
(ABI) sequencer to obtain the novel nucleic acid sequences. In some cases RACE (Rapid 
5 Amplification of cDNA Ends) was performed to further extend the sequence in the 5' direction. 

5.2 EXAMPLE 2 

Novel Contigs 

The novel contigs of the invention were assembled fi-om sequences that were obtained firom 

10 a cDNA library by methods described in Example 1 above, and in some cases sequences obtained 
from one or more public databases. The sequences for the resulting nucleic acid contigs are 
designated as SEQ ID NO: 1-805 1 and are provided in the attached Sequence Listing. The contigs 
were assembled using an EST sequence as a seed. Then a recursive algorithm was used to extend 
the seed EST into an extended assemblage, by pulling additional sequences from different databases 

1 5 (i. e. , Hyseq's database containing EST sequences, dbEST version 1 1 5, gb pri 1 1 5, and UniGene 
version 103, and exons from public domain genomic sequences predicted by GenScan) that belong 
to this assemblage. The algorithm terminated when there was no additional sequences from the 
above databases that would extend the assemblage. Further, the inclusion of component sequences 
into the assemblage was based on a BLASTN hit to the extending assemblage with BLAST score 

20 greater than 300 and percent identity greater than 95%. 

The novel predicted polypeptides (including proteins) encoded by the novel polynucleotides 
(SEQ ID NO: 1-8051) of the present invention are incorporated in the attached Sequence Listing. A 
subset of the predicted polypeptide sequences contain an unknown amino acid; a stop codon; a 
possible nucleotide deletion; or a possible nucleotide insertion. These sequences have also been 

25 shown in their entirety in Table 2. Table 2 also shows the corresponding start and stop nucleotide 
locations to each of SEQ ID NO: 1 -805 1 . Table 2 also indicates the method by which the 
polypeptide was predicted. Method A refers to a polypeptide obtained by using a software program 
called FASTY (available from http://fasta.bioch.virginia,edul which selects a polypeptide based on 
a comparison of the translated novel polynucleotide to known polynucleotides (W.R. Pearson, 

30 Methods in Enzymology, 1 83:63-98 (1 990), herein incorporated by reference). Method B refers to 
a polypeptide obtained by using a software program called GenScan for human/vertebrate 
sequences (available from Stanford University, Qjffice of Technology Licensing) that predicts the 
polypeptide based on a probabilistic model of gene structure/compositional properties (C. Burge 
and S. Karlin, J. Mol. BioL, 268:78-94 (1997), incorporated herein by reference). Metiiod C refers 
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to a polypeptide obtained by using a Hyseq proprietary software program that translates the novel 
polynucleotide and its complementary strand into six possible amino acid sequences (forward and 
reverse frames) and chooses the polypeptide with the longest open reading frame* 

The nearest neighbor results for SEQ ID NO: 1 -805 1 were obtained by a BLASTX 
5 version 2.0al 19MP-WashU search against Genpept release 123 and Geneseq release 2001 10 
(Derwent), using BLAST algorithm. The nearest neighbor result showed the closest homologue 
for SEQ ID NO: 1-8051. The nearest neighbor results for SEQ ID NO: 1-8051, having 
identifiable function(s) are incorporated in the attached Sequence Listing. 

Using eMatrix software package (Stanford University, Stanford, CA) (Wu et aL, J. 

10 Comp. Biol, Vol. 6 pp. 219-235 (1999) herein incorporated by reference), all the polypeptide 
sequences were examined to determine whether they had identifiable signature regions. The 
attached Sequence Listing provides the results obtained by eMatrix analysis for each polypeptide 
as follows: the signature region found in the indicated polypeptide sequences, the description of 
the signature, the eMatrix p-value(s) and the position(s) of the signature within the polypeptide 

15 sequence. 

Using the pFam software program (Sonnhammer et aL, Nucleic Acids Res., VoL 26(1) 
pp. 320-322 (1998) herein incorporated by reference) all the polypeptide sequences were 
examined for domains with homology to certain peptide domains. The attached Sequence 
Listing provides the results obtained by pFam analysis for each polypeptide, namely: the name of 
20 the domain found, the description, the p-value and the pFam score for the identified domain 
within the sequence. 

Tables 1 and 2 follow. Table 1 shows the various tissue sources of SEQ ID NO: 1 -805 1 . 
Table 2 shows the start and stop nucleotides for the translated amino acid sequence for which each 
assemblage encodes. Table 2 also provides a correlation between the amino acid sequences set forth 
25 in the Sequence Listing, the nucleotide sequences set forth in the Sequence Listing and the SEQ ID 
NO: in USSN 09/577,408. 
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TABLE 1 



Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 


adult brain 


GIBCO 


AB300I 


53-57 1 19-121 205-206 229-232 311-314 318-320 328-331 340-341 
360-361 382-383 398 400 433 444 448-449 455 461-465 467-468 
476-479 488 501-504 506 508-513 522-526 533-535 541-542 559- 
560 562 637-640 649 654-655 658 679-683 75 1-752 755 757-764 
766 771 780-782 841-849 857 867-869 872-874 879 884-885 890 
915-917 945 969 1006-1009 1031-1035 1 101-1 103 1110 1112 1115 
1120-1121 1123 1131 1185-1190 1252 1299-1301 1303-1304 1314- 
1316 1338 1355-1359 1361-1363 1382-1387 1395-1399 1447 1458- 
1460 1473-1477 1479-1481 1484-1485 1489-1493 1495-1496 1498 
1515 1517 1534-1535 1565-1566 1601 1603 1612 1614-1619 1621- 
1622 1626 1642-1644 1646 1679 1690-1693 1695-1696 1698-1704 
1706-1715 1717-1718 1726 1728-1737 1739-1748 1751-1760 1762- 
1763 1768-1771 1782 1843 1847 1862-1863 1877-1880 1882-1886 
1895-1901 1904-1905 1922 1976-1991 2023 20342171-21742182- 
2184 2200-2203 2220-2223 2232-2233 2250 2332-23392347-2350 
2352-2356 2359-2361 2371-2372 2375 2380 2383-2384 2386-2388 
2466-2469 2485-2489 2533 2547-2550 2575 2585-2586 2588-2589 
2602 2682-2686 2688 2714-2715 2737 2739-2741 2744-2745 2789- 
2791 2798-2802 2839-284 ! 2899 2910-291 8 2920-2922 2924 2952- 
2955 3043-3 050 3 095-3096 3 1 0 1 -3 1 02 3 1 04-3 1 05 3 1 09-3 1 1 0 3 1 1 6- 
3117 3134-3135 3179-3180 3223-3224 3236-3237 3260-3261 3265 
3271-3272 3280-3282 33 U 3325 3349-3350 3354 3393-3395 3397- 
3400 3491-3493 3499-3503 3517-3519 3521-3523 35603581-3582 
3588-3589 3592-3596 3617-3619 3631 3683 3696 3698-3702 3762- 
3763 3801 3805 3834-3835 3837-3838 3850-3855 38663944 3955 
3967 3979-3985 3990 4017-4020 4081 4098 4100-4103 4126-4127 
4189-4190 4193 4226 4266-4269 4271-4272 4298-4301 4303 4320- 
4323 4325 4341 4344-4345 4347-4349 4427-4428 4436 4454 4537- 
4541 4543 4549-4550 4552-4554 4564-4567 4576 4580-4591 4599 
4610 4698 4710 4806-4808 4810 4812 4833 4847-4853 4884-4885 
4910 4940-4941 4943-4944 4952 4954-4958 4972 5033-5038 5040- 
5044 5056-50605062 5105 51165137 5141 5158-51615163 5166- 
5167 5226-5227 5229-5233 5236-5238 5240-5249 5252-5261 5263- 

<'>iC*T <^'vo aiA co^A ctAt cA'70 Cilon <c'>e tt<A£^ K<An ce/m cc^a 
52o7 j272 5274 5340-5341 5478-545(1 5525 5546-5547 550O-5570 

5581 5628-5634 5644 5760 5771 5782 5872 5881-5887 5904 591 1 

5971-5976 6003 6007 6037-6038 6074 6124-6128 6189 6191-6194 

6198 6231-6233 6249-6250 6339-6340 6360 6413-6414 6553-6556 

6586-6587 6656 6681 6722-6727 6729-6736 6771 6782 6794 6805 

6903 6906 6939-6942 7044-7051 7053 7055-7056 7087-7089 7! 16 

7131 7254-7255 7294 7340 7377-7379 7662 7677 7686 7697 7730 

7732-7734 7741 7744-7760 7763 7775 7808-7810 7835-7836 7847 

7942 8025 


adult brain 


GIBCO 


ABD003 


4-5 28-29 44 47 205-206 211-212 229-232 246-248 250-259 261- 
266 282-284 3 1 8-320 323-328 338-34 1 349-354 356-359 368-375 
382-383 385-386 397-398 400404-409 426-427 433 444-449 455 
476-479 486-489 492-493 495-497 500-504 506 508-515 517 522- 
526 528-529 555-556 584-592 602-604 606-614 616 622 624 627- 
633 635-640 649 658 666 668 672-676 679-683 686-688 690-692 
704-707 722-723 726 768-769 771 782 841-843 846-849 857 867- 
869 872-874 876-88 1 884-885 890 893-895 900 902 9 U -9 1 7 91 9- 
921 923-927 929 945 960-962 969 973 979-985 991-993 995-1000 
1006-1009 1020 1031-1035 1037-1040 1042-1043 1056-1057 1063 
1070-1072 1083 1086-1094 1100-1109 lit 1 1113 1115 1119-1123 
11291131 1137-114811651174-1175 1183 1 185-1197 12041210- 
1212 1221-1225 1227-1232 1236-1237 1241-1242 1250 1253 1264- 
1265 1267-1270 1272 1279-1281 1286 1291-1293 1303-1306 1308- 
1309 lllil.m/; n^a.t'lt^ n')R.n44 1355-1359 1361-1363 n65- 
1368 1370 1372-1375 1382-1390 1392-1400 1411-1413 1423 1438- 
1439 1442-1445 1447-1449 1451-1456 1476-1477 1484-1485 1489- 
1493 1495-1496 1500 1503-1504 1506-1507 1515.1523-1524 1534- 
1536 1538 1549 1560 1564-1571 1576-1578 1 595-1601 1603 1610 
1621-1622 1626 1640-1641 1644 1646 1648-1652 1674 1676-1680 
1691-1693 1695-1696 1698-1700 1703-1704 1706 17U-1713 1718 
1732-1736 1741-1745 1747-1748 1751-1754 1764 I768-I779 1781- 
1790 1792-1805 1807-1819 1821-1826 1828-1837 1839-1844 1850 
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PCT/USOl/14827 



Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


S£Q ID NO: 








1852-1855 1861-1863 1870 1874-1880 1882-1886 1904-1905 1922 
1931-1935 1992-2000 2002-2008 2010-201 1 2013-2022 2024-2033 
2035-20362039-2041 2052 2065 2076 2081-2083 2085-2091 2098 
2103-2109 21 13 21 19 2130 2137 2139-2143 2146 2155-2160 2168 
2 1 7 1-2 1 74 2 1 79 2 1 85-2200 2206 22 1 6-22 1 8 2227-2229 2232-2242 
2244 2247 2253 2265 2276 2320-2321 2345-2350 2352-2356 2359- 
2361 2363-2365 2371-2372 2374-2375 2380-2390 2396 2407 2418 
2425-2434 2437 2448 2450-2453 2459 2464-2470 2482-2484 2494- 
2495 2528-2531 2533 2535-2550 2556 2563-2565 2567 2572-2575 
2584 2590-2594 2602-2605 2625-2626 2628-2634 2641-2642 2664- 
2665 2667-2670 2674-2676 2678 2682-2686 2688 2695-2697 2706- 
2707 2714-2715 2730-2733 2744-2745 2754-2756 2758-2760 2766 
2772 2787 2792 2795-2796 2798-2804 2808-2812 2827 2829 2835 
2837-2841 2849-2850 2853-2854 2857-2858 2887 2900-2908 2921- 
2922 2924-2931 2933-2939 2941-2942 2952-2955 2982-2987 3002 
3064 3066-3067 3070 3095 3101-3 102 3104-3 105 3107-31 10 3112- 
3113 3115 3120-3121 3126-3132 3 144-3 146 3149 3156-3158 3179- 
3180 3184 3206 3212 3218 3222-3224 3226 3233 3236-3237 3246- 
3248 3259 3278-3279 3307 33 13 3347 3349-3350 3360-3361 3364- 
3373 3375-3384 3386-3388 3397-3400 3402-3406 3408-3417 3419- 
3422 3454-3456 3499-3503 3520 3524-3525 3527-3529 3560 3568- 
3571 3575-3576 3579-3582 3588-3589 3592-3596 3614-3617 3623 
3631 3677 3689 3713-3714 3729 3 732 3740-3742 3744 3747 3755- 
3759 3761 3770-3773 3777 3805 3832-3835 3844 3873-3880 3882- 
3891 3893-3899 3908-3910 3912 3944 3955 3967 3978-3985 3987 
3990 3992 3997 4000-4001 4003-4006 4022 4024-4026 4028-4029 
4035-4 039 4043 4087 4089-4090 4 1 02-4 1 03 4 1 1 4-4 1 20 4 1 50-4 1 53 
4172-4174 4176-4177 4183-4185 4249 4256-4258 4260-4263 '4265- 
4269 4286 4289 4295 4298-4301 4303 4307 4320-4323 4325 4357 
4361 4368 4372-4376 4379 4386 4429 4436 4445 4453 4465 4470 
4476 4489 4491-4497 4499-4500 4505-4508 4533-4536 4549-4550 
4552-4553 4568 4571-4574 4582-4585 4587 4590-4592 4594-4595 
4597 4599-4606 4610 4614-4620 4622 4628-463 1 4633-4642 4644- 
4649 4651 -4653 4655-4658 4703 4728-4729 4737-4739 4745 4753 
4755-4756 4774-4775 4791 4802 4806-4808 4810 4845 4847-4853 
4884-4885 4899 4906 4948-4952 4954-4958 4963 4978-4984 4986- 
4994 5023-5025 5050-5052 5064 5073-5074 5078-5082 5084-5086 
5090-5093 5095 5104 5123 5136-5138 5141 5144-5146 5 1 56-5 16 1 
5163 5166-5167 5188 5192 5229-5232 5270-5272 5274 5276-5281 
5338 5356 5365 5371 5373 5376-5380 5410 5423 5462-5463 5478- 
5480 5482 5484-5485 5525 5558 5579 5581 5612-5615 5617-5618 
5633-5637 5639-5642 5644-5648 5671 5694 5705 571 1 5715 5717- 
5718 5720 5757-5760 5771 5782 5786 5793 5803-5805 581 1 5814 
5825 5836 5847 5858 5873-5874 5881-5887 5914 5916-5917 5927- 
5928 5961-5963 5979 5981-5984 5987-5988 5998-6001 6003 6007 
6022 6025-6029 6033-6034 6036 6055-6056 6058-6060 6069 6075- 
6077 6088 6092 6104-6106 61 12 6124-6128 6130 6145 6148-6154 
6161-6162 6184-6185 6191 6194-6198 6202-6208 6213-6222 6224- 
6226 623 1-6233 6235-6243 6245 6249-6250 6260-6265 6267-6274 
6276 6278-6281 6333-6336 6341-6342 6344 6352-6353 6356-6358 
6360 6368-6369 6398-6399 6410 6412 6415 6430 6441 6454 6494 
6530 6540 6551 6565 6586-6587 6601 6612-6613 6624-6625 6628 
6656 6658-6660 6662-6666 6702-6703 6721 6726-6727 6732 6737- 
6738 6740-6744 6746-6749 6752-6759 6761 6777 6816 6824-6829 

6942 6981 6984-6987 7012-7013 7016 7046-7048 7057-7058 7073- 
7075 7077 7098-7107 7109 71 16-71 17 7176 7186 7194-7195 7197 
7220-7221 7229 7232 7297-7301 7340 7346 7368-7369 7377-7379 
741 1-7412 7440 7482 7541 7551-7553 7587-7589 7619-7620 7624- 
7627 7644 7655 7685 7760-7770 7775 77K7-77«'? 7R0R.7XI0 7fl1^ 
7835-7836 7844-7845 7874-7879 7884 7895-7897 7915-7916 7942 
7976 7981-7982 7989-7990 7997 7999-8000 


adult brain 


Clontech 


ABROOl 


27 39-42 53 136-143 145-154 156-163 282-284 297-298 338-339 
374 408-409 41 1-420 422 436-441 476 478-479 528-529 552-554 
666 668 703-706 754 773 784 795 806 840-843 859-862 915-917 
919-921 929 999-1000 1037-1040 1042-1043 1104-1109 1131 1165 
1198-1201 1291-1293 1303-1306 1308-1309 1334-1336 1339-1340 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQIDNO: 








1355-1359 1361-1363 141M4I3 1476-1477 1543-1547 1601 1603 
1664 1738 1750 1755-1760 1762 1850 1861 18702I37218I 2204- 
2205 2207-2208 2220-2223 2289-2294 2347-2349 2435 2463 2558- 
2562 2585-2586 2588-2594 2682-2686 2688 2695-2697 2744-2745 
2774-27762798-2802 3011-3012 3014 3101-3102 3104-3105 3109- 
31103112-3113 3115 3126-3132 3136-3138 3278-3279 3306 3308 
3350 3431-3432 3499-3501 3521-3523 3575-3576 3579-3580 3615- 
3616 3740 3747 3823 3834-3835 385 1-3852 4035-4039 4042 4298- 
4301 4303 4320-4323 4325 433 1 4403 4554 4561 4565 457M574 
4576 4595 4603 4654 4745 4753 4755-4756 4920 493 1 4952 4954- 
4958 5002-5006 5008-5009 5090-5093 5095 5125-5126 5128-5130 
5144-5146 5153-5154 5176 5314-5315 5333-5335 5644 5667-5670 
5684-5692 5872 5881-5887 6088 6131-6132 6202-6203 6213-6219 
6260-6265 6267-6274 6450-6451 6453 6535 6754 6837 6839-6848 
6939-6942 6946-6947 6984-6987 7063 7073-7075 7077 7090-7091 
7131 7238 7366 7461 7472 7483 7561 7624-7627 7730 7741 7752 
7795-7796 7805 7847 7915-7916 


adult brain 


Ctontech 


ABR006 


55 122 126-130 136-154 156-163 168-169 178-180 194-195340-341 
360-361 368-373 431 434-435 457-459 476 478-479495-497 528- 
529 584-592 607-612 622 624 649-655 658 674-676 757-764 766 
780-781 823-825 867 869 878 880-881 884-885 969 999-1000 1006- 
1009 1073-1080 1167-1 172 1191 1338 1341-1344 1370 1372-1373 
1382-1384 1420 1438-1439 1442-1445 1470-1471 1486-1493 1495- 
1496 1503-1504 1506-1507 1543-1547 1596-1600 1615-1619 1621- 
1622 1628-1633 1635 1644 1646 1648-1652 1667-1670 1690 1718 
1732-1736 1747-1748 1751-1754 1768-1772 1774 1862-1863 1938- 
1945 1965-1967 2001 2012 2014-201 5 2039-2040 2063 2084 2097 
2099-210021 14-21 17 2141 2146 2157 2162-2163 2168 2179 2185- 
2187 2196 2200 2206 2217 2228 2234-2242 2244 2253 2265 2285- 
2286 2332-2339 2352-2356 2359-2361 2380 2387-2388 2412-2417 
24 19-2423 2425-2427 2495 2533 2575 2625-2626 2628 2683-2686 
2688 2764 2767-2768 2792-2793 2798-2804 2839-2841 2900-2908 
2934-2937 2955 3052 3065 3087-3091 3093 3095 3107 3127-3132 
3143 3151-3155 3216 3236-3237 3342 3350 3352 3385 3396 3411 
3458-3459 3521-3523 3588-3589 3627 3719 3749 3772 3791-3794 
3890 3909-3910 3912 3974 3996 4017-4020 4064 4091-4097 4104- 
4105 4183-4185 4306-4307 4341 4404-4405 4518-4519 4521 4529 
4533-4536 4582-4585 4688-4689 4748 4847-4853 4952 4954-4958 
5010-5013 5090-5093 5095 5123 5131-5132 5142-5143 5193-5194 
5196 5277-5281 5316 5409 5664 5764-5770 5772-5781 5783-5785 
5933 6175 6181-6182 6300-6303 631 1-6313 6424-6427 6493 6624- 
6625 6658-6660 6662-6666 6735 6871 6882 6888-6889 6899-6900 
6939-6942 7063 7397 7493-7494 7504 7515 7526 7535 75467558 
7569 7587-7589 7616 7677 7686 7697 7725-7726 


adult brain 


Clontech 


ABR008 


2 16-17 19 21 45 47 55 58-59 61-66 77-87 89-98 lOO-l 10 1 12-1 17 
122 126-132 134 136-154 156-165 168-169 192-195 208 211-213 
221 237-239 249 260 265-266 269 280 282-284 297-298 321 323- 
325328335-337340-341 360-361 368-374 382-383 387 389-398 
400 404-409 423 428-430 432 436-44 1 448-449 457-459 476 478- 
482 495-497 500 527-529 536-540 550 552-554 567-571 573-580 
586-592 602 607-614 616 622 624 627-633 635-640 645 649 654- 
655 663-664 666 668 682-683 685-688 690-691 704-707 710-719 
721-725 744-745 751-753 755 757-764 766 773 780-781 784 795 
806 816 818 823-827 841-849 856 859-862 864-866 872-874 880- 
881 883-885 896-900 902 915-917 919-921 929 931 945-948 954 
962-965 967-968 979 988 994 999-1000 1006-1009 1015-1017 
1031-1035 1037-1040 1042-1043 1054-1055 1073-1080 1 lOM 1 10 
1112 1119-1121 1123 1152 1155-1160 1163 1167-1172 1174-1175 
1177-11791181 1192-1193 1195-1196 1198-1201 I2I0 1221-1227 
1231-1232 1236-1237 1241-1249 1251 1266 1273-1275 1279-1281 
1283 1287 1289 1299-1301 1305-1309 1328-1331 1334-1338 1341- 
1344 1381 1388-1390 1392-1400 1416-1418 1420 1423 1428 1430 
1432-1440 1442-1445 1447 1450 1461-1465 1472 I486-I493 1495- 
1496 1499-1500 1510-1513 1520 1543-1549 1559-1561 1596-1601 
1603-1606 1611-1612 1614-1619 1628-1633 1635*1640-1643 1648- 
1654 1657-1663 1671-1672 1686-1693 1695-1696 1698-1699 1703- 
1704 1706 1710-1713 1718-1725 1730-1736 1738 1747-1760 1762 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


S£Q ID NO: 








1764 1768-1771 1795 1807 1823-1826 1828-I83I 1847 1849 1852- 
1855 1858-1860 1862-1863 1872-1873 1888-1890 1895-1901 1904- 
1905 1907-1909 1911-1914 1923-1929 1931-1934 1938-1946 1948- 
1951 1962 1992-2008 2010-2015 2039-2041 2052 2081-2083 2103- 
2104 21 19 2124-2129 2131-2134 2139-2140 2142^2143 2153-2154 
2164-2166 2169-2174 2181 2185-2186 2188-2195 2197-2199 2216 
221 8 2220-2223 2225-2226 2234-2238 2240-2242 2250 2264 2289- 
2294 2319-2321 2332-23392347-2350 2352-23562359-2361 2374 
2380-2388 2391-2400 2407 2412-2423 2425-2427 2429 2433-2434 
2437 2439-2444 2448 2450-2451 2454 2459.2466-2470 2482 2496- 
2497 2515-2516 2518-2531 2535-2543 2545 2553-2554 2556 2558- 
2562 2566-2568 2575-2577 2584-2586 2588-2594 2600-2602 2617- 
2620 2625-2626 2628 2632-2636 2639-2644 2683-2686 2688 2690- 
2693 2695-2697 2699-2704 2706-2707 2714-2715 2718-2725 2744- 
2745 2750-2753 2764 2766-2768 2771-2772 2774-2776 2781^2783 
2785-2788 2795 2798-2802 2808-2812 2814-2820 2823-2824 2835 
2837 2839-2841 2846 2853-2858 2865 2876 2898 2900-2909 2915- 
2917 2930-2931 2934-2937 2940 2946-2948 2950-2951 2955-2972 
2980 2982-2987 2991 3003-3008 3039-3040 3065 3070-3077 3081 
3 087-3093 3098-3 099 3 1 0 1 -3 1 05 3 1 07 3 1 1 2-3 1 1 7 3 1 27-3 132 3134- 
3135 3139 3144-3146 3149 3151-3158 3179-3180 3209-321 1 3213- 
3215 3223-3224 3234-3235 3245 3260-3264 3271-3273 3275 3278- 
3279 3283 3323 3325 3331 3350 3356-3357 3363 3374 3385 3396 
3410 3417 3419 3431-3432 3436-3437 3445-3447 3454-3456 3470 
3496 3499-3501 3506-3507 3515 3526 3560 3583 3592-3596 3602 
3610-3613 3615-3616 3626 3634 3636-3638 3682 3693-3694 3728 
3730 3732 3738 3741-3742 3744 3760 3764-3765 3769 3772 3776 
3786 3788-3790 3797 3800 3806-3807 3809-3810 3821-3822 3824 
3830 3853-3854 3861 3871 3878 3881 3885-38863893-38983909- 
3910 3912-3915 3937-3943 3945 3958-3964 3978 3987 3990-3991 
3995 3997 4003-4007 4015 4017-4020 4024-4025 4028-4031 4033 
4053 4063 4066-4068 4083-4085 4098 4100-4101 4133 4138-4142 
4144-4146 4183-4185 4227-4228 4234-4235 4249-4255 4260-4263 
4266-4269 4276-4279 4289 4298-4301 4303 4309-43 10 43 17-4323 
4325 4357 4363-4366 4368 4373-4374 4379 4389 4400 4416-4417 
4433 4436 4443 4445 4468-4469 4491-4493 4501-4502 4509 45 16 
4518-4521 4531 4533-45364542 4547-45484551 4561-4562 4568 
4590-4591 4604-4605 4618-4619 4659-4666 4675 4696 4698 4705 
4710 4737-4739 4763-4764 4777 478 1-4784 4791 4796-4797 48 1 1 
4814-48164818-4819 4822-4823 4827-4831 4837 4842 4844 4847- 
4853 4870-4875 4877-4880 4884-4885 4887 4898 4909 4917-4918 
4920-4926 4931 4946-4962 4964 4969-4971 4976-4977 4990-4995 
5010-5013 5050 5084-5086 5088 5090-5093 5095 5099-5101 5121- 
5122 5131-5132 5136 5150 5152 5158-5161 5I63-5I64 5170 5188 
5193-5194 5196 5233 5241-5249 5252-5261 5263-5266 5270-5271 
5288-5289 5303 5305 5308-531 1 5314-5316 5319-5327 5342-5349 
5351-5352 5362-5364 5401-5404 5406-5407 541 1 5423 5483 5505 
5516 5531-5533 5580 5591-5595 5595-5597 5636 5696-5699 5807- 
5810 5854-5857 5861-5868 5870 5875-5878 5894-5895 5904 5913 
5933-5935 5937-5938 5941-5942 5983-5984 6007 6030-6032 6037- 
6038 6055-60566058-6060 6075-6077 6099 6109 61 12 6115 6120 
6 1 43-6 1 44 6 1 57 6 1 64 6 1 75-6 1 76 6 1 95-6 1 96 6206-62 1 1 6249-6252 
6260-6265 6267-6274 6295-6298 6300-6303 6306-6309 6353 6356- 
6358 6399 6405-6406 64 1 0 6420 6422 6428-6429 6440 6442-6446 
6450-6453 6461-6462 6474 6493-6494 6559 6568 6580 6586-6587 
6593 6601 6606 6608 6658-6660 6662-6666 6674 6681-6682 6685 
6687-6688 6693 6698-6700 6709 671 1-6712 6719 6725 6755-6758 
6761 6791 6804 6806 6818 6830-6835 6837 6839-6848 6862 6871 
6882 6887-6889 6899-6900 6903 6906 6910-6912 6943-6945 6960 

6071-/5077 MildJiQSll innJ 7007-7010 7017 IMA 701^ 7ftlO 'TMI 

7042 7049-7051 7060 7063 7071 7078 7113-71 15 7119 7135 7143 
7146 7168 7194-7195 7223 7230 7238 7246-7247 7251 7291-7293 
7321-7322 7340 7356 7385 7461 7467-7468 7472 7483 7534 7567 
7582 7600 7602 7616 7621 7623 7641-7643 7647-7648 7662 7664- 
7665 7667 7677 7686-7687 7692 7696-7700 7723-7724 7778 7781 
7785 7799 7837-7838 7866 7874-7879 7882-7883 7886 7920 7942- 
7943 7953 7955-7957 7963 7974 7976 7978-7979 7989-7995 8010- 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








8019 8021-8022 8030 8032 8034-8037 8043-8046 


adult brain 


Clontech 


ABROn 


71-72476478-479 649 1006-1009 1294-1295 1297-1298 1305-1306 
1308-1309 1862-1863 2200 2347-2350 2359-2361 2425-2427 2494 
2699-2704 2714-2715 2898 2909 3284 3717-3718 3720-3722 3772 
3904-3905 4183-4185 4453 4516 4952 4954-4958 6675-6676 6804 
68066903 6906 7725-7726 


adult brain 


BioChain 


ABR012 


28-29 432-433 444 455 476 478-479 483 486-487 489 538 618-620 
645 753 856954 979 1299-1301 1654 1703-1704 1706 1732-1736 
1749 1849 2016-2022 2347-2349 2425-2427 2898 2909 3212 3222 
3233 4952 4954-4958 4978-4980 5645-5648 7771-7772 


adult brain 


BioChain 


ABR013 


476 478-482 486-487 489 1133-1135 1305-1306 1308-1309 1701- 
1702 2024-2026 2347-2349 2425-2427 2621-2624 2682-2686 2688 
2898 2909 3056-3063 3 134-3 135 3743 3772 4952 4954-4958 5272 
5274 6545-6546 7771-7772 


adult brain 


Invitrogen 


ABR014 


1694 1697 1703-1704 1706 1775-1777 1862-1863 1910 2135-2137 
2200-2203 2216 2218 2528 2539 2545 2556 2567 2822 3055 3101- 
3102 3104-3105 31 16-3117 3506 3885-3886 3979-3985 4702 5176 
5272 5274 6353 6356-6358 64 13-64 14 6419 6424-6427 6824-6826 
6828-6829 7044 7186 7197 


adult brain 


Invitrogen 


ABR015 


202-203 1534-1536 1538 1644 1646 1648-1652 1718 1741-1745 
1782 1843 2084 2136 2232-2233 2838 2952-2954 2962-2971 3349 
3916-3921 3923-3932 3934-3936 4571-4574 4587 4590-4591 4599 
4610 4698 4710 4737-4739 5176 5272 5274 5654-5656 6191 6198 
6903 6906 7822-7823 


adult brain 


Invitrogen 


ABR016 


28-29 56 1534-1536 1538 1612 1614 1642-1643 1755-1760 1762 
1946 1948-1951 2010-201 1 2013 2016-2022 2137 2204-2205 2207- 
2208 2835 2837 2853-2854 2857-2858 2955 3039-3040 3071-3077 
3463 3853-3854 3990 4554 4565 4576 4737-4739 5272 5274 5298 
6195-6196 6353 6356-6358 6424-6427 6761 6851-6854 


adult brain 


Invitrogen 


ABT004 


55 66 77 126-130 144 168-169 201 237-239 265-266 326-327 360- 
361 368-373 382-383 466 480-482 486-487 489 500 528-529 536- 
537 540 567-570 593 595-596 607-614 616 654-655 666 668 682- 
683 744-745 773 782 784 795 806 823-825 846-849 872-874 911- 
912 919-921 945-948 969 979 999-1000 1073-1080 1 1 19 1152 1 163 
1177-1179 1198-1201 1221-1225 1227 1299-1301 1326 1338-1340 
1346-1348 1350-1359 1361-1363 13691374-1375 1381 1388-1390 
1438-1439 1442-1445 1462-1465 1484-1493 1495-1496 1529-1535 
1572-1575 1587-1588 1601 1603 1615-1619 1628-1633 1635 1640- 
1641 1686-1689 1691-1693 1695-1696 1700 1703-1704 1706-1709 
1718 1747-1748 1751-1760 1762 1790 1792-1795 1806 1823-1824 
1862-1865 1887 1895-1901 1904-1905 1914 1925 1930-1935 1974 
2002-2008 2087 2097 2099-2100 2114-2117 2185-2186 2250 2276 
2289-2294 2328 2330 2332-2339 2347-2350 2374 2383-2386 2396 
2407 2418 2425-2427 2429 2437 2448 24592466-2470 2482 2500- 
2502 2528 2539 2545 2556 2567 2572-2574 2590-2594 2679-2681 
2706-2707 2718-2721 2723-2725 2750-2753 2764 2766-2768 2777 
2784 2803-2804 2849-2850 2853-2855 2857-2858 2900-2908 2919 
2936-2937 2955 2962-2971 2989-2990 2992-2993 3003-3008 3070- 
3072 3101-3102 3104-3105 3107 3112-3113 3115 3118-3119 3121 
3151-315831 95-3 1 96 3209-32 1 1 32 1 3-32 1 5 3223-3224 3260-326 1 
3278-3279 3310 3322 3356-3357 3389 3436-3437 3449-3450 3452 
351 1 3581-3582 3584 3620-3622 3732 3741-3742 3745 3772-3773 
3775 3782 3791-3794 3806-3807 3809-3810 3813 3839 3856-3859 
3861-3865 3867-3871 3881 3888 3958-3964 4009 4024-4025 4087 
4089-4090 4 1 1 4-4 1 20 4 1 28 4 1 83-4 1 85 4 1 93 42 1 8 4220 4227 4233 
4309-431 1 4373-4374 4377 4415 4433 4443 4486 449M493 453 1 
4537-4539 4542 4551 4622-4624 4671-4672 4753 4755-4756 4765 
4774-4776 4787 4798 4809 4821 4832 4838-4841 4843 4845 4847- 
4854 4861-4869 4872-4880 4884-4885 4905 4917-4918 4921-4926 
4940-4941 4943-4944 4952 4954-4958 4964 4969-4971 4975 4995 
5010-5013 5056-5060 5062 5082 5 125-5126 5128-5130 5168-5169 
5216 5218-5221 5272 5274 5307 5333-5335 5400 5537 5539 5579 
5599-5603 5678-5680 5747-5748 5928 5979 5981-5982 6022 6025- 
6032 6043-6045 6047-6048 6104-6106 61 12 6143-6145 6148-6152 
6178 6197 6249-6250 6333-6335 6450-6451 6453 6455-6456 6604 
6627 6629 6639 6650 6656 6687-6688 6693 6709 671 1-6712 6733- 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








6734 6761 6837 6839-6848 6930 6939-6942 6959-6960 6984-6987 
7038-7039 7058 7083-7086 7191 7220-7221 7256 7262 7267 7308- 
7309 7366 7461 7467-7468 7472 7483 7494 7504 7515 7526 7535 
7546 7558 7569 7580 7590 7601 7612 7622 7633 7667 7765-7769 
7771-7772 7795-7796 7805 7837-7838 7943 


cultured 

preadipocy 

tes 


Slratagene 


ADPOOl 


25 28-29 36 40-42 123-124 168-169 178-179 229-233 237-239 265- 
266 315-320 323-325 352-354 356-359 382-383 423 432-433 444 
448.449 455 476 478-479 483 500 518-521 525-526 538 552-554 
603-604 606-612 637-640 645 649 654-655 658 666 668 708 730 
744-745 753 780-781 833-835 841-845 856 884-885 923-927 949- 
950 954 969 987 1015-1017 1019 1024-1028 1156-1160 1165 1181 
1192-1193 1195-1196 1236-1237 1264-1265 1273-1275 1299-1301 
1305-1306 1308-1309 1322 1355-1359 1361-1363 1374-1375 1424- 
1426 1534-1535 1552-1558 1572-1575 1621-1622 1628-1633 1635 
1654 1657-1663 1686-1689 1701-1704 1706 1749 1775-1777 1782 
1790 1792-1794 1796-1797 1832-1834 1836-1837 1839-1843 1845 
1849 1867 1874-1876 1922 1935 2081-2083 2085-20862088-2091 
2 1 05-2 10821 24-2 1 27 2 1 7 1 -2 1 74 2 1 8 1 2204-2205 2207-2208 22 1 6 
2218 2220-2223 2234-2238 2240-2242 2284 2328 2330 2345-2346 
2352-2356 2359-2361 2381-2382 2401-2406 2408-2410 2425-2427 
2498-2499 2503 2505-2506 2^33 2544 2546 2576-2577 2584-2586 
2588-2589 2602 2632-2634 2682 2699-2704 2706-2708 2750-2753 
2764 2767-2770 2787 2792 2798-2802 2830-2833 2849-2850 2898 
29093039-30403043-30503081 3092 3101-31053111 3114 3133 
3209-321 1 3213-3215 32230224 3249-3250 3289-3295 3297 3356-" 
3357 3499-3501 3506 3560 3575-3576 3579-3580 3697 3708 3713- 
3714 3717-3718 3720-3722 3732 3749 3782 3788-3790 3796 3802 
3916-3921 3923-3932 3934-3936 4002 4083-4085 4087 4089-4097 
4138-4142 4144-4146 4172-4173 4176 4256-4258 4320-4323 4325 
4357 4368 4373-4374 4379 4537-4539 457 1 -4574 4582-4585 4633- 
4642 4644-4649 4671-4672 4705 4728-4729 4753 4755-4756 4837 
4842 4844 4884-4886 4888 4910 5087 5137 5141 5182-5183 5185- 
5187 5265-5266 5277-5281 5319-5322 5468-5469 5566-5569 5591- 
5593 5595-5596 5638 5644-5648 5654-5656 5694 5705 5747-5748 
5910 5918-5919 5934-5935 5937-5938 5961 6022 6025-6029 6055- 
6056 6058-6060 6069 6088 6183 6201 6209-621 1 6242-6243 6283 
6339-6340 6361-6362 6440 6442 6517-6518 6521-6529 6553-6554 
6627 6629 6658-6660 6662-6666 6747-6749 7162 7185 7187 7238 
7291-7293 7321-7322 7362-7363 7365 7377-7379 7393-7395 7427 
7551-7553 7613-7614 7644 7655 7808-7810 7984-7986 7988-7990 


adrenal 
gland 


Clontech 


ADR002 


9-1 1 15 53 55 66 77 123-124 205-206 229-233 265-266 282-284 
318-320 323-325 368-373 432-433 444 455 476 478-479 483 495- 
497 501-504 506 508-513 518-521 533-535 538 547-549 551-554 
574-582 597-600 602-604 606-614 616 645 658-662 666 668 672- 
673 684-688 690-691 704-706 726-728 746 753 780-783 816-818 
823-825 833-835 856 872-874 876^877 900 902 91 1-913 923-927 
954 959 970 973-976 978 991-993 995-997 1006-1009 1015-1017 
1031-1035 1037-1040 1042-1043 1056-1057 1063 1072 1083 1089 
1 100-1 103 1 1 1 1 1 115-1 118 1 120-1 123 1 129-1 130 1 140 1 146-1 148 
1165 1173 1176-1179 1185-1190 1197 1202-1203 1205-1207 1210 
1213-1214 1216-1218 1231-1232 1258 1261 1264-1265 1287 1289 
1299-1301 1305-1306 1308-1313 1323-1325 1328-1331 1339-1340 
1355-1359 1361-1363 1385-1387 1400 1408 1420 1448-1449 1451- 
1456 1476-1481 1498 1521-1522 1534-1535 1543-1547 1559 1561- 
1562 1565-1566 1604-1606 1611 1626 1640-1641 1654-1655 1674 
1676-1678 1681-1684 1701-1706 1716 1727 1730-1731 1737 1739- 
1740 1749 1807 1825-1826 1828-1831 1836-1837 1839-1843 1845 
1849-1850 1852-1855 1858-1865 1870 1877-1880 1882-1886 1895- 
1901 1904-1905 1975 2002-2008 2010-201 1 2013 2024-2033 2035- 
2036 2038-2040 2063 208 1 -2083 2 1 05 2 11 8-2 1 23 2 1 28-2 1 29 2 1 3 1 - 
2134 2144 2147-2152 2162-2163 2204-2205 2207-2208 2216 2218 
2284 2289-2294 2319 2332-2339 2341-2344 2347-2350 2359-2361 
2387-2388 2391-2394 2425-2428 2430-2434 2450-2451 2464-2465 
2494-2495 2549-2552 2585-2586 2588-2589 2629-2631 2646-2654 
2656-2663 2674-2676 2679-2681 2695-2697 2699-2704 2708 2714- 
2715 2730-2733 2750-2753 2764 2767-2768 2774-2776 2787 2798- 
2804 2835 2837 2842-2843 2898 2900-2909 2936-2937 2978-2979 
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2981-2987 3039-3040 3043-3050 3052 3078-3080 3082-3091 3093 
3095-3096 3 1 1 6-3 1 1 7 3 1 23-3 1 25 3 1 78-3 1 80 3 1 84 3 1 94 3209-32 1 1 
3213-3215 3219 3225 3310 3347 3356-3359 3398-3400 3416 3438 
3506 3508-3509 3575-3576 3579-3580 3588-3591 363 1 3669 3675 
3677-3678 3682 3688 3749 3762 3796 3806-3807 3809-3810 3840- 
3842 3844 3851-3852 3860 3906-3907 3954 3976-3977 4003-4005 
4016 4021-4022 4057-4058 4060-4064 4067-4068 4072-4074 4091- 
4097 4 1 28 4 1 50-4 1 53 4 1 72-4 1 73 4 1 76 4 1 88-4 190 4207 4209-4210 
423 1 4243-4245 4256-4258 4274 4286 4290 4292-4294 4324 4332 
4335 4346 4357 4368 4373-4376 4379 4387 4403 4413-4414 4442 
4446-4449 4465 4490 4494-4497 4499-4500 4504-4508 4554 4565 
4576 4616-4617 4628-463 1 4658 4675 4693 4696 4703 4731 4733 
4792-4794 4802 4813 4817 4847-4853 4872-4875 4877-4880 4884- 
4885 4889-4891 4906 4917-4918 4921-4926 4959-4962 498M984 
4986-4989 4999 5026 5029-5032 5056-5060 5062 5071 5149 5171- 
5172 5174-5175 5197-5203 5212-5215 5303 5323-5327 5371 5373 
5385-5387 5399 5410 5452-5454 5525 5573 5597 5599-5602 5654- 
5656 5696-5699 5757-5760 5771 5782 5804-5805 5823 5846 5848- 
5850 5881-5887 5913 5924 5926 5934-5935 5937-5938 5961 5985- 
5986 6094-6098 6112 613061 58-6 1 59 6 1 63 6 1 8 1-61 82 61 98 62 13- 
6219 6235-6237 6242-6243 6276 6278-6281 6293 6333-6335 6339- 
6340 6353 6356-6358 6371-6372 6424-6427 6483 6598 6628 6631 
6646-6647 6656 6672 6693 6735 6804 6806 6837 6839-6848 6850 
6887 6909 6928 6973-6977 7062 7069-7070 7098-7107 7109 7196 
7238 7281 7326 7377-7379 7391 7493-7494 7504 7515 7526 7535 
7546 7551-7553 7558 7569 7571 7628 7644 7655 7662 7730 7741 
7752 7790 7844-7845 7866 7874-7879 7963 8010-801 1 



adult heart 



GIBCO 



AHROOl 



7 9-11 28-2939 47 55 60-68 77-87 89-98 100-109 112-117 123-124 
164-165 178-179 205-206 210215-217 223-232 237-239246-248 
250-259 261-268 270-273 282-284 311-320 328-332 334-341 344 
349-359 366 368-375 377 385-400 404-409 426-430 432 436-443 
448-454 456 461-465 467-468 476-479 483 486-489 495-497 500- 
504 506 508-515 517-521 525-526 528-529 538 545-546 552-556 
567-571 573-580 586-593 595-596 602-604 606-612 618-620 627- 
633 635-640 645 649 658 663-664 666 668-669 682-684 686-691 
700 704-706 709 720 722-723 73 1 -745 753 768 77 1 773 780-782 
784 795 806 816 818 837 840-845 851 856-857 859-869 878-900 
902-909 91 1-912 914 919-921 923-927 929 937 954 959 962-965 
967-969 973 979 987 999-1000 1005-1009 1015-1021 1030-1035 
1041 1044-1046 1052-1061 1063 1068-1072 1083 1087-1094 1 100- 
U03 1110-1112 1115 1119-1125 1127-11291131 1137-1148 1161- 
1 162 1164-1 165 1 174-1 175 1 177-1 179 1 185-1 193 1 195-1 196 1202- 
1203 1205-1212 1228-1232 1236-1239 1246 1262-1269 1273-1275 
1279-1281 1283-1285 1291-1293 1299-1301 1303-1306 1308-1309 
1314-1317 1319 1334-1336 1341-1344 1346-1348 1350-1359 1361- 
1363 1369 1371 1376 1380 1382-1384 1388-1391 1395-1400 1402 
1410-1413 1416-1418 1438-1439 1442-1445 1447-1449 1451-1456 
1462-1465 1470-1471 1476-1477 1486-1488 1498 1503-1504 1506- 
1507 1510-1515 1517 1523-1524 1529-1533 1536 1538 1541-1542 
1559 1561 1567-1569 1571 1576-1578 1595-1601 1603-1606 1611- 
1612 1614-1619 1623 1627-1633 1635 1638-1643 1647-1652 1655 
1671-1672 1686-1693 1695-1696 1698-1699 1703-1704 1706 1711- 
1713 1719-1725 1730-1731 1737 1739-1740 1755-1760 1762 1765- 
1771 1773 1775-1777 1782-1789 1796-1797 1807 1823-1824 1843 
1845 1862-1863 1866-1867 1874-1876 1887-1890 1895-1901 1903- 
1905 1907-1909 1915-1918 1921-1922 1936 1938-1945 1947 1976 
2010-2011 2013-2022 2024-2033 2035-20362039-2041 20522081- 
2083 2105-2108 21 13-21 17 2124-2127 2136-2137 2143 2153-2156 
2158-2159 2161 2I64-2I66 2169-2174 2I77-2I78 2180 2188-2195 
2197-2200 2204-2205 2207-2208 2216 2218 2220-2223 2225-2227 
2229-2238 2240-2242 2246 2284 2287 2289-2294 2328 2330-2339 
2345-2350 2352-2356 2359-2361 2369-2372 2374-2375 2380-2382 
2385 2389-2390 2395-24102412-2423 2425-2434 2436-2438 2448 
2450-2459 2464-2475 2480 2482-2484 2492 2495-2503 2505-2506 
2508-2509 25 11 -25 16 2518-2527 2529-2531 2533 2544 2546 2549- 
2550 2558-2562 2564-2565 2569-2575 2584-2586 2588-2589 2602 
2612 2629-2634 2639-2640 2664-2665 2667 2674-267626782682- 
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2686 2688-2697 2699-2704 2708 2714-2721 2723-2728 2744-2745 
2750-2753 2772 2774-2776 2787 2789-2792 2794-2795 2798-2804 
2835 2837 2842-2843 2846 2853-2854 2857-2858 2861 2900-2908 
2933 2943-2944 2946-2948 2951 2955-2960 2962-2971 2973-2974 
2978-2979 2981-2987 2998-3001 3010-3012 3014 3039-3040 3042- 
3050 3053-3054 3064 3066-3068 3070-3072 3095 3101-3102 3104- 
3105 3109-31103116-31173122-3125 3134-3135 3141-3142 3147 
3160-3168 3179-3180 3185 3200-3201 3203 3209-3219 3222 3233- 
3235 3249-3250 3260-3261 3273 3275-3276 3280-3282 3287-3288 
3298-3302 3307 331 1 3313 3323 3325 3355-3357 3385 3396 3398- 
3400 3422-3428 3430-3432 3436-3437 3463 3491-3493 3496 3499- 
3501 3507 3515 3517-3523 3526 3548 3559-3560 3568-3571 3573 
3575-3576 3579-3582 3590-3596 3615-3622 3625-3627 3669 3673 
3678 3688 3692 3697 3708 3713-3714 3717-3722 3732 3734-3735 
3738 3740 3744-3746 3749 3758-3759 3761-3763 3768 3777 3796 
38003802 3805 3808 3814 3821-3822 3836 3855 3861 3871 3881 
3892 3900-3905 3909-3915 3922 3937-3940 3944 3955 3967 3978 
3987 3997-4002 4006 4010-4011 4015 4017-4021 4030-4031 4033 
4047 4052 4055-4056 4072-4076 4078-4081 4091-4098 4100-4103 
41I04I21 4128 4131-4133 4138-4146 4154 4163 4175 4183-4186 
4197 4208 4213 4218 4220 4228 4230 4233 4238 4240-4259 4270 
4280 42864289 4291 4295 4302 4309-4310 4313 4326-4328 4336- 
4341 4355-4361 4368 4379-4382 4387 4403-4406 4413-4414 4416- 
4421 4423-4424 4427-4428 4436 4455 4459 4486-4488 4498 4508 
45 15-4516 4526-4527 4533-4536 4549-4550 4552-4554 4561 4564- 
4567 4571-45794582-4591 459946104616-4617 4621 4623-4625 
4627-4649 4651-4653 4655-4657 4659-4663 4693 4703 4705 4707- 
4708 471 1 4726-4727 4731 4733 4745 4749 4774-4775 4795 4814- 
4815 4834 4836 4856-4860 4872-4875 4877-4880 4897 4905 4912- 
49154917-4918 4921-49264942 49644969-4973 4975 4978-4984 
4986-4989 5002-5006 5008-5009 5051-5052 5077-5081 5084-5093 
5095 5121-51225125-51265128-5I305I37 5141 5144-5146 5158- 
5161 5163 5166-5167 5171.5172 5174.5175 5188 5197.5202 5204- 
5205 5207 5225 5229-5230 5233 5236-5238 5240 5265-5266 5272 
5274 5277-5283 5285-5286 5329-5330 5342-5349 5351-5352 5356 
5362-5364 5424-5426 5428-5430 5433-5437 5441 5462-5463 5465 
5468-5469 5478-5480 5486-5489 5497-5498 5519 5527-5528 5531- 
5533 5538 5549 5560 5566-5569 5571-5572 5610-561 1 563 1-5632 
5645-564S 5654-5656 5667-5670 5694 5696-5699 5705 5747-5748 
5752-5756 5791-5792 5794-5799 5806 5814 5825 5833-5845 5847 
5853 5858 5875-5878 5888-5890 5892 5894-5901 5908-5909 59H 
5921-5923 5931-5932 5962-5963 5979 5981-5984 5987-5988 6033- 
6036 6046 6052-6060 6075-6077 6079 6088 6090 6092 6112 6124- 
6129 6133 6136 6158-6159 6181-6182 6198 6201 6213-6219 6235- 
6237 6258-6265 6267-6274 6286-6287 6289 6293 6295-6299 6336 
6339-6342 6344 6352 6360 6377 6388 6420 6422 6434-6436 6450- 
6451 6453 6464 6475 6506-6507 6509-6515 6530 6540 6545-6548 
6555-6556 6581 6588-6590 6597-6599 6601-6602 6604-6606 6608- 
6609 6628 6658-6660 6662-6666 6720-6721 6747-6749 6762-6765 
6767 6773 6798-6800 6870-6871 6878 6882 6888-6889 6893 6903 
6905-6906 6909 6931-6933 6939-6942 6948 6953 6971 6973-6977 
6980 6984-6989 7007-7010 7012-7013 7016 7019 7022 7042 7058 
7060 7087-7089 7092-7095 7123-7126 7135 7156-7162 7179-7180 
7186 7190 7197-7203 7218 7226 7231 7233-7234 7238 7241 7252 
7281 7284 7286-7293 7299 7302-7303 7377-7379 7391 7479-7481 
7494 7504 7509-7513 7515 7517 7526 7535 7538-7539 7546 7551- 
7553 7558 7566-7567 7569 7584 7587-7589 7593-7594 7598 7606- 
7610 7616 7630-7632 7641-7643 7662 7667 7673-7675 7683-7684 
7691 7732-7734 7738-7740 7763 7771-7773 7775-7780 7790 7805 
7808-7810 7814 7817 7819 7839 7841-7842 7846 78707874-7879 
7884 7898 7909 7917-7918 7920 7924-7940 7943 7954 7965-7966 
7969-7973 7976 7987 7989-7990 7997 7999-8001 8007 8010-801 1 
8017-8019 8021-8024 8036-8037 8044-8046 


adult 
kidney 


GIBCO 


AKDOOI 


9-1 1 13 15-17 25 27-29 36 40-42 47 55 60 66 69-73 77 80-109 1 1 1- 
117 122-124 126-130 133 178-179 184-187 189-190 205-206 223- 
232 237-239 246-248 250-259 261-267 282-284 297-298 3 1 8-320 
323-331 335-337 340-341 344 352-361 365-367 374-375 377 382- 
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383 385-400 404-409 426-431 433-441 444 448-456 461-468 476- 
482 486-489 492-493 495-497 500-504 506 508-515 517-529 533- 
535 541-542 545-549 551-556 559-560 562 571 573-580 584-593 
595-596 602-604 606-620 623 627-640 646 649 654-655 658 666 
668 670-673 677 679-683 686-688 690-692 704-706 708 722-723 
729 744-745 768-769 771-775 780-782 784 795 806 816 818 820- 
825 841-845 851 854-855 857-862 864-869 872-881 883-885 890 
892-895 900 902 905-909 91 1-917 923-932 934-937 939-943 945- 
948 955 957-965 967-976 978-986 989 991-993 995-1001 1006- 
1009 1018-1020 1022 1031-1035 1037-1040 1042-1043 1051 1053 
1056-1057 1063 1065-10721083 1086-1094 1096-1103 1110-1113 
1 1 15-1 129 1 13M 135 1 137-1 154 1 156-1 160 1 163 1 165 1 167-1 179 
1183 1185-1196 1204 1208-1237 1240-1245 1247-1250 1252-1253 
1258 1261-1262 1264-1265 1267-1268 1270-1272 1276-1281 1283- 
1287 1289-1295 1297-1301 1303-1306 1308-1316 1321-1326 1328- 
1331 1338-1344 1346-1348 1350-1359 1361-1363 1365-1375 1380- 
1384 1388-1400 1402 1408 1410-1413 1416-1419 1424-1426 1432- 
1439 1442-1445 1447-1449 1451-1457 1462-1465 1476-1477 1479- 
1481 1489-1493 1495-1496 1498 1503-1509 1515 1517-1520 1523- 
1524 1534-1536 1538 I543-I547 1549 1559-1562 1572-1578 1580 
1591 1595-1601 1603-16061611-1612 1614-161916261628-1633 
1635 1640-1641 1644 1646 1667-1672 1674 1676-1678 I680-I684 
1686-1699 1703-1706 1711-1713 1715-1725 1727 1730-1731 1747- 
1748 1751-1760 1762-1763 1765-1767 1773 1782-1790 1792-1794 
1798 1806 1809 1825-1826 1828-1831 1836-1837 1839-1843 1845- 
1848 1851-1860 1862-1867 1871 1874-1880 1882-1890 1895-1901 
1904-1905 1907-1909 191 1-1918 1923-1930 1937 1941-1946 1948- 
1951 1962 1977-1978 1980-1989 1991-2001 2010-2013 2016-2022 
2027-2033 2035-2036 2038-2041 2052 2081-2083 2085-2086 2088- 
2091 2103-2104 2106-21082114-2118 2120-212721372143 2147- 
2152 2155-2156 2I58-2I59 2162-2163 2171-2174 2177-2178 2180- 
2184 2I88-2I95 2197-2205 2207-2214 2216 2218 2225-2227 2229- 
2238 2240-2242 2285-2286 2289-2294 2319 2322-2328 2330-2339 
2341-2350 2352-2356 2359-2365 2369-2370 2374 2380-238(5 2389- 
2390 2396 2401-2410 2412-2423 2425-2435 2437 2448 2450-2453 
2459 2464-2470 2476-2478 2480 2482 2493 2496-2503 2505-2507 
251 1-2514 2528 2532-2577 2580-2598 2600-2602 2612-2615 2625- 
2634 2638-2642 2672-2676 2679-2686 2688 2690-2694 2699-2704 
2706-2709 2714-2721 2723-2725 2730-2733 2737 2739-2745 2750- 
2753 2772 2774-2777 278 1-2787 2789-2792 2795 2798-2804 2806- 
2807 2813 2823-2824 2827 2829 2835 2837 2842-2843 2846 2849- 
2851 2853-2855 2857-2858 2900-2908 2922 2924 2930-2931 2934- 
2935 2938-2939 2941-2949 2951-2955 2962-2971 2977 2982-2987 
3020-3022 3039-3040 3042-3050 3056-3063 3068 3071-3072 3078- 
3080 3082-309 1 3093 3095 3 1 08-3 110 3116-3117312031 23-3 125 
3127-3132 3136-3138 3151-3155 3160-3168 3171-3172 3179-3180 
3183 3195-3 196 3212 3218-3237 3239 3246-3248 3255 3259-3261 
3271-3272 3286 3289-3295 3297-3303 3305 3307 33 13 3320 3326- 
3327 3331 3347 3355-3357 3362 3409 341 1 3422 3431-3437 3439 
3441 3448-3450 3452 3454-3456 3491-3493 3499-3501 3506 3510 
3520-3525 3527-3529 3560 3566 3568-3571 3573 3578 3581-3582 
3585-3586 3590-3597 3600 3610-3612 3614 3617 3620-3623 3626- 
363 r 3633 3657 3673 3676-3677 3679 3681-3683 3695 3713-3714 
3717-3718 3720-3723 3732 3734-3737 3739 3741-3742 3744 3747 
3749-3750 3754-3759 3761 3763 3766 3768 3788-3790 3796 3799 
3802-3803 3806-3807 3809-3810 3817-3819 3825-3827 3831-3833 
3838 3850 3855-3860 3862-3865 3885-3886 3904-3910 3912-3915 
3937-3940 3944 3955-3956 3967 3978-3985 3987 3990 3992 3996- 
3997 4002 4006 4016-4020 4022 4024-4025 4030-4031 4033 4057- 
4058 4060-4063 4067-4068 4072-4076 4078-4080 4091-4098 4100- 
4103 4106-4108 4127 4133 4 n6-4!'?7 4150-4153 4172-4173 4176 
4183-4185 4208 4213 4218 4220 4226 4228 4231-4232 4234-4237 
4240 4242-4243 4247 4250-4258 4260-4264 4266-4269 4271-4275 
428 1 -4284 4286 4289 4295 4298-430 1 4303 4307 4309-43 1 1 4320- 
4323 4325-4330 4332 4341 4344-4345 4347-4349 4357 4361 4363- 
4366 4368-4371 4373-4374 4379-4382 4386 4388 4390-4399 4401- 
4402 4408 4413-4414 4422 4424-4432 4434 4436-4442 4444 4456- 
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4457 4459 4464 4466-4467 4470 4473 4486 4489-4493 4505-4508 
4516 4531 4542 4549-4554 4565 4568 4571-4574 4576 4586-4591 
4599 4604-4605 4610 461 8-4619 4623-4624 4628-463 1 4633-4642 
4644-4653 4655-4664 4666-4670 4693 4696-4697 4699-4701 4703 
4713 473 1 4733-4735 4737-4739 4744-4745 4753 4755-4756 4774- 
4775 478M784 479M795 4802 4806-4808 48104812 4814-4815 
4818-4819 4822-4823 4837 4847-4853 4870-4873 4884-4885 4899 
4906 4948-4951 4959-4962 4965-4968 4972 4974 4976^984 4986- 
4995 4997-5001 5048-5049 5064 5073-5074 5078r5082 5090-5093 
5095-5098 5104-5105 5116 5125-5126 5128-5130 5137-5138 5141 
5144-5149 5156-51615163-5165 5171-5172 5174-5175 5179-5183 
5185-5188 5197-5202 5204-5205 5207 5212-5215 5224 5228 5233 
5239 5265-5266 5272 5274 5276-5281 5287-5289 5294 5301-5302 
5316 5318-5322 5329-5330 5333-5336 5356 5385-5387 5401-5404 
5406-5407 5410 5423 5437 5439 5441-5448 5457 5462-5463 5468- 
5469 5490-5493 5495-5496 5499-5504 5506-5510 5519 5523-5526 
5528 553 1-5536 5540-5541 5558 5563 5566-5569 5573-5576 5583 
5591-5596 5605 5613-5618 5627 5638 5644-5650 5654-5656 5671 
5681-5682 5694 5696-5699 5705 571 1 5749 5755-5763 5771 5782 
5786-5788 581 1-5813 5815 5818-5820 5829-5832 5841-5846 5848- 
5850 5872-5878 5881-5887 5900-5901 5903-5913 5915-5924 5926- 
5928 5933-5935 5937-5938 5955 5961-5965 5977-5978 5980 5987- 
5988 5991-6003 6007 6012 6022 6024-6029 6037-6045 6047-6056 
6058-6067 6069 6072 6074 6078 6094-6098 6121-6122 6124-6129 
6131-6132 6153-6154 6161-6163 6184-6185 6198 6212 6220-6222 
6224-6226 6234-6237 6244-6245 6247-6250 6257-6274 6288 6299- 
6303 6333-6335 6337-6340 6347-6350 6371-6372 6377 6388 6404 
6412-6414 6416-6418 6420 6422 6424-6427 6443-6446 6454 6464 
6475 6492 6505 6512 6516-6518 6520-6529 6531-6537 6545-6546 
6559 6582-6584 6586-6587 6601 661 1-6613 6623-6625 6628 6656 
6658-6660 6662-6666 6675-6676 6680-6682 6685 6687-6688 6693 
6752 6765 676ZiS775 6782 6794 6824-6826 6828-6829 6836-6837 
6839-6848 6851-6854 6869 6872-6875 6893 6905 6916 6927 6930 
6934-6938 6943-6948 6951 6968 6981 6984-6987 6990-6991 6993- 
6996 7012-7013 7016 7021 7061-7063 7078 7087-7089 7098-7107 
7109 7116-71 17 7122 7126-7127 7162-7163 7165-7174 7176-7181 
7191 7198-7203 7211 7220-7221 7231 7235-7241 7252 7284 7286- 
7287 7291-7293 7304-7306 7308-731 1 7321-7322 7340 7350 7362- 
7363 7365 7377-7379 7408 7419 7441 7449 7461-7465 7472 7474- 
7475 7482-7483 7494 7502 7504 7508 7515 7518-7527 7530 7532- 
7533 7535 7538-7539 7543-7544 7546 7548 7551-7553 7557-7558 
7566 7569-7570 7580 7587-7590 7595-7597 7601 7609-7617 7622 
7633 764 1-7643 7673-7680 7683-7684 7686 7696-7700 7711-7718 
7720-7722 7760 7771-7772 7776-7777 7781-7785 7788-7794 7808- 
7813 7820 7835-7836 7839 7874-7879 7895-7897 7917-7919 7921- 
7923 7928-7930 7932-7933 7941-7942 7944-7953 7955-7958 7962 
7969-7973 7976 7984-7986 7988-7990 7997-8006 8009 8020 8025 
8030-8032 8034-8035 8042-8043 


adult 
kidney 


Invitrogen 


AKT002 


18 44 69-72 80-87 89-98 100-109 1 12-1 17 123-124 133 168-169 
265-266 268 270-273 3 18-320 323-325 328 335-337 340-34 1 385- 
387 389-397 426-427 431 434-435 450-454 456 486-487 489 501- 
504 506 514-515 517 584-593 595-596 602 607-614 616-620 627- 
633 635-640 654-655 663-664 670-671 679-681 722-723 747 780- 
781 823-825 844-845 876-877 883-885 900 902 915-917 949-950 
959 963-965 967-970979 1006-1009 1019 1024-1028 1056-1057 
1087-1088 1090-1094 1101-1103 1115-1121 1123 1127-1128 1165 
1192-1193 1195-1196 1202-1203 1205-1207 1211-1214 1216-1218 
1228-1230 1241-1242 1257 1269 1294-1295 1297-1301 1303-1304 
1314-1316 1323-1325 1341-1344 1355-1359 1361-1363 1388-1390 

l4w-I*»UO l*JZH-i4Zo l4Jo-i4J!7 1442-144J 1*14/ I4jU i4ol 14/Z 

1498 1503-1504 1506-1507 1521-1522 1529-1533 1536 1538 1543- 
1547 1562 1565-1566 1576-1579 1581-1582 1625 1648-1652 1657- 
1663 1690-1693 1695-1696 1703-1704 1706 1711-1713 1746 1765- 
1767 1773 1775-1777 1783-1790 1792-1794 1806 1825-1826 1828- 
1831 1843 18451866-1869 1895-1901 1904-1905 1915-1918 1922 
1938-1945 1952-1957 1960-1961 1963 1976-1978 1980-1989 1991 
2010-201 1 2013 2016-2023 2027-2036 2039-2041 2052 2106-2108 
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Library Name 


SEQ ID NO: 








2 1 14-21 17 2124-2127 2136 2143 2155-2156 2158-2159 2171-2174 
2177-2178 2180 2200 2224-2226 2232-2238 2240-2242 2284-2286 
2288 2320-2321 2347-23492352-23562359-2361 2380-2382 2387- 
2388 2425-2428 2430-2432 2439-2444 2452-2453 2460 2466-2469 
2480 2504 2507 2555 2557 2575 2580-2583 2585-2586 2588-2589 
2595-2597 2599 2638-2640 2682 2694 2706-2707 2774-2776 2787- 
2788 2792 2796 2822 2828 2836 2853-2854 2857-2858 2900-2908 
2921 2934-2935 2943-2944 2973-2976 3020-3022 3043-3050 3056- 
3063 3095 309731 18-31 193123-3125 3134-3135 3179-3180 3199 
3218 3227-3228 3260-3261 3321 3331 3336 3355 3385 3396 3433- 
3434 3436-3437 3442 3449-3450 3452 3499-3501 3560 363 1 3677 
3682 3690 3741-3745 3796 3838 3845-3846 3850 3860 3885-3886 
3904-3905 3909-3910 3912 3937-3940 3943 3945 3978 3987-3989 
3993-3994 3997-3999 4006 4017-40204022 4207 4209 4230 4241 
4250-4255 4260-4263 4286-4288 4307 4309-4310 4317-4319 4326- 
4328 4373-4376 4380-4382 4391 4431 4436 4456-4457 4459 4464 
4466-4467 4486 4511 4516 4554 4561 4565 4568 4576 4581 4587 
4599 4610 4618-4619 4650-4653 4655-4657 4659-4664 4666 4671- 
4674 4688-4689 4702-4703 4731 4733 4774-4775 4802 4818-4819 
4822-4823 4952 4954-4958 4978-4980 4995 4997-4998 5064 5078- 
5081 5107-51 15 51 17 5121-5122 5125-5126 5128-5130 5138 5170 
5204-5205 52075229-52305272 52745277-5281 5290-5291 5298 
5362-5364 5371 5373 5400 5455 5468-5469 5531-5533 5566-5569 
5581 5586 5591-5593 5595-5596 5651 5654-5656 5712 5788 5814 
5825 5833-5834 5836 5847 5858 5875-5878 5900-5901 5918-5920 
5927 5979 5981-5982 5998-6001 6069 6094-6098 61 16-61 17 6130 
6143-6145 6171-6173 6184-6185 6213-6219 6234-62376245 6247- 
6257 6260-6274 6299 6314-6318 6331 6333-6335 6337-6338 6341- 
6342 6344 6353 6356-6358 6394 6413-6414 6416-6418 6420 6422 
6440 6442-6446 6486 6656 6681 6708 671 1-6712 6740 6772 6791 
6827 6851-6854 6862 6915 6917-6918 6930 6948 6959 6970 7081- 
7082 7098-7109 7120 7220-7221 7268 7305-7306 7312-7313 7366 
7377-7379 7381-7382 7397 741 1-7412 7437-7438 7441 7453-7460 
7462-7465 7519-7522 7565 7624-7627 7676-7680 7683-7686 7697 
7756-7758 7760 7771-7772 7781-7783 7795-7796 7805 7808-7810 
7815 7922-7923 8044-8046 


adult lung 


GIBCO 


ALGOOl 


19 28-29 44 74-76 78-79 123-124 178-179 205-206 229-232 246- 
248 250-259 261-264 282-284 3 18-320 344 355 366 368-374 377 
385-386 388 397-400 404-407 426-427 433 444 448-456 466 476- 
479 484-485 488 492-493 500 508-515 517-526 541-542 545-546 
552-554 593 595-596 602-604 606 658 704-707 744-745 769 782 
836 844-845 851 859-862 876-877 880-881 892 900 902 91 1-912 
914 923-927 930 935-936 938 969-970 973 999-1000 1006-1009 
1024-1028 1058-1061 1063 1068-1069 1072 1083 1089 1096-1103 
1 1 1 1 1 1 13 1 115-11 1 8 1 122 1124-1 126 1 129 1 140 1 146-1 148 1 156- 
11601165 1174-1175 1185-11901221-1225 1227 1267-1268 1282 
1299-1301 1303-1304 1317 1319 1323-1325 1341-1348 1350-1354 
1371 1380 1391 1402 1410-1413 1424-1426 1438-1439 1442-1446 
1489-1493 1495-1496 1503-1504 1506-1507 1541-1542 1612 1614- 
1619 1644 1646 1648-1652 1681-1684 1690 1698-1699 1703-1704 
1706 1711-1713 1730-1731 1747-1748 1751-1754 1775-1777 1782- 
1789 1799-1804 1836-1837 1839-1842 1858-1860 1871-1876 1887 
1904-1905 1911-1913 1922 1946 1948-1951 1977-1978 1980-1989 
1991 1996-2000 2010-2011 2013 2016-2022 2039-20402081-2083 
2102 2105 2124-2127 2136 2143 2181 2185-2186 2188-2195 2197- 
2199 2204-2205 2207-2208 2216 22 1 8 2225-2227 2229 2332-2339 
2345-2350 2359-2361 2387-2388 2425-2428 2430-2432 2439-2444 
2455-2458 2496-2502 2510 2517 2528 2533 2539 2545 2556 2563 
2567 2575 2579-2583 2595-2597 2599-2601 2629-2631 2679-2682 
2690-2693 2699-2704 2714-2715 2744-2745 2763 2766 2787 2789- 
2791 2803-2804 2806-2807 2813-2820 2838 2915-2917 2922 2924 
2943-2944 301 1-3012 3014 3018-3019 3043-3050 3078-3080 3082- 
3091 3093 3095 3127-3132 3183 3192 3212 3218 3222-3224 3226 
3233-3235 3355 3436-3438 3463 3499-3501 3506 3521-3523 3560 
3563-3564 3581-3582 3592-3596 3610-3612 3615-3616 3626 3631 
3679 3691 3696 3698-3702 3713-3714 3732 3745 3762 3764-3765 
3788-3790 3805 3832-3833 3855 3892 3903 391 1 3922 3937-3940 
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3944 3955 3967 3979-3985 3990 3992 4027 4032 4053 4066 4091- 
4097 4102-4103 4106-4108 4134 4226 4243 4265 4271-4272 4286 
4309-43 1 0 4320-4323 4325-4330 4357 4368 4373-4374 4379 4384 
4424 4445 4459 4491-4493 4533-4541 4543 457 M574 4587 4599 
4604-4605 4610 4618-4619 4651-4653 4655-4657 4659-4663 4675 
4688-4689 4702 4719 4745 48 14-4815 4817 4912-4915 4978-4980 
5002-5006 5008-5009 5064 5084-5086 5137 5141 5144-5146 5158- 
5161 5163 5376-5380 5401-5404 5406-5407 5512 5520-5522 5537 
5539 5577 5638 5645-5648 5652 5654-5656 5694 5696-5699 5705 
5747-5748 5757-5759 581 1 5818-5820 5875-5878 5918-5919 5934- 
5935 5937-5938 5947 5958 5969 5987-5988 6022 6025-6029 6089 
6093 6108 6129 6145 6153-6154 6168 6181-6182 6198 6260-6265 
6267-6276 6278-6282 6333-6335 6341-6342 6344 6353 6356-6358 
6361-6362 6413-6414 6450-6451 6453 6477 6479 6497 6502 6553- 
6554 6586-6587 6687-6688 6693 6754 6773 6776-6777 6804 6806 
6862 6871 6882 6903 6906 6981 7021 7064 7066-7068 7087-7089 
7248 7256 7362-7363 7365 7377-7379 7453-7460 75 1 3 7662 7673- 
7675 7687 7763 7775 7797-7799 7839 7895-7897 7967 7997 7999- 
8001 8044-8046 


lymph 
node 


Clontech 


ALMOOl 


20-21 28-29 34-35 37 40-42 80-87 89-98 100-109 1 12-117 282-284 
335-337 349-351 365 367 387 389-396 432 448-454 456 476-479 
488 500-504 506 518-524 536-538 540 552-554 603-604 606 618- 
620 645 649 747 753 769 846-849 856 923-927 939-943 954 973 
979 999-1000 1019 1021 1029-1030 1041 1052 1056-1057 1063 
1070-1072 1083 1089 1100 1111 1115-1118 1122 1124-1125 1129 
1131 1133-1135 1140 1167-1172 1310-1313 1427 1447 1473-1475 
1498 1576-1578 1595 1604-1606 1648-1652 1680 1768-1771 1775- 
1777 1782 1843 1845 1850 1861 1870 1887 1935 21372143 2162- 
2163 2200 221 6 221 8 2232-2233 2289-2294 23 19 2322-2327 2345- 
2346 2350 2352-2356 2359-2361 2363-2365 2387-2388 2425-2427 
2449 2466-2469 2490-2491 2563 2575 2590-2594 2607-261 1 2632- 
2634 2682 2694 2744-2745 2750-2753 2763 2787 2795 2803-2804 
2856 2865 2876 2910-2914 2955 2977 2982-2987 3010 3020-3022 
3039-30403043-3050 3095 31 16-31 17 3127-3132 3218-3219 3260- 
3264 3311 3412-3415 3417 3419 3439 3499-3501 3521-3523 3575- 
3576 3579-3580 3592-3596 3600 3677 3679 3713-3714 3717-3718 
3720-3722 3760 3769 3774 3776 3786 3797 3799 3913-3915 3937- 
3940 3944 3955 3967 4102-4103 4106-4108 41 14-4120 4250-4258 
4316 4357 4368 4379 441 1 4436 4478 4575 4577-45794587 4599 
4610 4616-461 7 4633-4642 4644-4649 4677-4679 4688-4689 4745 
4870-4871 4904 4978-4980 5020 5075-5076 5078-5081 5105 5107- 
5120 5224 5265-5266 5292-5294 5312-5313 5356 5486-5489 5531- 
5533 5563 5573 5594 5605 5616 5627 5645-5648 5653-5656 5667- 
5671 5841-5845 5875-5878 5962-5963 5987-5988 6005-6007 6022 
6025-6029 6073 6104-6106 6148-6152 6179 6260-6265 6267-6274 
6283-6285 6399 6410 6508 6553-6554 6615 6619-6621 6679 6778 
6780-6781 6803 6920-6921 6984-6987 6998 7069-7070 7098-7107 
7109 7231 7241 7252 7257-7258 7270 7314-7316 7356 7377-7379 
7453-7460 7508 7587-7589 7688 7708 7719 7801-7803 7820 7839 
7895-7897 7969-7973 8044-8046 


young liver 


GIBCO 


ALVOOl 


16-17 28-29 1 1 8-121 192-193 223-232 268 270-273 282-284 295- 
301 318-320 326-328 335-337 352-354 356-359 368-374 376 378- 
381 387 389-397 43 1 433-435 444 455 477 488 492-493 501-504 
506 508-515 517 536-537 540 547-549 551-554 557-558 574-580 
586-593 595-596 602 613-614 616 627-629 637-644 650-655 666 
668 689 700 708-709 720 722-723 731 742 782 844-845 851 863 
872-874 884-885 893-895 900 902 923-927 945 969 973 1006-1009 
1037rl040 1042-1043 1101-1103 1110 1112 1115 1124-1125 1136 
1165 1177-1179 1191 1213-1214 1216-1218 1226 1228-1230 1236- 

1^'^^ \^A^ « l^Ol %^€\A t^r\^ t^AI 

1237 1246 1264-1265 1267-1268 1279-1281 1294-1295 1297-1301 
1339-1340 1346-1348 1350-1359 1361-1363 1365-1369 1374-1375 
1416-1418 1424-1426 1447 1450 1458-1461 1472 1476-1477 1486- 
1493 1495-1496 1498 1514 1523-1524 1570 1589-1590 1592-1594 
1601 1603 1612 1614-1619 1640-1643 1690 1698-1699 1703-1704 
1706 1715 1717-1718 1782-1789 1798 1809 1823-1824 1845-1846 
1862-1863 1867 1874-1876 1881 1891-1901 1907-1909 1935 1938- 
1940 1992-1995 2039-2040 2105 21 14-2118 2120-2127 2143 2177- 



110 



wo 01/88088 



PCT/USOl/14827 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQIDNO: 








2178 2180 2201-2205 2207-2208 2220-2223 2232-2233 2285-2286 
2289-2294 2319 2328 2330 2345-2346 2350 2359-2361 2380 2425- 
2427 2436 2438 2466-2469 2496-2497 2533 2558-2562 2575 2580- 
2589 2598 2600-2601 2606 2616 2627 2638 2664-2665 2667 2679- 
268626882699-27042708-2709 2716-2717 2730-2733 2737 2739- 
2743 2747-2749 2769-2770 2792 2803-2804 2846 2955 3070 3073- 
3077 3095 3109-31103123-3125 3171-3172 3179-3180 3244 3256 
3267 3274 3285 3296 33 18 3329 3340 3350 3458-3459 3499-3501 
3503 3506 3560 3562 3581-3582 3592-3596 3679 3682 3726 3760 
3766 3769 3776 3786 3797 3829 3893-3898 3937-3941 4043 4060- 
4062 4091-4097 41 04-4 1 05 4 1 50-4 1 53 4259 4266-4270 4280 4286 
4291 4298-4303 4313 4357 4368 4373-4374 4379 4386 4392-4395 
4409 4415 4436 4450-4452 4459 4478 4491-4493 4505-4507 4533- 
4536 4554 4565 4571-4574 4576 4587 4599 4610 4621 4632 4643 
4651-4657 4659-4663 4680-4686 4688-4689 4728-4729 4734-4735 
4753 4755-4756 4795 4802 4806-4808 48 1 0 4948-495 1 4981-4996 
5064 5082 5099-5101 5121-5122 5 136 5138 5144-5146 5I68-5J69 
5197-5202 5204-5205 5207 5212-5216 5218-5221 5265-5266 5270- 
5272 5274 5409 5462-5463 5578 5644-5648 5654-5656 5708-5709 
5787 5791-5792 5794-5799 5841-5845 5872 5875-5878 5902 5934- 
5935 5937-5938 5961 5987-5988 6022 6025-6029 6074-6077 6093 
6104-6106 6131-6132 6148-6152 6231-6233 6245 6258-6259 6286- 
6287 6289 6299 6306-63 10 6371-6372 6440 6442-6446 6470-6471 
6499^501 6525-6529 6545-6548 6573 6622-6623 6639 6650 6656 
668067776783-67886793 6837 6839-6848 6851-6854 6893 6904- 
6905 6934-6937 6981 6993-6996 7022-7023 7087-7089 7092-7095 
7098-7107 7109 7185 7187 7262 7264 7271 7317 7319-7322 7377- 
7379 7453-7460 7462-7465 7493 7497-7498 7543-7544 7621 7623 
7641-7643 7666 7677 7686 7691 7697 7730 7732-7734 7741 7752 
7804-7805 7808-7810 7850 7852-7861 7884 7989-7990 7997 7999- 
8000 8044-8046 


adult liver 


Invitrogen 


ALV002 


68 73 192-193 198 200 21 1-212 234 265-266 268 270-273 282-284 
295-301 326-327 335-337 376 378-38 1 423 477 480-482 486-489 
495-497 536-537 540 557-558 586-592 613-614 616 627-633 635- 
636 641-644 650-655 674-676 679-681 707-708 724-725 729 757- 
764 766 771 782 823-825 840 844-845 872-874 913 915-917 951- 
953 956 969 991-993 995-997 1019 1054-1055 1087-1088 1090- 
1094 1116-11191 124-1 125 1 146-1 148 1 165 1 177-1 179 1 191 1202- 
1203 1205-1207 1213-1214 1216-1218 1243-1245 1250 1253 1257 
1270 1272 1279-1281 1287 1289 1299-1301 I314-I316 1339-1340 
1355-1359 1361-1363 1376-1379 1409 1423 1458-1460 1479-1481 
1499 1514 1529-1533 1549 1560 1563 1589-1590 1592-1594 1601 
1603 1625 1628-1633 1635 1638-1639 1642-1643 1648-1652 1657- 
1663 168M684 1690-1693 1695-1696 1698-1699 1703-1704 1706 
1730-1731 1737 1739-1740 1747-1748 1751-1754 1790 1792-1794 
1825-1826 1828-1831 1845 1858-1860 1867 1874-1876 194 M946 
1948-1951 2098 2110-21122137 2139-2140 2142 2147-2152 2171- 
2174 2177-2178 2180 2188-2195 2197-2199 2220-2224 2234-2238 
2240-2242 2284-2286 2319 2345-2346 2380 2466-2469 2515-2516 
2518-2527 2533 2564-2565 2629-2631 2638 2682 2690-2693 2710 
2712 2716-2721 2723-2725 2730-2733 2750-2753 2769-2770 2777 
2784 2795 2814-2820 2849-2850 2856 2859-2860 2865 2876 2921 
3016-3017 3073-3077 3081 3092 3096 3103 31 14 3151-3155 3244 
3256 3267 3274 3285 3296 333 1 3358-3361 3364-3373 3375-3384 
3386-3388 3433-3434 3499-3501 3560 3562 3584 3587 3590-3591 
3620-3622 3624 3635 3646 3676 3760 3769 3776 3786 3797 3825- 
3827 3829 3956 3996 4024-4025 4075-4076 4078-4080 4082 4091- 
4097 4104-4105 4150-4153 4244-4245 4264 4290 4292-4294 431 1 
4326-4328 4336-4340 4357 4368 4379 4436 4486 4494-4497 4499- 
4500 4537-4539 4560-4561 4618-4619 4671-4672 4707 4737-4739 
4753 4755-4756 4777 4817 4827-483 1 4842 4844 4847-4853 4872- 
4873 4905 4917-4918 4921-4926 4952 4954-4958 4990-4994 5105 
5116 5125-51265128-51305144-5146 5173 5184 5189-51905195 
5206 5209 5212-5215 5270-5271 5308-53 1 1 5423 5476-5477 5486- 
5489 5523 5525 5540-5541 5581 5591-5593 5595-5596 5654-5659 
5661-5663 57605771 5782 5818-5820 5833-5834 5908-5909 5913 
5934-5935 5937-5938 6030-6032 6088 6131-6132 6143-6144 6148- 
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1 Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


S£Q ID NO: 








6356-6358 6364-6365 6367 6371-6372 6420 6422 6454 6470-6471 
6499-6501 6525-6530 6540 6545-6546 6656 6658-6660 6662-6666 
o/u^ 0/1 j-o / lo ojh i-o/n*» 0/ jj-o / JO 0 /<> / ooi 1 oyuj oyuo oy / J- 
6977 6993-6996 7019 7043 7087-7089 7108 7118 7120-7121 7291- 
7293 7317 7319-7322 7340 7393-7395 7543-7544 7587-7589 7765 
7771-7772 7799 7805 7808-7813 7825-7826 7850 7852-7861 7874- 
7879 7942 7949-7953 7955-7957 


adult liver 


Clontech 


ALV003 


55 299-301 641-644 649-653 872-874 194M945 2136 2285-2286 
2641-2642 3171-3172 3468-3469 4063 4067-4068 4104-4105 5233 
71867197 7808-7810 7849 


adult ovaiy 


Invitrogen 


AOVOOl 


24-69-11 22-23 27-29 39-42 44 47 55 61-66 68 77 80-87 89-98 
100-110 112-118 123-132 134-135 144 168-169 178-179 181-183 
196-197 202-203 207-208 215-217 221 229-232 237-239 246-248 
250-259 261-268 270-273 282-284 31 1-314 318-321 323-331 335- 
337 340-341 349-354 356-361 368-375 382-383 387 389-398 400 
404-409 4 1 1-423 426-430 433 436-456 461-468 477 484-489 492- 
493 500-504 506 508-515 517-526 533-537 540-542 545-546 552- 
554 567-571 573-580 584-593 595-600 602-604 606-614 616 618- 
620 622 624 627-633 635-640 646-649 658-664 666,668 670-676 
679-683 685-692 700 704-720 722-726 729 731-745 748-749 751- 
752 755 757-764 766 768-769 771-772 774-775 780-782 816 818 
820-821 823-827 829-832 836-838 840-849 851-855 857-858 864- 
869 872-874 876-877 879-88! 883-885 890 900 902 905-909 911- 
917 923-927 929-930 938 945-948 951-953 956 963-965 967-970 
973 979-985 987-988 990-997 1001 1005-1009 1015-1017 1019 
1024-1028 1031-1035 1037-1040 1042-1046 1051 1054-1061 1063 
1068-1072 1083 1086-1094 1096-1 109 1 1 11 1115-1132 1137-1151 
1153-1154 1156-1162 1164-1165 1167-1172 1174-1179 1182-1197 
1202-1207 1210-1214 1216-1218 1221-1225 1227-1230 1236-1238 
1241-1245 1247-1250 1252-1256 1258 1261 1264-1265 1267-1269 
1279-1281 1284-1285 1287-1289 1291-1293 1303-1306 1308-1317 
1319 1322 1328-1331 1338 1346-1348 1350-1359 1361-1363 1365- 
1368 1374-1379 1381-1390 1395-1399 1405-1406 1409 1411-1413 
14I5-14I9 1424-1426 1446-1449 1451-1460 1462-1465 1470-1471 
1473-1477 I479-148I 1486-1493 1495-1496 1498 1500-1501 1503- 
1504 1506-1507 1510-1513 1515 1521-1522 1525 1529-1536 1538 
1541-1542 1549-1551 1559-1561 1563 1 565-1569 1571-1582 1591 
1595 1602 1604-1606 1611 1613 1615-1619 1621-1622 1624 1628- 
1635 1640-1641 1644-1646 1648-1653 1657-1663 1665-1666 1671- 
1672 1674 1676-1680 1686-1693 1695-1696 1701-1706 1711-1713 
1716 1718-1725 1727 1730-1731 1737-1745 1750 1755-1764 1768- 
1771 1773 1775-1777 1780 1782-1794 1796-1798 1807 1809 1820 
1825-1831 1843 1845 1847-1848 1850-1855 1857-1861 1864-1865 
1867-1870 1874-1880 1882-1887 1891 1893-1902 1904-1913 1915- 
1924 1926-1937 1941-1957 1960-1963 1975-1978 1980-1989 1991- 
20002002-2008 2010-201 1 2013 2016-2022 2024-2026 2037-2041 
2052 2076 2081-2083 2085-2086 2088-2096 2103-2109 21 1 8-2129 
2131-2134 2136-2137 2I39-2I43 2146-2154 2157 2162-2163 2168 
2 1 7 1 -2 1 74 2 1 77-2 181 21 85-2208 22 1 6-22 1 8 2220-2223 2225-2226 
2228 2230-2231 2234-2242 2244 2253 2265 2284 2288 2295 2297- 
2306 2308-2316 2319-2327 2331-2339 2341-2346 2350 2352-2356 
2359-2365 2369-2372 2374-2375 2381-2410 2418 2425-2435 2437 
2439-2444 2446-2454 2459 2466-2470 2480 2482-2484 2490-2491 
2494-2503 2505-2506 2509 251 1 2515-2516 2518-2528 2533-2534 
2539 2544-2554 2556 2558-2565 2567 2569-2577 2584-2586 2588- 
2597 2599-2601 2603-2605 2625-2626 2628-2642 2645 2655 2664- 
2667 2672-2676 2678-2688 2690-2712 2714-2715 2718-2725 2729- 
2733 2737-2741 2744-2748 2750-2753 2757 2762-2764 2766-2772 

077^1 07Q1 7751 77ftS 070S 9*708-7510/1 79A/;_7Q17 781/1 7S71 

2827 2829-2835 2837 2842-2843 2846 2853-2855 2857-2858 2898 
2900-2914 2918 2920-2922 2924-2931 2936-2939 2941-2942 2945- 
2948 295 1-2960 2962-297 1 2973-2974 2978-2979 298 1-2990 2992- 
3001 3009-3012 3014-3025 3035 3039-3040 3053-3054 3064 3066- 
30673073-3077 3087-3091 3093 3095-3096 3098-3100 3106 3 109- 
3113 3115-31 19 3123-3125 3127-3140 3147 3151-3158 3179-3180 
3183 3188-31893194 32063212 3217-32193221-3222 3227-3228 
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3233-3237 3246-3248 3255 3259-3264 3266 3269-3270 3277-3282 
3299-3302 3306-3308 33 10-33 1 1 3322-3328 3330-3333 3342 3347- 
3349 3352 3356-3357 3360-3362 3364-3373 3375-33883396-3400 
3408 341 1 3425-3428 3430-3434 3436-3437 3441-34503452 3454- 
3456 3458-3460 3463 3491-3493 3496-3501 3503 3505-3509 3515 
3521-3529 3560 3563-3564 3566 3573 3583 3585-3586 3588-3596 
3602 3607-3613 3617 3623 3626-3627 3630-3631 3634 3636-3638 
3673 3677 3679 3681-3683 3690 3695 3713-3714 3717-3718 3720- 
3722 3726 3728-3730 3732 3736-3737 3739 3741-3746 3748 3758- 
3763 3766-3767 3769-3771 3773 3776 3782-3786 3796-3797 3800- 
3802 3806-3807 3809-3813 3824 3828 3830 3832-3835 3838 3851- 
3852 3855 3860 3873-3876 3879-3880 3882-3887 3893-3898 3904- 
3905 3909-3910 3912-3915 3937-3942 3944 3946-3965 3967-3968 
3974 3976-3985 3987-3990 3992-3994 3997 4002 4006 4016-4020 
4022 4024-4025 4035-4039 4055-4056 4072-4076 4078-4080 4082- 
4085 4087 4089-4098 4100-4103 4106-41084114-4120 4133 4135 
4147-41494157-4162 4164-417441764183-4185 4189-41904193 
4199 4207 4209 4213 4217-4220 4224 4226 4228 4230-4232 4241 
4243 4249-4255 4260-4265 4271-4272 4274 4286-4289 4298-4301 
4303 4307 4320-4323 4325-4330 4332 4336-4340 4342 4344-4345 
4347-4349 4351 4357 4368-4371 4377 4379-4382 4389-4390 4392- 
4395 4400 4406 4410-4415 4422 4424 4429-4430 4433 4436-4437 
4443 4445 4453 4455-4457 4461 4465 4470 4473 4486 4490-4497 
4499-4500 4503-4508 4510-451 1 4515-4516 4528 4531-4548 4551 
4554 4560-4562 4564-4568 4570-4579 4586-4591 4599-460! 4604- 
4605 4607-4613 4616-46194621-4625 4628-4649 4651-4653 4655- 
4672 4676 4687-4708 4710-4714 4716-4719 4721 4726-4729 4731- 
4733 4736-4739 4744-4745 4753 4755-4756 4774-4775 4781-4784 
4789 4802 4814-4815 48 1 7-48 1 9 4822-4823 4827-4831 4834 4842 
4844 4847-4853 4861-4864 4866-4869 4872-4875 4877-4880 4884- 
4885 4887 4898-4899 4904 4906 4909-4910 4912-4915 4917-4918 
4921-4926 4930 4932-4941 4943-4944 4946-4952 4954-4962 4968- 
4971 4978-4980 4997-4998 5010-5013 5026 5029-5032 5048-5049 
5051-5052 5055 5064 5069-5070 5082 5084-5086 5090-5093 5095 
5099-5101 5105-5106 51 16 5121-5123 5125-5126 5128-5130 5133- 
5134 5137-5138 5141 5144-5146 5153-5154 5156-5157 5170-5175 
5182-5187 5189-5190 5195 5197-5202 5204-5209 5212-5216 5218- 
5222 5225 5229-5233 5236-5238 5240 5265-5266 5268-5269 5272 
5274 5276-5281 5286-5289 5296-5298 5300-5305 5307-5316 5323- 
5327 5331-5332 5338 5340-5349 5351-5356 5362-5364 5376-5380 
5385-5387 5390 5399 5401-5404 5406-5407 5409-5410 5423 5435 
5438 5441 5445-5447 5449-5455 5462-5465 5468-54695478-5480 
5490-5493 5495-5497 5512 5514-5515 5525-5526 5528 5531-5536 
5544-5545 5558 5566-55695573-55765579-5581 5584-55865591- 
5593 5595-5597 5599-5602 5633 5635-5636 5644-5648 5654-5659 
5661-5670 5673 5694 5696-5700 5705 5708-5709 5713-5715 5717- 
5718 5722-5723 5747-5748 5757-5763 5771 5782 5786 5791-5801 
5803-5805 5807-5810 5812-5815 5818-5820 5823 5825 5829-5850 
5854-5858 5862-5868 5870 5872-5878 5881-5887 5900-5901 5910- 
5911 5918-5919 5921-5923 5927-5928 5934-5935 5937-5938 5941- 
5942 5952-5953 5961-5965 5971-5976 5983-5984 5987-5990 5998- 
6001 6007-601 1 6013-6023 6025-6029 6033-6034 6055-6056 6058- 
6060 6064-6066 6069 6078 6080-6084 6088 6093 6104-6106 61 12 
61 18-61 19 6123 6129-6133 6135-6136 6143-6144 6164 6171-6173 
6177 6180-6182 6189 6193 6195-6196 6198 6202-6203 6206-6208 
6213-6221 6235-6237 6242-6243 6245 6248-6250 6260-6265 6267- 
6274 6276 6278-6281 6284 6290-6298 6300-6309 63 1 1-63 18 6333- 
6338 6341-6342 6344-6345 6347-6350 6352-6353 6356-6358 6361- 
6362 6368-6369 6377 6388 6394 6399 6404 6410-6412 6419 6421 
6424-6429 6432 6440 6442 6450-6454 6459-6460 6492 6499-6501 
6505 6545-6546 6550-6556 6570 6575 6583-6584 6586-6587 6589 
6607 6612 6618 6622 6624-6626 6628 6646-6647 6654 6656 6658- 
6660 6662-6666 6672 6675-6676 6681 6687-6691 6702-6703 671 1- 
6713 6720 6732 6735 6746-6749 6753 6755-6758 6763 6768 6771- 
6772 6775 6782 6789-6792 6794-6804 6806 6809-6814 6817-6818 
6827 6837 6839-6848 6850-6854 6856 6862 6872-6875 6890-6892 
6901 6903 6906 6915 6917-6918 6957-6958 6973-6977 6981-6982 
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6984-6987 6992 6999-7000 7002-7003 7012-7013 7015-7016 7025 
7037 7041 7049-7051 7064 7066-7075 7077-7078 7083-7089 7098- 
7109 71 12 71 16 7120 7126 7130-7131 7133-7134 7163 7165-7166 
7168 7170 7179-7180 7185 7187 7220-7221 7229 7232 7235-7236 
7238 7246-7247 7256 7266 7272 7291-7293 7297 7308-731 1 7321- 
7322 7324-7328 7330-7334 7336 7338-7340 7343-7347 7355 7357 
7362-7363 7365 7367 7377-7379 7393-7395 7397 7420-7422 7437- 
7438 7440-7441 7447 7453-7460 7462-7465 7494 7504 7515 7526 
7535 7538-7539 7546 7549-7553 7558 7561-7563 7569 7572-7575 

i^w /Jo/-/jy\/ tOyj-tJVO /Ovvr'/OUA /0\/*I-/OUj /OU/ /OlZ /OjLZ 

7624-7628 7630-7633 7638-7639 7641-7643 7645-7646 7651.7653 
7662 7676-7680 7685-7686 7692 7697 7723-7724 7730 7736 7741 
7744-7758 7763 7766-7769 7771-7772 7775 7778 7790 7795-7798 
7806 7808-7814 7822-7823 7835-7836 7843 7847-7848 7867 7874- 
7879 7883 7886 7895-7897 7914 7917-7919 7922-7923 7928-7930 
7932-7933 7942 7954 7965-7966 7969-7973 7977 7989-7992 7997 
7999-8001 8010-8011 8017-8019 8025 8034-8035 8044-8046 


aduU 
placenta 


Clontech 


APLOOl 


71-72 223-228 246-248 250-259 261-264 268 270-273 368-373 387 
389-396 431-432 434-441 476 478-479 500 538 618-620 645 686- 
688690-691 753 856 900 902 954 1005 1031-1035 1087-1088 1090- 
1094 1276-1278 1328-1331 1526 1782 1952-1957 1960-1961 2124- 
2127 2143 2359-2361 2412-2417 2419-2423 2464-24692564-2565 
2682 2708 2777 2784 2796 2898 2909 3026-3034 3036-3038 3328 

n'^n '^A'^l lAIA IKK "X^n^ "iKIQ l^ttn I'lft^ KfiiC ^Q<0 lO*?! '200A 

3996 4017-4020 4091-4097 4155-4156 4298-4301 4303 4512 4571- 
4574 4743 4754 4820 4847-4853 4919 4981-4984 4986-4989 5027 
5078-5081 5139 5197-5202 5250 5312 5329-5330 5360 5471 5582 
5587-5588 5641-5642 5674 5693 5802 5961 6022 6025-6032 6039 
6235-6237 6319-6320 6322-6331 6341-6342 6344 6404 6408-6409 
6519 6525-6529 6583-6584 6901 7043 7079-7080 7273 7275 7692- 
7695 7702 7815 


placenta 


Invitrogen 


APL002 


40-4245 136-143 145-154 156-163 223-228265-266 382-383 423 
426-427 436-443 518-521 541-542 617 627-629 649 658 757-764 
766 872-874 887-889 891 905-909 969 973 999-1000 1024-1028 
1054-1055 1116-1118 1146-1148 1174-1175 1213-1214 1216-1218 
1257 1305-1306 1308-1309 1374-1375 1405-1406 1423 1428 1430 
1473-1477 1500 1510-1513 1528-1533 1640-1641 1665-1666 1680 
1686-1689 1718 1782 1790 1792-1794 1938-1940 1962-1969 1971- 
1974 1992-1995 2002-2008 2027-2033 2035-2036 2063 2098 2136- 
2137 2147-2152 2162-2163 2181 2188-2195 2197-2199 2347-2349 
2389-2390 2425-2427 2435 2500-2502 2572-2574 2674-2676 2682 
2699-2704 2766 2772 2956-2960 3026-3034 3036-3038 3052 3101- 
3 1 02 3 1 04-3 1 05 3 1 5 1 -3 1 55 3 1 95-3 1 96 3278-3279 3433-3434 3448- 
3450 3452 3615-3616 3796 3937-3940 3944 3955 3967 3972-3973 
4016 4024-4025 4064 4150-4153 4181 4287-4288 4326-4328 4415 

4787 4798 4809 4821 4832 4843 4847-4854 4865 4874-4880 4884- 
4885 4940-4941 4943-4944 5020 5045-5049 5073-5074 5125-5126 
5128-5130 5197-5202 5204-5205 5207-5208 5212-5215 5314-5315 
5340-5341 5401-5404 5406-5407 5675-5677 5928 6137-6142 6148- 
6152 6333-6340 6399 6410 6545-6546 6819-6826 6828-6829 6903 
6906 7054 7065 7081-7082 7348 7677 7686 7697 7730 7741 7752 
7795-7796 78 1 6-78 1 7 78 1 9 8030 8032 


adult 
spleen 


GIBCO 


ASPOOl 


7 9-11 1328-2949-51 55 118 123-124 164-165 167 178-179 213 
237-239 246-248 250-259 261-266 268 270-273 282-284 318-320 
323-328 338-339 344 355 365-367 374 377 385-386 388 397-400 
4IM20422 431 433-441 444-447455 460476-479 484-485 488 
492-493 495-497 500-504 506 508-515 517 522^529 533-535 541- 
542 545-546 552-556 567-571 573 586-593 595-596 602 607-614 

OlU Ulcj-OZU QZZ OZ*# OZ/-UjJ OJj-OJO 0**jr OjH-OjJ OZ/o OOO OOO 

722-725 747 751-752 755 757-764 766 771 780-781 816 818 841- 
849 863 872-874 880-881 883-885 893-895 900 902 928 969-970 
973 979 1006-1009 1024-1028 1036 1056-1057 1070-1071 1082 
1087-1088 1090-1094 1096-1099 1101-1103 1113 1115-1118 1120- 
1121 1123-1125 1131 1133-1135 1 137-1 139 1 141-1145 1 156-1 160 
1165 1174-1175 1185-1190 1192-1193 1195-1196 1208-1209 1221- 
1225 1227 1231-1232 1250 1252-1253 1258 1261 1264-1265 1279- 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








1281 1284-1285 1296 1299-1301 1303-1304 1310-1313 1317 1319 
1355-1359 136M 363 1388-1390 1424-1426 1438-1439 1442-1445 
1447 1458*1460 1494 1498*1500 1549 1560 1580 1591 1601 1603 
1611 1615-1619 162M 622 1628-1633 1635 1647 1657-1663 1679- 
1680 1690 1703-1704 1706 1711-1713 1718 1765-1767 1773 1782- 
1789 1799-1804 1843 1848 1851 1862-1863 1866-1867 1871 1877- 
1880 1882-1886 1935-1936 1947 1975-1978 1980-1989 1991-2000 
2010-201 1 2013 2024-2026 2039-2040 2081-2083 2103-2104 2106- 
2108 2135-2137 2143 2155-2156 2158-2159 2171-2174 2185-2186 
2188-2195 2197-2199 2216 2218 2230-2238 2240-2242 2289-2294 
2319 2332-2339 2345-2350 2359-2361 2363-2365 2387-2390 2412- 
2417 2419-2423 2449 2455-2458 2460 2466-2469 2480 2503 2505- 
2506 2529-2531 2533 2563 2584 2595-2597 2613-2615 2625-2626 
2628 2632-2634 2638 2641-2642 2672-2676 2679-2682 2690-2693 
2699-2704 2708 2714-2715 2754-2756 2758-2760 2764 2767-2768 
2777-2779 2781-2787 2789-2791 2797 2803-2804 2806-2812 2822 
2842-2843 2847-2848 2936-2937 2956-2960 3039-3040 3042-3050 
3071-3072 3095 3101-3102 3104-3105 3109-3110 3116-3117 3160- 
3168 3212 3222 3233 3259-3261 33 18 3329 333 1 3336 3340 3349 
3431-3434 3454-3456 3463 3499-3501 3560 3575-3576 3579-3580 
3588-3589 3615-3616 3630 3677 3682-3683 3713-3714 3717-3718 
3720-3722 3732 3734-3735 3741-3742 3745 3749 3770-3772 3782 
3788-3790 3796 3825-3827 3840-3842 3937-3940 3944 3954-3955 
3967 3974 3990 3993-3994 4024-4025 404 1 4053 4066 4083-4085 
4091-4097 4102-4103 4174 4183-4185 4243 4271-4272 4320-4323 
4325-4328 4357 4368-4371 4379 4384 4392-4395 4436 4456-4457 
4459-4460 4489-4490 4513-4515 4533-4536 4554 4565 4576 4587 
4599 4610 4621 4632 4643 4659-4663 4675 4688-4689 4693 4728- 
4729 473 1 4733-4735 4745 4818-4819 4822-4823 4842 4844 4847- 
4853 4872-4873 4884-4885 4892 4899 4904 4917-4918 4921-4926 
4928-4929 4972 4976-4989 4996 5082 5 1 07-5 1 1 5 5 U 7 5 1 37-5 1 38 
5141 5144-5146 5150 5152 5170-5172 5174-5175 5182-5183 5185- 
5187 5212-5216 5218-5221 5292-5293 5316 5318-5327 5376-5380 
5401-5404 5406-5407 5462-5463 5468-5469 5531-5533 5566-5569 
5580 5599-5603 5645-5648 5654-5656 5678-5681 5694 5696-5699 
5705 5757-5759 5761-5763 5818-5820 5835 5837-5845 5881-5887 
5913 5924 5926-5927 5962-5963 5987-5988 5998-6001 6003 6022 
6025-6029 6055-6056 6058-6060 6079 6085-6086 6088 6090 6092 
6143-6144 6183 6195-6196 6245 6260-6265 6267-6274 6299-6303 
6305 6337-6338 6341-6342 6344 6377 6388 6424-6427 6440 6442 
6470-6471 6517-6518 6530 6540 6553-6554 6559 6612 6627 6629 
6656 6741-6744 6836 6851-6854 6915 6917-6918 6920-6923 6934- 
6937 6960 6969 6973-6977 7058 7063 7087-7089 7098-7107 7109 
71 16 7122 7168 7186 7197 7349-7352 7374 7377-7379 7408 7419 
7453-7460 7538-7539 7551-7553 7587-7589 7673-7675 7693 7701 
7708 7719 7723-7724 7799 7808-7810 7820-7823 7830 7835-7836 
7839 7895-7897 7899-7900 7928-7930 7932-7933 7976 7989-7990 
7997 7999-8000 8034-8037 


adult testis 


GIBCO 


ATSOOl 


55 68 78-79 123-124 168-175 178-179 229-232 237-239 246-248 
250-259261-264 311-314 318-320 335-337 340-341 368-374 376 
378-381 397 404-407 428-435 444 448-456 476-479 488 492-493 
495-497 501-504 506 514-515 517 528-529 538 567-570 593 595- 
596602 613-614 616 637-640 645 649 666 668 686-688 690-691 
704-706 708 722-723 727-728 732-741 743 753 829-832 841-849 
851 856 867 869 872-874 880-881 884-885 887-889 891 900 902- 
909 913 923-927 946-948 954 959 963-965 967-968 970 973 979 
999-1000 1024-1028 1031-1035 1056-1057 1070-1071.1104-1110 
1112 1115 1120-1121 1123 1131 1146-1148 1156-1160 1165 1167- 
1173 1210 1231-1232 1247-1249 1264-1265 1284-1285 1299-1301 
1303-1304 1307 1323-1325 1341-1344 1355-1359 1361-1363 1365- 
1368 1370 1372-1373 1395-1399 1409 1411-1413 1424-1427 1458- 
1460 1462-1465 1470-1471 1478-1481 1498 1503-1504 1506-1507 
1529-1533 1536 1538-1539 1559 1561 1565-1566 1576-1578 1595 
1604-1606 1612 1614 1628-1633 1635 1648-1652 1655 1664 1679 
1686-1689 1698-1699 1703-1706 1711-1713 1716 1727 1730-1731 
1772-1773 1782-1789 1843 1862-1865 1887-1890 1907-1910 1915- 
1918 1923-1924 1926-1929 1974 2009-2011 2013-2015 2065 2114- 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQID NO: 








21 17 2124-2129 2131-2134 2136 2143 2155-2156 2158-2159 2171- 
2174 2181 2200 2216 2218 2227 2229 2232-2233 2320-2321 2332- 
2339 2345-2350 2352-2356 2359-2361 2381-2382 2401-2406 2408- 
2410 2433-2434 2436 2438-2444 2450-2451 2454 2464-2465 2503 
2505-2506 251 1 2529-2531 2533 2547-25482553-25542564-2565 
2572-2575 2584-2586 2588-2589 2603-2605 2607-261 1 2625-2626 
2628 2638 2682-2686 2688 2708 2714-2715 2744-2745 2750-2753 
2761-2762 2764 2767-2768 2781-2783 2785-2787 2795 2803-2804 
2825-2826 2828 2835-2837 2839-2841 2898 2909 2943-2944 2978- 
2979 2981-2987 3013 3018-3019 3039-3040 3051 3056-3063 3095 
3101-3102 3104-3105 3109-3110 3 1 18-3 119 3123-3125 3199 3212 
3221-3222 3225-3228 3233-3237 3278-3279 331 1 3326-3327 3398- 
3400 3403 341 1-3415 3430 3458-3459 3496 3499-3501 3506-3507 
3515 3521-3529 3548 3560-3561 3583 3598-3599 3626 3673 3749 
3758-3759 3761 3773 3796 3801 3815 3832-3833 3851-3852 3855 
3860 3904-3905 3937-3940 3975-3977 4017-4020 4072-4074 4091- 
4098 4100-4103 4126 4135 4138-4142 4144-4146 4183-4185 4218 
4220 4243 4320-4323 4325 4357 4368-4371 4375-4379 4413-4414 
4427-4429 4453 4461 4491-4493 4516 4549-45504552-4553 4571- 
4574 4586 4588-4589 4600-4601 4628-463 1 4659-4663 4688-4689 
4691-4693 4696 4702 4705 4730-473 1 4733-4736 4745 4806-4808 
4810 4814-4815 4818-48194822-4823 48874898 4909-4910 4917- 
4918 4921-4926 4978-4980 5051-5052 5064 5078-5081 5121-5123 
5125-5126 5128-5130 5138 5203-5205 5207 5212-5215 5236-5238 . 
5240 5277-5281 5323-5327 5329-5330 5358 5385-5387 5399 5435 
5462-5463 5468-5469 5526 5528 553 1-5533 5566-5569 5573 5591- 
5593 5595-5596 5619-5621 5633 5636 5667-5671 5683-5692 5694- 
5695 5705 5800-5801 581 1 5816-5817 5841-5845 5875-5878 5881- 
5887 591 1 5916-5919 5951 5957 5959-5961 5964-5965 5971-5976 
6003 6008-601 1 6013-6022 6025-6029 6093 6130 6163 6183 6186- 
6188 6202-6203 6235-6237 6245 6249-6250 6260-6265 6267-6274 
6305 6337-6338 6341-6342 6344-6346 6351-6353 6356-6359 6361- 
6362 6377 6388 6412-6414 6499-6501 6530 6540 6553-6554 6586- 
6587 6628 6656 6679 6693 6830-6835 6837 6839-6848 6850-6854 
6982 7007-7010 7076 7083-7089 7098-7107 7109 7130 7227 7238 
7289-7290 7340 7355-7356 7377-7379 741 1-7412 7462-7465 7587- 
7589 7603 7624-7627 7629 7641-7643 7664-7665 7683-7684 7696 
7698-7700 7702 7732-7734 7808-7810 7874-7879 7895-7897 7928- 
7930 7932-7933 7942 7987 7991-7992 7997 7999-8000 8044-8046 


Genomic 
DNA from 
BAG 
63118 


Research 
Genetics 
(CITB BAG 
Library) 


BAGOOl 


2251-22522254-2263 2266-2275 2277-2281 2994-2997 3533-3536 
3538-3547 3549-3558 3916-3921 3923-3932 3934-3936 4765 4776 
4787 4798 4809 4821 4832 4843 4854 4865 4876 7944-7947 


Genomic 
DNA from 
BAG 
39316 


Research 
Genetics 
(CITB BAG 
Library) 


BAC002 


2251-2252 2254-2263 2266-2275 2277-2281 2994-2997 3533-3536 
3538-3547 3549-3558 3916-3921 3923-3932 3934-3936 5056-5060 
5062 


Genomic 
DNA from 
BAG 
39316 


Research 
Genetics 
(CITB BAG 
Library) 


BAC003 


2251-2252 2254-2263 2266-2275 2277-2281 2994-2997 3533-3536 
3538-3547 3549-3558 3916-3921 3923-3932 3934-3936 4765 4776 
4787 4798 4809 4821 4832 4843 4854 4865 4876 7944-7947 


adult 
bladder 


Invitrogen 


BLDOOl 


40-42 123-124 329-331 476478-479 552-554 571 573 682-683 708 
710-719 782 816 818 935-936 963-965 967-968 973 1070-1071 
1113 1115-1118 1120-1121 1123 1 156-1 160 1 165 1 198-1201 1264- 
1265 1341-1344 1355-1359 1361-1363 1395-1399 1470-1471 1478 
1640-1641 1686-1689 17791781 1795 1895-1901 1915-1918 1965- 
1967 1977-1978 1980-1989 1991 2002-2008 2039-2040 2114-2117 
2188-2195 2197-2199 2220-2223 2234-2238 2240-2242 2276 2345- 
2349 2464-2469 2690-2694 2764 2767-2768 2787 2789-2791 2835 
2837 2842-2843 2849-2850 2853-2854 2857-2858 2910-2914 2975- 
2976 3073-3077 3141-3 142 3217 3385 3396 3669 3678 3688 3766 
3937-3940 3996 4035-4039 4044 4 1 72-4 1 73 4 1 76 42 1 8 4220 4295 
4377 4380-4382 4488 4806-4808 4810 4827-483 1 4837 4847-4853 
5138 5270-5271 5376-5380 5470 5654-5656 5873-5874 5918-5919 
6201 6245 6560-6561 6836 6851-6854 6919 6978-6979 7054 7300- 
7301 7393-7395 7462-7465 7491 7760 


bone 


Clontech 


BMD001 


1 22-23 28-29 39-42 44 52 55-56 61-65 67 71-72 74-76 80-98 100- 
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Tissue 
Origin 


Tissue/ 
Source 


Library Name 


SEQIDNO: 


marrow 






109 112-117 155 166 176 178-187 189-190223-233 237-239 246- 
248 250-259 261-266 268 270-273 282-284 291 302 310 315-320 
322-328 335-337 344 352-359 363-364 366 368-374 377 385-386 
388 398-400 426-427 432-433 444-456 460-468 476-479 483-489 
495-504 506-515 517-526 538 541-542 545-546 552-554 567-570 
584-585 593 595-596 602-604 606 613-614 616 618-620 622 624 
627-629 637-640 645 647-649 654-655 657-658 666 668 670-671 
679-681 686-688 690-691 703 708 722-723 726-730 732-741 743- 
745 747-749 753 757-764 766-771 782 844-845 851 854-858 867- 
869 876-877 879-881 890 900 902 910 923-927 938-943 954 957- 
959 969-970 973-976 978-979 990 998-1000 1006-1013 1019 1023- 
1029 1031-1035 1037-1040 1042-1046 1050-1051 1056-1061 1063 
1068-1080 1083 1089 I095-I103 1111 1115 1120-1125 1127-1131 
1136-U45 1151 1156-1160 1174-1175 1177-1179 1181-1184 1191 
1194 1197 1204 1213-1214 1216-1218 1221-1225 1227-1230 1236- 
1237 124 M242 1250 1253 1258 1261 1264-1265 1267-1268 1284- 
1286 1291-1293 1303-1304 I3I0-I317 1319 1322 1334-1336 1341- 
1344 1355-1359 I36M363 1371 1380 1385-1387 1391 1395-1399 
1401-1403 1410-1413 1423-1427 1438-1439 1442-1445 1447 1458- 
1460 1462-1465 1473-1477 1479-1481 1498 1500 1503-1504 1506- 
1507 1510-1513 1515 1517 1529-1533 1536 1538 1540 1543-1547 
1550-1559 1561 1565-1566 1587-1588 1595-1600 1604-1606 1615- 
1619 1625 1627 1648-1652 1674 1676-1678 1680 1686-1690 1701- 
1704 1706 1718 1741-1745 1755-1760 1762-1763 1765-1773 1782- 
1790 1792-1794 1796-1797 1825-1826 1828-1831 1843 1845 1866 
1874-1887 1892 1904-1905 1911-1913 1922 1930 1935 1946 1948- 
1957 1959-1961 1977-1978 1980-1989 1991-20002010-2011 2013- 
2023 2027-2040 2081-2083 2085-2086 2088-2093 2103-2108 2124- 
2127 2135-2137 2143 2155-21562158-2159 2162-2163 2171-2174 
2 1 77-2 1 78 2 1 80-2 1 8 1 2 1 88-2 1 95 2 1 97-2205 2207-22 1 4 22 1 6 22 1 8 
2225-2226 2230-2238 2240-2242 2282-2283 2285-2286 23 1 7 23 1 9- 
2327 2332-2339 2341-2346 2350 2352-2361 2363-2365 2368 2371- 
2372 2375 2381-2382 2387-2390 2401-2406 2408-2410 2425-2428 
2430-2436 2438-2447 2449-2458 2460 2464-2469 2480 2494 2500- 
2503 2505-2506 2533 2547-2548 2553-2554 2563-2565 2575 2585- 
2589 2595-2599 2602 2607-2612 2621-2626 2628 2632-2634 2638 
2664-2665 2667 2674-2677 2682-2686 2688 2695-2697 2699-2704 
2708 2714-2717 2730-2733 2744-2745 2764-2765 2767-2768 2774. 
2776 2778-2779 2781-2783 2785-2787 2789-2791 2803-2804 2806- 
2807 2814-2820 2822 2898 2909 2933 2955-2960 2962-2971 2978- 
2979 2981-2987 3016-3017 3020-3022 3039-3040 3055 3078-3080 
3082-3091 3093 3095 3112-3113 3115-3117 3179-31803185-3190 
3192 3212 32I8-32I9 3222 3233-3235 3238-3242 3249-3250 3262- 
3264 3289-3295 3297 3299-3302 3325 3347 3355 3398-3400 3407- 
3408 3412-3415 3418 3429 3433-3434 3440 3451 3453 3462 3467- 
3469 3473-3474 3491-3493 3499-3501 3508-3509 3514 3516-3519 
3521-3525 3527-3529 3560-3561 3563-3564 3574-3577 3579-3580 
3585-3586 3588-3591 3597 3614 3668 3675 3679-3680 3683-3685 
3695 3697 3708 3713-3714 3717-3718 3720-3722 3732 3749 3773- 
3775 3783-3785 3788-3790 3802 3805 3816 3832-3833 3879-3880 
3882-3883 3909-3910 3912 3951-3953 3979-3985 3990 4041 4053 
4066 4075-4076 4078-4080 409 M097 4102-4103 4122-4124 4133 
4 1 78-4 18541 87-4 1 96 421 5 42 1 8 4220 423 1 4243 4248 4256-4258 
4264 4285-4286 4295 4307-4308 4320-4323 4325 4329-43304332- 
4333 4357 4368-4371 4377 4379 4385-4386 4389 4392-4395 4400 
4424 4462-4464 4466-4467 4470 4473 45 1 6-45 1 9 452 1 -4522 4529 
4537-4539 4554 4565 4571-4574 4576 4582-4585 4587 4598-4599 
4610 4625 4628-4631 4633-4642 4644-4649 4651-4657 4702-4703 
4705 4709 4726-4727 4740-4742 4745 4777 4781-4784 4802 4814- 
4815 4837 4847-4853 4872-4873 m4-4m 4889-4897 4899 4906 
4911 4927-4930 4932-49364945 4948-4951 4978-49805020 5051- 
5052 5064 5075-5076 5087 5090-5093 5095 5099-5101 5107-5115 
5117 5121-5123 5125-51265128-51305137 5141 5144-5146 5176- 
5178 5197-5202 5210-521 1 5265-5266 5272 5274 5276 5298 5329- 
5330 5339-5352 5361 5372 5376-5380 5383 5385-5387 5391-5393 
5395-5396 5399 5409 5443 5450-5454 5458 5462-5463 5468-5469 
5482 5484-5485 5512-5513 5528 5534-5537 5539 5560 5566-5569 
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Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








5571 5573 5581 5610-561 1 5619-5621 5626 5638 5645-5648 5654- 
5656 5694 5705 5752-5754 5757-5760 5771 5782 5793 5803 58 11- 
5823 5825 5833-5845 5847 5854-5858 5873-5878 5881-5887 5894- 
5895 5914 5931-5932 5934-5935 5937-5938 5949 5962-5967 5971- 
5976 5983-5984 5987-5988 6004 6008-601 1 60I3-602I 6040-6045 
6047-6048 6055-6056 6058-6060 6069 6074-6077 6088-6089 6093 
6104-6106 61 18-61 19 6145 6147 6165-6167 6169-6170 6184-6185 
6198-6200 6260-6265 6267-6274 6319-6330 6332 6337-6338 6361- 
6362 6400-6402 6413-6414 6420 6422 6454 6469 6473-6474 6476- 
6481 6483-6485 6488 6491 6517-6518 65306538-6540 6550-6552 
6557 6559 6562 6586-6587 6592-6593 6620 6631 6633 6658-6660 
6662-6666 6694 6698-6700 6747-6749 6837 6839-6S48 68SS 6869 
6897-6898 6901 6915 6917-6918 6920-6925 6930 6939-6942 6953 
6955-6956 6961-6962 6973-6977 6984-6987 7001 7021 7041-7042 
7087-7089 7097-7107 7109 7136-7137 7139-7141 7143-7144 7172- 
7174 7182-7187 7194-7197 7231 7238 7241 7252 7254-7255 7276- 

7970 7^S7-71/»1 71<i^ 71 75-7'? 7"? 7177-7170 7100 7411 7440 7447 
7453-7460 7469-7470 7474-7476 7478-7482 7519-7522 7531-7534 
7536-7537 7551-7554 7576-7579 7581 7587-7589 7595-7596 7630- 
7632 764 1 -7644 7655 7677 7686 7697 7703 7705 7708 77 1 1 -7722 
7730 7741-7742 7.752 7763 7771-7772 7775 7799 7808-7813 7824- 
7826 7828 7839 7841-7842 7874-7879 7893-7897 7899-7901 7967- 
7973 7987 7989-7990 7993-7995 7997 7999-8000 8010-80 U 8038 
8040 


bone 
marrow 


Clontech 


BMD002 


28-29 123-124 191 223-232 237-239246-248 250-259 261-264 318- 
320 326-327 340-341 344 355 366 368-374 377 385-386 388 398- 
400 404-407 432 450-454 456 477 484-485 488 500 514-515 517 
538 545-546 586-592 602-604 606-612 618-620 645 649 654-655 
667 678 722-723 747 753 757-764 766-767 773 784 795 806 841- 
843 856 887-889 891 900 902 939-943 946-950 954 959 963-965 
967-968 973 979999-1000 1036-1040 1042-1043 1056-1057 1095 
] 115 |]56-1]60 1181 1191 1264-1265 1279-1281 1299-1301 1334- 
1336 1341-1344 1355-1359 1361-1363 1371 1377-1380 1391-1394 
1402 1410 1424-1426 1432-1437 1447 1473-1475 1541-1542 1552- 
1558 1604-1606 161} 1628-1633 1635 1642-1643 1648-1652 1664 
1690 1701-1704 1706 1718 1782-1789 1798 1809 1867 1881 1887 
1892 1907-1909 1911-1913 1915-1918 1922 1938-1940 1992-1995 
2016-2022 2037 2081-2083 2106-2108 2135-2137 2143 2155-2156 
2158-2159 2185-2186 2188-2195 2197-2199 2201-2205 2207-2208 
2232-2238 2240-2242 2246 2285-2286 2289-2294 2322-2327 2345- 
2346 2352-2356 2363-2365 2381-2382 2391-2394 2412-2417 2419- 
2423 2425-2427 2449 2454-2458 2460 2466-2469 2494 2496-2497 
2503 2505-2506 2553-2554 2558-2562 2595-2597 2599 2617-2620 
2625-2626 2628 2682 2699-2704 2744-2745 2764 2767-2768 2771 
2803-2804 2822 2828 2836 2853-2854 2857-2858 2898 2909-2914 
2982-2987 3003-3008 3010 3039-30403043-3050 3055-3063 3087- 
3091 3093 31 16-3 117 3179-3180 3209-321 1 3213-3215 3223-3224 . 
3262-3264 3358-3359 3416 3448 3473 3577 3728 3730 3732 3743 
3893-3898 3913-3915 3937-3940 3954 3992 4003-4005 4016 4048- 
4049 4053 4066 41 74 4 191 4207 4209 4218 4220 4282 43 16 4320- 
4323 4325 4329-43304336-4340 4392-4395 4516 4582-4585 4604- 
4605 4696 4814-4815 4847-4853 4872-4873 4884-4885 4892 4899 
4928-4929 4940-4941 4943-4944 4948-4951 4978-49804985 4996 
5010-5013 5069-50705099-5101 5107-5115 5117 5333-5335 5401- 
5404 5406-5407 5410 5531-5533 5645-5648 5654-5656 5667-5670 
5694 5705 5752-5754 5807-5810 5841-5846 5848-5850 5861 5875- 

CQIQ KQ'iA KAtl ctito £.t1t i£ 111 iCtf? ill fi 1 &7 Qfi A'>nO 

jo/o jyj4-3yj5 jy37-573o ol3l-oi32ol/ / oloI-Oloz oiyo-OjtUU 
6206-6211 6231-6233 6256 6311-6313 6337-6338 6545-65466567 
6698-6700 6709 6735 6849 6903 6906 6915 6917-6918 6920-6923 
7002 7007-7010 7031 7098-7107 7109 71 18 7121-7122 7231 7241 
7251-7252 7321-7322 7377-7379 7393-7395 7440 7443-7445 7453- 
7460 7462-7465 7469 7479-7480 7517 7542 7659 7664-7665 7708 
7719 7771-7772 7774 7808-7810 7821 7893-7894 7987 8024 8034- 
8035 


bone 
marrow 


Clontech 


BMD004 


7 9-1 1 178-179 722-723 747 973 2136 2341-2344 2389-2390 2455- 
2458 2955 4053 4066 4183-4185 4892 5818-5820 6922-6923 7377- 
7379 7808-7810 7893-7894 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 


bone 
marrow 


Clontech 


BMD007 


28-29 363-364 460 474-475 552-554 1540 2106-2108 2136 2425- 
2427 2672-2673 2677 2682 2765 2822 4053 4066 5137 5141 5980 
5991 6002 6012 6024 6922-6923 7186 7197 7453-7460 7469 8034- 
8035 


adult colon 


Invitrogen 


CLNOOl 


66 77 3 11-3 14 323-327 404-407 476 478-479 484-485 663-664 823- 
825 844-845 872-874 969 979 1036 1 MO 1 1 12 1 177-1 179 1213- 
1214 1216-1218 1279-1281 1371 1380 1391 1395-1399 1402 1410 
1523-1524 1528 1565-1566 1628-1633 1635 1642-1643 1657-1663 
1705 1715-1717 1727 1747-1748 1751-1754 1867 1895-1901 1923- 
1924 1926-1929 19742039-20402081-2083 21022162-2163 2389- 
2390 2428 2430-2432 2466-2469 2699-2704 2710 2712 2792 2795 
2808-2812 2900-2908 2955 3081 3092 3103 31 14 3179-3180 3278- 
3279 33)0 3732 3741-3742 3840-3842 3979-3985 4238 4336-4340 
4369-4371 4436 4537-4539 4571-4574 4618-46194726-4729 4734- 
4735 4737-4739 4777 4805-4808 4810 4837 4976-4977 5155 5212- 
5215 5225 5298 5401-5404 5406-5407 5531-5533 5631-5632 5638 
5696-5699 5761-5763 5789-5790 5918-5919 5952-5954 6022 6025- 
6029 6163 6171-6173 6181-6182 6235-6237 6284 6331 6333-6335 
6353 6356-6358 6450-6451 6453 6525-6529 6578-6579 6681 6687- 
6688 672 1 6973-6977 6988-6989 7087-7089 7340 7453-7460 7587- 
7589 7790 7942 7989-7990 


mixture of 
16 tissucs- 
mRNAs* 


various 
vendors* 


CTL016 


297-298 426-427 477 488 528-529 552-554 658 722-723 988 994 
1037-1040 1042-1043 1 124-1 125 1 146-1 148 1904-1905 2284-2286 
2563 3039-3040 4526-4527 4659-4663 4952 4954-4958 5594 5605 
5616 5627 6755-6758 7377-7379 7808-7810 


mixture of 
16 tissues- 
mRNAs* 


various 
vendors* 


CTL021 


7 28-29 294 376 378-381 436-441 476 478-479 484-485 533-535 
552-554 844-845 852-853 1299-1301 1585-15862016-2022 2136- 
2137 2185-2186 2204-2205 2207-2208 2284 2377-2378 2535-2538 
2540-2543 3171-3172 3234-3235 3548 3560 4256-4258 4892 4952 
4954-4958 5107-51 15 5117 5599-5602 5694 5705 6109 6260-6265 
6267-6274 6420 6422 6574 6585 6915 6917-6918 6939-6942 7377- 
7379 7453-7460 7808-7810 7841-7842 


mixture of 
16 tissues- 
mRNAs* 


various 
vendors* 


CTL028 


4017-40207808-7810 


adult 
cervix 


BioChain 


CVXOOI 


9-11 21 28-2940-44 55-56 66 77 80-87 89-98 100-109 112-117 122- 
124 178-179 181-183 202-203 215-217 229-232 246-248 250-259 
261-264 268 270-273 311-314 318-320 323-325 333 335-339 360- 
361 374 382-383 398 400 404-409 432 442-443 445-454 456 466 
476 478-479 486-487 489 492-493 501-504 506 514-515 517 522- 
524 538-539 541-542 550 555-556 571 573-582 586-593 595-596 
602 607-612 630-633 635-636 645 647-649 658-662 666 668 670- 
671 704-706 708 722-725 727-728 747 753 768-769 771-772 774- 
775 780-781 785 816 818 820-821 837 854-856 858-863 867 869 
880-881 884-885 905-909 91 1-912 915-917 923-927 937 939-943 
954 959 969-970 973 979 990-993 995-997 1019 1021 1030-1035 
1041 1052 1056-1057 1063 1068-1072 1083 1089 1096-1103 1111 
n 14-1 1 18 1 122 1 124-1 125 1 129-1 130 1 140 1 165 1 167-1 172 1 174- 
1176 1 183 1185-1190 1194 1204 1211-1212 1221-1225 1227-1230 
1236-1237 1254-1256 1267-1268 1286-1287 1289 1291-1293 1303- 
1304 1314-1316 1328-1331 1334-1336 1341-1344 1355-1359 1361- 
1363 1369-1370 1372-1373 1377-1379 1382-1390 1395-1399 1408 
1416-1418 1423-1426 1428 1430 1446 1457-1460 1462-1465 1470- 
1471 1473-1478 1503-1504 1506-1507 1515 1534-1535 1543-1547 
1549 1560 1564-1566 1572-1575 1580 1591 1595 1621-1623 1640- 
1643 1657-1663 1674 1676-1678 1690-1693 1695-1696 1698-1699 
1703-1709 1716 1718 1727 1755-1760 1762-1763 1768-1771 1773- 
1774 1782-1789 1799-1804 1820 1825-1831 1836-1837 1839-1843 
1845 1847-1848 1850-1851 1861-1867 1870 1874-1880 1882-1890 
1895-1901 1907-1909 1931-1934 1946 1948-1951 1974 2010-2011 
2013 2016-2022 2039-2040 2076 2085-2086 2088-2093 2105-2108 
2110-21122124-21272137 2147-21562158-2159 2162-2166 2169- 
2174 2177-2178 2180 2188-2195 2197-2200 2204-2205 2207-2208 
2216 2218 2230-2238 2240-2242 2284 2322-2327 2341-2344 2347- 
2350 2352-2356 2359-2361 2401-2406 2408-2410 2412-2417 2419- 
2423 2428 2430-2434 2452-2458 2480 2494-2499 2503 2505-2506 
2515-2516 2518-25272533 2551-25522555 2557-2565 2569-2571 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








2575 2580-2583 2587 2590-2594 2598 2617-2620 2629-2636 2638 
2641-2642 2664-2665 2667 2682 2690-2693 2708 2716-2717 2726- 
2728 2730-2733 2737 2739-2745 2754-2756 2758-2760 2772 2781- 
2783 2785-2787 2789-2792 2795 2798-2804 2825-2827 2829 2842- 
2843 2853-2854 2857-2858 2898 2909-2914 2938-2939 2941-2942 
2945 2977-2979 298 1-2987 301 1-3012 3014 3018-3022 3024 3035 
3053 3068 3070 3078-3080 3082-3091 3093-3097 3101-3102 3104- 
3105 3108 31 16-3! 17 3123-3126 3136-3138 3147 3156-3158 3212 
3217-3219 3222 3226-3228 3233 3236-3237 3260-3261 3265 3280- 
3282 3322 3325 3328 3330 3347 3356-3359 3397-3400 3403-3404 
341 1 3422 3430 3436-3437 3439 3448 3458-3459 3464 3494 3497- 
3501 3506 3517-3519 3521-3525 3527-3529 3560-3561 3573 3583 
3588-3589 3602 3613-3614 361 7 3620-3622 3624 3627 3635 3646 
3676-3677 3683 3692 3704-3707 3713-3714 3723 3727-3728 3730 
3732 3740-3742 3758-3759 3761 3763 3768 3777 3785 3788-3790 
3796 3802 3806-3807 3809-3810 3814 3832-3833 3838 3850 3890 
3904-3905 3909-3910 3912 3937-3940 3947 3951-3953 3956-3957 
3965 3969-3971 3973 3988-3989 3993-3994 4000-4002 4007 4015- 
4016 4021 4024-4025 4043 4072-4076 4078-4080 4083-4085 4087 
4089-4098 4I00-4I03 4109 41 11-41 13 4122-4124 4131 4133 4150- 
4 1 53 4 1 57-4 1 62 4 1 64-4 1 7 1 42 1 3 42 1 7-42 1 8 4220 4226 4228 4234- 
4235 4238 4240 4242 4264 4271-4272 4290 4292-4295 4298-4301 
4303 4329-4330 4336-4340 4355-4361 4368 4375-4376 4379 4392- 
4395 4415-44)7 4427-4428 4433 4442-4443 4446-4449 4460 4473 
4487-4488 4490-4497 4499-4500 4505-4507 4516 4537-4541 4543 
4554 4561 4564-4567 4575-4579 4586 4588-4591 4616-4617 4623- 
4624 4628-463 1 4633-4642 4644-4649 4651-4653 4655-4657 4659- 
4663 4667 4673-4674 4688-4689 4691-4692 4696 4699-4701 4703 
4705-4707 4712 4744 4774-4775 4777 4781-4784 4795-4797 4799- 
4802 4804 4806-4808 4810 4812 4814-4815 4818-4819 4822-4823 
4827-4831 4836 4847-4853 4872-4873 4884-4885 4905-4906 4916 
4930 4932-4939 4946-4947 4978-4980 5002-5009 501 8 5028 5039 
5051-5054 5064 5073-5074 5125-5126 5128-5130 5133-5134 5136 
5138 5144-51465155 5171-51725174-5175 5182-5183 5185-5188 
5192 5197-5202 5204-5205 5207 5212-5215 5236-5238 5240 5272 
5274 5276-5281 5286 5323-5327 5333-5335 5399 5401-5404 5406- 
5407 5435 5441 5468-5469 5474 5519-5522 5526 5528 5548 5550 
5577 5579 5581 5586 5599-5602 5613-5615 5617-5618 5622-5625 
5631-5632 5638 5645-5648 5654-5656 5694 5705 5708-5709 5711 
5760 5771 5782 5789-5790 5804-5805 5818-5820 5833-5834 5846 
5848-5850 5871 5873-5878 5881-5887 5900-5901 59)1-5912 5915 
5918-5919 5921-5923 5934-5935 5937-5938 5998-6001 6007 6022 
6025-6034 6037-6039 6043-6045 6047-6048 6055-6056 6058-6060 
6069 6074 6078 6092-6093 6104-6106 6108 61 18-61 19 6121-6122 
6124-6128 6130 6143-6145 6174 6181-6182 6184-6185 6193 6234- 
6237 6245 6247 6257 6260-6274 63 10 6341-6342 6344 6346 6353 
6356-6358 6368-6369 6377 6388 6394 6412-6415 6424-6429 6485 
6492 6496 6517-6518 6525-6529 6550 6552 6555-6556 6565 6612 
6624-6625 6627 6629 6646-6647 6654 665S'6660 6662-6666 6672 
6675-6676 6681 6683 671 1-6712 6735 6850 6903 6906 6928 6934- 
6937 6939-6942 6953 6957-6958 6960 6972 6988-6989 7021 7035 
7054 7062 7069-7070 7081-7082 7098-7107 7109 7229 7232 7238 
7269 7271 7300-7302 7310-7311 7314-7315 7331-7332 7375 7377- 
7379 7386 7449 7453-7460 7494 7504 7515 7526 7535 7546 7557- 
7558 7561 7569 7587-7589 7673-7675 7709-7710 7723-7724 7791- 
7793 7805 7814 7835-7836 7895-7897 7915-7918 7920 7928-7930 
7932-7933 7963 7993-7995 8001 8025 8044-8046 


diaphragm 


BioChain 


DIA002 


229-232335-337 385-386 436-441 708 923-927 1006-1009 1211- 
1212 1299-1301 1498 1541-15422806-280735604250-4255 4884- 

ytOOC £.'^C'i T'^oo '^^t\r\ »^r\rtT 

4553 6763 7289-7290 7987 


endothelial 
cells 


Stratagenc 


EDTOOl 


9-11 21 24-25 28-29 36 40-45 47 49-51 55-56 66 77-79 168-169 
178-179 191-195 215-217 229-233 237-239 246-248 250-259 261- 
266 268 270-273 282-284 3 1 1-320 323-325 329-33 1 335-337 340- 
341 344 349-361 365-373 375 377 387-400 404-409 423 426-431 
433-449 455 461-465 467-468 477 486-489 492-493 50O 508-515 
517-524 528-529 545-546 552-554 567-570 574-580 584-585 593 
595-600 602-604 606-614 616 618-620 622 624 627-629 637-640 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








647-649 654-655 658 663-664 666 668 670-676 679-683 686-688 
690-692 704-707 722-725 730 744-745 751-752 755 757-764 766 
769 771 773 780-782 784 795 806 816 818 823-825 838 840-849 
851 854-855 858 863 867 869 872-874 876-877 880-881 884-885 
91 1-912 915-917 919-921 935-936 939-943 949-950 963-965 967- 
970 973 979-985 991-993 995-1001 1005-1009 101M014 I0I8- 
1019 1031-1035 1037-1040 1042-1046 1051 1054-106! 1063 1070- 
1072 1083 1086-1094 1096-1103 1111 1113 1115-1125 1127-1132 
1 137-1 145 1151 1 156-1 160 1 165 1 167-1 172 1 174-1 175 1 181 1 183 
1185-1190 1192-1197 1202-1209 1211-1212 1221-1225 1227-1232 
1236-1237 1239 124 M245 1250-1251 1253 1270 1272 1279-1281 
1284-1285 1287 1289 1291-1293 1299-1301 1303-1306 1308-1313 
1322 1334-1338 1341-1345 1355-1359 1361-1363 1365-1368 1370- 
1391 1395-1400 1402 1405-1406 1408-1413 1423 1428 1430 1432- 
1437 1440 1448-1456 1458-1461 1470-1472 1476-1477 1489-1493 
1495-1498 1503-1504 1506-1507 1514 1517 1529-1535 1541-1542 
1548 1559 1561 1563-1564 1572-1575 1580 1587-1588 1591 1595 
1601 1603 1611 1615-1619 162M622 1626 1628-1633 1635 1642- 
1643 1648-1652 1657-1663 1686-1689 169 M 693 1695-1696 1698- 
1699 1701-1704 1706 1711-1713 1715 1717-1718 1755-1760 1762- 
1763 1765-1767 1773 1775-1777 1780 1782-1794 1820 1825-1834 
1836-1837 1839-1843 1845-1847 1850 1857-1863 1866-1867 1870 
1874-1886 1888-1890 1892 1895-1901 1907-1909 1915-1918 1922 
1931-1935 1941-1946 1948-1957 1960-1961 1968-1969 1971-1972 
1974 1977-1978 1980-1989 1991-20002002-2008 2010-2011 2013 
2016-2036 2039-20402042-2051 2053-2062 2066-2075 2077-2086 
2088-2093 2103-21092114-21172124-2129 2131-21342137-2138 
2143 2147-2152 2155-2156 2158-2159 2162-2163 2171-2174 2177- 
2178 2180-2181 2188-2195 2197-2200 2204-2205 2207-2208 2216 
2218 2220-2223 2225-2226 2234-2238 2240-2242 2246 2288-2294 
23 19 2322-2328 2330-2339 2345-2346 2350 2352-2356 2363-2365 
2371-2372 2375 2381-2384 2386 2389-2390 2401-2406 2408-2410 
2412-2417 2419-2423 2425-2428 2430-2435 2439-2444 2446-2447 
2452-2454 2466-2469 2500-2502 25 H -25 1 6 25 1 8-2528 2533 2539 
2545 2547-2554 2556 2558-2563 2567 2569-2571 2575 2580-2586 
2588-2594 2602-2605 2613-2615 2621-2624 2629-2636 2638-2642 
2664-2665 2667 2672-2676 2682-2686 2688 2690-2694 2699-2704 
27102712 2714-2715 2718-2721 2723-2725 2730-2733 2737 2739- 
2745 2750-2753 2764 2767-2770 2774-2777 2781-2787 2789-2792 
2794-2795 2803-2812 2814-28202835 2837 2849-28502910-2914 
2938-2939 2941-2944 2952-2954 2962-2971 2978-2979 2981-2987 
3010-3012 3014 3024 3035 3039-3040 3042-3050 3056-3064 3066- 
3069 3071-3072 3078-3093 3095 3097 3103 31 14 31 16-31 17 3122- 
31253151-31583179-318031843194 3203 3212 32183222-3224 
3226 3230 3233-3237 3240-3241 3246-3248 3260-3261 3271-3272 
3286 3306 3308-33 10 3328 3330 3332-3333 3347 3356-3361 3364- 
3373 3375-3388 3396 3417 3419 3421 343 1-3432 3436-3437 3439 
3449-3450 3452 3454-3457 3491-3493 3497-3501 3506 3517-3523 
3560 3566 3568-3571 3592-3597 3600 3607-3612 3630 3657 3669 
3673 3676-3678 3683 3688 3692 3697 3708 3713-3714 3717-3718 
3720-3723 3732 3734-3735 3755-3757 3766 3773 3785 3788-3794 
3796 3812 3825-3827 3832-3833 3885-3886 3900-3901 3909-3910 
3912 3937-3941 3977 3986 3988-3994 4003-4005 4017-4020 4024- 
4025 4030-403 1 4033 4035-4039 4075-4076 4078-4080 4083-4085 
4091-4098 4100-4103 4106-4109 41 1 Ml 13 4126 4133 4138-4142 
4144-4146 4150-4153 4177 4183-4185 4199 4201-4202 4207-4209 
4213 4218 4220 4226 4240 4242 4244-4245 4250-4258 4271-4272 
4276-42794320-4323 4325-4328 4331 4341 4344-4345 4347-4349 
4357 4363-4366 4368-4371 4373-4374 4379 4389 4392-4395 4400 
4415-4417 4429 4436 4445 4473 4491-4497 4499-4500 4505-4507 
4515 4533-4536 4540-4541 4543-4546 4549-4550 4552-4554 4561 
4564-4568 4571-4574 4576 4582-4585 4587 4599-4601 4607-4613 
4628-4631 4633-4642 4644-4649 4651-4653 4655-4657 4664 4666 
4671-4672 4677 4688-4689 4693 4696 4705 4726-4727 4734-4735 
4737-4739 4744-4746 4774-4775 4781-4784 4795 4802 4806-4808 
48104814-4815 4818-48194822-4823 4827-4831 4836-48374872- 
4875 4877-4880 4884-4885 4905 4912-4915 4920 4930-4936 4948- 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








4951 4959-4962 4976-4984 4986-4989 5002-5006 5008-5009 5023- 
5025 5051-5054 5064 5073-5074 5078-5082 5 1 04-5 1 06 5116 5121- 
5123 5125-5126 5128-5132 5137 5141 5144-5148 5171-5172 5174- 
5175 5193-5194 5196-5205 5207-5208 5236-5238 5240 5272 5274 
5277-5281 5286 5323-5327 5331-5335 5340-5349 5351-5352 5356 
5365 5371 5373 5385-5387 5399-5400 5409-54105462-5463 5505 
5516 5528 5544-5545 5548 5550 5558 5574-5577 5584-5585 5594 
5605 5610-561 1 5616 5627 5633 5638 5645-5648 5654-5659 5661- 
5663 5681 5694 5696-5700 5705 5708-5709 5715 5717-5718 5747- 
5748 5755-5763 5771 5782 5804-5805 5814 5825 5829-5850 5858 
5862-5868 5870 5875-5878 5900-5901 5910 5913 5952-5954 5961- 
5963 5987-5990 6022 6025-6032 6039 6055-6056 6058-6060 6064- 
6066 6078 6088 6092 6094-6098 6118-61 19 6124-6128 6131-6132 
6148-6152 6161-6162 6181-6183 6198 6202-6203 6235-6237 6242- 
6243 6249-6250 6258-6265 6267-6274 6276 6278-6281 6300-6303 
6306-6309 6314-6318 6333-6335 6339-6342 6344 6352 6360-6365 
6367-6369 64 11 -64 14 6443-6446 6450-6451 6453 6464 6475 6517- 
6518 6521-6524 6553-6554 6583-6584 6598 6607 6618 6623-6625 
6628 6636-6638 6646-6647 6656 6658-6660 6662-6666 6679 6681 
6687-6688 6735 6741-6744 6761 6824-6826 6828-6829 6850-6854 
6856 6871 6882 6893 6903 6905-6906 6934-6937 6959-6960 6981 
6999-7000 7007-7010 7012-7013 7016 7027 7044 7063 7073-7075 
7077 7087-7089 7098-7109 71 16 7120 7163 7165-7166 7179-7180 

Q< 1^ o*7 TOon t^o i toto t^oi nic\i n'ifxn tiai i a ti i i ti i a 
7Io5 71o/ /2zU-/zzI /zJ5 7Zi/l-/zy3 730U-7J01 73 1 0-7311 7314- 

7315 7321-7322 7340 7362-7363 7365 7377-7379 7408 741 1-7413 

7419-7422 7437-7438 7447 7467-7468 7519-7522 7551-7553 7587- 

7589 7595-7596 7617 7624-7628 7654 7677 7686-7687 7697 7723- 

7724 7760 7771-7772 7790 7795-7796 7808-7810 7822-7823 7830- 

7836 7846-7847 7871-7872 7874-7879 7883 7886 7895-7897 7907- 

7908 7910-791 1 7917-791 8 7928-7930 7932-7933 7942 7969-7973 


Genomic 
clones 
from the 
short arm 
of 

chromoso 

IllC o 


Genomic 
DNA from 
Genetics 
Research 


EPMOOl 


2251-22522254-2263 2266-2275 2277-2281 2994-2997 3533-3536 
3538-3547 3549-3558 3916-3921 3923-3932 3934-3936 4765 4776 
4787 4798 4809 4821 4832 4843 4854 4865 4876 








Genomic 
clones 
from the 
short arm 
of 

chromoso 
me 8 


Genomic 
DNA from 
Genetics 
Research 


EPM003 


2251-2252 2254-2263 2266-2275 2277-2281 2994-2997 3533-3536 
3538-3547 3549-3558 3628-3629 3916-3921 3923-3932 3934-3936 








Genomic 
clones 
from the 
short arm 
of 

chromoso 
me 8 


Genomic 

DMA fmm 

Genetics 
Research 


EPM004 


2251-22522254-2263 2266-2275 2277-2281 2994-2997 3533-3536 

'^'^'iR-'^SA7 'l^AO-'^^^R 'Xfi,'}9(J\f\lQ 'KQt<^'\Ql\ '^Q'JUXCkXJ '\<X'\AJXQ'Xfk 

^j'fy'j^jo jozo-joxy j7iO'J7Zi yji.j~y7oi. yjy^^yyyo 
4765 4776 4787 4798 4809 4821 4832 4843 4854 4865 4876 5928' 
7023 








esophagus 




ESO002 


28-29 40-4? 164-1 6S 477 488 622 624 1110 111? \ TnnJym 
3567 5752-5754 5918-5919 7289-7290 7808-7810 8024 


fetal brain 


Clontech 


FBROOl 


178-179323-325 1116-1118 1202-1203 1205-1207 1395-1399 1409 
1428 1430 1486-1488 1694 1697 1701-1702 1737 1739-1740 1782 
2024-2026 2147-2152 2710 2712 2899 2919 3023 3025 3087-3091 
3093 3116-3117 3150 3322 3585-3586 3717-3718 3720-3722 3732 
3867-3870 4021 4329-4330 4341 4805 4884-4885 4906 5641-5642 
57605771 5782 6702-6703 6934-6937 7587-7589 7790 


fetal brain 


Clontech 


FBR004 


40-42 53 658 880-881 1022 1114 1355-1359 1361-1363 1667-1670 
1729 1763 1772 1850 1861-1863 1870 1872-1873 1965-1967 2162- 
2163 2332-2339 2352-2356 2454 2494 25 1 1 2793 2936-2937 3003- 
3008 3575-3576 3579-3580 3696 3698-3702 3893-3898 3909-3910 
3912 3937-3940 4513-4514 4529 4845 4856-4860 5590 6636-6638 
71 13-71 15 7161 7808-7810 8044-8046 
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PCTAJSOl/14827 



Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 


fetal brain 


Clontech 


FBR006 


2 16-17 55 110 144 164-165 180 21 1-212 221 229-232 246-248250- 
259 261-264 321 335-337 360-361 365 367 387 389-396 428-430 
432 436-441 448-449 466 495-497 528-529 536-540 550 552-556 
559-560 562 567-570 574-580 603-604 606-612 622 624 637-640 
645 654-655 663-664 670-671 685-688 690-691 722-723 732-741 
743-745 753 757-764 766 841-843 856-857 868 872-874 879-881 
883-885 890 896-900 902 905-909 919-921 929 954 969 988 994 
999-1000 1006-1009 1073-1080 1 101-1 1101112 1 137-1 139 1 141- 
1 145 1 156-1 160 1 167-1 172 1 177-1 179 1 181 1 191-1 193 1 195-1 196 
1211-1212 I22M 225 1227 1231-1232 1251 1264-1265 1299-1301 
1337 1355-1359 136M363 1365-1368 1420 1428 1430 1440 1462- 
1465 1473-1475 1486-1488 1499 1541-1542 1548 1559 1561 1604- 
1606 1611 1628-1633 1635 1640-1643 1653 1680 1686-1690 1698- 
1699 1701-1704 1706 1790 1792-1794 1823-1826 1828-1831 1838 
1845 1872-1873 1895-1901 1904-1905 1911-1914 1923-1934 1936 
1946-1951 1992-1995 2001 2012 2024-20262064 2085-20862088- 
2091 2097 2099-2100 2103-2104 2106-2108 21 14-21 17 2128-2129 
2131-2134 2153-2154 2171-2174 2177-2178 2180-2181 2188-2195 
2197-2200 2209-2214 2230-2231 2234-2238 2240-2242 2289-2294 
23 19 2347-2349 2352-2356 2359-2361 2380-2382 2425-2428 2430- 
2432 2435 2466-2469 2515-2516 2518-2527 2558-2562 2595-2597 
2617-2620 2625-2626 2628 2632-2636 2639-2640 2643-2644 2682- 
2686 2688 2698 2705 2710 2712 2729 2738 2744-2746 2750-2753 
2757 2761 2764 2767-2768 2774-2776 2808-2812 2814-2820 2835 
2837 2842-2843 2853-2854 2857-2858 2898 2900-2909 2915-2917 
2943-2944 2955-2960 2982-2987 3003-3008 301 1-3012 3014 3039- 
3040 3056-3063 3070-3077 3087-3091 3093 3100-3102 3104-3105 
3116-31173123-3125 3127-3132 3151-3158 3179-31803218 3223- 
3224 3230 3234-3235 3260-3261 3310 3331 3349 3363 3374 3431- 
3432 3439 3454-3456 3462 3470 3474 3592-3596 3623 3696 3698- 
3702 3732 3772 3775 3796 3806-3807 3809-3810 3861 3867-3871 
3878 3881 3893-3898 3937-3940 3944 3955 3967 4002-4005 4015 
4017-4020 4030-4031 4033 4048-4049 4083-4085 4102-4103 4128 
4134 4183-4185 4260-4263 4309-4310 4326^328 4336-4340 4352- 
4354 4357 4363-4366 4368-4371 4379 4391 4433 4443 4464 4466- 
4467 4486 4516 4560 4564 4566-4568 4659-4663 4675 4781-4784 
4789 4796-4797 4814-4815 4837-4841 4847-4853 4884-4885 4920 
4931 4948-4958 4985 4995-4996 5048-5049 5099-5101 5125-5126 
5128-5130 5149 5193-5194 5196-5202 5319-5322 5401-5404 5406- 
5407 5411 5482 5484-5485 5800-580 1 5841-5845 5875-5878 5894- 
5895 5913 5934-5935 5937-5938 5941-5942 6022 6025-6029 6037- 
6038 6052-6054 6107 61 12 6133 6136 6153-6154 6157 6195-6196 
6198 6242-6243 6306-6309 6333-6335 6353 6356-6358 6394 6494 
6505 6560-6561 6624-6625 6781 6804 6806 6837 6839-6848 6890- 
6892 6903 6906 6946-6947 6966 6982 6984-6987 7007-7010 7012- 
7014 7016 7027 71 13-71 15 71 19 7168 7185 7187 7230 73407428- 
7429 7431-7434 7474-7475 7616 7644 7655 7694 7696 7698-7700 
7794 7805 7847 7871-7872 7882-7883 7886 7921 7941-7942 7976 
7981-7982 7989-7995 8034-8037 8044-8046 


fetal brain 


Clontech 


FBRs03 


1400 1690 2638 3042 5149 6198 7366 7377-7379 7808-7810 


feta) brain 


Invitrogen 


FBT002 


40-42 47 60 69-73 178-179 210-212 237-239 265-266 31 1-314 335- 
337 360-361 374 387 389-397 466 477 486-489 500 541-542 603- 
604 606-614 616 627-629 654-655 744-745 826-827 841-845 872- 
874 900 902 969 973 979 999-1000 1087-1088 1090-1094 1 1 10 
1112 1119 1 156-1 162 1 164 1 174-1 175 1 191-1 193 1195-1 196 1221- 
1225 1227 1241-1242 1264-1265 1305-1306 1308-1309 1314-1317 
1319 1338 1346-1348 1350-1359 1361-1363 1369 1376-1379 1381 
1395-1399 1405-1406 1415 1428 1430 1432-1439 1442-1445 1479- 
1481 1484-1485 1523-1524 1528 1534-1535 1552-1558 1562-1563 
1601 1603 1612 16I4-I6I9 1638-I64I 1686-1693 1695-1696 1700 
1703-1704 1706 1718 1730-1731 1763 1765-1767 1790 1792-1794 
1823-1824 1844 1 874-1876 1895-1901 1904-1905 1 911-1913 1930- 
1934 1938-1940 1962 1996-2000 2010-201 1 2013 2024-2033 2035- 
2036 2041 2052 2094-2097 2099-2100 2106-2108 2128-2129 2131- 
2134 2147-21522164-2166 2169-2174 2177-2178 2180-2181 2234- 
2238 2240-2242 2289-2294 2322-2327 2374 2381-2382 2385 2395- 
2400 2407 2418 2429 2437 2448 2459 2463 2466-2470 2480 2482 
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Tissue 
Origin 


Tissue/ 
Source 


Library Name 


SEQIDNO: 








2575 2600-2601 2632-2634 2672-2673 2682 2706-2707 2709 2716- 
2717 2729 2737-2741 2746 2757 2764 2766-2768 2771 2788 2795 
2835 2837 2839-2841 2849-2850 2853-2854 2857-2858 2900-2908 
2930-2931 2933 2936-2937 2945 2950 2952-2954 2961 2972 2975- 
2976 2980 2989-2993 3003-3008 3039-3040 3073-3080 3082-3091 
3093 3101-3102 3104-3105 3127-3132 3151-3155 3179-3180 3226 
3284 3323 333 1 3356-3357 3360-3361 3364-3373 3375-3384 3386- 
3388 3409 3491-3493 3499-3501 3560 3607-3609 3620-3622 3732 
3760 3769 3776 3786 3788-3794 3797 3889 3937-3940 3979-3985 
3995-3996 4024-4025 4035-4039 4053 4066 41 14-4120 4138-4142 
4144-4146 4183-4185 4213 4234-4235 4259-4263 4270 4280 4291 
4302 4313 4326-4328 4336-4340 4357 4363-4366 4368 4377 4379 
4392-4395 4415 4470 4491-4493 4513-4515 4533-4536 4561 4664 
4666 4698 4707 4710 4753 4755-4756 4774-4775 481 1 4818-4819 
4822-4823 4837 4874-4875 4877-4880 4884-4885 4917-4918 4921- 
4926 4928-4929 4946-4947 4952 4954-4958 5010-5013 5020 5048- 
5049 5073-5074 5082 5125-5126 5128-5132 5144-5146 5193-5194 
5196 5204-5205 5207 5209 5212-5215 5225 5272 5274 5307 5333- 
5335 5365 5399 5401-5404 5406-5407 5537 5539 5566-5569 5589 
5599-5602 5610-561 1 5694 5705 5804-5805 5918-5919 5941-5942 
5961 5979 5981-5982 5987-5988 5998-6001 6022 6025-6034 6055- 
6056 6058-6060 6104-6106 61 12 6124-6129 6145 6191 6199-6200 
6204 6213-6219 6292 6314-6318 6331 6353 6356-6358 6377 6388 
6411-6414 6421 6424-6427 6432 6450-6451 6453-6454 6464 6475 
6477 6545-6546 6598 6607 6618 6627 6629 6634-6638 6658-6660 
6662-6666 6689 6733-6734 6755-6758 6761 6768 6771 6782 6794 
6851-6854 6860 6872-6875 6903 6906 6934-6937 6939-6942 6946- 
6947 6960 71 13-7115 7131 7142 7153 7164 7185-7187 7197 7210 
7291-7293 7308-7309 7366-7369 7420-7422 7551-7553 7624-7627 
7676 7678-7680 7790 7795-7796 7817 7819 7832-7834 7837-7838 
7841-7842 7919 7963 7997 7999-8000 8041 


fetal heart 


Invitrogen 


FHROOI 


229-232 903-904 1124-1125 1239 1305-1306 1308-1309 1355-1359 
136M363 1690 2204-2205 2207-2208 2533 2638 3039-3040 3506 
4053 4066 4320-4323 4325 4969-4971 5752-5754 7289-7290 7641- 
7643 7771-7772 7987 


fetal 
kidney 


Clontech 


FKDOOl 


9-1 1 66 71-72 77-79 196-198 200 229-232 246-248 250-259 261- 
264 309 335-337 397-398 400 432 450-454 456 476-479 483 486- 
489 500-504 506 514-515 517 525-526 538 552-556 567-570 602- 
604 606 645 658 726 753 769 856 872-874 884-885 923-927 954 
959973 999-1000 1006-1010 1051 1101-1103 1124-1125 1131 1151 
1192-1193 1195-1196 1213-1214 1216-12181221-1225 1227 1264- 
1265 1286 1318 1327 1338 1355-1359 1361-1363 1371 1380 1391 
1395-1399 1402 1408-1413 1462-1465 1470-1471 1534-1535 1559 
1561 1563 1648-1652 1680 1694 1697 1768-1771 1904-1905 1936 
1 947 2016-2022 2076 2 1 02-2 1 05 2 1 1 0-2 1 1 2 2 1 37 2 1 77-2 1 78 2 1 80 
22002204-2205 2207-2208 2284 2322-2327 2350 2359-2361 2455- 
24582496-2497 2575 2638 2678-2682 2708 2744-2745 2750-2753 
2762-2764 2767-2768 2787 2792 2808-2812 2898 2909 2940 2973- 
2974 2982-2987 3039-3040 3094-3095 3101-3102 3104-3J05 31 1 1 
31I6-3U7 3122 3212 3219 3222 32303233 331 1-3313 3325 3332- 
3333 3439 3468-3469 3499-3501 3521-3523 3575-3576 3579-3580 
3583 3600 3695 3713-3714 3726 3749 3763 3777 3799 3817-3819 
38903900-3901 39563998-3999 4055-40564091-40974231 4260- 
4264 4332 4369-4371 4465 4472 4523 4618-4619 4628-4631 4633- 
4642 4644-4649 4698 4710 4744 4747 4791 4847-4853 4972 4978- 
49805124-5126 5128-5130 5149 5151 5162 5204-5205 5207 5216 
5218-5221 5233 5336 5338 5356 5399 5510 5540-5542 5590 5594 
5605 5616 5627 5872 5875-5878 5918-5919 5956 5961 6022 6025- 
6029 6103 6108 6124-6128 6413-6414 6641-6642 66966837 6839- 
6848 6857-6859 6861-6862 6973-6977 7014 7098-7 1 07 7 1 09 7119 
7175 7230 7238 7280 7285 7296 7307 73 18 7329 7342 7353 7370 
7377-7379 7423 7425-7426 7441 7587-7589 7634-7635 7706 7808- 
78 1 0 783 9 784 1 -7845 7967 80 1 2-80 1 6 


fetal 
kidney 


Clontech 


FKD002 


28-29 3 1 8-320 385-386 426-430 477 488 552-554 686-688 690-691 
1056-1057 1070-1071 1087-1088 1090-1094 1 124-1 125 1173 1264- 
1265 1424-1426 1825-1826 1828-1831 1874-18762204-2205 2207- 
2208 2359-2361 5051-5052 5654-5656 7377-7379 7425-7426 7808- 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








7810 


fetal 
kidney 


Invitrogen 


FKD007 


7 28-29 45 3 1 8-320 432 495-497 538 645 666 668 753 856 935-936 
954 1124-1125 1165 1694 1697 18661874-1876 213723172345- 
2346 2483-2484 2682 2803-2804 2835 2837 2898 2909 31 16-3117 
3575-3576 3579-3580 4513-4514 4587 4599 4610 4884-4885 5 137 
5141 5537 5539 6679 6973-6977 8034-8035 


fetal lung 


Clontech 


FLGOOI 


40-42 335-337 602 617 666 668 722-723 979-985 999-1000 1056^ 
1057 1341-1344 1370 1372-1373 1448-1449 1451-1456 1499 1691- 
1693 1695-1696 1703-1704 1706 1711-1713 1782 1910 2016-2022 
2039-2040 2118 2120-2123 2204-2205 2207-2208 2230-2231 2234- 
2238 2240-2242 2282-2283 2363-2365 2425-2427 2664-2665 2667 
2690-2694 2730-2733 2787 2982-2987 3095 3230 3328 3330 3468- 
3469 3499-3501 3521-3523 3717-371 8 3720-3722 4053 4066 4083- 
4085 4236 4351 4473 4575 4577-4579 4628-4631 4633-4642 4644- 
4649 4703 4745 4847-4853 4892 4917-4918 4921-4926 4948-4951 
5455 5613-5615 5617-5618 5628 5694 5705 5873-5874 6035 6046 
6057 6413-6414 6515 6681 6984-6987 7289-7290 7367 7425-7426 
7437-743 8 7839 8010-801 1 8044-8046 


fetal lung 


Invitrogen 


FLG003 


19201 237-239 309311-314 329-331 338-339 360-361 426-427 433 
444 455 545-546 658-662 708 710-719 757-764 766 844-845 883 
892 900 902 946-948 979 1001 1031-1035 1073-1080 1 165 1 177- 
1179 1243-1245 1355-1359 1361-1363 1395-1399 1408 1462-1465 
1549 1560 1562 1604-1606 1640-1641 1657-1663 1705 1716 1727 
1755-1760 1762 1773 1775-1777 1843 1974 2016-20222039-2040 
2124-2129 2131-2134 2136 2284 2345-23492363-2365 2389-2390 
2428 2430-2432 2528 2539 2545 2556 2567 2638 2682 2706-2708 
2730-2733 2750-2753 2787 2808-2812 2898 2909 3039-3040 3078- 
30803082-30863101-3102 3104-3105 3151-3155 3209-3211 3213- 
3215 3356-3357 3457 3468-3469 3628-3629 3738 3741-3742 3764- 
3765 3791-3794 3806-3807 3809-3810 3913-3915 3937-3940 4016- 
4020 4053 4066 409 1 -4097 4 1 1 4-4 120 4 1 36-4 1 42 4 1 44-4 146 4150- 
4153 4157-4162 4164-4171 4218 42204307 4351 43774606 4659- 
4663 4667 4837 4847-4853 4872-4875 4877-4880 4917-4918 4921- 
49264981-4984 4986-4989 5090-5093 5095 5131-5132 5142-5143 
5212-5215 5807-5810 5862-5868 5870 5977-5978 5987-5988 6147 
6304 6404-6406 6413-6414 6454 6491 6850 6899-6900 6913 6933 
6973-6977 6991 7012-7013 7016 7087-7089 7126 7186 7191 7197- 
7203 7256 7377-7379 7570 7600 7602 7609-7610 7676 7678-7680 
7696 7698-7700 7808-78 1 0 7874-7879 7954 


fetal lung 


Clontech 


FLG004 


265-266 476 478-479 552-554 1056-1057 1 165 1365-1368 1424- 
1426 1552-1558 1690 2699-2704 3260-3261 7118 7121 


fetal livef' 
spleen 


Columbia 
University 


FLSOOl 


1 3 7 9-12 14 26-30 39 45 47 49-51 55 66 71-72 77-87 89-98 100- 
109 112-117 119-121 123-124 144 155 166-167 178-179 199201- 
207 210 215-217 222-234 237-243 246-248 250-259 261-266 268 
270-279 281-284 295-301 309 31 1-314 318-320 323-337 340-341 
344 349-361 363-383 385-400 404-407 4 1 1 -420 422 426-456 460 
466 476-483 486-489 495-497 500-504 506-515 517-526 528-532 
536-538 540-549 551-558 567-571 573-580 584-593 595-604 606- 
616 618-624 627-645 649-655 658-666 668 672-676 679-681 686- 
688 690-694 704-708 722-723 729-730 751-753 755 757-764 766- 
768 771-775 779-785 795 806 816 818-827 829-837 840-849 854- 
863 867-869 872-874 876-879 883-885 887-891 900 902 905-909 
911-913 915-917 919-921 923-927 929-930 932 934 939-943 945 
949-950 954 960-961 963-970 973-976 978-985 990-993 995-997 
999-1013 1015-1019 1023 1031-1035 1037-1040 1042-1043 1049- 
1050 1053-1057 1063 1070-1072 1083-1086 1089 1095 1 100-1 103 
1111 1114-1125 1127-1129 1131-1136 1140 1146-1148 1156-1162 
1164-1165 1167-1172 1174-1179 1182-1191 1194 1198-1201 1204 
1208-1209 1211-1214 1216-1225 1227-1232 1250-1251 1253-1257 
1263-1265 1267-1268 1279-1281 1284-1285 1287 1289-1295 1297- 
1301 1303-1306 1308-1317 1319 1322-1325 1328-1331 1334-1337 
1339-1344 1346-1348 1350-1359 1361-1363 1365-1368 1377-1379 
1381-1387 1392-1400 1404 1408 141I-14I5 1420-1421 1423-1428 
1430 1438-1440 1442-1445 1447 1458-1460 1462-1465 1470-1471 
1473-1477 1479-1481 1486-1493 1495-1496 1498-1499 1503-1504 
1506-1509 1514-1515 1517 1520 1523-1524 1529-1533 1536 1538 
1540-1542 1548 1552-1559 1561 1564-1569 1571 1576-1601 1603- 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








1609 1611-1612 1614 1621-1622 1628-1633 1635 1638-1643 1648- 
1652 1657-1663 1671-1672 1675 1680-1699 1701-1706 1711-1713 
1716 1718 1727 1730-1731 1738 1750 1755-1760 1762-1763 1773- 
1777 1782-1790 1792-1794 1796-1798 1806 1809 1820 1823-1834 
1836-1837 1839-1843 1845 1848 1850-1851 1857 1861 1864-1870 
1877-1880 1882-1890 1895-1901 1904-1905 1907-1913 1915-1918 
1921-1924 1926-1935 1938-1945 1958 1962 1964 1977-1978 1980- 
1989 1991-2000 2002-2008 2010-201 1 2013 2023-2026 2034 2039- 
2041 2052 2063-2064 2081-2086 2088-2091 2103-2108 21 10-21 18 
2120-2129 2131-2137 2141 2143 2I46-2I59 2162-2163 2167-2168 
2171-2174 2177-2184 2187-2208 2215-2218 2220-2226 2228 2230- 
2242 2244 2246 2251-2275 2277-2286 2289-2294 2317 23 19-2328 
2330-2339 2345-2346 2350 2352-2361 2363-2365 2368 2373 2376 
2380-2384 2386 2389-2395 2397-2406 2408-2410 2412-2417 2419- 
2428 2430-2432 2436 2438-2444 2449-2451 2454 2460-2463 2466- 
2469 2476-2478 2480-2481 2494 2500-2502 2507 25 1 2-25 1 4 2533 
2547-2555 2557-2563 2569-2571 2575 2578 2580-2594 2598-2605 
2612 2629-2636 2638-2644 2672-2677 2679-2686 2688 2690-2694 
2699-2704 2706-2710 2712-2721 2723-2728 2730-2733 2742-2743 
2749-2753 2761 2764-2765 2767-2768 2772-2776 2781-2783 2785- 
2787 2792 2795 2798-2804 2808-2824 2828 2830-2833 2835-2837 
2842-2844 2847-2851 2853-2854 2856-2858 2865 2876 2898 2900- 
2914 2921 2930-2931 2938-29392941-2942 2952-29602977-2979 
2981-2987 2998-3001 301 1-3012 3014 3018-3019 3023 3025-3034 
3036-3040 3043-3050 3052 3055-3064 3066-3067 3078-3080 3082- 
30863094-30993101-3102 3104-3105 3112-3113 3115-3117 3122- 
3125 3127-31323134-31383144-314631493151-31583160-3168 
3171-3172 3178-31803191 3193-3207 3212 3218 3221-3224 3230 
3233-3235 3243-3244 3246-3254 3256-3257 3262-3264 3267 3271- 
3272 3274 3280-3282 3285 3287 3296 3299-3302 3307 3313 3325 
3334-3339 3341-33463356-3359 3403 3412-3416 3436-3437 3448 
3458-3469 3474 3485 3496-3501 3506-3507 3514-3523 3526 3530- 
3532 3560-3562 3565 3567-3572 3575-3576 3579-3583 3587-3596 
3600-3609 3613 3669 3676-3678 3680 3683 3688 3692 3697 3708 
3713-3714 3717-3718 3720-3722 3729 3732 3747-3749 3755-3757 
3760 3766 3769 3773 3776 3786 3788-3790 3796-3797 3806-3807 
3809-3810 3814 3820-3823 3829 383 1 3840-3842 3855 3860 3887 
3892-3901 3903 3906-3915 3922 3937-3941 3944 3951-3956 3967 
3978-3985 3987-3990 3992 3997-4014 4016 4022 4024-4025 4030- 
4031 4033 4041 4053-4058 4060-4064 4066-4068 4072-4080 4082- 
4085 4087-4098 4100-4108 41 1041 14-4121 4125-4127 4132-4134 
4138-4146 4150-4156 4163 4172-4173 4175-4177 4183-4186 4191 
4197-4207 4209-4218 4220-4225 422? 4230 4234-4235 4241 4243 
4250-4255 4260-4264 4276-42794281 4287-4288 42904292-4295 
4298-430 1 4303-4306 4309-43 12 43 14-43 16 4320-4325 4329-4330 
4335 434 1 4344-4349 4355-4360 4363-4366 4368-4371 4375-4377 
4379-4382 4386 4389 4392-4396 4400 4407 4425 4429 4436 4442 
4444-4445 4486 4491-4497 4499-4500 4505-4508 4524-4530 4532- 
4541 4543 4554 4564-4567 4571-4574 4576 4582-4585 4587 4590- 
4591 4598-4601 4607-4613 4623-4624 4628-4631 4633-4642 4644- 
4649 4651-4653 4655-4663 4671-4672 4686 4688-4689 4693-4695 
4703 4712 4728-4729 4731 4733-4735 4737-4739 4745 4748-4753 
4755-4764 4774-4775 4781-4784 4789 4802 4806-4808 4810 4814- 
4815 4818-48204822-4823 4827-4831 4837-4841 4847-4853 4872- 
4875 4877-4885 4887 4892-4898 4902-4910 4916 4919 4937-4951 
4953 4966-4967 4978-4980 4990-4995 5010-5017 5019 5027 5033- 
5038 5040-5044 5051-5052 5064 5069-5070 5073-5074 5078-5081 
5084-5086 5090-5093 5095 5099-5 101 51 05-5 1 06 5 11 6 5 1 25-5 1 32 
5137-5146 5151 5162 5164 5170 5173 5182-5190 5193-5196 5204- 
5208 5210-5215 5217 5233 5236-5238 5240 5250-5251 5262 5272- 
5274 5277-5281 5284 5287 5301-5302 5306 5313-5315 5323-5327 
5329-5330 5333-5335 5337-5338 5340-5349 5351-5352 5356 5360 
5365 5371 5373 5376-5382 5384-5389 5394 5400-5416 5418-5423 
5427 5438 5449 5456 5459-5460 5464 5468-5469 5471-5472 5476- 
5482 5484-5485 55 i i 5531-5537 5539 5543-5545 5566-5569 5579 
5582 5591-5605 5610-561 1 5616 5627 5631-5632 5638 5641-5642 
5645-5648 5654-5659 5661-5663 5693 5696-5699 5701-5704 5706 
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5725 5747-5748 5750-5754 5760-5763 5771 5782 5802 5804-5810 
5814 5818-58205825 5835-5878 5891 5912-5913 5915 5918-5919 
5921-5923 5925 5929-5930 5934-5940 5944-5945 5947 5957-5963 
5969 5971-5976 5987-5988 5998-6001 6022-6023 6025-6035 6046 
6055-6060 6064-6066 6069 6074-6077 6079 6088 6090 6092 6094- 
6098 61 14 6124-6128 6131-6132 6134 6137-6142 6148-6154 6158- 
6162 6180-6183 6186-6189 6193 6198 6201 6209-6211 6223 6235- 
6237 6245-6246 6249-6250 6260-6265 6267-6274 6276 6278-6281 
6300-6303 6314-6320 6322-6330 6333-6336 6339-6344 6352-6354 
6356-6358 6364-6365 6367-6372 6377 6388 6392-6394 6399 6404 
64 10 6412-64 14 6420 6422 6424-6429 6434-6436 6441 6443-6446 
6450-6451 6453-6458 6463-6465 6470-6471 6475 6489-6496 6499- 
6501 6506-6507 6509 6525-6530 6540-6541 6543-6550 6552-6556 
6558 6573-6574 6580 6583-6587 6591 6596 6598 6606-6608 6618 
6624-6625 6639 6650 6656 6658-6660 6662-6666 6683 6697-6703 
671 1-6712 6735 6755-6758 6768 6793 6797 6801 6824-6826 6828- 
6836 6849 6851-6854 6856 6862-6886 6903-6904 6906 6915 6917- 
6919 6922-6923 6926 6946-6948 6972 6978-6979 6983 6993-6996 
7003 7012-7014 7016 7019 7028 7069-7070 7078 7083-7096 7098- 
710771097116-71197121-7122 71267132-7134 7145-7151 7154 
7168 7185-7189 7194-71957197 7208 7219-7221 7230-7231 7235- 
7236 7238 7241 7249 7252 7263-7265 7274 7281 7284-7287 7291- 
7293 7296 7307 7318-7322 7329 7338-7340 7342-7345 7353 7362- 
7363 7365-7366 7371-7374 7376-7379 741 1-7412 7420-7429 7431- 
7440 7442-7446 7452-7460 7462-7465 7467-7468 7474-7475 7487- 
7495 7497-7500 7504 7515 7526 7535 7538-7546 7551-7553 7555 
7558 7569 7587-7589 7591 7641-7643 7664-7665 7673-7675 7677 
7686 7697 7706-7707 7711-7718 7720-7724 7730 7735 7738-7739 
7741 7744-7755 7760 7763 7771-7772 7775 7790 7795-7797 7807- 
7810 7817-7819 7822-7823 7829 7835-7836 7839-7840 7846-7865 
7873-7879 7885 7889-7897 7899-7900 7902-7908 7910-7913 7915- 
7916 7942 7949-7953 7955-7957 7962-7964 7966 7969-7973 7989- 
7990 7996 8010-8016 8025 8027-8028 8044-8046 


fetal Jiver- 
spteen 


Columbia 
University 


FLS002 


12 22-23 27-29 40-42 44 66 71-72 77-79 122 136-143 145-154 156- 
163 170-175 192-193 205-207 215-220 223-232 237-239 246-266 
268-277 280 295-301 311-317 326-328 332 334 340-341 349-354 
356-361 365 367-375 382-383 385-387 389-398 400 404-407 411- 
420 422 432 436-443 445-449 466 476 478-479 495-497 508-515 
517-521 528-529 538 541-542 547-549 551 555-556 567-570 574- 
580 586-593 595-600 602-604 606-612 618-620 627-633 635-645 
649-653 657-662 666 668 677 679-683 686-688 690-692 707-708 
722-725 727-728 730 732-741 743 748-749 753 757-764 766 772- 
775 779-782 784-785 795 806 816 818 820-821 823-825 833-835 
837 841-843 846-849 851 856-857 868 872-874 876-879 884-885 
890 905-909 91 1-912 915-917 923-930 932 934 945-948 954 960- 
961 963-965 967-968 972-973 980-985 991-993 995-1000 1005- 
1009 1015-1017 1029 1031-1035 1037-1040 1042-1043 1049 1053 
1081 1087-1088 1090-1094 1113 1116-11191127-1128 1131-1132 
1 136 1 146-1 148 1 156-1 160 1 167-1 172 1 174-1 176 1 182 1 184-1 191 
1202-1203 1205-1207 1211-1214 1216-1218 1221-1225 1227-1230 
1236-1238 1241-1242 1246-1250 1253 1257-1258 1261 1263-1265 
1279-1281 1283 1286 1290-1293 1303-1304 1323-1326 1328-1331 
1338-1344 1369-1370 1372-1373 1377-1379 1381-1387 1419-1420 
1423-1426 1447 1458-1460 1473-1478 1484-1485 1499 1501 1510- 
1515 1517 1528-1533 1543-1547 1 552-1559 1561 1564-1569 1571 
1580 1589-1595 1601 1603 161 1-1612 1614 1621-1622 1625 1628- 
1633 1635 1638-1641 1645 1648-1652 1654 1657-1663 1671-1672 
I674-I680 1691-1699 1705 1707-1709 1716 1718 1727 1730-1731 
1741-1749 1751-1763 1768-1771 1774-1777 I782-I790 1792-1794 
1796-1804 1806 1809 1823-1826 1828-1831 1843 1846 1848-1851 
1857-1861 1867-1870 1877-1880 1882-1886 1888-1891 1893-1901 
1903 1907-1910 1915-1918 1921-1924 1926-1934 1937-1940 1946 
1948-1951 1962-1964 1968-1969 1971-1972 1976-1978 1980-1989 
1991-2000 2002-2008 2010-201 1 2013 2023-2037 2039-2040 2042- 
2051 2053-2063 2066-2075 2077-2083 2085-2086 2088-2091 2105 
2110-21122114-21172128-21292131-2134 2138 2141 2143 2146 
2155-2159 2162-2163 21682171-2174 2177-21812187-2200 2204- 
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2208 2216-2218 2220-2223 2225-2226 2228 2230-2231 2234-2242 
2244 2253 2265 2284-2286 2288-2294 2319-2321 2328 2330 2332- 
2339 234 1-2344 2352-2356 2359-2361 2363-2365 2371-2375 2380- 
2386 2391-2400 2407 2412-2423 2425-2432 2437 2448 2450-2459 
2466-2470 2476-2478 2480 2482 2493 2500-2509 2533 2547-2548 
2551-2554 2558-2563 2569-2571 2576-2577 2580-2583 2585-2586 
2588-2589 2595-2597 2602 2617-2624 2632-2634 2638-2640 2664- 
2665 2667 2672-2676 2694-2697 2699-2704 2706-2709 2714-2715 
2718-2721 2723-2728 2730-2733 2744-2745 2750-2753 2762 2764 
2767-2768 2772 2774-2776 2781-2783 2785-2786 2793 2795 2798- 
2804 2813-2821 2823-2824 2828 2835-2837 2842-2844 2846 2851 
2853-2854 2857-2858 2898 2909-2914 2921-2922 2924 2933-2935 
2938-2939 2941-2944 2952-2954 2978-2979 2981-2987 301 1 -3012 
3014 3016-3017 3020-3022 3026-3034 3036-3040 3052-3053 3064 
3066-3067 3071-3080 3082-3091 3093-3094 3097 3101-3102 3104- 
3105 3108 31 12-31 13 3115-31 17 3127-3138 3144-3147 3149 3160- 
3 1 68 3 1 7 1 -3 1 80 3 1 87 3 1 90 3 1 93-3 1 94 3 1 97-320 1 3203-3204 3206 
3212 3217-3218 3221-3222 3227-3231 3233 3236-3237 3244 3246- 
3248 3256 3262-3264 3267 3271-3275 3285 3289-3297 3299-3302 
3313 3317 3323-3325 3331 3334-3335 3338-3339334633493355 
3358-3359 3385 3389-3391 3396 3398-3400 3416 3433-3434 3436- 
3439 3448 3458-3459 3464 3467-3469 3485 3497-3498 3506 3517- 
3523 3561-3562 3567-3572 3574-3576 3579-3580 3583 3588-3596 
3605-3606 3610-3612 3614-3616 3626 3628-3629 3677 3682-3683 
3696-3708 37163729 3732 3734-3735 3744 3748 3751-3753 3755- 
3757 3760 3763 3769 3776 3783-3786 3788-3790 3796-3797 3799 
^3803 3812 3821-3822 3829 3850 3855 3887 3892 3900-3901 3903 
3906-3907 3909-3912 3922 3937-3940 3944 3951-3955 3967 3969- 
3971 3974 3978 3986-3990 3993-3994 3997-4001 4006-4007 4009- 
4014401640224030-4031 4033-4039 4041 4047-4049 4057-4058 
4060-4062 4064 4072-4074 4082-4085 409 1-4097 4 1 04-4 1 08 4 126 
4138-4142 4144-4146 4150-4153 4157-4162 4164-4174 4176 4183- 
4185 4198 4207 4209-4210 4213 4215 4217-4218 4220 4222 4225 
4228 4231-4232 4240 4242-4245 4249-4255 4265-4269 4273 4276- 
4279 4287-4288 4307 4309-43 1 1 4320-4323 4325-4328 4336-4341 
4344-4345 4347-4349 4355-4360 4368 4379-4382 4386 4389 4396 
4400 4407 4413-4414 4418-4425 4429 4434 4438 4442 4446-4453 
4464 4466-4467 4488 4490 4494-4497 4499-4500 4505-4508 4515- 
4516 4528-4529 4533-4539 4544-4546 4561 4564 4566-4567 4571- 
4575 4577-4579 4582-4585 4587 4590-4591 4599 4604-4605 4610 
4615 4618-4619 4623-4624 4651-4653 4655-4663 4673-4674 4677 
4686 4688-4689 4693 4699-4701 4703 4705 4709 4712-4713 4726- 
4727 473 1 4733-4735 4737-4739 4743 4754 4758-4760 4763-4764 
4774-4775 4777 4802 4804 4806-4808 4810 4814-4815 4817-4819 
4822-4823 4827-4831 4837 4847-4853 4872-4875 4877-4880 4884- 
4885 4892-4897 4902-4903 4907-4908 4917-4918 4921-4926 4930 
4932-4936 4940-494 1 4943-4944 4948-4951 4964 4966-4967 4969- 
4972 4975 5010-5013 5020 5033-5038 5040-5044 5051-5054 5056- 
5060 5062 5064 5069-5070 5073-5074 5078-5082 5087-5088 5090- 
5093 5095 5097-5098 5105-5106 5116 5123 5125-5126 5128-5130 
5135 5138 5142-5149 5170 5182-5183 5185-5187 5189-5190 5193- 
5194 5196 5212-5215 5225 5231-5232 5236-5238 5240 5265-5266 
5270-5274 5282-5285 5296-5297 5312 5314-5315 5319-5322 5329- 
5335 5338 5340-5349 5351-5352 5371 5373 5385-5387 5392-5393 
5399 5401-5404 5406-5407 5413 5420 5436 5441 5455 5457 5464 
5476-5477 5481 5490-5497 5523 5534-5537 5539 5543 5560 5566- 
5569 5571 5573-5577 5588 5591-5593 5595-5596 5610-5612 5631- 
5632 5671 5694 5696-5700 5703-5705 5713-5715 5717-5718 5722- 
5723 57605771 5782 5800-5801 5806-5810 5814 5818-5820 5822 
5825 5835-5850 5854-5859 5871 5873-5878 5881-5887 5900-5901 
5911 5927-5928 5934-5935 5937-5940 5944-5945 5949-5950 5952- 
5953 5961 5968 5977-5979 5981-5982 5985-5986 5998-6001 6003 
6030-6032 6055-6056 6058-6060 6069 6072-6073 6078 6092 6104- 
6106 6124-6128 6134 6148-6152 6161-6167 6169-6170 6174 6176 
6181-6182 6195-6196 6199-6200 6223 6235-6237 6242-6243 6245 
6249-6250 6260-6265 6267-6274 6276 6278-6281 6286-6287 6289 
6295-6299 6306-63 1 0 63 1 4-6320 6322-6330 6336-6338 634 1 -6344 
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6353 6356-6358 6361-6362 6368-6369 6377 6388 6394 6400-6402 
6412 6420 6422 6424-6429 6441 6443-6446 6454 6470^471 6490- 
6491 6494 6498-6502 6517-6518 6550 6552 6557 6573 6583-6584 
6586-6587 6598 6606-6608 6612 6618 6628 6684 6695 6702-6703 
6711-6712 6715-6716 6735 6755-6758 6772 6787 6796 6801 6872- 
6875 6877 6881 6885-6887 6897-6898 6903 6906 6909 6932 6949- 
6950 6954 6960 6968 6972-6977 6993-6996 7007-7010 701 2-7013 
7016 7018 7034 7042 7063 7087-7091 7126 7130 7148 7163 7165- 
7166 7215 7319-7320 7340-7341 7374 7377-7379 7408 7419 7423 
7437-7438 7440-7441 7446 7452 7474-7475 7479-7480 7482 7487- 
7489 7519-7522 7543-7544 7549-7550 7562-7563 7595-7596 7599 
7630-7632 7635 7663 7673-7675 7677 7686 7697 7723-7726 7730 
7741 7752 7760 7771-7772 7782-7783 7790 7795-7796 7805 7811- 
7813-7835-7836 7844-7845 7874-7879 7899-7900 7942 7953 7955- 
7958 7984-7986 7988 7997 7999-8000 8012-8019 8025 8036-8037 
8044-8046 


fetal Jivcr- 
spleen 


Columbia 
University 


FLS003 


7 28-29 223-228 268 270-273 299-301 376 378-383 557-558 844- 
845 923-927 1355-1359 1361-1363 2136 2284 2584 2699-2704 2795 
3123-3125 3468-3469 35603562 4053 40664091-4097 4183-4185 
6364-6365 6367 71 16 7186 7197 7263 7274 7850 7852-7861 7893- 
7894 


fetal liver 


Invltrogen 


FLVOOl 


7 49-51 55 78-79 223-228 237-239 265-266 282-284 295-301 309 
3 1 1-314 335-337 363-364 375-376 378-383 387 389-397 433 444 
455 460 474-475 480-482 495-497 536-537 540-542 586-592 613- 
614 616 650-655 666 668 679-681 707-708 724-725 744-745 757- 
764 766 816 818 822-825 840-845 872-874 900 902 919-921 945 
963-969979999-10001011-1013 1047-1048 1051 111011121151- 
1 152 1163 1 174-1 175 1 177-1 179 1 191-1 193 1 195-1 196 121 M214 
1216-1218 1299-1301 1338-1340 1346-1348 1350-1359 1361-1363 
1381 1405-1406 1514 1552-1559 1561 1585-1586 1589-1590 1592- 
1594 1601 1603 1628-1633 1635 I642-I643 1698-1699 1703-1704 
1706 1747-1748 1751-1754 1763 1775-1777 1850 1861 1870 1895- 
1901 1904-1905 1923-1924 1926-1929 1938-1940 1962 1977-1978 
1980-1989 1991 2063 2106-21082124-2127 2136 2177-2178 2180 
21 85-2186 2284-2286 2380-2382 2389-2395 2397-2400 2425-2428 
2430-2432 2435 2476-2478 2480 2494 2503 2505-2507 2528 2533 
2539 2545 2556 2567 2600-2601 2682 2730-2733 2787 2994-2997 
3015 3039-3040 3043-3050 3052 3100 3151-3155 3173-3177 3244 
3256 3266-3267 3274 3285 3296 3299-3302 3355 3436-3437 3449- 
3450 3452 3468-3469 3506 3562 3610-3612 3620-3622 3743 3745 
3829 3849 3944 3955 3967 4053 4064 4066 4087 4089-4097 4104- 
4105 4138-41424144-41464150-4153 4172-4173 41764183-4185 
4234-4235 4326-4328 4357 4368 4379 4445 4459 4491-4493 4516 
4533-4539 4544-45464659-4663 4693 4728-4729 4806-4808 4810 
48 14-4815 4847-4853 4874-4875 4877-4880 4953 4981-4984 4986- 
4989 5010-5013 5073-5074 5144-5146 5189-5190 5197-5202 5204- 
5205 5207 5216 5218-5221 5270-5272 5274 5401-5404 5406-5407 
5416 5427 5531-5533 5677 5703-5704 5747-5748 5760 5771 5782 
5934-5935 5937-5938 5961 5987-5988 6030-6032 6104-6106 6145 
6199-6200 6300-6303 6333-6335 6339-6340 6377 6388 6399 6410 
6412 6420 6422 6450-6451 6453-6454 6470-6471 6499-6501 6607 
6618 6654 6656 6704-6705 6755-6758 6765 6869 6872-6875 6922- 
6923 6959 6968 6973-6977 6982 6984-6987 7012-7013 7016 7063 
7069-7070 7118 7121 7186 7194-7195 7197 7262-7263 7274 7310- 
73 ! 1 7393-7395 7427 7462-7465 7467-7468 7543-7544 7677 7686 
7697 7771-7772 7795-7796 7808-7810 7837-7838 7847 7874-7879 
7949-7952 7963 7993-7995 8041 


fetal liver 


Clontech 


FLV002 


432 538 645 753 852-853 856954 1654 1749 1849 2412-2417 2419- 
2423 2898 2909 3118-3119 3575-3576 3579-3580 3837 


fetal liver 


Clontech 


FLV004 


28-29 61-65 78-79 184-187 189-190299-301 385-386 547-549 551 
602 650-653 658 722-723 748-749 939-943 999-1000 1006-1009 
1 124-1 125 1589-1590 1592-1594 1596-1600 1698-1699 1701-1704 
1706 1782 1938-1945 2027-2033 2035-20362136 2177-21782180 
2200 2204-2205 2207-2208 2215 2220-2223 2234-2238 2240-2242 
2285-2286 2332-2339 2380-2382 2391-2394 2584 2600-2601 2714- 
2715 2803-2804 2925-2929 2938-2939 2941-2942 2982-2987 31 16- 
31 17 3122 3133 3171-317235063937-39404060-4062 4104-4105 
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Library Name 
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45824585 4628-463 1 4659-4663 48844885 5272 5274 53 19-5322 
5416 5427 5841-5845 6260-6265 6267-6274 6336 64I3-64I4 6470- 
6471 6545-6546 6755-6758 6922-6923 7060 7118 7121 7231 7241 
7252 7340 7425-7426 7543-7544 7706 7808-7810 7942 7953 7955- 
7957 7993-7995 


fetal 
muscle 


Invitrogen 


FMSOOl 


237-239 246-248 250-259 261-264 318-320 323-325 332 334-337 
363-364 382-383 476 478-479 518-524 555-556 571 573 654-655 
666 668 674-676 710-719 724-725 744-745 757-764 766 782 876- 
878 887-889 891 903-909 930 963-965 967-968 1058-1061 1073- 
1080 1087-1088 1090-1094 1 104-1109 1115 1119 11615 1177-1179 
1202-1203 1205-1207 1213-1214 1216-1218 1266 1287 1289 1303- 
1306 1308-1309 1339-1340 1355-1359 1361-1363 1374-1375 1381 
1448-1449 1451-1456 1462-1465 1484-1485 1529-1533 1563 1595 
1671-1672 1705 1714 1716 1718 1727 1747-1748 175 M 754 1765- 
1767 1850 1857-1861 1870 1888-1890 1910-1913 1930 1959 1974 
1977-1978 1980-1989 1991 2016-2022 2063 2092-2093 21372164- 
21662169-2170 2224 2284 2289-2294 2425-2427 2533 2682 2694 
2708-2709 2726-2728 2750-2753 2762 2787 2795 2852-2854 2857- 
2858 2900-2908 2910-2914 2930-2931 2973-2974 2998-3001 3039- 
3040 3052 3134-3135 3156-3158 3212 3222 3233 3288 3356-3357 
3385 3396 3431-3432 3444 3499-3501 3506 3548 3560 3588-3589 
3683 3745 3788-3790 3836 3993-3994 4063-4064 4067-4068 4083- 
4085 4133 4336-4340 4357 4368 4379 4436 4486 4491-4493 4526- 
45274532 4571-4575 4577-4579 4616-4617 4761 4827-4831 4837 
4847-4853 4892 4969-4971 5056-5060 5062 5078-5081 5125-5126 

5478-5480 5537-5539 5566-5569 5671 5684-5692 5694 5705 5752- 
5754 5821 5854-5857 5900-5901 5908-5909 5998-6001 6030-6032 
6083-6084 6143-6144 6181-6182 6294 6420 6422 6440 6442-6446 
6454 6605 6681 6763 68Sl-fiRS4 f\R79-AR7S fiQ*?Q Mdl 7Am 
7010 7087-7089 7191 7194-7195 7256 7289-7290 7298 7358-7359 
7377-7379 7551-7553 7587-7589 7664-7665 7673-7675 7771-7772 
7808-7810 7899-7900 7943 7987 8024 


fetal 
muscle 


. Invitrogen 


FMS002 


4-5 477 488 666 668 887-889 891 923-927 929 1056-1057 1266 
1299-1301 1305-1306 1308-1309 1428 1430 1686-1689 1782 2063 
2204-2205 2207-2208 2232-2233 2284 2425-2427 2956-2960 3052 
4064 4508 5752-5754 7771-7772 7808-7810 


fetal skin 


Invitrogen 


FSKOOl 


7 9-11 16-17 4(M2 55 66 77-79 123-124 136-143 145-163 166 178- 
179 237-239 246-248250-259 261-264 309 311-314 323-325 335- 
339 368-374 376 378-383 387 389-396 404-407 423 432-433 444 
450-456 476-482 488 501-504 506 514-515 517 522-526 538 552- 
556 559-560 562 574-580 584-585 607-612 622 624 645 647-649 
654-655 658 666 668 684 686-688 690-691 704-706 708 710-719 
722-723 753 767 771 780-782 785 829-832 840-845 856 864-867 
869 872-874 887-889 891-892 900 902 911-912 923-927 935-936 
945-948 954 963-965 967-969 979-985 988 994 1015-1017 1022 
1031-1035 1051 1056-1061 1063 1072-1080 1083 1089 1100 1110- 
1112 1114-1119 11221129 U32 1140 1151 1161-11621164-1165 
1177-1179 121 1-1212 1221-1225 1227-1230 1264-1265 1287 1289 
1305-1306 1308-1309 1317 1319 1328-1331 1355-1359 1361-1363 
1374-1375 1381 1395-1399 1428 1430 1447 1458-1460 1470-1471 
1484-1485 1489-1493 1495-1496 1514 1539 1541-1542 1550-1558 
1572-1578 1580 1591 1601 1603 1621-1622 1625 1644-1646 1655 
1657-1663 1665-1666 1674 1676-1678 1681-1684 1690-1693 1695- 
1696 1701-1709 1716 1727 1738 1746-1748 1750-1754 1765-1767 
1782 1790 1792-1797 1843 1845 1857-1860 1866 1874-1876 1888- 
1890 1895-1901 1904-1905 1910 1922 1931-1934 1937 1964 1974 
1977-1978 1980-1989 199M 995 2002-2008 2010-201 1 2013 2023 
2027-20362039-20402063 2081-2083 2085-20862088-2093 2109 
21 14-2118 2120-2123 2137 2141 2146-2152 2157 2164-2166 2168- 
2 1 70 2 1 77-2 1 80 2 1 87-2 1 99 2204-2208 22 1 6>22 1 8 2224-2226 2228 
2234-2242 2244 2253 2265 2282-2284 23 1 9 233 1 2352-2356 2359- 
2361 2380-2382 2387-2388 2450-2451 2463 2480 2494 2498-2499 
2528 2533 2539 2545 2556 2564-2565 2567 2599 2613-2615 2627 
2629-2631 2639-2640 2646-2654 2656-2663 2679-2686 2688 2706- 
2709 2729 2738 2746 2750-2760 2762 2774-2777 2784 2792 2794 
2806-2812 2822 2846 2849-2850 2855 2859-2860 2938-2939 2941- 
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Source 


Library Name 
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2942 2950 2961-2974 2980 2982-2987 2991 3015 3039-3040 3042 
3052 3055 3073-3077 3087-3091 3093 3096 3101-3102 3104-3105 
31 16-3117 3123-3125 3156-3158 3204 3230 3246-3248 3278-3279 
3299-3302 33 10 33 13 3350 3356-3359 3401 3417 3419 3458-3459 
3467 3497-3498 3508-3509 3560 3583 3590-3596 3607-3609 3683 
3686 3693-3694 3704-3707 3743-3745 3749 3788-37903805-3807 
3809-3810 3824 3830 3850 3853-3854 3861 3871 3881 3968 3979- 
3985 3993-3994 4002 4007 4009 4015 4024-4025 4030-4031 4033 
4053 4063-4064 4066-4068 4083-4085 4087 4089-4098 4100-4103 
4134 4138-4142 4144-4149 4157-4162 4164-4171 4181 4187 4213 
4219 4250-4255 4260-4263 4311 4320-4323 4325-4328 4357 4368 
4373-4374 4379 4386 4389 4400 4406 44 1 5 4450-4452 4459 4468- 
4469 4486 449M497 4499-4500 4505-4507 4513-4514 45 16 4524 
4526-45274529 4531 4533-4539 4542 4551 4554 4561-4562 4565 
4571-4574 457645804598 4600-4601 4618-46194628-4631 4667 
4671-4672 4693 4705 4749 4753 4755-4756 4799-4801 4805 4817 
4837 4847-4853 4856-4860 4874-4875 4877-4880 4893-4896 4948- 
4951 4985 49965000 5023-5025 5051-5052 5078-5082 5105 51 16 
5123 5144-5146 5153-5155 5189-5190 5225 5234-5235 5272 5274 
5286 5298 5316 5342-5349 5351-5352 5358-5359 5365 5370 5399 
5401-5404 5406-5407 5462-5463 5468-5469 5566-5569 5599-5602 
5610-561 1 5644-5648 5652 5654-5656 5671 5694 5705 5747-5748 
5761-5763 5841-5845 5862-5868 5870 5872-5878 5900-5901 5904 
5913 5925 5936 5957 5959-5963 5998-6001 6003 6022 6025-6029 
6055-6056 6058-6063 6078-6079 6088 6090 61 45 6209-621 1 6242- 
6243 6248-6250 6293 6310 6352-6353 6356-6358 6373-6376 6378- 
6387 6389-6391 6399 6410 6412-6414 6443-6446 6450-6451 6453- 
6454 6459-6460 6521-6530 6535 6540 6547-6548 6578-6580 6586- 
6587 6598 6607 6618 6628 6654-6656 6689 671 1-6712 6752 6765 
6772 6775 6783-6785 6789 6837 6839-6848 6851-6854 6869 6872- 
6875 6903 6906 6931 6938-6942 6946-6947 7002 7007-7010 7018 
7045 7058 7087-7089 7098-7107 7109 71 12 71 16 7185 7187 7216 
7220-7221 7238 7256 7338-7340 7343-7345 7372-7373 7377-7379 
7385 7462-7465 7518 7541 7571 7587-7589 7676-7680 7686 7697 
7727-7728 7756-7758 7773 7806 7808-7810 7825-7826 7841-7842 
7874-7879 7884 7915-7916 7942-7943 7966 7989-7990 7997 7999- 
8000 8024 8030 8032 8041 


fetal skin 


Invitrogcn 


FSK002 


21 123-124 164-165 196-197 205-206 360-361 374 398 400477 488 
525-526 545-546 708 757-764 766 841-843 915-917 923-927 949- 
950973 1192-1193 1195-1196 1231-1232 1382-1384 1458-1460 
1552-1558 1595 1611 1655 I657-I663 1690 1703-1704 1706 1711- 
1713 1730-1731 1747-1748 1751-1754 1852-1855 1881 1892 1904- 
1905 1911-1913 1946 1948-1951 1992-1995 2039-20402081-2083 
2141 2143 2146 2157 2168 2179 2187 2196 2204-2208 2217 2228 
2234-2242 2244 2253 2265 23 1 9 2374 2385 2396 2407 24 1 8 2429 
2437 2448 2459 2470 2482 2496-2497 2584 2587 2598 2792 2798- 
2804 2842-2843 2900-2908 2989-2990 2992-2993 3009 3064 3066- 
3067 3071-3072 3101-3102 3 104-3 105 3122 3 134-3135 3307 3325 
3696 3698-3702 3904-3905 3937-3940 4022 4024-4025 4320-4323 
4325 4549-4550 4552-4553 4621 4632 4643 4654 4734^735 4806- 
4808481048374884-4885 4920 4931 5099-5101 52165218-5221 
5338 5342-5349 5351-5352 5644 5962-5963 6148-6152 6249-6252 
6720 6765 6872-6875 7038-7039 7291-7293 miimi^ 179UTJ93 
7839 7953 7955-7957 


fetal spleen 


BioChain 


FSPOOI 


28-29 385-386 450-454 456 552-554 593 595-596 649 730 1056- 
1057 1264-1265 1498 2185-2186 2232-2233 2345-23464516 4554 
4565 4576 5416 5427 6161-6162 6735 7231 7241 7252 7808-7810 
7966 


umbilical 
cord 


BioChain 


FUCOOl 


7 28-29 40-42 55 71-72 123-124 155 166 178-179 194-195 223-232 
237-239 246-248 250-259 261-266 302 309 323-325 329-331 335- 

433 442-444 455 460-465 467-468 476-479 488 500 514-515 517 
522-524 538 571 573 584-592 597-600 602-604 606 618-620 627- 
633 635-640 645 647-649 654-655 658-662 666 668 686-692 700 
707-709 720 731 742 753 757-764 766 771 833-835 841-843 856 
859-862 867 869 872-874 880-881 892-895 905-909 91 1-913 923- 
927 929-930 935-936 954 963-965 967-969 973 979 987-988 994 
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Library Name 


SEQ ID NO: 








1014 1022 103M 035 1037-1040 1042-1043 1056-1061 1068-1071 
1084-1086 1 101-1 103 1 1 10 1 1 12 1 1 15-1 1 18 1 124-1 125 1 131 1 156- 
1 160 1 165 1 167-1 172 1 174-1 175 1 183 1 192-1 196 1204 121 1-1212 
1221-1225 1227 1239 1250 1253 1258 1261 1264-1265 1269 1299- 
1301 1303-1304 1317 1319 1334-1336 1355-1359 1361-1363 1365- 
1368 1382-1384 1395-1399 2411-1413 1423-1426 1447-1449 1451- 
1456 1458-1460 1473-1477 1498 1500 1503-1504 1506-1507 1526 
1528-1533 1536 1538 1541-1542 1565-1566 1587-1588 1604-1606 
1611 1621-1622 1625-1626 1640-1641 1654 16741676-1678 1681- 
1684 1686-1689 1701-1704 1706 1711-1713 1737 1739-1746 1749 
1755-1760 1762-1763 1768-1771 1783-1789 1799-1804 1825-1826 
1828-1831 1843 1845 1849 1862-1863 1867 1874-1876 1887-1890 
1895-1901 1911-1913 1973-1974 1977-1978 1980-1989 1991 1996- 
2000 2002-2008 2010-201 1 2013-2023 2034 2039-2040 2063 2085- 
2086 2088-2093 2106-2108 21 18 2120-2123 2136-2137 2141 2146- 
2152 2155-2159 2164-2166 2168-2174 2179 2187 2196 2200-2214 
2216-2218 2228 2230-2231 2239 2244 2253 2265 2282-2284 2288 
2319 2332-2339 2341-2346 2350 2352-2356 2359-2361 2363-2365 
2376 2381-2382 2389-2390 2428 2430-2434 2452-2453 2455-2458 
2460 2483-2484 2494-2499 2503 2505-2506 2512-2514 2529-2531 
2533 2544 2546 2564-2565 2584 2627 2629-2634 2638-2642 2679- 
2682 2689-2693 2706-2709 2714-2715 2718-2721 2723-2725 2730- 
2733 2737 2739-2741 2744-2745 2764 2766-2768 2777 2781-2787 
2789-2792 2798-2804 2808-2812 2823-2824 2910-2914 2923 2938- 
2939 2941-2942 2952-2955 2982-2987 2998-3001 3020-3022 3039- 
30403052 3069 3073-3080 3082-3091 3093 3095 3100-3102 3104- 
3105 3 1 16-31 17 3156-3158 3179-3180 3212 3217-3218 3221-3222 
3230 3233-3237 3245-3250 3255 3259-3261 3286-3287 3289-3295 
3297 3299-3302 3304 3346 3350 3356-3357 3362 3430 3433-3434 
3436-3437 3441 3468-34693499-3501 3504 3508-35093521-3525 
3527-3532 3560 3568-3571 3575-3576 3579-3582 3590-3591 3600 
3617 3624 3626-3627 3635 3646 3669 3677-3678 3688 3713-3714 
3758-3759 3761 3763-3765 3785 3791-3794 3796 3817-3819 3845- 
3846 3855 3860 3884 3937-3940 3944 3948-3949 3955 3967 3978 
3987 3993-3994 3997 4002 4006 4012-4014 4016 4024-4025 4035- 
4039 4053 4064 4066 4075-4076 4078-4080 4083-4085 4087 4089- 
4098 4100-4101 4106-41084126 4133 4183-4185421842204230 
4232 4240-4243 4250-4258 4283 4286 4289 4295 4326-4328 4355- 
4360 4363-4366 4368-4371 4377 4379 4384 4389 4400 4415 4422 
4424 4429 4442 4444-4445 4465 4505-4507 4509 45 1 5 4520 4524 
4526-4527 4549-4550 4552-4553 4561 4568 4571-4574 4587 4590- 
4591 4599 4610 4658 4664-4667 4670 4686 4688-4689 4703 4706 
4745 4774-4775 4777 4791 4795 4813-4815 4856-4860 4884-4886 
4888 4904 4910 4917-4918 4921-4926 4930 4932-4936 4940-4941 
4943-4944 4953 4965 4978-4984 4986-4989 4999 5007 5010-5018 
5028 5039 5053-5054 5064 5078-5081 5084-5086 5099-5101 5105 
51 16 5142-5143 5176 5203 5277-5281 5356 5423 5435 5442 5462- 
5463-5474 5514-5515 5519 5525 5534-5536 5544-5545 5548 5550 
5566-5569 5573 5584-5585 5633 5644-5648 5654-5656 5667-5670 
5694 5705 571 1 5800-5801 5841-5846 5848-5850 5872-5874 5918- 
5919 5941-5942 5952-5953 6022 6025-6029 6083-6084 6088 6092 
6094-6098 6104-6106 61 16-61 17 6121-6122 6130 6174 6193 6199- 
6200 6235-6237 6260-6265 6267-6274 6276 6278-6281 631 1-6318 
6333-6335 6352 6361-6362 6399 6410-6412 6420 6422 6424-6427 
6485 6506-6507 6509 6517-6518 6550 6552 6571 6583-6584 6589 

iliCIO C£fV^ C£nC £.£.*>0 £./Hk./L i^QiCT iLO'7\ £00^^ ^Of\£. ^f\l\t\ ^€\fi'\ 

oolZ dd22 6625 6628 6645 oo5o ooo7 0571 d8o2 6896 6909 6922- 
6923 6929 6934-6937 6939-6942 6984-6987 7035 7087-7089 7098- 
71077109 7140-7141 7162 7186 7197 7238 7246-72477263 7274 
7285 7291-7293 7296 7307 7318 7329 7338-7339 7342-7345 7353 

7572 7587-7589 7737 7744-7751 7753-7755 7760 7808-7810 7832- 
7834 7871-7872 7874-7879 7893-7894 7899-7900 7976 7997 7999- 
8000 


fetal brain 


GIBCO 


HFBOOl 


2 9-11 28-29 31-33 38-42 55 110 136-143 145-154 156-163 178-179 
202-203 208-209 211-212 215-217 221 223-232 237-239 246-248 
250-259261-266318-321 323-325 335-337 340-341 344 355 360- 
361 366 375 377 382-383 387-397 399 404-407 428-430 433 436- 
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441 444 448-456 46M65 467-468 476-482 488 492-493 495-497 
501-504 506 514-515 517 522-524 528-529 536-537 540 552-556 
571 573 586-592 597-600 602-604 606613-614 616627-633 635- 
640 649 654-655 658 666 668 674-676 679-681 689 692 700 704- 
709 720 722-723 730-73 1 742 751-752 755 757-764 766 770-771 
773 782 784 795 806 829-832 841-849 854-855 857-858 863 867- 
869 872-874 876-877 879-881 884-885 890 893-895 900 902 919- 
921 923-927 949-950 960-961 969-970 973 979 998-1000 1006- 
1009 1015-1018 1020 1031-1035 1044-1046 1054-1057 1073-1080 
1087-1088 1090-1094 1101-1 110 11121115 1119 1 124-1 128 1 131- 
1132 1137-1139 1141-1148 1152 1156-1160 1 163 1165 1167-1172 
1 174-i 175 1 181 1 183 1 185-1 190 1 192-1 196 1204 1210 1213-1214 
1216-1225 1227-1232 1236-1237 1250 1252-1253 1262 1264-1265 
1283-1285 1291-1293 1299-1301 1303-1306 1308-1309 1314-1316 
1328-1331 1334-1336 1341-1344 1346-1348 1350-1354 1369-1370 
1372-1375 1381-1384 1395-1399 1411-1413 1419 1428 1430 1438- 
1439 1442-1445 1458-1460 1476-I48I 1484-1485 1489-1493 1495- 
1496 1500 1529-1535 1541-1542 1563 1565-1569 1571 1576-1578 
1595 1601 1603-1606 1610-1612 1614 1621-1622 1625-1627 1638- 
1644 1646-1652 1657-1663 1681-1684 1700-1704 1706 1711-1713 
1718 1730-1736 1746 1761 1763 1772-1773 1780 1782-1794 1796- 
1798 1809 1820 1823-1824 1827 1843 1845 1848 1851-1855 1862- 
1865 1868-1869 1871 1874-1880 1882-1887 1895-1901 1903-1905 
1946 1948-1957 1960-1961 1968-1969 1971-1972 1976-1978 1980- 
1989 1991 1996-20002010-201 1 2013-20262034 2039-2040 2081- 
2083 2105-2108 2114-21 17 2128-2129 2131-2134 2136 2138-2140 
2142-2145 2147-2156 2158-2166 2169-2178 2180-21 86 2200 2204- 
2205 2207-2208 2216 2218-2227 2229-2238 2240-2242 2247 2276 
2289-2294 2322-2327 2332-2339 2345-2350 2352-2356 2359-2361 
2363-2365 2380-2384 2386-2390 2401-2406 2408-2410 2412-2417 
2419-2423 2425-2428 2430-2434 2439-2444 2452-2454 2464-2465 
2480 2494 2515-2516 2518-2531 2533 25392545 2549-2552 2556 
2558-2562 2567 2575 2585-2586 2588-2589 2595-2597 2602-2605 
2629-2636 2638 2643-2644 2664-2665 2667 2679-2686 2688 2690- 
2693 2695-2697 2714-2721 2723-2725 2730-2733 2737 2739-2745 
2750-2753 2771-2772 2792-2793 2798-2804 2825-2827 2829-2835 
2837-2838 2842-2843 2849-2850 2853-2854 2857-2858 2887 2898 
2909-2914 2919 2921 2923 2932 2938-2942 2946-2948 2950-2955 
2961 2972 2980 2982-2987 2989-2993 3002 3013 3024 3035 3041 
3073-3077 3087-3091 3093 3095-3096 3100-3102 3104-3113 3115 
3120-3121 3123-3132 3134-3139 3151-3155 3160-3168 3179-3180 
3 1 83 3 1 88-3 1 89 3 1 95-3 1 96 3 1 99 32 1 2 321 8-32 1 9 3222 3226 3233- 
3237 3246-3248 3260-3264 3284 3299-3302 331 1 3323 3325 3347- 
3350 3352-3354 3385 3396-3397 3405 341 1 3433-3434 3439 3449- 
3450 3452 3467 3470-3472 3475-3484 3486-3495 3497-3506 3517- 
3525 3527-3532 3560 3568-3571 3581-3583 3585-3586 3614 3618- 
3619 3631 3680 3682-3683 3703 3713-3714 3717-3718 3720-3722 
3732 3736-3737 3739 3747 3749 3755-3759 3761-3763 3772 3788- 
3790 3796 3832-3836 3851-3852 3860 3867-3870 3873-3876 3878- 
3880 3882-3883 3937-3940 3979-3986 4002-4005 4015 4017-4026 
4028-4031 4033-4042 4048-4049 4053 4057-4058 4066 4072-4074 
4082 4087 4089-4090 4102-4103 4133 4150-4153 4177 4183-4185 
4 1 87 4 1 89-4 1 90 4207 4209 42 1 3 42 1 8 4220 4226 4243-4245 4250- 
4259 4270 4280 4289 4291 4295 4298-4303 4313 4320-4323 4325- 
4328 4336-4341 4355-4360 4363-4366 4368 4373-4374 4377-4382 
43894400-4401 44 11 4415 4427-4429 44364487 4537-4539 4547- 
4550 4552-4561 4564-4567 4576 4590-4591 4603 4621-4624 4632 
4643 4650-4653 4655-4658 4688-4689 4703 4705 4707 47304768 
4772-4775 4777-4786 4788-4790 4792-4797 4799-4808 4810 4812- 
4817 4838-4841 4845 4884-4885 4917-4918 4921-4926 4948-4952 
4954-4958 4963 4974 4981-4989 4996 5002-5006 5008-5009 5023- 
5025 5033-5038 5040-5044 5051-5052 5064 5078-5081 5084-5086 
5090-5093 5095 5 1 2 1 -5 1 23 5 1 25-5 126 5128-5 1 30 5 1 37 5 1 4 1 5 1 44- 
5 1 46 5 1 70 5 1 88 5 1 9 1 5 J 93-5 1 94 51 96-5205 5207-52 1 5 5236-5238 
5240 5265-5266 5272 5274 5277-5281 5316 5333-5335 5353-5359 
5376-5380 5390 5409 5445-5447 5455 5462-5463 5490-5493 5495- 
5496 5528 5531-5533 5537 5539 5544-5545 5566-5569 5574-5576 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQID NO: 








5594 5605-5618 5627 5631-5632 5636 5638 5654-5659 5661-5663 
5707-5715 5717-5718 5722-5723 5755-5756 5841-5845 5875-5878 
5881-5887 5900-5901 5908-5909 5916-5917 5921-5923 5927 5934- 
5935 5937-5938 5941-5942 5971-5976 5987-5988 5998-6001 6008- 
601 1 6013-6022 6025-6029 6055-6056 6058-6060 6069 6075-6077 
6079 6083-6084 6090 6092 6104-6106 6148-6154 6161-6167 6169- 
6175 6183-6185 6198 6220-6221 6223 6235-6237 6251-6252 6260- 
6265 6267-6274 6300-6303 6306-6309 6333-6335 6339-6340 6360 
6364-6365 6367 6377 6388 6394-6398 6400-6404 6407-6409 641 1- 
6419 6440-6442 6464 6475 6516 6532 6545-6546 6550 6552 6555- 
6556 6578-6579 6586-6587 6601 6604 6628 6639 6646-6647 6650 
6658-6666 6707-6714 6804 6806 6869 6871 6882 6887-6898 6903 
6905-6906 6909 6928 6939-6942 6957-6958 6964-6965 6972 6984- 
6987 7007-7010 7029-7032 7087-7089 7098-711 1 7113-71 15 7120 

*71 Oi» Tl Ql ni Cn *7t fl^ TO^O T>'7l T^O'i nnOA t\o^ ^»€%'^ i-t-^r\t 

lizo /loD /jy^-/iyi /z3o ///i /2l>J-72o4 7286-7287 7291- 
7293 7340 7364 7375 7377-7379 7381-7392 7397 7408 7411-7412 
7414-7419 7430 7441 7482 7494 7504 7515 7526 7535 7546 7551- 
7553 7558 7569 7576-7578 7587-7589 7595-7596 7619-7620 7641- 

7796 7808-7810 7841-7842 7866-7869 7874-7879 7883 7886 7928- 
7930 7932-7933 7942-7943 7969-7973 7976 7997 7999-8000 8017- 
8019 8025 8034-8035 8041 


macrophag 
e 


Invitrogen 


HMPOOl 


28-29 71-72 398 400 486-487 489 622 624 722-723 771 816 818 
969 979 1115 1355-1359 1361-1363 1365-136815801591 1711- 
1713 1996-2000 2528 2539 2545 2556 2567 4436 5105 51 166022 
6025-6029 6413-6414 7194-7195 7874-7879 


infant 
brain 


Columbia 
Universi^ 


1B20Q2 


4-5 9-1 1 39-45 55 66 71-72 77 126-130 205-206 213-220 229-233 
237-239 246-248 250-259 261-266 309 323-328 335-337 340-341 
344 355 360-361 366 368-373 377 382-383 387-397 399 428-432 
434-441 448-454 456-459 461-465 467-468 476-482 488 495-497 
514-515 517 528-529538 541-542 552-554 571 573-580 586-592 
607-612 618-620 622 624 627-633 635-636 645 649 654-655 658 
665-666 668 674-676 685-692 695-702 709 720 722-725 73 1-743 
753 771 773 780-782 784 795 806 823-825 829-832 844-849 852- 
863 868 872-874 879-881 883-885 890 900 902 91 1-912 915-917 
919-921 923-927 930 945-950 954 969-970 979-985 1006-1009 
1015-1017 1020 1022 1031-1035 1037-1040 1042-1043 1049 1056- 
1057 1070-1071 1073-1081 1086 I096-I099 1 1 13 1116-1121 1123 
1146-1148 1152 1161-1165 1177-1179 1181-1182 1184 1202-1203 
1205-1207 1213-1214 1216-1218 1231-1232 1236-1238 1241-1242 
1264-126i5 1279-1281 1283 1286-1287 1289 1291-1293 1299-1301 
1303-1309 1314-1316 1322 1334-1336 1341-1344 1346-1348 1350- 
1359 1361-1363 1374-1375 1382-1390 1395-1399 14091411-1413 
1415 1419 1424-1426 1438-1439 1442-1445 1447 1458-1460 1462- 
1465 1470-1471 1479-1481 1486-1493 1495-1496 152M522 1534- 
1535 1552-1559 1561 1567-1569 1571 1601 1603 1615-1619 1621- 
1622 1628-1633 1635 1638-1641 1644 1646 1648-1653 1656-1663 
1665-1672 1681-1684 1690-1700 1703-1704 1706 1711-1713 1718 
1732-1736 1747-1748 1751-1754 1761 1763 1774 1782 1790 1792- 
1794 1796-1798 1806 1809 1823-1826 1828-I83I 1836-1837 1839- 
1843 1846-1847 1856 1862-1865 1868-1869 1895-1901 1904-1905 
1911-1913 1923-1924 1926-1929 1935 1941-1945 1977-1978 1980- 
1989 1991 2024-2033 2035-2036 2039-2040 2097 2099-2100 2105 
2114-21 18 2120-2123 2128-2129 2131-2134 2137-2138 2141 2143 
2145-21522155-2I602I64-2166 2168-21742177-21802185-2187 
2 1 96 2200 2204-2208 22 1 6-22 1 8 2220-2223 2225-2226 2228 2234- 
2263 2265-2281 2284 2296 2307 23 1 8 2329 2332-2340 2345-2346 
2350-2356 2359-2361 2369-2370 2374 2380-2388 2396 2407 2412- 
2427 2429 2437 2448 2454 2459 2466-2470 2480 2482 2485-2491 

2584-2598 2600-2602 2606 2629-263 1 264 1 -2642 2674-2676 2679- 
2686 2688 2695-2697 2699-2704 2706-2707 2714-2715 2718-2721 
2723-2725 2762 2764 2767-2768 2772 2774-2776 2781-2783 2785- 
2786 27922798-2802 2808-2812 2814-2820 2827 2829 2834 2838- 
2843 2853-2854 2857-2858 2899-2908 2921 2930-2932 2943-2948 
2951 2955 2962-2971 2977-2979 2981-2987 3013 3054 3064-3067 
30703081 3092 3095-30963100-3105 3107 3111 3114 3120-3122 



134 



wo 01/88088 



PCTAJSOl/14827 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ lO NO: 








3127-3135 3139-31463148-31583179-31803183-3184 3195-3196 
3221 3230 3239 3243 3246-3248 3278-3279 3288 3299-3302 3325 
3349-3350 3352 3355 3395 3397 3406 3412-3415 3417 3419 3454- 
3456 3458-3459 3468-3469 3502 3505 3508-3513 3537 3560 3567 
3573 3575-3576 3579-3580 3585-3586 358S-3596 3600-3601 3603- 
3604 3615-3616 3618-3619 3623-3624 3630 3632 3635 3646 3673 
3693-3694 3696 3698-3702 3729 3736-3737 3739 3741-3742 3744- 
3745 3750 3760 3769 3772-3773 3776 3786 3791-3794 3796-3797 . 
3802 3825-3827 3834-3835 3837-38393851-3852 3855 3861 3867- 
3871 3881 3893-3899 3941 3954 3958-3964 3977-3978 3986-3987 
3992 3997 4003-4006 4015 4022 4026 4034-4039 4043-4044 4046- 
4053 4055-4058 4066 4072-4074 4104-4105 4126 4131 4138-4142 
4144-4153 4157-41624164-4173 4176 4183-4185 4208 4213 4218 
4220 4227 4243 4256-4258 4260-4263 4271-4272 4286 4289 4309- 
4310 4341 4344-4345 4347-4349 4351 4357 4363-4366 4368-4371 
4377 4379-4382 4387 4409 44 1 1 4439-4440 4456-4457 4459 4461 
4473 4475 4486-4487 4508 4516 4526^527 4533-4539 4549-4550 
4552-4553 4558-4559 4562-4564 4566-4569 4654 4688-4689 4706 
4728-4729 4734-4735 4759-4760 4768 4773 4777 4779-4784 4802 
4811 4813-4815 4817-4819 4822-4831 4833-48364838-4842 4844- 
4853 4855 4874-4875 4877-4880 4884-4885 4917-4918 4920-4926 
4930-4936 4946-4952 4954-4958 4963 498 M984 4986-4989 5002- 
5013 5018 5028 5033-5047 5050 5061 5064 5077 5084-5086 5105 
5116 5123 5125-5126 5128-5132 5144-5146 5149 5158-5161 5163 
5191 5216 5218-5223 5229-5230 5272-5274 5276-5281 5284 5316 
5333-5335 5340-5349 5351-5352 5362-5371 5373 5376-53805401- 
5404 5406-5407 5409-5412 5441 5443 5537 5539 5566-5569 5580- 
5581 5594 5604-5605 5616 5619-5621 5627 5631-5632 5635 5638 
5667-5670 5675-5676 5684-5692 5694 5705 5719-5724 5747-5748 
5841-5845 5862-5868 5870 5872 5879 5881-5887 5902 5910 5913 
5916-5917 5927-5928 5941-5942 5944-5945 5961 5979 5981-5982 
5987-5988 5998-6001 6003 6008-601 1 6013-6022 6025-6029 6035 
6046 6055-6060 6079-6084 6088 6090 6123-6128 6135 6143-6144 
6148-6152 6158-6159 6161-6162 6176 6180 6186-6189 6300-6303 
6306-6309 6314-6318 6341-6342 6344 6353 6356-6358 6360-6362 
6377 6388 6394 6408-6409 6412 6420 6422-6431 6433 6481 6499- 
6501 6517-6518 6530-6531 6540 6545-6546 6565 6580 6607 6618 
6672 6675-6676 6681 6690 6698-6700 671 1-6712 6715-6716 6725- 
6726 6752 6761 6765 6827 6837 6839-6848 6867 6872-6875 6890- 
6892 6899-6902 6907-6914 6939-6942 6984-6987 7033-7035 7063 
7083-7086 7090-7091 7098-7107 7109 71 12-71 16 7130-7131 7135 
7140-7141 7163 7165-7166 7168 7172-7174 7177 7185-7187 7197 
7216 7229 7232 7248 7256 7263 7274 728 1 7285 729 1-7293 7296 
7307-73! 1 7318 7321-7322 7329 7342 7353 7357 7362-7363 7365 
7368-7369 7377-7379 7393-7396 7398-7399 7446 7450 7461 7467- 
7468 7472 7482-7483 7494 7504 7515 7526 7535 7546 7551-7553 
7558 7569 7587-7589 7604-7605 7630-7632 7641-7643 7667 7687 
7709-7718 7720-7724 7730 7735 7741 7752 7756-7758 7771-7772 
7781 7799 7808-7810 7816 7835-7838 7847 7850 7852-7861 7870- 
7872 7874-7883 7886-7888 7935-7940 7943 7989-7990 7993-7995 
8027-8028 8034-8037 8041 


infant 
brain 


Columbia 
University 


1B2003 


9-11 40-42 71-72 126-130 229-232 237-239323-325360-361 398 
400 428-430 436-441 445-447 457-459 476-479 488 552-554 574- 
580 584-592 630-633 635-640 649 658 663-664 666 668 686-688 
690-691 757-764 766 771 780-782 816818 840-843 846-849 880- 
881 884-885 900 902 930 969-970 999-1000 1006-1009 1015-1017 
1022 1056-1057 1104-1109 1119-1121 1123 1177-11791183 1194 
1198-1201 1204 1211-1212 1236-1237 1287 1289 1299-1301 1303- 
1304 1307 1334-1336 1341-1344 1355-1359 1361-1363 1365-1368 
1374-1375 1395-1399 1409 1415-1418 1529-1533 1567-1569 1571- 
1575 1601 loOJ lDl>-loiy lo26-1633 1635 1d4o-io52 1oj7-1oo3 
1686-1689 1703-1704 1706-1709 1711-1714 1718 1763 1780 1791 
1825-1826 1828-1831 1846 1850 1861 1870 1887 1895-1901 1904- 
1905 1923-1924 1926-1929 1996-20002010-201 1 2013 2024-2033 
2035-2036 2039-2040 2081-2083 2087 2114-21 17 2137 2164-2166 
2 1 69-2 1 70 2 177-2 178 2 1 80 2 1 85-2 1 86 2204-2205 2207-2208 2225- 
2226 2234-2238 2240-2243 2250 2296 2307 23 18 2328-2340 2350- 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


S£Q ID NO: 








2356 2369-2370 2380-2384 2386-2388 24 1 2-24 1 7 24 1 9-2423 2425- 
2427 2533 2553-2554 2585-2586 2588-25892600-2601 2625-2626 
2628 2641-2642 2674-2676 2679-2681 2683-2686 2688 2695-2697 
2750-2753 2762 2774-2776 2808-2812 2814-2820 2825-2826 2839- 
2841 2900-2908 2921 2930-2931 2946-29482951 3078-3080 3082- 
3091 3093 3101-3102 3104-3105 31073112-3113 31 15 3127-3132 
3179-3180 3194 3354 3356-3357 3406 3505 3521-3523 3615-3616 
3630-3631 3745 3760 3769 3773 3776 3786 3788-3790 3797 3834- 
3835 3851-3852 3867-3870 3937-3940 3954 3986 4003-4005 4015 
4017-40204024-4025 4034-4039 4050-4052 4131 4150-4153 4155- 
41564172-4173 41764183-4185 4243 4250-4255 4314-4315 4326- 
4328 4363-4366 4377-4378 4473 4533-4539 4560 4564 4566-4567 
4569 4623-4624 4659-4663 4728-4729 4834 4842 4844-4845 4847- 
4853 4917-4918 4921-4926 4937-4939 4952 4954-4958 5050 5131- 
5132 5182-5183 5185-5187 5222 5365 5376-5380 5443 5537 5539 
5619-5621 5631-5632 5667-5670 5722-5723 5862-5868 5870 5881- 
5887 5913 5920 5934-5935 5937-5938 5961 5979 5981-5982 5989- 
5990 603 5 6046 605 7 6088 6092 6 1 24-6 1 28 6 1 6 1 -6 1 62 6 1 8 1 -6 1 82 
6186-6188 6249-6250 6341-6342 6344 6360 6403 6408-6409 64 11- 
6412 6420 6422 6430 6565 6598 6604 6672 6698-6700 6725 6733- 
6734 6752 6804 6806 6871 6882 6890-6892 6909 6939-6942 6973- 
6977 7029-7030 71 13-71 15 71 17 7122 7185 7187 7248 7256 7291- 
7293 7308-7309 7351-7352 7377-7379 7411-7412 7461 7472 7483 
7494 7504 7515 7526 7535 7546 7558 7569 7587-7589 7641-7643 
7667 7763 7771-7772 7775 7781 7808-7810 7874-7879 7883 7886 
7943 


infant 
brain 


Columbia 
University 


IBM0Q2 


218-220426-427 476 478-479970 1119 1211-1212 1264-1265 1409 
1657-1663 1667-1670 1681-1684 1732-1736 1846 2097 2099-2100 
2114-21172380 2494 2682 27623107 3221 33 1 1 3449-3450 3452 
4022 4044 4046 4377 4475 4623-4624 4693 4765 4776 4787 4798 
4809 4821 4832 4843 4845 4854 4865 4876 5050 5125-5126 5128- 
5130 5365 6531 6681 6711-6712 6761 6902 7131 7808-7810 


infant 
brain 


Columbia 
University 


IBSOOl 


40-42 78-79 476-479 488 654-655 773 784 795 806 829-832 859- 
862 969 1213-1214 1216-1218 1264-1265 1291-1293 1409 1601 
1603 1610 1681-1684 1691-1693 1695-1696 1703-1704 1706 1850 
1861 1870 1904-1905 2016-2022 2027-2033 2035-203621 14-21 17 
21412146-2 152215721 68 21 79 21 87-2 1 99 2206 2217 2228 223 9 
2244 2253 2265 2319 2425-2427 2629-2631 2683-2686 2688 2750- 
2753 2762 2764 2767-2768 2781-2783 2785-2786 2827 2829 2898- 
2899 2909 3064 3066-3067 3 134-3 135 3239 3243 33 1 1 3506 3560 
3615-3616 3736-3737 3739 3773 3796 3855 4044 4150-4153 4183- 
4185 4238 4459 4491-4493 5216 5218-5221 5223 5371 5373 6035 
6046 6057 6300-6303 6423 6430 653 1 6535 6565 6604 6656 7034 
7058 7256 7377-7379 7604-7605 7638-7639 7835-7836 7882 7924 


lung, 
fibroblast 


Stratagene 


LFBOOl 


233 267 3 18-320 329-33 1 344 355 366 375 377 388 397 399 426- 
427 431 433-435 444 448-449 455 461-465 467-468 476 478-479 
492-493 500 518-524 584-585 602-604 606 613-614 616 618-620 
627-629 647-649 659-662 666 668 679-681 704-706 722-723 744- 
745 769 773 780-782 784 795 806 833-835 859-862 945 959 969 
973 1011-1013 1018-1019 1021 1024-1028 1030 1037-1043 1052 
1058-1061 1063 1070-1072 1083 1089 1 100-1 103 11 11 1115 1122 
1129 1131 1137-1145 1182 1184-1190 1192-1 193 1195-1196 1211- 
1212 1221-1225 1227 1236-1237 1284-1285 1291-1293 1305-1306 
1308-1309 1355-1359 1361-1363 1371 1380 1391 1395-1399 1402 
1410 1428 1430 1447-1449 1451-1456 1458-1460 1470-1471 1503- 
1504 1506-1507 1517 1529-1535 1562 1565-1566 1611 1621-1622 
1642-1643 1701-1704 1706 1782-1789 1832-1834 1843 1845-1846 
1848 1851 1866 1877-1880 1882-1886 1888-1890 1904-1905 1935 
1946 1948-1951 1996-2000 2016-2023 2034 2039-20402081-2083 
2124-2127 2137 2143 2162-2163 2204-2205 2207-2208 2216 2218 
2225-2226 2322-2327 2341-2346 2350 2363-2365 2381-2382 2389- 
2390 2401-2406 2408-2410 2428 2430-2432 2454 2528 2533 2539 
2544-2546 2549-2552 2556 2567 2625-2626 2628-2634 2638-2640 
2679-2688 2690-2693 2708 2742-2745 2774-2776 2781-2783 2785- 
2787 2789-2792 2794-2795 2827 2829 2835 2837 2938-2939 2941- 
2942 2945 2955 2962-2971 3043-3050 3071-3072 3078-3080 3082- 
3091 3093-3094 3101-3102 3104-3105 3123-3125 3156-3158 3184 
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Tissue/ 

RNA 
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Library Name 


SEQ ID NO: 1 








32123219 3222-3224 3233-3235 3249-3250 3311 3347 3356-3357 
3363 3374 3403 3417 3419 3457 3499-3501 3517-35193521-3523 
3560 3713-3714 3717-3718 3720-3722 3808 3954 3990 3992 4083- 
4085 4087 4089-4090 4106-4108 4227 4336-4340 4355-4356 4358- 
4360 4392-4395 4433 4443-4444 4494-4497 4499-4500 4508 4515 
4554 4561 4565 4576 4595 4598 4628-463 1 4651-4653 4655-4657 
4698 4710 4745 4774-4775 4795 4842 4844 4917-4918 4921-4926 
4930 4932-4939 4978-4980 5002-5006 5008-5009 505I-5O52 5064 
5069-5070 5082 5137 5141 5286 5288-5289 5376-5380 5462-5463 
5468-5469 5626 5636 5638 5641-5642 5654-5656 5694 5705 5761- 
5763 5812-5813 5815 5873-5874 5904 5961 5983-5984 6033-6034 
6064-6066 6184-6185 6235-6237 6260-6265 6267-6274 6424-6427 
6553-6554 6570 6604 6612 6658-6660 6662-6666 6735 6752 6999- 
7000 7128-7129 7170 7340 7375 7386 7437-7438 7482 7624-7627 
7657-7658 7895-7897 7942 7989-7990 


lung tumor 


Invitrogen 


LGT002 


9-1 1 16-17 25 28-29 36 44 46-48 55 71-76 78-87 89-98 100-109 
112-121 123-124 155 164-166 178-179201-203 215-220 223-228 
233 237-239 246-248 250-259 261-264 268 270-273 282-284 297- 
298 311-314 318-320 323-331 335-337 340-341 349-351 365 367 
374 385-386 397-398 400 426-43 1 433-435 444-447 455 466 477 
483-489 495-497 501-504 506 508-515 517-524 528-529 545-546 
555-556 567-57 1 573 584-592 602-604 606-612 617 627-633 635- 
640 649 658 663-664 672-673 686-692 700 704-709 720 724-725 
727-729 731 742 747 757-764 766 769 771-772 774-775 780-781 
822-825 833-835 840-849 851 854-855 857-858 864-869 872-874 
876-877 879 883-885 890 892 910-912 919-921 923-927 930 939- 
943 949-950 960-961 963-965 967-970 973 979-985 987 999-1000 
1006-1009 1011-1017 1024-1028 1031-1040 1042-1043 1051 1054- 
1055 1058-1061 1063 1070-1072 1081 1083 1089 1096-1103 1111 
1115-1123 1129 1131-1135 1137-1148 1151 1165 1 167-1172 1183 
1191 1194 1198-1207 I210-12I4 1216-1218 1221-1225 1227-1230 
1238 1250 1253 1264-1265 1267-1268 1279-1281 1283 1299-1301 
1305-1306 1308-1309 1314-1316 1338-1340 1355-1359 1361-1363 
1365-1368 1371 1377-1380 1382-1384 1391 1395-1399 1402 1410- 
1413 1415 1419 1423-1427 1438-1439 1442-1445 1447-1449 1451- 
1460 1476-1477 1479-1481 1498 1500 1510-1513 1529-1533 1549 
1560 1564-1566 1576-1582 1591 1596-1601 1603 1611 1615-1619 
1628-1633 1635 1640-1644 1646 1648-1652 1671-1673 1681-1684 
1686-1699 1703-1704 1706 1711-1713 1718-1725 1737 1739-1740 
1755-1760 1762-1763 1 768- 177 1 1773 1775-1777 1780 1782-1794 
1798 1806 1809 1836-1843 1845 1867 1877-1887 1892 1895-1901 
1911-1918 1922-1935 1946 1948-1957 1960-1961 1968-1969 1971- 
1972 1974 1976 2002-2008 2010-201 1 2013-2022 2024-2033 2035- 
2036 2038-2062 2066-2075 2077-2086 2088-2093 2101 2103-2105 
21 14-21 17 2124-2127 2137-2144 2146 2155-2159 2164-2166 2168- 
2170 2179 2181-2200 2204-2208 2216-2218 2228 2232-2242 2244 
2251-2263 2265-22752277-2281 2285-22862319-23272332-2339 
2345-2346 2350 2352-2356 2359-2361 2363-2365 2374 2381-2382 
2385 2387-2388 2396 2401-2410 2412-2423 2425-2435 2437 2439- 
2444 2448 2459 2466-2470 2480 2482-2492 2495-2503 2505-2506 
2515-2516 2518-2527 2533 2544 2546 2549-2550 2553-2555 2557 
2564-2565 2569-2571 2575-2577 2584-2586 2588-25892595-2597 
2603-2605 2613-2615 2617-2620 2629-2636 2638 2641-2644 2674- 
2676 2682-2686 2688 2690-2697 2699-2704 2708 2710 2712 2714- 
2715 2729-2733 2738 2746 2750-2753 2757 2763 2778-2783 2785- 
2787 2789-2792 2795 2803-2804 2808-2820 2823-2824 2835 2837- 
2838 2842-2843 2846 2851 2900-2908 2910-2914 2922 2924 2934- 
2935 2938-2939 294 1-2942 2945 2952-2955 2973-2977 3002-3008 
301 1-3012 3014-3015 3039-3040 3042-3050 3056-3063 3087-3091 
3093 3095 3101-3102 3104-3105 3108 3116-31 17 3123-3125 3134- 
3135 3151-3158 3195-3196 3206 3212 3217-3219 3222-3224 3226 
3233 3236-3237 3260-3264 3266 3278-3279 3286 3289-3295 3297 
3310 3313 3326-3327 3332-3333 3337 3353 3412-3415 3421 3431- 
3432 3438-3439 3449-3450 3452 3458-3459 3465 3485 3491-3493 
3496-3498 3506-3507 3515 35 1 7-35 1 9 35263560 3584 3590-3596 
3598-3599 3617 3620-3624 3626 3631 3635 3639-3656 3658-3667 
3669-3672 3674 3677-3678 3688 3695 3713-3714 3719 3728 3730 
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3732 3745 3749 3763 3767 3782-3784 3788-3794 3796 3799-3800 
3804 381 1 3813 3824-3827 3830-3833 3840-3842 3851-3852 3855 
3878 3893-3899 3908 3937-3940 3944 3947 3950-3956 3966-3967 
3974 3978 3987 3993-3994 3997 4006 4009 4017-4020 4022 4024- 
4025 4035-4039 404 1 4063 4065 4067-4076 4078-4080 4087 4089- 
4090 4102-4103 4106-4108 41 10 4121 4132-4133 4138-4146 4150- 
4154 4157-4171 4175 4183-4186 4197 4207 4209 4213 4215 4227 
4236-4237 4243 4250-4258 4281 4283 4286 4307 4320-4323 4325- 
4330 4336-4340 4344-4345 4347-4349 4357 4368 4378-4379 4389 
4400 4404-4405 4450-4453 4456-4459 4470 4490^497 4499-4500 
4505-45074511 4513-451445164537-4541 4543-4546 4549-4550 
4552-4554 4565 4568 4570 4576 4582-4585 4590-4591 4604-4606 
4658-4663 467M672 4676 4688-4689 4696 4699-4701 4703 4706- 
4707 4728-4729 4734-4735 4742 4745 4753 4755-4756 4768 4774- 
4775 4777-4778 4781-4784 4791-4794 4802 4806-4808 4810 4814- 
4815 4817-4819 4822-4823 4847-4853 4884-4885 4887 4893-4896 
4898 4909 4916-4918 4921-4926 4930 4932-4939 4976-4980 5010- 
50 1 3 5064 5069-5070 5073-5074 5 1 07-5 115511751 23 51 25-5 1 26 
5 1 28-5 130 51 42-5 1 46 5 1 70 5 1 82-5 1 83 5 1 85-5 1 87 5 1 92 5204-5205 
5207 5212-5215 5223-5224 5228 5239 5265-5266 5270-5272 5274 
5277-5281 5286 5292-5293 5312-5313 533 1-5336 5340-5349 5351- 
5355 5376-5380 5399 5401-5404 5406-5407 5409 5428-5430 5462- 
5463 5468-5470 5476-5477 5482 5484-5485 5510 5514-5515 5525 
5531-5533 5540-5541 5566-5569 5577 5581 5584-5585 5599-5602 
5610-561 1 5622-5625 5638 5645-5648 5654-5656 5708-5709 5724 
5747-5748 5760-5763 5771 5782 5787-5788 5818-5820 5846 5848- 
5850 5854-5857 5860 5862-5868 5870 5872 5875-5879 5881-5887 
5900-5901 5903 5918-5920 5927 5946 5961-5963 5971-5976 5979 
5981-5984 5987-5988 5998-6001 6022 6025-6032 6037-6038 6043- 
6045 6047-6048 6069 6088 6092 6104-6106 6108 6129 6131-6132 
6161-6163 6177 6199-62006206-6208 6220-6221 6231-6233 6235- 
6237 6249-6250 6260-6265 6267-6274 6282 6292-6293 6299-6303 
6306-6309 6321 6332-6342 6344 6346-6350 6377 6388 6404 641 1- 
6414 6420 6422 6424-6427 6440 6442 6450-6451 6453 6461-6462 
6492 6505 6517-6518 6525-6529 6531 6545-6546 6570 6586-6587 
6592 6606 6608 6627 6629 6634-6635 6648-6649 6651 6656 6658- 
6660 6662-6666 6681-6682 6685 6702-6703 6714 6727 6761 6768 
6783-6785 6793 6824-6826 6828-6829 6837 6839-6848 6851-6854 
6872-6875 6904 6915 6917-6918 6920-6921 6934-6937 6946-6947 
6978-6979 6981 6984-6987 6999-7000 7007-7010 7019 7021 7036 
7069-7070 7083-7089 7098-7107 7109 7112 71 30 7133-7134 7194- 
7195 7198-7203 7254-7255 7284 7286-7287 7291-7293 7304 7308- 
7309 7321-7322 7340 7347 7377-7379 7385 7413 7441 7453-7460 
7462-7465 7469 7474-7475 7494 7504 7515 7526 7535 7543-7544 
7546 7558 7569 7587-7589 7628 7664-7666 7673-7675 7677 7686 
7696-7700 7725-7726 7760 7766-7769 7771-7772 7781 7790 7795- 
7796 7798 7808-7810 7816 7820 7835-7836 7847 7874-7881 7924 
7942 7977 7989-7990 8001 8024 8041 8044-8046 


lymphocyt 
cs 


ATCC 


LPCOOI 


1 19-121 164-165 246-248 250-259 261-266 268 270-273 302 338- 
339 368-373 385-386 397 426-427 476-479 488 492-493 501-504 
506 514-515 517 545-546 552-554 586-592 602 622 624 627-629 
647-648 682-683 685 707 722-723 730 744-745 747-749 757-764 
766-767 816 818 826-827 829-832 846-849 867 869 872-874 884- 
885 892-895 900 902 963-965 967-970 979 990 999-1000 1006- 
1009 1024-1028 1031-1035 1056-1057 1068-1069 1096-1099 1104- 
n 10 n 12 n 15 1124-1125 1 130-1 132 1 146-1 148 1 156-1 160 1167- 
1172 1 177-1 179 1 182 1184 1 191-1 193 1 195-1 196 1 198-1201 1246 
1264-1265 1269 1291-1293 1334-1336 1346-1348 1350-1359 1361- 
1363 1385-1387 1409 1415 1427 1438-1439 1442-1445 1500 1510- 
isil ifi^i t*;<i lAoo 1AOO nni \nf\A nftfi 1711-1711 l7A7-17ilR 

1751-1754 1783-1789 1798-1804 1809 1895-1901 1935 1992-2000 
2014-2022 2027-2033 2035-2036 2039-2040 2085-2086 2088-2091 
2103-2105 2114-2117 2135-2136 2143 2153-2156 2158-2159 2171- 
2174 2185-2186 2200 2204-2205 2207-2208 2216 2218 2225-2226 
2246 2282-2283 2347-2350 2352-2356 2391-2394 2412-2417 2419- 
2423 2439-2444 2454 2466-2469 2485-2489 2509 2515-2516 2518- 
2527 2533-2534 2551-2552 2569-2571 2584-2586 2588-2589 2595- 
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Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








2597 2600-2601 2613-2615 2617-2620 2625-2626 2628 2682-2686 
2688 2699-2704 2729-2733 2738 2746 2757 2781-2783 2785-2786 
2798-2804 2808-2812 2846 2955-2960 2998-3001 3020-3022 3043- 
3050 3056-3064 3066-3067 31 1 1 3127-3132 3151-3 155 3179-3180 
3184 3209-3215 3222 3230 3233 3251-3254 3257 3262-3264 3271- 
3272 3314 3331 3348 3356-3357 3431-3432 3497-3498 3563-3564 
3679 3696 3698-3702 3717-3718 3720-3722 3728 3730 3732 3749 
3840-3842 3908-3910 3912 3943-3945 3955 3967 3979-3985 3988- 
3989 4003-4005 4041 4134 4183-4185 4243 4259 4270 4280 4291 
4302 4313 4320-4323 4325-4330 4344-4345 4347-4349 4355-4356 
4358-4360 4378 4384 4389 4392-4395 44004436 4446-4449 4483 
4491-4493 4509 4520 4561 4568 4600-4601 4623-4624 4664 4666 
4709 4747 4814-4815 4847-4853 4884-4885 4907-4908 4920 493 1 
4965 5002-5006 5008-5009 5020 5051-5052 5064 5078-5081 5084- 
5086 5137 5141 5144-5146 5149 5182-5183 5185-5187 5189-5190 
5223 5265-5266 5313 5376-5380 5462-5463 5505 5516 5519-5522 
5528 5531-5533 5551-5552 5638 5671 5694 5705 5708-5709 5747- 
5748 5789-5790 5812-5813 5815 5833-5834 5841-5845 5872 5908- 
5909 591 1 5913 5921-5923 5928 5944-5945 5962-5963 5980 5991 
5998-6002 6008-6022 6024-6029 6074 61 12 6161-6162 6171-6173 
6249-6250 6314-63 18 6353 6356-6358 641 1 6413-6414 6437-6439 
6545-6546 6559 6586-6587 6646-6647 6655-6656 6675-6676 6698- 
6700 6735 6872-6875 6897-6898 6920-6921 6952 6961-6962 6964- 
6965 6972-6977 6984-6987 7083-7089 7098-7107 7109 7122 7168 
7179-7180 7186 7196-7197 7217 7245 7257-7258 7262 7338-7339 
7343-7345 7351-7352 7377-7379 7381-7382 7391 7393-7395 741 1- 
7412 7551-7553 7580 7590 7601 7612 7622 7633 7641-7643 7663 
7667 7676 7678-7680 7723-7724 7730 7741 7752 7794 7808-7810 
7883 7886 7963 7977 7989-7*995 8010-801 1 


leukocyte 


GIBCO 


LUCOOI 


4-7 9-12 16-17 21 26 28-29 40-42 44 47 49-51 55-56 66 74-77 126- 
130 170-175 178-179 192-193 201 205-206 211-212 215-217 229- 
232 237-239 246-273 280 282-284 31 1-314 318-320 323-325 328- 
331 335-341 344 355 360-361 366 368-374 377 385-400 404-410 
421 423 426-427 433 436-441 444-456 460-468 476-479 484-489 
492-497 500-506 508-529 533-537 539-542 545-546 550 552-556 
559-562 567-570 572 574-596 602-616 618-620 623 627-640 646- 
649 654-655 657-658 663-664 666-668 670-676 678-688 690-692 
704-707 710-719 721-726 729 732-741 743 754 757-764 766-767 
769 771 773 780-781 784 795 806 816-818 823-825 829-832 837- 
838 840-849 851-855 857-862 867-869 872-874 876-877 879 884- 
885 890 892-895 901 910-913 918-922 929 933 935-937 944-945 
959 963-965 967-970 973 979 988 990 994 998-1001 1005-1009 
1015-1019 1023-1028 1031-1035 1037-1040 1042-1043 1051 1054- 
1080 1082-1086 1089 1095-1151 1153-1162 1164-1201 1204 1213- 
1214 1216-1218 1228-1230 1246-1249 1258 1261 1264-1265 1270 
1272 1279-1281 1287 1289 1291-1293 1299-1301 1303-1306 1308- 
1316 1322 1334-1336 1338 1341-1344 1346-1348 1350-1363 1365- 
1368 1371 1374-1375 1377-1387 1391 1395-1399 1401-1402 1404 
1408 1410-1413 1415-1422 1424-1426 1429 1431-1439 1441-1465 
1472-1481 1483-1485 1489-1498 1500-1501 1503-1509 1514-1516 
1521-1522 1527 1529-1533 1536-1538 1540-1547 1559 1561 1564 
1567-15691571 1595-1601 1603-1609 1612 1614-1619 1621-1623 
1628-1633 1635 1640-1643 1648-1652 1671-1672 1674 1676-1684 
1686-1699 1701-1704 1706 1711-1713 1730-1731 1737 1739-1740 
1746 1763 1765-1773 1775-1777 1780 1782-1795 1798-1804 1807 
1809 1825-1826 1828-1831 1836-1837 1839-1843 1845-1846 1862- 
1863 1866 1874-1887 1891-1901 1903-1905 1907-1909 1911-1918 
1921-1922 1925 1931-1935 1938-1945 1958 1974 1977-1978 1980- 
1989 1991-20002010-2011 2013-2037 2039-2041 2052 2085-2086 
2088-2093 2 1 03-2 1 08 2 1 1 0-2 1 1 2 2 1 1 4-2 1 1 7 2 1 24-2 1 27 2 1 35-2 1 37 
2141 2143 2146-2159 2168 2171-2174 2177-2181 2185-2214 2216- 
2218 2220-2223 2225-2226 2228 2230-2242 2244 2253 2265 2285- 
2286 2289-2294 2328 2330 2332-2339 234 1-2346 2350 2352-2356 
2359-2361 2363-2365 2368 2381-2384 2386 2389-2394 2401-2406 
2408-2410 2412-2417 2419-2423 2428 2430-2434 2439-2447 2449- 
2451 2454-2458 2460 2464-2469 2480 2485-2492 2494-2503 2505- 
2506 251 1-2516 2518-2528 2533 2539 2545 2551-2565 2567 2569- 
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SEQ ID NO: 








2577 2584-2601 2607-2615 2617-2636 2638-2644 2646-2654 2656- 
2665 2667-2676 2679-2686 2688 2690-2697 2699-2704 2708 2714- 
2721 2723-2725 2729-2733 2738 2744-2746 2754-2760 2764 2767- 
2776 2778-2783 2785-2787 2792 2795-2796 2798-2804 2806-2807 
2822 2827 2829-2833 2842-2843 2846 2849-2851 2853-2854 2857- 
2860 2900-2908 2910-2914 2925-2929 2934-2935 2938-2942 2952- 
2955 2975-2976 2978-2979 2981-2987 301 1-3012 3014 3016-3017 
3020-3022 3024 3035 3039-3040 3043-3050 3053 3055-3063 3070- 
3072 3078-3080 3082-3091 3093-3096 3109-31 10 31 16-31 17 3127- 
3132 3134-3135 31473156-31583179-31803183-31853192 3200- 
3201 3205-3206 3208-3215 3218-3219 3221-3224 3226 3230 3233- 
3237 3245-3250 3255 3258-3266 3268-3273 3275 3278-3279 3307 
3314-3317 3319 3323 3325 3348 3351 3356-3359 3362-3363 3374 
3385 3389 3395-3396 3403-3404 341 1-3415 3422 3436-3437 3448- 
3450 3452 3454-3456 3463 3468-3469 3497-3501 3506 3508-3509 
3517-3523 3537 3560 3563-3564 35663573-3576 3579-3582 3584- 
3586 3590-3599 3602 3610-3617 3624 3627 3635 3646 3657 3669 
3675 3677-3679 3686-3688 3690-3733 3736-3737 3739 3749 3758- 
3761 3763 3768-3769 3776 3778-3800 3802 3806-3807 3.809-3810 - 
3824 3830 3838 3840-3846 3853-3854 3860 3909-3910 3912 3937- 
3941 3954 3966 3974 3978-3985 3987 3993-3994 3996-3997 4000- 
4006 4017-4020 4041 4048-4049 4053 4055-4058 4065-4066 4075- 
4076 4078-4080 4098-4103 4106-4108 41 10 4121 4132-4154 4157- 
4173 4175-417741814183-4187 4193 4197 4201-42024213 4224 
4226-4233 4240-4243 4256-4263 4270 4274-4275 4280 4286 4289 
4291 4302 4307 431 1 4313 4320-4323 4325-4334 4336-4345 4347- 
4382 4384^386 4389 4392-4395 4400 4422 4424 4427-4428 4436 
4445 4459 4464 4466-4467 4473-4475 4477-4483 4490-4493 4515- 
45 1 6 4526-4527 4533-4539 4547-4550 4552-4554 4561-4562 4565 
4568 4571-4579 4587 4590-4591 4598-4599 4610 4623-4624 4628- 
463 1 4633-4642 4644-4649 4651-4658 467 1-4672 4688-4689 4698 
47 1 0 47 1 9 4728-4729 4734-4735 4745 4753 4755-4756 4774-4775 
4777 4781-4784 4791 4795 4802 4806-4808 4810 4814-4815 4817 
4827-4831 4847-4853 4870-4871 4874-4875 4877-4886 4888 4906 
4910 4916-4918 4921-4926 4928-4930 4932-4941 4943-4944 4946- 
4951 4964 4966-4967 4978-4989 4996 5000 5010-5017 5020-5022 
5026 5029-5038 5040-5049 5051-5060 5062-5064 5069-5071 5073- 
5076 5084-5086 5090-5093 5095 5099-5101 5104 5121-5123 51 25- 
5126 5128-5130 5133-5138 5)141-5150 5152-5155 5170 5182-5183 
5185-5187 5191-5192 5203-5205 5207 5212-5215 5222-5224 5228- 
5230 5236-5240 5265-5266 5268-5272 5274 5277-5281 5294 5298 
5317-5318 5328-5330 5342-5349 5351-5352 5356 5358 5361-5364 
5372 5385-5387 5390 5399 5401-5404 5406-5407 5409-541 1 5421- 
5422 5428-5430 5443 5445-5447 5455 5461-5470 5473-5475 5478- 
5496 5505 5516 5520-5522 5528 5531-5533 5546-5548 5550-5552 
5558-5559 5561 5566-5569 5594 5605 5616 5622-5625 5627 5641- 
5642 5645-5648 5654-5656 5667-5670 5684-5692 5694 5705 5708- 
5709 5747-5748 5757-5763 5771 5782 5789-5790 5800-5801 581 1- 
5815 5818-5820 5823 5825 5833-5850 5858 5862-5868 5870 5872- 
5880 5889 5900-5902 5908-5909 591 1 5914 5916-5917 5920-5923 
5927 5934-5935 5937-5938 5941-5946 5949-5955 5957 5959-5968 
5970-5988 599! 5998-6002 6004 6012 6022 6024-6029 6033-6034 
. 6052-6056 6058-6060 6064-6066 6068 6074 6079 6088 6090 6093- 
6099 6101-61 10 61 12 61 14-61 19 6123-6129 6131-6132 6135 6146 
6148-6154 6157-61596161-6162 61686178-6183 6189-61906193 
6198-6201 6223 6235-6237 6245 6249-6250 6258-6265 6267-6274 
6276 6278-628 1 63 1 0 6336-6338 6343 6353 6355-6358 6366 6377 
6388 6394 6399 6404 6410-641 1 6413-6414 6421 6432 6440 6442- 
6446 6468 6472 6498-6504 6506-6507 6509 6512 6530 6540 6542 
6545-6546 6553-6554 6559-6561 6563-6565 6567-6571 6573 6575- 
6579 6583-6584 6604 6612 6622 6624-6625 6627 6629 6643-6649 
6651 6653-6660 6662-6666 6668-6671 6673-6679 6683 6693 6698- 
6700 6713 6715-6716 6718-6719 6735 6741-6744 6761 6777 6800 
6804 6806 6866 687 i 6882 6893 6899-6900 6903 6905-6906 6909 
6920-6923 6928-6929 6931 6934-6937 6954 6957-6958 6960-6969 
6971-6972 6981 6984-6987 7002 7004-7010 7012-7014 7016-7017 
7038-7039 704! 7087-7089 7098-7109 71 16 71 19-71207130 7135 
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7155 7179-7180 7185-7187 7191 7194-7195 7197-7206 7209-7218 
7220-7223 7225 7230-723 1 7241 7245-7260 7262 7291-7293 734 1 
7358-7359 7362-7363 7365 7372-7373 7377-7379 7393-7395 7440- 
7441 7447-7449 7451 7453-7460 7462-7466 7474-7475 7494 7504 
7515 7526 7532-7533 7535 7538-7539 7542 7546 7549-7553 7557- 
7564 7566-7590 7595-7596 7601 7612 7617 7619-7620 7622 7628 
7633 7640-7643 7645-7649 7651-7654 7656-7666 7673-7675 7677 
7686 7692 7697 7711-7718 7720-7722 7727-7728 7730 7736 7741 
7752 7763 7766-7769 7771-7772 7774-7775 7795-7796 7799 7805 
7808-7810 7814 7832-7839 7874-7879 7893-7897 7905-7906 7914- 
7918 7928-7930 7932-7933 7954 7963 7969-7986 7988-7995 7997 
7999-8000 801 0-801 1 8025 8034-8035 8043-8046 


leukocyte 


Clontech 


LUC003 


8-1 1 25 36 40-42 52 55 66 71-72 77 80-87 89-98 100-109 1 12-1 17 
223-228 246-248 250-259 261-264 274-277 282-284 368-373 385- 
386 398 400 433 444 455 466 476 478-479 483 486-487 489 492- 
493 500 552-554 627-629 685 704-706 732-741 743 844-845 1005 
1056-1057 1070-1071 1082 1115-1118 1133-1136 1146-1148 1156- 
1160 1185-1190 1236-1237 1291-1295 1297-1298 1355-1359 1361- 
1363 1385-1387 1395-1399 1424-1426 1458-1460 1499-1502 1517 
1549 1560 1783-1789 1848 1851 1922 1977-1978 1980-1989 1991 
1996-20002010-201 1 2013-2015 2106-2108 2114-2117 2136-2137 
2171-2174 2185-2186 2204-2205 2207-2208 2345-2346 2359-2361 
2428 2430-2434 2445-2447 2460 2498-2499 2533 2564-2565 2580- 
2583 2595-2597 2632-2634 2638 2763 2898 2909 2982-2987 3039- 
3040 3070 3298 3355 3407 3411 3418 3429 3463 3499-3501 3521- 
3523 3575-3576 3579-3580 3610-3612 3713-3714 3763 3799 3845- 
3846 3909-3910 3912 3979-3985 4048-4049 4060-4062 4102-4103 
4286 4357 4368 4379 4389 4400 4436 4484-4485 4568 4633-4642 
4644-4649 4654 4688-4689 4734-4735 4777 4814-4815 4884-4885 
4910 5087 5136-5137 5141 5342-5349 5351-5352 5462-5463 5560 
5562 5571 5645-5648 5671 5675-5676 5812-5813 5815 5920 5962- 
5963 5987-5988 5998-6001 6022 6025-6029 6079 6090 61 10 6120- 
6122 6153-6154 6181-6182 6260-6265 6267-6274 6441 6550 6552 
6765 6795 6800 701 1-7013 7016 7244 7261 7377-7379 7668 7670- 
7675 7771-7772 7808-78107817 7819 7969-7973 7984-7986 7988- 
7990 8044-8046 


melanoma 
from cell 
lineATCC 
#CRL 
1424 


Clontech 


MEL004 


9-1 1 25 28-29 36 60-65 178-180 233 267 315-320 404-409 428-430 
433 442-444 450-456 461-465 467-468 500 514-515 517-521 541- 
542 552-554 571 573 584-585 603-604 606 618-620637-640 666 
668 670-671 726 732-741 743 757-764 766 833-835 851 915-917 
969 973 987-988 991-997 1018-1019 1058-1062 1 120-1121 1 123- 
1125 1131 1136 1167-1172 1176 1185-1190 1250 1253 1288 1355- 
1359 1361-1363 1377-1379 1381 1395-1399 1424-1426 1428 1430 
1448-1449 1451-1456 1484-1485 1489-1493 1495-1496 1517 1541- 
1542 1572-1575 1648-1652 1657-1663 1680 1686-1689 1765-1767 
1772 1782-1790 1 792- 1 794 1843 1845 1868-1869 1877-1880 1882- 
1886 1903-1905 1922 1968-1969 1971-1972 2010-2011 2013 2038- 
2040 2081-2083 2085-2086 2088-2091 2105 2143 2162-2163 2181 
2234-2238 2240-2242 2289-2294 2345-2346 2350 2359-2361 2381- 
2382 2425-2427 2433-2434 2450-2451 2503 2505-2506 2564-2565 
2580-2583 2638 2646-2654 2656-2665 2667 2674-2676 2682 2744- 
2745 2781-2783 2785-2787 2795 2798-2802 2827 2829 2856 2865 
2876 2982-2987 3043-3050 3071-3077 3081 3087-3093 3103 311 1 
31 14 31 16-3117 3123-3125 3212 3218 3220 3222-3224 3233-3235 
3286 3342 3416-3417 3419 3439 3454-3456 3458-3459 3499-3501 
3560 3600 3683 3713-3714 3717-3718 3720-3722 3743 3796 3802 
3821-3822 3867-3870 3887 3891 3899 3954 4015 4133 4I83-4I85 
4286 4309-4310 4336-4340 4344-4345 4347-4349 4357 4368 4372 
4379 44 1 5 4425 4440 4465 4488 456 1 4628-463 1 467 1-4672 4702 
478M784 4813 4817 4838-4841 4904 4907-4908 49104973 5014- 
5017 5056-5060 5062 5131-5132 5136-5137 5141 5303 5336 5520- 
5522 5577 5594 5605 5616 5627 5657-5659 5661-5663 5677-5680 
5694 5705 5715 5717-5718 5814 5823 5825 5836 5847 5851-5852 
5858 5873-5874 5914 6088 6143-6144 6153-6154 6260-6265 6267- 
6274 6336 6420 6422 6450-6451 6453 6479 6506-6507 6509 6583- 
6584 6586-6587 6643 6702-6703 6727 6755-6758 6804 6806 6851- 
6855 7108 71 16 7120 7168 7194-7195 7408 7419 7461-7465 7472 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








7483 7495 7508 7587-7589 7766-7769 7790 8025 


mammary 
giand 


Invitrogen 


MMGOOl 


9-1 1 19 22-23 25 36 39-42 45 55 66 74-87 89-98 100-109 112-117 
119-121 123-124 131-132 134 136-143 145-163 166 168-169202- 
203 205-206 21 1-212 237-239 265-266 274-277 282-284 286-290 
295-296 318-320 323-328 335-337 340-341 360-361 374 382-383 
387 389-397 404-407 423 426-43 1 434^35 448-454 456 466 476- 
489 508-513 525-526 536-537 540-542 555-556 559-560 562 567- 
570 574-580 586-593 595-596 602-604 606-6)2 617 627-633 635- 
636 654-655 658-662 666 668 684 686-688 690-692 707-708 722- 
725 729 747 757-764 766 771 773 780-782 784 795 806 816 818 
823-825 840-849 852-853 859-862 864-867 869 872-874 887-889 
891 900 902 905-909 913 919-921 929 937 945-948 951-953 956 
959 962-965 967-969 973 979-985 988 994 999-1001 1018-1019 
1022 1036-1040 1042-1043 1051 1053 1056-1057 1063 1070-1080 
1083 1089 1 100 1 104-1 109 1 1 1 1 1 1 15-1 1 18 1 122 1 124-1 125 1 127- 
1 129 1 133-1 135 1 140 1 151 1 156-1160 1 165 1 174-1 175 1 177-1 179 
1 181 1 183 1 191-1196 1202-1209 1213-1214 1216-1218 1221-1225 
1227 1231-1232 1238 1241-1242 1254-1257 1264-1265 1279-1281 
1288 1291-1293 1299-1301 1303-1306 1308-1309 1314-1317 1319 
1323-1325 1346-1348 1350-1359 1361-1363 1365-1369 1374-1375 
1395-1399 1404 1411-1413 1428 1430 1447 1458-1460 1462-1465 
1470-1471 1473-1477 1479-1481 1486-1493 1495-1496 1498 1500 
1510-1513 1518-1519 1523-1524 1529-1533 1572-1575 1580 1584 
1591 1601 1603-1606 1612 1614-1619 1621-1622 1628-1633 1635 
1640-1641 1644 1646 1648-1652 1657-1663 1680-1684 1686-1699 
1701-1709 1716 1718 1727 1730-1731 1747-1748 1751-1762 1790 
1792-1794 1796-1798 1806 1809 1832-1834 1846 1850 1856 1858- 
1865 1867 1870 1887-1890 1895-1901 1903-1905 1911-1913 1919- 
1920 1923-1924 1926-1934 1938-1945 1963 1965-1969 1971-1972 
1977-1978 1980-1989 1991-1995 2002-2008 2010-201 1 2013 2016- 
2022 2027-2033 2035-2036 2063 2081-2083 2087 2103-2104 2106- 
2108 2110-2112 2114-21 18 2120-2127 2137 2147-2152 2171-2174 
2 1 77-2 1 78 2 1 80-2 1 8 1 2 1 85-2 1 86 2 1 88-2 1 95 2 1 97-2203 2209-22 1 4 
2225-2226 2234-2238 2240-2242 2285-2286 23 1 9 2328 2330-2339 
2341-2349 2352-2356 2369-2370 2381-2382 2387-2394 2401-2406 
2408-2410 2412-2417 2419-2423 2425-2428 2430-2432 2435 2439- 
2444 2449-2451 2454 2466-2469 2480 2483-2484 2490-2491 2494 
2498-2499 2503 2505-2506 2509 2528 2533 2539 2545 2555-2557 
2563 2567 2572-2577 2584 2590-2594 2599-2601 2613-2615 2621- 
2626 2628-2634 2638 2641-2642 2668-2670 2674-2676 2678-2682 
2690-2693 2699-2704 2706-2708 2710 2712 2716-2721 2723-2725 
2729-2733 2737-2741 2744-2746 2750-2753 2757 2762 2764 2766- 
2770 2772 2787 2789-2791 2795 2806-2813 2835 2837 2849-2850 
2853-2854 2857-2858 2900-2908 2921 2930-2931 2943-2944 2946- 
2948 2951-2954 2975-2976 2989-2990 2992-2993 3009 3015-3017 
3039-3040 3043-3050 3052 3070-3080 3082-3086 3095-3096 3098- 
3099 3101-31023104-3105 3108 3116-31173134-3135 3151-3158 
3160-31683179-31803212 3222 3233-3235 3262-3264 3271-3272 
3278-32793283 3287 3299-3302 3310 3322 3324 3355-3361 3364- 
3373 3375-3384 3386-3389 3398-3400 3431-3434 3436-3439 3449- 
3450 3452 3458-3459 3485 3499-3501 3506 3560 3592-3596 3602 
3610-3613 3615-3616 3620-3622 3634 3636-3638 3676 3719 3728 
3730 3732 3741-3743 3749 3760 3764-3766 3769 3776 3782 3786 
3788-3794 3796-3797 380! 3806-3807 3809-3810 3813 3821-3822 
3824 3830 3840-3842 3899 3906-3907 3937-3941 3943 3945 3951- 
3954 3965 3973 3978-3985 3987-3990 3996-3997 4002-4006 4009 
4015-4016 4024-4025 4035-4039 4041 4048-4049 4055-4056 4063- 
4064 4067-4068 4087 4 089-4097 4 1 06-4 1 08 4 1 1 4-4 1 20 4 1 38-4 1 42 
4144-41464150-4153 4172-4173 4176 4181 4183-4185 4189-4190 
4213 421 8 4220 4240 4242 4250-4258 4287-4288 4295 4298-4301 
4303 4309-43104320-4323 4325-4328 4344-4345 4347-4349 4357 
4368-4371 4373-4374 4378-4379 4386 4392-4396 4415 4433 4436 
4443 4445-4449 4453 4459 4461 4470 4475 4486 4490-4493 4505- 
4508 4533-4539 4544-4546 4554 4560-4561 4565 4571-4574 4576 
4621 4632 4643 4659-4664 4666 4668-4669 4671-4674 4687 4693 
4698-470! 4707 4710 4728-4729 4734-4735 4765 4768 4776 4787 
4791 4796-4798 4806-4810 4814-4815 4818-4819 4821-4823 4832 
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PCT/USOl/14827 



Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








4837 4842-4844 4847-4854 4865 4872-4880 4887 4898 4904 4906 
4909 4916-491 8 4921-4926 4930 4932-4936 4952-4958 4975-4977 
498M984 4986-4989 4995 4997-4998 5010-5013 5069-5070 5073- 
5074 5082 5099-5101 5105 5107-5117 5125-5126 5128-5130 5133- 
5134 5137 5141 5144-5146 5164 5176 5189-5190 5193-5194 5196- 
5202 5204-5205 5207 5209 5212-5215 5222 5225 5233 5272 5274 
5288-5289 5305 5333-5335 5338 5340-5341 5358 5365 5376-5380 
5399 5401-5404 5406-5407 5423 5465 5478-5481 5531-5533 5537 
5539 5564-5569 5574-5577 5584-5585 5610-561 1 5640 5681 5684- 
5692 5694 5696-5699 5705 5713-5714 5747-5748 5835 5837-5845 
5854-5857 5862-5868 5870 5900-5901 5904 5913 5918-5919 5928 
5952-5953 5961 5971-5976 5980 5987-5988 5991-5992 6002 6012 
6022 6024-6032 6055-6056 6058-6060 6088 6094-6098 6104-6106 
6131-6132 6143-6144 6148-6152 6157 6161-6162 6181-6183 6199- 
6201 6231-6233 6242-6243 6249-6252 6255 6260-6265 6267-6274 
6299-6303 6310 6314-6318 6333-6335 6339-6340 6352 6364-6365 
6367 6373-6391 6399 6404-6406 6410 6412-6414 6416-6418 6421 
6432 6434-6436 6443-6446 6450-6451 6453 6464 6475 6485 6492 
6499-6501 6521-6529 6531 6545-6546 6558 6564 6586-6587 6589 
6596 6607 6613 6618 6623 6627 6629 6636-6638 6654 66S6 6658- 
6660 6662-6666 6611 6619 6681-6682 6685 6687-6689 6698-6700 
6702-6703 6706 671 1-6712 6717 6752 6755-6758 6761 6765 6771 
6782 6791 6794 6804-6806 6830-6835 6837 6839-6848 6851-6854 
6869 6887 6893 6896 6903 6905-6906 691 5 691 7-6919 6946-6947 
69606972-6979 6981 6984-6987 7002 7012-7013 7016 7018 7040 
7054 7063 7071 7083-7086 7112 7131 7135 7191 7194-7195 7198- 
7203 7229 7232 7256 7267 7291-7293 7304 7308-7309 7321-7322 
7340 7393-7395 7397 7420-7422 7427 7453-7465 7472 7483 7487- 
7489 7494 7504 7515 7526 7535 7546 7551-7553 7558 7569 7587- 
7589 7603 7644 7655 7676-7680 7686 7697 7737 7756-7758 7760 
7766-7769 7771-7773 7781 7784 7790 7795-7796 7814 7837-7838 
7847 7869 7874-7879 7883 7886 7922-7924 7928-7930 7932-7933 
7942 7977 7989-7992 7997 7999-8000 8010-801 1 8034-8035 8041 
8044-8046 


induced 

neuron 

cells 


Stratagene 


KTDOOl 


40-42 246-248 250-259 261-266 335-337 4 1 1-420 422 428-430 555- 
556 567-570 613-614 616 703 771 854-855 858 872-874 915-917 
969 1006-1009 1018 1056-1057 1063 1072 1083-1085 1089 1100 
nil 1122 1129 1140 1264-1265 1291-1293 1382-1384 1395-1399 
1529-1535 1615-1619 1657-1663 1701-1702 1718 1772 1783-1790 
1792-1794 1843 1847 1864-1865 1996-2000 2016-2022 2024-2026 
2081-2083 2105-2108 2204-2205 2207-2208 2220-2223 2322-2327 
2332-2339 2345-2346 2350 2363-2365 2369-2370 2575 2625-2626 
2628 2638 2641-2642 2672-2673 2679-2682 2742-2743 2792 2798- 
2802 2835 2837 2919 2938-2939 2941-2942 301 1-3012 3014 3039- 
3040 3056-3063 3096 31 16-31 17 3123-3 125 3134-3135 3150-3155 
3230 3354 3395 3560 3617 3889 3958-3964 3977 3990 4017-4020 
4087 4089-4090 4256-4258 4289 4329-4330 4406 4446-4449 4547- 
4548 457M574 4623-4624 4664 4666 4781-4784 4802 481 1 4827- 
4831 5137 5141 5272 5274 5448 5563 5566-5569 5631-5632 5644 
5654-5656 5694 5705 5791-5792 5794-5799 5908-5909 6022 6025- 
6029 6092 6186-6188 6191 6198 6260-6265 6267-6274 6294 6360 
6413-6414 6424-6427 6658-6660 6662-6666 6727 6883 7049-7051 
7130 7146 7328 7375 7377-7379 7386 7441 7641-7643 7790 7808- 
7810 7996 


retinoic 
acid- 
induced 
neuronal 
cells 


Stratagene 


NTROOl 


9-11 28-29 178-179 323-325 431 434-441 477 486-489 559-560 562 
666 668 844-845 949-950 969 1070-1071 1146-1148 1174-1175 
1264-1265 1299-1301 1355-1359 1361-1363 1783-1789 1843 2200 
2345-2346 4102-4103 4748 4791 5272 5274 7291-7293 7771-7772 
7808-7810 


neuronal 
cells 


Stratagene 


NTUOOl 


28-29 71-72 80-87 89-98 100-109 1 12-118 340-341 368-373 477 
488 501-504 506 552-554 584-592 666 668 686-688 690-691 707 
826-827 841-845 854-855 858 872-874 900 902 91 1-912 919-921 
949-953 956 963-965 967-968 1006-1009 1011-1013 1015-1018 
1056-1057 1124-1125 1156-1160 1243-1245 1264-1265 1299-1301 
1303-1304 1346-1348 1350-1359 1361-1363 1438-1439 1442-1445 
1458-1460 1552-1558 1572-1575 1587-1588 1601 1603 1621-1622 
1703-1704 1706 1747-1748 1751-1754 1845 1862-1863 1895-1901 
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Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQIDNO: 








1936 1947 1968-1969 I97M972 2042-2051 2053-2062 2066-2075 
2077-2080 211 8 2120-2123 2143 2147-2152 2177-2178 2180 2234- 
2238 2240-2242 2345-2346 2350 2381-2382 2412-2417 2419-2423 
2425-2427 2433-2434 2569-2571 2585-2586 2588-2589 2600-2602 
2635-2636 2682 2764 2767-2768 2788 2795 2859-2860 2887 2925- 
2929 2943-2944 2998-3001 301 1-3012 3014 3070 3101-3102 3104- 
3105 31 11 3299-3302 3325 3385 3396 3610-3612 3630 3639-3645 
3647-3656 3658-3667 3670-3672 3749 3916-3921 3923-3932 3934- 
3936 4017-4020 4024-4025 4147-41494309-431043364340 4540- 
4541 4543 4547-4548 4734-4735 4745 4748 4976-4977 5064 5099- 
5101 5365 5560 5564-5565 5571 5631-5632 5694 5705 5713-5714 
5934-5935 5937-5938 6022 6025-6029 6148-6152 6164 6181-6183 
6191 6198 6578-6579 6586-6587 6872-6875 7058 7238 7375 7377- 
7379 7386 7506-7507 7514 7516 7519-7522 7730 7741 7752 7771- 
7772 7784 7808-7810 7847 7884 7981-7982 8021 


pituitaiy 
gland 


Ciontech 


PIT004 


66 77 318-320 382-383 461-465 467-468 518-521 613-614 616 649 
666668 980-985 1056-1057 1165 1202-1203 1205-1207 1228-1230 
1257 1284-1285 1303-1304 1576-1578 I 648-I652 1654 170M702 
1711-1713 1749 1783-1789 1849 1857 1977-1978 1980-1989 1991 
2002-2008 2039-2040 2106-2108 2234-2238 2240-2242 2345-2346 
2350 2533 2553-2554 2563-2565 2575 2629-2631 2638 2682 2787 
30963151-3155 3212 3218 3222 3233 3422 3499-3501 3521-3523 
3560-3561 3602 3613 3732 3788-3790 3867-3870 3902 3976 3996 
4024-4025 4035-4039 4391 4445 4549-4550 4552-4553 4625 4664 
4666 4668-4669 4703 5125-5126 5128-5130 5136 5203 5452-5454 
5478-5480 5681 5987-5988 5998-6001 6130 6183 6220-6221 6862 
7062 7186 7197 7790 7871-7872 8044-8046 


placenta 


Clontech 


PLA003 


205-206 282-284 385-386 552-554 844-845 1 124-1 125 2124-2127 
2204-2205 2207-2208 2955 3026-3034 3036-3038 3732 4091-4097 
4326-4328 5654-5656 5841-5845 6319-6320 6322-6330 6450-6451 
6453 7808-7810 


prostate 


Clontech 


PRTOO! 


40-42 214 233 282-284 318-320 408-409426-427 436-441 450-454 
456 500 518-521 567-570 581-582 584-585 593 595-596 618-620 
637-640 647-649 658 672-673 707 726 732-741 743 872-874 969 
1005 1031-1035 1037-1040 1042-1046 1056-1057 1086 1101-1103 
1115 1165 1167-1172 1191 1221-1225 1227-1230 12581261 1305- 
1306 1308-1309 1355-1359 1361-1363 1365-1368 1382-1384 141 N 
1413 1416-1419 1447 1473-1475 1500 1541-1547 1550-1551 1559 
1561 1580 1591 1612 1614-1619 1644 1646 1674 1676-1678 1686- 
1689 1737 1739-1740 1775-1777 1783-1789 1823-1826 1828-1831 
1843 1862-1863 1887 1904-1905 1910 1922 1941-1945 1968-1969 
1971-1972 2010-201 1 2013 2084-2086 2088-2091 21 18 2120-2123 
2136-2137 2144 2201-2203 2216 2218 2345-2346 2350 2359-2361 
2389-2390 2425-2428 2430-2432 2450-245 1 2464-2465 2480 2495 
2500-2502 2533 2544 2546 2549-2552 2558-2562 2584-2586 2588- 
258926272706-2707 2742-2745 2787 2789-2791 2795 2823-2824 
2842-2843 2922 2924 2943-2944 2955 2982-2987 3095 31 16-31 17 
3227-3229 3271-3272 3303 3305 33 13 3398-3400 3436-3437 3485 
3499-3501 3517-3519 3585-3586 3588-35893631 3679 3681 3732 
3736-3737 3739 3755-3757 3766 3777 3783-3784 3802 3828 3851- 
38524063 4067-4068 4072-4074 4183-4185 4286-4288 4341 4355- 
4356 4358-4360 4387 4392-4395 4401 4404-4405 4433 4443 4464 
4466-4467 4473 4505-4508 4628-4631 4650 4699-4701 4703 4753 
4755-4756 4774-4775 4937-4939 4959-4962 4997-4998 5002-5006 
5008-5009 5056-5060 5062 5090-5093 5095 5137 5141 5171-5172 
5174-5175 5399 5420 5435 5457 5526 5573 5583 56 10-56 11 5949 
5962-5963 5966-5967 6004 6007 6069 6198 6202-6203 6235-6237 
6292 6333-6335 6443-6446 6479 6612 6687-6688 6735 6771 6782 
6794 7087-7089 7238 7248 7284 7286-7287 7377-7379 7462-7465 
7482 7499 7624-7627 7667 7738-7739 7928-7930 7932-7933 7987 
8001 8034-8035 8044-8046 


rectum 


Invitrogen. 


RECOOl 


40-42 123-124 265-266 282-284 323-327 387 389-396 404-409 41 1- 
420 422-423 476 478-482 484-487 489 500 518-521 559-560 562 
586-592 617 674-676 744-745 747 823-825 841-843 892 896-899 
969 979 990 1022 1036 1 1 15-1 1 18 1 120-1 121 1 123 1213-1214 
1216-1218 1447 1479-1481 1563 1572-1575 1580 1591 1604-1606 
1612 1614 1640-1643 1657-1663 1679 1686-1697 1703-1704 1706 
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PCT/USOl/14827 



Tissue 
Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








I7I9-1725 1741-1745 1782 1845 1864-1865 1871 1895-1901 1904- 
1905 19742010-2011 2013 2016-2022 21 18 2120-2123 2137 2147- 
2152 2185-21862389-2390 2425-2427 2494 2533 2632-2634 2641- 
2642 2674-2676 2682 2699-2704 2708 2713 2772 2781-2783 2785- 
2787 2806-2807 2853-2854 2857-2858 2938-2939 2941-2942 2955 
2982-2987 3071-3072 3151-3155 3212 3222 3233-3235 3312 3398- 
3400 3403 3460 3467 3575-3576 3579-3580 3620-3622 3657 3717- 
3718 3720-3722 3760 3769 3776 3786 3797 3806-3807 3809-3810 
3906-3907 3937-3941 3975 4024-4025 4188 4320-4323 4325-4328 
4369-4371 4386 4396 4436 4450-4452 4461 4501-4502 4505-4507 
4537-4539 4571-4574 4604-4605 4667 4734-4735 4791 4817-4819 
4822-4823 4837 4847-4853 4874-4875 4877-4880 4920 4931 4995 
5010-5013 5107-51 15 51 17 5125-5126 5128-5130 5155 5358 5365 
5410 5667-5670 5681 5818-5820 5862-5868 5870 5900-5901 5918- 
5919 5987-5988 6202-6203 6242-6243 6249-6250 6339-6340 6352 
6521-6524 658M587 6598 6639 6650 6681 671 1-6712 6789 6830- 
6835 6988-6989 7065 7238 7246-7247 7256 7453-74607541 7676 
7678-7680 7756-7758 7835-7836 


salivary 
gland 


Clontech 


SALOOl 


255 110 178-179 181-183 221 237-239 246-248 250-259 261-264 
282-284 321 323-325 328-33 1 335-337 340-343 345-348 476-479 
484-485 488 508-513 545-546 552-554 649 663-664 708 747 773 
784 795 806 838 844-845 859-862 872-874 1019 1036 1049 1081 
1133-1135 1165 1202-1203 1205-1209 1211-1212 1303-1304 1328- 
1331 1346-1348 1350-1359 136M363 1427 1462-1465 1498 1657- 
1663 1681-1684 1698-1699 1730-1731 1772 1782 1843 1845 1877- 
1886 1892 1895-1901 1931-1934 2010-2011 2013 2039-2040 2136 
2141 2146 2157 2168 2179 2187 2196 2206 2217 2228 2232-2242 
2244 2253 2265 2352-2356 2359-2361 2363-2365 2504 2510 2517 
2544 2546 2549-2550 2555 2557 2564-2565 2575 2600-2601 2638 
2682 2690-2693 2699-2704 2787 2842-2843 2846 301 1-3012 3014 
3039-3040 3043-3050 3095 3)16-31 17 3160-3168 3179-3180 3212 
3222 3233 3323 3398-3400 3425-3428 3431-3432 3560 3575-3576 
3579-3580 3626 3639-3645 3647-3656 3658-3667 3670-3672 3696 
3698-3702 3749 3799 4002 4009 4035-4039 4207 4209 4218 4220 
4265 4357 4368 4379-4382 4389 4400 4487 4598 4625 4696 4726- 
4727 4737-4739 4745 4796-4797 4814-4815 4817 4884-4885 4976- 
4977 5082 5166-5167 5270-5272 5274 5337 5455 5482 5484-5485 
5501-5504 5506-5509 5537 5539 5645-5648 5654-5656 5761-5763 
5833-5834 5873-5874 5934-5935 5937-5938 6163 6293 641 1 6443- 
6446 6547-6548 6771 6782 6794 6851-6854 7453-7460 7487-7489 
7512 7779-7780 7808-7810 7922-7923 7993-7995 


salivary 
gland 


Clontech 


SALs03 


484-485 613-614 616 887-889 891 1355-1359 I36M 363 2510 2517 
6684 6695 7377-7379 7580 7590 7601 7612 7622 7633 


skin 

fibroblast 


ATCC 


SFBOOI 


903-904 1355-1359 1361-1363 1874-18762533 26382682 2744- 
2745 3212 3222 3233 3260-3261 3417 3419 4526-4527 4561 6198 
6260-6265 6267-6274 


skin 

fibroblast 


ATCC 


SFB002 


584-585 903-904 1058-1061 1317 1319 1355-1359 1361-1363 1621- 
1622 2395 2397-2400 2638 3212 3222 3233 4I02-4I03 4369-4371 
4526-4527 4745 5694 5705 6198 6260-6265 6267-6274 


skin 

fibroblast 


ATCC 


SFB003 


477 488 584-585 1231-1232 1355-1359 1361-1363 2016-2022 4526- 
4527 5918-59196198 


small 
intestine 


Clontech 


SINOOl 


80-87 89-98 100-109 1 12-1 17 210 476 478-479 484-485 501-504 
506 514-515 517 552-554 584-585 617 686-688 690-691 707 722- 
723 726 732-741 743 747 829-832 841-843 872-874 878 887-889 
891 900 902 905-909 915-917 962 969 980-985 1005 1070-1071 
1176 1247-1249 1286 1339-1340 1346-1348 1350-1354 1392-1394 
1409 1420 1473-1475 1681-1684 1690 1703-1704 1706 1737 1739- 
1740 1775-1778 1796-1797 1848 1851 1881 1892 1895-1901 1935 
2016-2023 2034 2137 2230-2231 2352-23562359-2361 2401-2406 
2408-2410 2494 2564-2565 2613-2615 2708 2750-2753 2774-2776 
2803-2804 2839-2841 2851 2855 2930-2931 2938-29392941-2942 
2955 3020-3022 3144-3146 3149 3217 3255 3299-3302 3362 3385 
3396 3422 3499-3501 3520 3560 3605 3614 3639-3645 3647-3656 
3658-3667 3670-3672 3675 3717-3718 3720-3722 3732 3777 3803 
3904-3905 3988-3989 4002 4201-4202 4271-4272 4281 4341 4433 
4443 4445 4461 4490 4554 4565 4576 4607-4609 461 1-4613 4628- 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQIDNO: 








4631 4659-4663 4703 4708 471 1-4712 4781-4784 4818-4819 4822- 
4823 5020 5022 51 18-5120 5216 5218-5221 5236-5238 5240 5445- 
5447 5519 5558 5636 5638 5684-5692 5800-5801 5841-5845 6094- 
6098 6181-6182 6223 6377 6388 6586-6587 6613 6622 6628 6681 
6710 6752 6775 7078 7087-7089 7098-7107 7109 7170 7238 7381- 
7382 7453-7460 7723-7724 7738-7739 8010-8019 


skeletal 
muscle 


Clontech 


SKMOOI 


7 178-179 229-232 246-248 250-259 261-264 323-325 332 334 404- 
407 428-430 476-479 488 627-629 744-745 748-749 771 773 784 
795 806 863 878 880-881 887-889 891 900 902-904 911-912 919- 
921 990 1146-1148 1273-1275 1299-1301 1370 1372-1373 1395- 
1399 1498 1517 1596-1600 1714 1730-1731 1755-1760 1762 1845 
1887 1895-1901 2027-2033 2035-2036 2105 2188-2195 2197-2199 
2234-2238 2240-2242 2425-2427 2452-2453 2466-2469 2529-253 1 

97I/v.9717 ')7/l/l_'77il*! 00<A OO/C! OQTO oooa mm -i-^t^ -> ^-^rw 
^jo** z/io-z/j / Ji/H*h'Zf*fD Zyj\f Xyo I '■jiy /Z Zyov 299 1 3276 3430- 

3432 3468-3469 3548 35603581-3582 3615-36163937-3940 4010- 
4446-4449 4455 4650 4708 471 1 4728-4729 4737-4739 4847-4853 
6040-6042 6092 6443-6446 6553-6554 6601 6605 6715-6716 6933 

7I91-717S 7 ion 77S0 790^ T^l*? T-x^l ttio T-r-jft nn^t\ 

1 \y\} /zoy-/zyu /Dlz tjii /DjI-7j53 7738-7739 7779- 
7780 7987 8024 


skeletal 
muscle 


Clontech 


SKM002 


584-585 887-889 891 903-904 1888-1890 3548 3592-3596 6260- 
6265 6267-6274 


skeletal 
muscle 


Clontech 


SKMS03 


584-585 887-889 891 903-904 1888-1890 7551-7553 


skeletal 
muscle 


Clontech 


SKMS04 


887-889 891 903-904 1198-1201 1888-1890 2638 4847-4853 7098- 
7107 7109 


spinal cord 


Clontech 


SPCOOl 


9-1 1 40-42 53 66 71-73 77 80-87 89-109 1 12-117 123-124 133 178- 
179 194-195 246-248 250-259 261-264 282-284 311-314 328 335- 
337 375 382-383 397 41 1-420 422 426-427 433 444-447 455 476- 
479 488 500 508-515 517 528-529 545-546 552-554 584-585 597- 
600 602 630-633 635-636 647-648 659-662 666 668 686-688 690- 
691 708 729 771 780-781 876-877 923-927 929 959-961 969 973 
979 988 994 999-1000 1002-1003 1006-1009 1031-1035 1063 1072- 
1080 1083 1089 1 100 1 1 1 1 1 114-1 1 15 1122 1 124-1 125 1 129 1 136 
1140 1202-1203 1205-1207 1241-1242 1299-1301 1305-1306 1308- 
1309 1341-1344 1346-1348 1350-1359 1361-1363 1365-1368 1395- 
1399 1448-1456 1461 1472 1484-1485 1499 1525 1528 1534-1535 
1612 1614 162M 622 1648-1652 1657-1663 1665-1666 1698-1704 
1706 1718 1732-1736 1738 1747-1748 1750-1760 1762-1763 1775- 
1777 1783-1789 1836-1837 1839-1843 1845 1862-1863 1866-1867 
1874-1876 1895-1901 1910 1923-1924 1926-1929 1935 1938-1940 
1965-1967 1977-1978 1980-1989 1991 1996-2001 2010-2013 2016- 
2023 2034 2039-2041 2052 2063 21 18 2120-2123 2136 2143 2153- 
2 154 221 6 221 8 2220-2223 2234-2238 2240-2242 2276 2289-2294 
2319-2321 2345-2350 2352-23562359-2361 2466-246924942509 
2534-2538 2540-2543 2551-2552 2558-2562 2564-2565 2575 2579 
2584-2586 2588-2589 2632-2634 2638 2679-2686 2688 2690-2693 
2714-2715 27722787 2798-28042813 2823-2824 2839-2841 2856 
2865 2876 2921 2930-2931 2933 2946-2948 2950^2951 2955 2961- 
2972 2980 2982-2987 2989-2993 3020-3022 3039-3040 3052 3056- 
3063 3078-30803082-3091 3093 3095 3 10I-3 102 3104-3105 3116- 
31173I203150-3I553I83 3194 3203 3221 3223-3224 3234-3235 
3246-3248 3299-3302 3347 3350 3363 3374 3393 3433-3434 3454- 
3456 3499-3502 3506 3521-3523 3560 3605 3681-3682 3713-3714 
3762 3791-3794 3806-3807 3809-3810 3814 3832-3833 3853-3854 
3856-3859 3862-3865 3867-3870 3887 3909-3910 3912 3986 3990 
3998-39994010-401 1 4064 4102-4103 4126 4183-4185 4193 4230 
4241 4248 4287-4288 4373-4374 4396 4429 4464 4466-4467 4473 
4483 4490 4549-4550 4552-4553 4587 4590-4591 4599 4610 4633- 
4642 4644-4649 4651-4653 4655-4658 4732 4749 4838-4841 4847- 
4853 4884-4885 4893-4896 4899 4906 4952 4954-4958 4978-4980 
5002-5006 5008-5009 5094 51 18-5120 5138 5144-5146 5156-5161 
5163 5173 5184 5195 5206 5216 5218-5221 5223 5228-5232 5236- 
5240 5329-5330 5333-5335 5376-5380 5435 5441 5452-5454 5462- 
5463 5478-5480 5497 5534-5536 5631-5632 5634 5636 5667-5670 
5694 5705 5707 5713-5714 5786 5862-5868 5870 5872 5979 5981- 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQ ID NO: 








5982 5985-5986 6003 6036 6145 6153-6154 6213-6219 6235-6239 
6245 6249-6250 6260-6265 6267-6274 6345 6353 6356-6358 6413- 
6414 6424-6427 6431 6433 6441 6459-6460 6491 6506-6507 6509 
6555-6556 663 1 6689 6732 6747-6749 6862 6915 6917-6918 6959 
6972 7042 7046-7048 7083-7089 7098-7107 7109 7168 7186 7197 
72) 1 7237 7294 7340 7357 7377-7379 7513 7555 7808-7810 7874- 
78797942 8036-8037 


adult 
spleen 


Clontech 


SPLcOl 


9-1 1 55 164-165 233 268 270-273 374 385-386 398 400 426-427 
480-482 514-515 517 552-554 603-604 606 658 679-681 722-723 
757-764 766 780-781 846-849 876-877 900 902 949-950 1006-1009 
1031-1035 1056-1057 1068-1069 1073-1080 1 120-1 121 1123 1424- 
1426 1447 1458-1460 1543-1547 1653 1737 1739-1740 1747-1748 
1751-1754 1872-1873 1891 1893-1894 1911-1913 2027-2033 2035- 
2036 2143 2185-2186 2204-2205 2207-2208 2225-2226 2289-2294 
2528 2539 2545 2553-2554 2556 2567 2587 2598 2682 2781-2783 
2785-2786 2934-2935 31 16-31 17 3385 3396 3717-3718 3720-3722 
3732 3750 3893-3898 3904-3905 3979-3985 4072-4074 4102-4103 
4195-4196 4250-4255 4600-4601 4688-46894699-4701 4709 4847- 
4853 4916 5010-5013 5099-5101 5138 5225 5277-5281 5323-5327 
5445-5447 5654-5656 5664 5977-5978 6022 6025-6029 6245 6249- 
6250 6545-6546 6698-6700 6915 6917-6918 7063 7098-7107 7109 
7453-7460 7673-7675 7808-7810 7989-7990 


stomach 


Clontech 


STOOOl 


30 229-233 436-441 476 478-479 484-485 722-723 732-741 743 
746-747 859-862 867 869 872-874 884-885 905-909 1005 1284- 
1285 1314-1316 1318 1323-1325 1395-1399 1420 1470-1471 1489- 
1496 1503-1504 1506-1507 1690 1711-1713 1715 1717 1825-1826 
1828-1831 1895-1901 2002-20082010-2011 2013 2027-2033 2035- 
20362039-2040 2162-2163 2359-2361 2371-2372 2375 2380 2401- 
24062408-2410 2412-2417 2419-2423 2436 2438 2480 2500-2502 
25072551-2552 2564-2565 2600-2601 2613-2615 2617-2620 2744- 
2745 2789-2791 2922 2924 3039-3040 3078-3080 3082-3086 3334- 
3335 3566 3575-3576 3579-3580 381 7-3819 3885-3886 3937-3940 
3954 4126 4281 4309-4310 4336-4340 4396 4401 4446-4449 4526- 
4527 4659-4663 4726-4727 4874-4875 4877-4880 4995 5087 5144- 
5146 5210-521 1 5268-5269 5342-5349 5351-5352 5376-5380 5428- 
5430 5436 5501-5504 5506-5509 5525 5641-5642 5760 5771 5782 
5962-5963 5977-5978 6064-6066 6088 6450-6451 6453 6656 6708 
6920-6921 6934-6937 7238 7326 7676 7678-7680 


thalamus 


Clontech 


THA002 


168-169 349-354 356-361 374 382-383 432 436-44 1 476 478-479 
528-529 538 581-582 603-604 606 645 666 668 744-745 753 757- 
764 766 780-781 816 818 841-843 856-857 868 879 890 945 954 
963-965 967-969 979 1073-1080 1 120-1 121 1 123 1 165 1185-1 190 
1202-1203 1205-1209 1290-1293 1305-1306 1308-1309 1374-1375 
1385-1387 1395-1399 1478 1628-1633 1635 1640-1641 1665-1666 
169M693 1695-1696 1703-1704 1706 1730-1731 1746 1763 1790 
1792-1794 1796-1797 1845 1881 1892 1904-1905 1923-1924 1926- 
1929 1931-1934 1965-1967 1996-20002188-2195 2197-2199 2204- 
2205 2207-2208 2289-2294 2347-2349 2352-2356 2359-2361 2383- 
2384 2386 2425-2427 2535-2538 2540-2543 2564-2565 2575-2577 
2682 2690-2693 2716-2717 2737 2739-2741 2772 2781-2783 2785- 
2786 2853-2854 2857-2858 3087-3091 3093 3096 3101-3102 3104- 
3105 3229 3234-3235 3310 3358-3361 3364-3373 3375-3384 3386- 
3388 3449-3450 3452 3491-3493 3495 3499-3501 3513 3601 3603- 
3604 3715 3788-3790 3843 3853-3854 4035-4039 4138-4142 4144- 
4146 4250-4255 4309-4310 4320-4323 4325 4369-4371 4373-4374 
4392-4395 4416-4417 4491-4493 4616-4617 4842 4844 4847-4853 
4952 4954-4958 4965 5069-5070 5168-5169 5272-5274 5284 5409 
5443 5540-5541 5657-5659 5661-5663 5678-5680 5913 6148-6152 
6195-6196 6209-621 1 6249-6250 6306-6309 6368-6369 6394 6421 
6432 6450-6453 6708 6727 6761 6837 6839-6848 6915 6917-6918 
6943-6947 6988-6989 7029-7030 7049-7051 7179-7180 7222 7328 
7400-7405 7587-7589 7647 7677 7686 7697 7736 7874-7879 7943 
7993-7995 


thymus 


Clontech 


THMOOl 


6 9-1 1 22-23 27 40-42 229-233 246-248 250-259 261-264 282-284 
302 323-325 368-373 397 410 423 431-432 434-435 466 476 478- 
482 484-485 492-493 495-497 514-515 517-521 538 552-554 630- 
633 635-640 645 649 658 708 732-741 743 753 769 780-782 826- 
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Origin 


Tissue/ 

RNA 

Source 


Library Name 


SEQIDNO: 








827 829-832 856 867 869 872-874 900 902 905-909 915-917 929 
954 991-993 995-997 1044-1046 1051 1056-1057 1087-1088 1090- 
1094 1104-11091115 1124-1125 1131 1151 1 156-1 160 1 191 U98- 
1201 1210 1231-1232 1243-1245 1259-1260 1264-1265 1267-1268 
1270 1272 1291-1293 1346-1348 1350-1354 1382-1384 1395-1399 
1457 1462-1465 1473-1475 1501 1503-1504 1506-1507 1552-1558 
1580 1591 1640-1641 1674 1676-1678 1681-1684 1690 1703-1704 
1706 1763 1790 1792-1795 1843 1874-1876 1935 1946 1948-1957 
1960-1961 1992-1995 2010-201 1 2013-2015 2027-2033 2035-2036 
2124-21272143 2155-21562158-21592188-2195 2197-2205 2207- 
2208 2216 2218 2225-2226 2230-223 1 2234-2238 2240-2242 2289- 
2294 2331-2339 2345-2346 2352-2356 2359-2361 2371-2372 2375 
2387-2388 2428 2430-2432 2452-2453 2480 2494 2533 2553-2554 
2558-2562 2595-2597 2607-261 1 2613-2615 2625-2626 2628 2632- 
2634 2638 2668-2670 2674-2676 2682 2690-2693 2708 2714-2715 
2729 2737-2743 2746 2757 2764 2767-2768 2787 2795 2830-2833 
2849-2850 2925-2929 2982-2987 2998-3001 3039-3040 3042 3051 
3055-3063 3095-3096 31063108 3194 3197-3198 3239 3347-3348 
3433-3434 3442 3449-3450 3452 3499-3501 3560 3602 3613 3669 
3676 3678 3688 3727 3732 3763 3796 3800-3801 381 1 3840-3842 
3885-3886 3902 3951-3953 3956 3965 4043 4069-4071 4075-4076 
4078-4080 4087 4089-4090 4102-4103 4133 4136-4137 4181 4203- 
4205 4207 4209 4215 4217 4238 4287-4288 4306 4326-4330 4355- 
4356 4358-4360 4369-4371 4384 4422 4430 4436 4446-4449 4459 
4461 4526-4527 4529 4554 4565 4568 4570-4574 4576 4586 4588- 
4589 4600-4601 4615 4628-4631 4651-4653 4655-4657 4698 4708 
4710-4711 4716-4718 4745 48024805 4812-4813 4827-4831 4837 
4872-4873 4892 4906 4916-4918 4921 -4926 4966-4967 4978-4980 
5078-5081 5173 5184 5195 5206 5208 5305 5312 5342-5349 5351- 
5352 5409 5455 5457 5468-5469 5476-5480 5537 5539-5541 5588 
5631-5632 5804-5805 581 1 5835 5837-5840 5873-5874 5914 5931- 
5932 5964-5965 5987-5988 6030-6034 6069 6075-6077 6134 6161- 
6162 6195-6196 6204 6223 6260-6265 6267-6274 6339-6340 6352 
6399 6410 6491 6553-6554 6580 6612 6636-6638 6654 6683 6687- 
6689 6789 6850 6862 6869 6934-6937 6972 6984-6987 7002 7021 
7071 723'8 7246-7247 7367 7423 7449 7453-7460 7494 7504 7515 
7518 7526 7535 7546 7557-7558 7561 7569 7599 7617 7677 7686 
7697 7709-7710 7770 7806 7922-7923 


thymus 


Clonlech 


THMc02 


6 9-11 20-21 55 61-66 77 80-87 89-98 100-109 1 12-118 122-124 
164-165 196-197 223-233 246-248 250-259 261-266 318-320 360- 
361 368-374 387 389-396 432 448-454 456 476-479 488 495-497 
501-504 506 514-515 517 525-526 533-535 538 545-546 552-554 
586-593 595-596 607-612 645 649 658 663-664 670-671 686-688 
690-691 704-706 708 710-719 732-741 743 753 757-764 766 771 
780-781 822 844-845 856 884-885 90O 902 919-921 929 949-950 
954 973-976 978-985 988 994 1005 1024-1028 1031-1035 1049 
1054-1055 1065-1067 1087-1088 1090-1094 1115 1120-1121 1123- 
1 125 1 127-1 128 1 133-1 135 1 156-1 160 1 174-1 175 1 183 1192-1 196 
1198-1201 1204 1210 1221-1225 1227 1231-1232 1264-1265 1279- 
1281 1284-1285 I3I4-1316 1334-1336 1355-1359 1361-1363 1365- 
1368 1371 1380 1382-1384 1391-1394 1402 1410 1422 1424-1426 
1428 1430 1448-1449 1451-1456 1462-1465 1486-1488 1498 1501 
1503-1504 1506-1507 1510-1513 1543-1547 1552-1559 1561 1572- 
1578 1587-1588 1595 1611 1640-1641 1648-1653 1680-1684 1686- 
1689 1703-1704 1706-1709 1711-1713 1737 1739-1740 1782-1789 
1807 1820 1827 1836-1837 1839-1842 1862-1863 1872-1873 1881 
1892 1895-1901 1904-1905 1914 1925 1935 1975 2010-2011 2013 
2024-2033 2035-2036 2039-2040 2081-2086 2088-2091 21 10-21 12 
2128-2129 2131-2134 2143 2147-21522171-2174 2188-2195 2197- 
2195/ 2204-2205 2207-2205 2230-2231 2234-zzJo /ZHU-zz'fZ zioj" 
2286 2288-2294 2345-2349 2352-2356 2359-2361 2374 2385 2387- 
2394 2396 2407 2412-2423 2425-2427 2429 2437 2439-2444 2448 
2454 2459 2464-2465 2470 2482 2490-2491 2504 251 1 2515-2516 
2518-2527 2558-2562 2595-2597 2607-261 1 2613-2615 2617-2626 
2628-2631 2635-2636 2641-2642 2668-2670 2682-2686 2688 2690- 
2693 2708 2718-2721 2723-2725 2729 2738 2742-2743 2746 2757 
2764 2767-2768 2772 2781-2783 2785-2786 2798-2804 2808-2812 
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2825-2826 28462855-2856 2865 2876 2900-2908 2932 2934-2935 
2982-2987 2989-2990 2992-2993 3020-3022 3042 3064 3066-3067 
3070-3072 3078-3080 3082-3091 3093 3096-3097 3101-3102 3 104- 
3105 3122 3133-3135 3144-314631493151-3155 3179-31803209- 
3215 3222 3233 3260-3264 3325 3332-3333 3385 3396 3499-3501 
3577 3615-3616 3639-3645 3647-36673670-3672 3686 3690 3704- 
37073713-3714373238203824 38303840-38423861 3871 3878 
3881 38873937-39403973-3974 4003-4005 4010-4011 4017-4020 
4041 4048-40494075-4076 4078-4080 4091-4097 4102-4103 4133 
4138-4142 4144-4146 4191 4207 4209 4213 4218 4220 4234-4235 
4260-4263 4309-43 1 0 4320-4323 4325-4330 4336-4340 435 1 4386 
4389 4400 4422 4436 4445-4449 4505-4507 4533-4539 4582-4585 
4615 4628-4631 4654 4753 4755-4756 4759-4760 4791 4806-4808 
4810 4814-4815 4847-4853 4874-4875 4877-4880 4884-4885 4887 
4892 4898 4907-4909 4920 4931 4940-4941 4943-4944 4978-4980 
5007 5010-5013 5018 5028 5039 5075-5076 5087 5099-5101 5107- 
51 15 51 17 5125-5126 5128-5130 5164 5173 5176 5184 5195 5206 
5233 5342-5349 5351-5352 5457 5482 5484-5485 5505 5516 5597 
5793 5803-5805 5814 5825 5836 5841-5845 5847 5858 5875-5878 
5894-5895 5934-5935 5937-5938 5943 5980 5987-5988 5991 6002 
6012 6024 6055-6056 6058-6060 6107 61 12 61 14 6129 6143-6144 
61 89 6321 6332-6336 6377 6388 6399 6410 6440 6442-6446 6450- 
645 1 6453 6497 6506-6507 6509 6545-6546 6559 6563 6578-6579 
6593 6606 6608 6624-6625 6677 6698-6700 6735 6837 6839-6848 
6893 6899-6900 6905 6915 6917-6918 6934-6937 7002 7012-7013 
7016-7017 7060 7071 7087-7089 7098-7107 7109 7123 7194-7195 
7245 7256 7340 7462-7465 7484-7486 7576-7578 7580 7587-7590 
7601 7612 7622 7633 7641-7644 7655 7662 7677 7686 7697 7703 
7744-7751 7753-7755 7778 7824 7882 7898 7942 7949-7952 7954 
7977 7989-7990 7993-7995 8010-801 1 8030 8032 8034-8037 8040- 
8041 8043-8046 


thyroid 
gland 


Ciontech 


THROOl 


28-29 44-45 55 144 178-179 205-206 229-233 24(S-267 269 280 318- 
320 323-327 332 334-337 340-341 349-354 356-361 365 367 374 
376 378-381 385-387 389-398 400 408-409 428-432 434-443 445- 
449 461-465 467-468 476 478-479 514-515 517 522-526 528-529 
536-540 550 552-554 559-560 562 574-582 586-593 595-596 602 
607-612 617 622 624 630-633 635-640 645 647-649 654-655 657- 
658 666 668 670-676 685 704-707 710-719 722-723 747 753 768 
770-772 774-775 780-782 840-845 851 854-856 858 872-874 878 
880-881 884-885 900 902-909 91 1-912 914-917 923-927 929 938- 
943 954 963-965 967-970 973 979 999-1000 1002-1003 1005-1009 
1015-1020 1031-1035 1037-1040 1042-1043 1054-1057 1063 1068- 
1069 1072 1081 1083 1087-1094 1100-1103 1110-11121115 1119- 
1 123 1 129-1 130 1136 1 140 1165 1 167-1 173 1 176 1 183 1192-1 196 
1204 1210 1213-1214 1216-1218 1228-1230 1236-1237 1246-1249 
1257 1283 1291-1293 1303-1304 1314-1317 1319 1322 1328-1331 
1341-1344 1349 1355-1359 1361-1363 1370 1372-1375 1382-1390 
1395-1399 1404 141 1-1413 1415-1419 1424-1426 1446-1449 1451- 
1456 1458-1460 1462-1465 1476-1477 1486-1488 1498-1499 1503- 
1504 1506-1507 1510-1513 1515 1536 1538 1562 1565-1566 1580 
1591 1595 1601 1603 1611 1627 1653 1657-1663 1679 1690-1693 
1695-1696 1698-1699.1701-1706 1711-1713 1716 1727 1730-1731 
1738 1750 1755-1760 1762-1763 1772-1773 1775-1777 1779 1781- 
1790 1792-1794 1796-1797 1820 1825-1831 1843 1845 1857 1871 
1877-1880 1882-1887 1895-1901 1904-1905 1911-1918 1922-1929 
1931-1935 1962 1974 1992-2000 2002-2008 2010-201 1 2013-2022 
2024-2033 2035-2036 2039-2040 2081-2083 2085-2086 2088-2091 
2102-2109 21 14-21 17 2136-2138 2143 2147-2156 2158-2159 2162- 
2163 2171-2174 2181 2188-2195 2197-2203 2209-2214 2216 2218 
2220-2223 2225-2227 2229-2238 2240-2242 2251-2252 2254-2263 
2266-2281 2289-2294 2328 2330 2332-2339 2341-2344 2350 2352- 
2356 2359-2361 2371-2372 2375 2381-2384 2386 2391-2394 2425- 
2428 2430-2432 2435 2439-2444 2449-2454 2464-2465 2476-2478 
2480 2490-2491 2507 2512-2514 2529-2531 2533 2535-2538 2540- 
2543 2551-2554 2563-2565 2569-2571 2576-2577 2584-2598 2600- 
2601 2629-2631 2635-26362639-2642 2672-26762679-2682 2695- 
2697 2708-2709 271 6-27 1 7 2750-2756 2758-2760 2763-2764 2767- 
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Library Name 


SEQIDNO: 








2768 2774-2776 2781-2783 2785-2787 2794-2795 2798-2804 2808- 
2812 2814-2820 2822-2824 2827 2829-2833 2835 2837 2839-2843 
2898 2909-2914 2922 2924 2938-2939 2941-2944 2952-2955 2962- 
2971 2977-2979 2981-2987 3009 301 1-3012 3014 3016-3022 3039- 
3040 307 1 -3080 3082-309 1 3093 3095 3 1 09-3 1 1 0 3 1 22-3 1 25 3 1 36- 
3138 3141-31463149 3179-31803184-3185 3194 3203 3212 3218- 
3222 3230 3233 3236-3237 3273 3275 3283 3298 3309 331 1 3318 
3323 3329 333 1 3340 3358-3359 3363 3374 3398-3400 3403 3422 
3424-3428 3436-3437 3458-3459 3463 3465 3499-3501 3506 3517- 
3520 3560 3575-3576 3579-3580 3590-3596 3602 3607-3609 3613 
3618-3619 3626 3679 3682-3683 3690 3692 3713-3715 3732 3736- 
3737 3739-3740 3743-3744 3749 3760 3762 3769 3776-3777 3786 
3797 3799-3801 3832-3833 3851-3852 3860 3904-3905 3937-3940 
3954 3965 3977 3979-3985 3988-3991 3995 4016 4035-4039 4041 
4075-40764078-40804106-4108 4133 4155-4162 4164-4171 4177 
4183-4185 4195-4196 4208 4221 42264231 4234-4236 4240 4242 
4244-4245 4249-4258 4265-4269 4271-4273 4281 4286 4295 4332 
4344-4345 4347-4349 4357 4361 4368 4373-4374 4377 4379-4382 
4392-4395 4422 4424 4427-4428 4436 4445 4455-4457 4465 4487 
4494-4497 4499-4500 4505-4508 4515-4516 4526-4527 4529 4537- 
4541 4543 4556 4561 4568 4598 4600-4601 4616-4619 4628-4631 
4650-4653 4655-4663 4665 4671-4672 4675 4688-4689 4691-4692 
4698-4702 4710 4737-4739 4742 4753 4755-4756 4774-4775 4789 
4791 4795 4799-4801 4814-4815 4818-4819 4822-4823 4870-4873 
4884-4885 4889-4891 4893-4896 4899 4904 4910-491 1 4917-4918 
4921-4926 4930 4932-4939 4948-4951 4972 4976-4977 5000 5002- 
5018 5026 5028-5044 5051-5052 5056-5060 5062 5064 5082 5084- 
5086 5099-5101 5104 5136 5138 5142-5146 5155 5171-5175 5184 
5195 5204-5207 5210-5215 5228-5230 5239 5268-5271 5277-5281 
5292-5293 5296-5297 5313 5323-5327 5333-5335 5337 5342-5349 
5351-5352 5357 5376-5380 5409 5421-5423 5433 5441 5445-5447 
5457 5459 5462-5463 5468-5469 5474 5478-5482 5484-5485 5490- 
5493 5495-5496 5514-5515 5520-5522 5525-5526 5531-5533 5558 
5580 5603 5613-5615 5617-5618 5633 5638 5652 5654-5656 5667- 
5670 5694 5705 5712 5752-5756 5818-5820 5823 5835 5837-5840 
5872-5879 5881-5887 591 1 5913-5914 5918-5919 5934-5935 5937- 
5938 5952-5953 5961 5979 5981-5990 5992 5998-6001 6007-601 1 
6013-6021 6055-6056 6058-6063 6067 6075-6077 6088 6093 6130- 
6132 6160-6162 6165-61676169-6170 6176 6184-6185 6193 6195- 
6196 6198-6200 6235-6237 6245 6249-6250 6260-6265 6267-6274 
6276 6278-6281 6292-6293 6300-6303 6310 6353 6356-6358 6364- 
6365 6367 6377 6388 6404 6416-6418 6431 6433-6436 6459-6460 
6492 6498 6541 6575 6583-6584 6586-6587 6598 6607 6618 6628 
6639 6650 6713 67 1 5-67 1 6 6727 6732 6800 6804 6806 6827 6871 
6882 6897-6898 6929 6939-6942 6959 6973-6977 7007-7010 7042 
7054 7087-7089 7098-7107 7109 7126 7178 7208 7219 7223 7235- 
7236 7238 7289-7290 7328 7340 7375 7377-7379 7386 7390 7453- 
7460 7462-7465 7500 7518 7549-7553 7576-7578 7587-7589 7595- 
7596 7616 7641-7644 7655 7696 7698-7700 7744-7751 7753-7755 
7771-7772 7779-7780 7790 7799 7808-7810 7822-7823 7847 7874- 
7879 7905-7906 7909 7925 7928-7930 7932-7933 7942 7967 7969- 
7973 7987 7989-7990 8001 8022 8025 8034-8035 


trachea 


Clontech 


TRCOOl 


19 54 56 178-179 360-361 365 367 450-454 456 484-485 500 586- 
592 603-604 606 613-614 616-617 657-658 663-664 674-676 747 
782 837 872-874 893-895 914 938-943 980-985 1070:1071 IIOI- 
1 103 1 115-1 118 1 137-1 139 1 141-1 145 1 156-1160 1 174-1 175 1219- 
1220 1236-1237 1291-1293 1303-1304 1338 1411-1413 1419 1424- 
1427 1450 1461 1472 1604-1606 1621-1622 1694 1697 1796-1797 
1845 1856 19902010-2011 2013-2015 210221182120-2123 2136 

OtCC OlCf v^ffn *>*«n '^'k'^t *v«\nr\ OOAjI C 0^>liZ O'^CA 

2155-2156 2158-2159 2220-2223 2289-2294 2345-2346 2350 2353- 
2365 2439-2444 2492 2498-2499 2555 2557 2580-2583 2585-2586 
2588-2589 2612 2632-2634 2674-2676 2694 2744-2745 2774-2776 
2830-2833 2982-2987 3024 3035 3039-3040 3095 3097 31 16-31 17 
3 1 59 3 170 3 1 8 1 3 1 83 32 1 2 3222 3233 3262-3264 33 1 3 3322 3332- 
3333 3491-3493 3520 3682 3732 3799 3815 3968 3978 3987 3997 
4006 4 1 1 4-4 120 4 135 4 1 38-4 1 42 4 1 44-4 1 46 4 1 83-4 1 85 4207 4209 
4232 4237 4243 4249 4273 4287-4288 4373-4374 4380-4382 4422 
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4533-4536 4587 4598-4599 4610 4628-463 1 4650 469N4692 4726- 
4727 4745 4777 4795 4813 5362-5364 5376-5380 5478-5480 5853 
5872 5875-5878 5943-5945 5983-5984 6099 6134 6222 6224-6226 
6242-6243 6260-6265 6267-6274 6295-6298 6755-6758 6827 6855 
6893 6905 7038-7039 7122 7328 7595-7596 7895-7897 7993-7995 


uterus 


Clontect) 


UTROOl 


2 3074-76 no 155 166213 221 233 318-321 323-325335-337411- 
420 422 477 488 514-515 517 528-529 555-556 584-593 595-596 
618-620 647-649 659-662 7(59 840 854-855 858 880-881 896-900 
902 915-917 923-927 973-976 978 10181024-1028 1056-1061 1063 
1072 1082-1083 1089 1096-1100 1111 1115 1122 1124-1125 1129 
1131 1140 1166 1176 1183 1185-1190 1194 1202-1207 1284-1285 
1303-1304 1355-1359 1361-1363 1395-1399 1423-1426 1476-1477 
1505 1525 1611 1642-1643 1648-1652 1674 1676-1678 1690 1701- 
1702 1719-1725 1741-1745 1765-1767 1775-1777 1783-1789 1796- 
1797 1825-1826 1828-1831 1862-1863 1930 1992-1995 2010-2011 
2013 2081-2083 2136 2153-2154 2177-2178 2180 2216 2218 2371- 
2372 2375 2381-2382 2428 2430-2432 2436 2438 2500-2502 2528 
2539 2545 2556 2564-2565 2567 2572-2574 2585-2586 2588-2589 
2682 2713 2774-2776 2781-2783 2785-2787 2795 2910-2914 3095 
3226 3236-3237 3265 3328 3330 3347 3443 3485 3499-3501 3524- 
3525 3527-3529 3568-3571 3585-3586 3683 3758-37593761 3821- 
3822 3950 4024*4025 4147-4149 4172-4173 4176 4264 4287-4288 
4298-4301 4303 4357 4368 4373-4374 4379 4392-4395 4424 4465 
4473 4490 4575 4577-4579 4616-4617 4667 4673-4674 4747 4796- 
4797 4856-48604897 4978-49805078-5081 5099-5101 5138 5155 
5204-5205 5207 5236-5238 5240 5376-5380 5401-5404 5406-5407 
5418 5428-5430 5462-5463 5833-5834 5918-5919 6022 6025-6029 
6055-6056 6058-6060 6069 6189 6245 6251-6252 6368-6369 6412 
6545-6546 6675-6676 6732 6772 6983 7179-7180 7271 7326 7400- 
7405 7437-7438 7462-7465 7494 7504 7515 7526 7535 7546 7558 
7569 7814 7829 7839 8034-8035 
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TABLE 2 



SEQID 
NO: of 
nucleotide 


SEQ ID 
NO: of 
peptide 


M 
et 
h 

Q 

d 


SEQID 
NO: in 
USSN 
09/577.408 


Nucleotide 
location 
corresp. to 
first residue 
of peptide 
sequence 


Location of 
first nucleotide 
of codon 

residue of 

peptide 

sequence 


Amino acid sequence (X« Unknown; 
*-stop codon; /-possible nucleotide 
deletion; \=possible nucleotide insertion) 


1 


8052 


A 


1 


2 


424 




2 


8053 


A 


10 


67 


373 


FCDCHHFILMFKSPHIWPVGIFSSWLLCF 
FWACLHHSLSIALLSCTKRYSGLILYFLC 
SSFEITVSSKSSVSF*RRMVFRNQVLGSR 
CACCC*GVAAPRPFP 


3 


8054 


A 


100 


404 


1072 


ARACKIPNTASDRPllVALQRKRSSPKMT 

QSAAGTCPTSCMIK/IDSHKCGDDRELFA 

QAPVDQFPGTAVESVTDSSRYFVIRIEDG 

NGRRAFIGIGFGDRGDAFDFNVALQDHF 

KWVKQQCEFAKQAQNPDQGPKLDLGF 
VPrjATivi xif A>JMi^vvi7r: A a/tkiodx/do 

JVCOV^I IKLINlAINiVltvlVNtSuAAONrKVKr 

ASTGGLSLLPPPPGGKTSTI IPPPfiF/RVG 
CGGIPRPASSCSQFRSTSSOTQPGTGW 


.4 


8055 


A 


1000 


2 


333 


ACPFNKSAEDLLNL/RQGLTAGQLPFLP 
WWNIVLDSP/SLTSIPATSFSTSLATARAR 
SASEVPIWKTTLFCSLSQVRKTTRSSGAT 
KSTVLSTSLTTLLH+IILRSISSSQ 


5 


8056 


A 


1001 


292 


945 




6 


8057 


A 


1002 


46 


493 




7 


8058 


A 


1003 


2 


406 




8 


8059 


A 


1004 


192 


548 




9 


8060 


A 


1005 


1 


528 


DNELLDYEDDEVETAAGGSMS/EAPAKK 

DVKGSYFSIHSSGFRDFLLKPELLRAIVD 

CGFEH\PSEV\QHECIPQAILGMDFLCQAK 

SGMGKTAVFVLATLQQLEPVTGQVSVL 

VMCHTRELAFQTR*KTRPFWNVTVCPSG 

EDTRVGVKE-n-LPPPLTAPTPWLPSFASP 

PLLNPHF 


10 


8061 


A 


1006 


807 


1034 




11 


8062 


A 


1007 


136 


1520 


LFTPCFHLFCENPSRSPFPSSPAGPVMAE 

NDVDNE\LLDYER*MRWETAAGGDGAE 

APAKKDVNGLLCLPSHSSGFRDFLNLKPE 

LLRAI\VD\CGFEHPSEVQHECIPQAILGN 

GMSCARAKSGSGERQAVFNVLATLQQLE 

PV\TGQGVCAG*CCHTRELAFQISKEYER 

FSKYMPNVKVAVFFGGLSIKKDEEVLKK 

NCPHIVVGTPGRILALARNKSLNLKHIKH 

FILDECDKMLEQLDMRRDVQEIFRMTPH 

EKQVMMFSATLSKEIRPVCRKFMQDPM 

EIFVDDETKLTLHGLQQYYVKLKDNEKN 

RiaFDLLDVLEFNQVVIFVKSVQRCIAL 

AQLLVEQNFPAIAIHRGMPQEERLSRYQ 

QFKDFQRRILVATNLFGRGMDIERVNIAF 

NYDMPEDSDTYLHRVARAGRFGTKGLA 

ITFVSDENDAKILNDVQDRFEVNISELPD 

EIDISSYIEQTR 


12 


8063 


A 


1008 


92 


191 




13 


8064 


A 


1009 


219 


422 




14 


8065 


A 


101 


2 


477 


IVSPEVRWAPGVAMEESGYESVLCVKPD 

VHVYRIPPRATNRGYRAAEWQLDQPSW 

SGRLRITAKGQMAYIKLEDRTSGELFAQ 

APVDQFPGTAVESVTDSSRYFWIRIEDG 

NGRRAFI^AGFGDRGDAFDFNVALQDHF 

KWVKOQCEFAKQAQNPDQG 


15 


8066 


A 


1010 


215 


416 




16 


8067 


A 


1011 


261 


486 


GFLGKVLQSPATTVVRTLNDRSSIVMGE 
P1SQSSSNSQ*FFFFKENSRILFCLG*CAVE 
OHFSSIFHCVDFYII 
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17 


oOott 


A 


1 UIZ 


j| 






1 o 


ifOoy 


A 

A 












5U/U 


A 

A 






Add 




20 


8071 


A 


1015 


2 


343 




21 


8072 


A 


1016 


172 


341 




22 


8073 


A 


1017 


73 


408 




23 


8074 


A 


1018 


53 


237 




24 


8075 


A 


1019 


51 


480 




25 


8076 


B 


102 


118 


419 


XLFCVDIDECSIMNGGCETFCTNSEGSYE 
CSCQPGFALMPDQRSCTDIDECEDNPNIC 
DGGQCTNIPGEYRCLCYDGFMASEDMK 
TCVDVNECDLNPNICLX* 


26 


8077 


A 


1020 


49 


399 




27 


8078 


A 


1021 


564 


651 




28 


8079 


A 


1022 


2 


366 


SLPASDRPPISSPLATSGTIFSAISCFWDLP 

APFLWLAPSCQPTMSSQIRQNYSTDVEA 

AVNSLVNLYLQASYTYLS\LQDIKKPAED 

EWGKTPDAMKAAMALEKKLNQALLDL 

HALGSART 


29 


8080 


A 


1023 


18 


781 


EICPSRPKNSARRGGPAGLSLASTVFGRN 
RSGDWASSLRPPSDFLLRLQPPGPSYRPS 
PASGTCQHRFLWLAPSCQPTMSSQIR\QN 

FYFDRDDVALEGVSHFFRELAEEKREGY 

♦RLLKMQNQXRGGRALFQDIKKPAEDEW 

GKTPDAMKAAMALEKKLNQALLDLHA 

LGSARTDPHLCDFLETHFLDEEVKUKK 

MGDHLTNLHRLGGPEAGLGEYLFERLTL 

KHD 


30 


8081 


A 


1024 


217 


608 




31 


8082 


A 


1025 


147 


430 




32 


8083 


A 


1026 


489 


700 




33 


8084 


A 


1027 


899 


1097 


QPAGPSLTRCATAQALCTTLPPCCLVKQ 
DGSTIHIRYREPR/QQCWRMPIDLDTLSP 
EERRARLRKR 


34 


8085 


A 


1028 


59 


426 




35 


808^ 


A 


1029 


1 


2148 




36 


8087 


A 


103 


59 


450 


CLGVTVKDVNQQEFVRALAANFVLKKSG 
KLKVPEWL\DTVKLLAKHKELAPY\DEN 
WFY/SREFVRNLASTARHUYLRGGRWG 
1 API TKl YfinnVOUKRAFIAPAIFSRCiXSK 
SVARRVLQAL\EGLKMVEKDQD 


37 


8088 


A 


1030 


193 


564 


GDSGGSPWPDEKPKEGVKTENNDHINLK 

VAG\Q\DGSVVQ\FK1KRHTPLSKLMKAY 

CE\RQGLSMRQIRFRI»PGNP1HETDTPAP 

VGKWKDERYQLMVFQQARPGGVYLKK 

GTCFFYSKNSVSF 


38 


8089 


A 


1031 


zlo 


170 




39 




A 

A 


1032 




Tfn 

/Of 




40 


OAA1 

8091 


A 

A 


1033 


*> 
z 


AI\\ 
Hvl 




At 

41 


OA AO 




1 A9 A 

1034 








42 


8093 


A 


1035 


2465 


2795 




43 


8094 


A 


1036 


1264 


1385 




44 


8095 


A 


1037 


1249 


1457 




45 


8096 


A 


1038 


146 


438 




46 


8097 


A 


1039 


2 


2387 




47 


8098 


A 


104 


583 


1526 


PHLILQVTKAMCPFESGRESFLVVSICIYF 
KPDSSASFSFPDPYSVQC*PQLEPPPHCST 
S1YFPK7PTLPH1PFPPPLLTKHPKEDLELA 

VYRSGDLDVGSF*LLSQKL\HRNPSICSL 

KGPPPREGLGNDPVSTNTAPYPRMLP+DL 

QRTIFSSPSIFYPGPPGAPSGES*NP*ELEG 

1LEVF*LELCPTEA^H*HQPGLVFPPPSGLF 

SSFPPPQKILTHRFLLVQASKPTPLPLRLC 

PI .W55PSHPYPSS1 .APSSS! .RFOPOSPOKTI . 
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PLWSPSHPYPSSLAPSSSLEFGPGSPQKTL 
E+PPLPKKQTDRHAPGPE 


48 


8099 


A 


1040 


1 


1329 




49 


8100 


A 


1044 


3 


581 




50 


8101 


A 


1045 


1 


741 


PLTRAAGIRHEDSQSVGNSSPEIPVLPEPA 

WDKSSRECVHSYCEHGGFVTYVDFHPS 

GTCIAAAGMDNTVKVWDVRTHRLLQH 

YQLHSAAVNGLSFHPSGNYLITASSDSTL 

KILDLMEGRLLYTLHGHQ\GPATTVAFSR 

TGEYFASGGSDEQVMVWKRNFDIGDHG 

EVTKVPRPPGTLASSMGNLTVSILEQRLT 

LTEDKLKQCLENQQLIMORATP 


51 


8102 


A 


1046 


526 


1272 




52 


8103 


A 


1047 


57 


307 




53 


8104 


A 


1048 


1669 


1820 




54 


8105 


A 


1049 


212 


547 




55 


8106 


A 


105 


1283 


1648 


SSGASVAPTSWTSNRFPP*SWVPSSF*RT 
HGPRPSGPPRERKPRAPGQEPTKGTPRES 
VCLNDLPCPGLLGICRPILQTSP/CHGHH 
GILSVVNVLKGDKPKSPRSLGLPVFHNH 
uppni Qvi 




Ol %// 


A 




fi70 


17QI^ 




^7 
J I 


8108 




1051 


743 






JO 


0 1 


A 


1057 


1 
1 


1 1 / v 






8110 


\ 


1053 


} 


1 122 
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SQPNADQGKLTTMRIAVICFCLLGITCAI 

PVKQADSGSSEEKQLYNKYPDAVATWL 

NPDPSQKQNLLAPQTLPSKSNESHDHMD 

DMDDEDDDDHVDSQDSIDSNDSDDVDD 

TADDSHQSDESHHSDESUDVELVTDFPTDL 

PATEVFTPVVPTVDTYDGRGDSWYGLR 

SKSKKFRRPDIQYPDATDEDITS 


70 
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A 


1063 


2 


613 


PRVRPRVREEAEHSIVGTRLVSGQLQPSQ 

PNADQGKLTTMRIAVICFCLLGITCAIPV 

KQADSGSSEEKQLYNKYPDAVATWU,NP 

DPSQKQNLLAPQN\AVSSEETNDFKQETL 

PSKSNESHDHMDDMDDEDDDDHVDSQ 

DSIDSNDSDDVDDTDDSHQSDESHHSDE 

SDELVTDFPTDLPATEVFTPVVPTVDTY 

DGRGDSVG 
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71 


8122 


A 


1064 


1 


1073 


TDCRVDPRVRPRVRVEHSIVGTRLVSCQ 

LQPSQPMADQGKLTTMRIAVICFCLLGIT 

CAIPVKQAESNGSSEEKQLYNKYPDAVA 

TWLNPDPSQKQNLLAPQ\TLPSKSN\ESH\ 

DHM\DDM\DDED\DD\DHVGTARDS1GLG 

TTLDGCRMDTGWIFHQF*WSLHHFWME 

SGWNWSLDFSPRDLAQATEVFQFQFVPx 

TVDTYDGRGDSVVYGLRSKSKKFRRPDI 

QYPDATDE\DITSHME\SEELNGAYKAIP 

VGPDPDAPSDWDSRGKDSYETSQLDDQ 

SAETHSHKQSRLYKRKANDESNEHSDVI 

DSQELSKVSREFHSHEFHSHEDMLWDP 

KSKEEDIOILKFRISHELDSASSEVN 


72 


8123 


A 


1065 


1 


1128 


LETPIDSPRNRPGNPGATHASGRRQSTAS 

SGPDSVSGQLQPSQPNADQGKLTTMRIA 

VICFCLLGITCAIPVKQADSGSSEEKQLY 

NKYPDAVATWLKP*PIFRRQNLLGPTEW 

LCPLKETNDFKQGGPFPS*GPTERPWTT 

WDDMG*WKVDGWTMWDSQDSIDS\ND 

SDDVDD'nDDSHQSDESHHS\DESD£LVT 

GFSTDLPATEVFTPVVPTVDTYDGRGDS 

V V YULKoIvoK.lvrKKrUlv^YrUAI Ufcnl 1 o 

SRGNKDSYETSQLDDQSAETHSHKQSRL 
YKRKANDESNEHSDVIDSQELSKVSREF 
HSHEFHSHEDMLVVDPKSKEEDKHLKF 
RISHELDSASSEVN 
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A 


1068 


2388 


2658 


FYKVTFMWKSKVKSLGDNFVLGSVVPC 
FLFFFFFFLRWSLALLPRLECSGAISAHCI 
LCLPGSSNS/PASASQVVGITGTCHHAWL 
IFLYF 


76 


8127 


A 


1069 


788 


1000 




11 


8128 


A 


107 


426 


1519 


AWRRRRSGTSGKATWWCSGLRRASPTP 
SRRVQSWATAVMWKPSPSSSPASWE/PA 
LPREPHRAVSEQRQ*GR*PCKPELTAPLC 
LEPVHRPEGPMGTnrSRCCLSPLHRP/PGP 
VGTFPV/SPEPVHRPQDPWHIPGVPEPVH 
RPQDPWHIPGVPEPVHRPQDPWHIPGVP 
EPVHRPQDPWHIPGVPEPVHAPTGPVAL 

AQVrJACCOri^f I DAUA A ACTl VtVT Anf\ 

Ad V OAool\i>uLLr AliAAAO 1 LJic 1 AvJV^ 

TRTSRLSPS*GLGLPFCSRRSRQPWTPAL 

GHSKTSGEWRGGARPGPCGC*CCMLSPT 

QQPLPGGHPQRARASPRAGEG*TSRAYL 

AVHAAATLWKLPLPEDPPPLLDARISAH 

RPLCPSGRHRKVSLFLTLSFSISCEARKIG 


78 


8129 


A 


1070 


306 


1195 




79 


8130 


A 


1071 


3 


715 


FVAHTKGVRGLPSMRRSPDCGRMELAA 
GSFSEEQFWEACAELQQPALAGADWQL 
LVETSGISIYRLLDKKTGLYEYKVFGVLE 

Y\EOECNGET\VVYWEVKYPFPMSNRDY 
VYLRQRRDLDMEGRKIHVILARSTSMPQ 
LGERSGVIRVKQYKQSLAIESDGKKGSK 
VFMYYFDNPGGQIPSWLINWAAKNGVP 
NFLKDMARACQNYLKKT 


80 


8131 


A 


1072 


1 


1128 
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8132 


A 


1073 


3 


862 




82 


8133 


A 


1074 


1 


912 


MTDNILELAQNMDKYTKYEMTTTSILSQ 

PSSSQREQDGQGFQELTVTSEMFRKGKG 

SFCSHPHPEKFLRTFNEIETYLIGNFQDLE 

LESSDDLPRGCTNEKARKTYDPKKLPLP 

YTA^RPCW1LASKLHI*ESYG*RQ*A**CH 

Q*TPWPRPVWWSLHTEAHEIWCRDSDQ 

GTSLGRS1PCPPVLCS*ERSTYDLR\PQTD 

QPSKHLTNLKSASTPPPYNPFITSPPHTRS 

GLQFRSTSSPPAPAQQFTLKKVAEAKGIV 

KVNAPFST,SDI«SOlSVRf.nSFlKYEKSSPV 
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KVNAPFSLSDLSQISVRLGSFIKYEKSSPV 
HGSFGSNPETLYSPRP 
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817 
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1 


1500 


MRTREVSITGADFTALLVDIIGNSTSYLT 

EIFKSTSILSVNQSNESDCIFICVNfTGKSG 

RNLSDFWEIEEKYPIINYTFTSGLSGVLAL 

LLTQSLFGGLFTRTRMKFGAVTRIGGPPL 

GNQSPSSCSLLHEKDPPTTSGPQTDQPKK 

HLTNFKSGTEEAMNTTSLLAPAAEIMAT 

PGSPSQASPTSGAFTHGTQTPSPTKATAP 

RYPQTGAQSRRPRjRFRRPPAGAAPKAAA 

PRHPHPRGTAPPPRRISPESIRPHPPPPLDR 

GPRPPVTPFLIVLGCLILAVLTTFKEYETV 

SGDWLLLLETPAIFIFGAEFALRIWAAGC 

CCRYKGWRGRLKFARKPLCMLDIFVLIA 

SVPVVAVGNQGNVLATSLRSLRFLQILR 

MLRMDRRGGTWKLLGSAICAHSKELITA 

WYIGFLTLILSSFLVYLVEKDVPEVDAQG 

EEMKEEFETYADALWWGLITLATIGYGD 

KTPKTWEGRLIAATFSLIGVSFFALPAGIL 

GSGLALK* 


85 


. 8136 


A 


1077 


606 


1065 


LVARTERLSVSQGFLPWCTGRIRSHVGL 

ENECKVLLSGSSSQKMGKPEGRWFSPGV 

GPPPCLAAPALLRLPWKSPPHPTGGWPA 

SVPVPVGVLFCQRAPLDDQLLVCWPAR 

VLEKRYWQPPLS*LCPSCAHHMNGYGS 

GAYVVA^LTELTVDFAGFWA 


86 


8137 


A 


1078 


1 


822 


MWNAVTLWQQRESCIEEESEIGTLETKE 

THFIRGPKTLAPVTDWEGSLPLVFNQCR 

DASLIIHPRFKGFRPRRDACLGPSPLAASP 

AFLGKGQAAPRQAELGPNSSSASAPPPY 

NPFITSPPHTWSGLQFHSMTSPPPPAQQF 

PLKJCVAGAKGIVKRLKTDTARLPWKPP 

DHHRRRASGNSHSGRVQPP/CPAAFVGS 

C*VSQAFPGARCKLSVDLPFWDLED\RV 

FMCVRVKRPPNRLCVSNMAVYFTWQL 

LQAIWAYTCKSOGMRWLGLGSEA 


o / 


O 1 JO 


A 


lf»^o 

lu/y 


38 
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MTLIKSPIVIWTIRSRLKWSQMEMRNLL 

GTGAKRQRRHVLSVDPKLRRWSRTGKA 

AFPWCUIAGRPALVLHP*QQVLLSWGR 

GKI*LTSPSRCTnEKSCNSWPPL*DKPQP 

HLQHTRTSKRLNRSGQAFLQNLLPQELA 

TSTRN/PDHQAKECLQPRIPPKPCPICAGP 

HWKLDCSTHLAATPRAPGTLAQGSLTDS 
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RRCCCRHTRSPCLALLLEIVSLFSFAVPQ 

SPDSSPLVFTYFARTHPDPPSLLPLPAQL 

WQRTMWTMKLLDYER*MRWETAAGG 

DGAEAPAKKDVKGSYVS/LSHSSGFLDF 

LLLL*VLPS1VHCAFEHSTHFRHEC1SQA1 

LGKDALFPALLDIFLTGVFFLTIFSPVLRV 

LLRCLFCLS 
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MADSRIKRTWMRMKFGAVTRIGGTSLG 
RSIPCPPALCSVKKIHLRPRVLRPTSPRNI 
SPILN/TARFKRIKACYYSPATAWPFKAY 
KLPLQFPHFT/WS*NQTRLTA*FS*KHTCS 
P*LSSPANLPNPNPFYKTTTPFLPRHG**G 
QMLTQELGPRPIAFLSKQLDLTVLTQPSC 
LHAAAAAALILLKALKITKYAQLTLYSS 

VESPTITIVPGTDFNPASHULDTTPDPHD 
CISLIHLTFTPFPRISFFPVPHPNHJWFIDG 
SSTRPKCHSPAKAGYAIVSSTSIIEATALP 
PSTTSQQAELVALTQALTLAKGLCVNIY 
TDSKYAFHIVHHHARSFLTKQGSSIINPS 
LIKTLLNAA 
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8142 


A 


1082 
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SFYHLPSSHWVLLTVSFRD*PSPTCPAIYS 

*KGGWSQRHSQGACYKCQKSGHWAKE 

CPQPRIPPKLRPICVGPH 


92 


8143 


A 


1083 
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HTDGVLVWMSFLFVSFPSN<vOnpnr ni r 
WSLLEVHSRSCLPGYQQWRLSWKCRNH 
SSSASLTLRAVDWSCSYSAILEPRWYCL 
LYFIQSIILKKHRGRRWIFLMEQRTGGQR 

IDLPRGGPPI*VTAPNLMHVRVKRPPNRL 
CVSNKAVYFTSKSGPLSQDWTVVIH 
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1084 
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8146 
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287 
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LFTHVSKELATSARNLTTRPRTAGSPGFL 
LSHVPSVWDPTANRTVQLTWQPLPEPLE 
\SGPRLSD*LLPRSSRLSG 
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8149 
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AGGGCSPKGRPEAKSGQRDWELVAGGP 
PGISRREGTCCSRFPSRLSQPFRSAQQLQ 
LAASLPANLSNFCQGSEMPTTSRPALDV 
KGGTSPAKEDARPEKSTLGQ/YSTLLVID 
NQVSSKTR*PDESANQYYASDTFIILSRT 

VKTOVfT A/Ur CV 

Y IN K. I lUVHLaK 
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RQKRHVLSVDPKLRRWSRTGKAAFPWC 

L1IAGRPALVLHP*QQVLLSWGRGKI*LT 

SPSRCniEKSCNSWPPL*DKPQPHLQHTR 

TSKRLNRSGQAFLQNLLPQELATSTRN/P 

DHQAKECLQPRIPPKPCPICAGPHWKLD 
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KQKRSTYNLRSSDPPAQETSHQFQIRDK 

GDTFYLWTQNSGAAHGLGRQPSLDV*S 

LQGHLSDYSPMFPRCQTMQGRLP*SFTL 

SGKSRFSGEGASTPQPLLHP*WQVPLFW 

GRGKYPSTPSSPLVASPAFLGKGQKPPRP 

SRMPSFG 
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MGATHPFELLTKMTSQGSDISGDLPWEI 

TNFKSETKETHFIRGPKTPVLVTDWEGR 
LPLVFNHSRDASLIIHPRFRGVRPRRDAC 
LGPSPLAASPAFLEEGQVPQPLLSMSLTP 
SLLFWRRGKKPSTPSSPLAASPAFLEEGQ 
VPQPHIS/GAA.DPLFLHPNLL*LCTPTPFP 
LFWKTVRKYSSNNQKGE 
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MASSAQLLGSSQETYNHSKRQRGGEMS 

HMAGARRKRERGEMLHTFKQPDLMRW 

SSVCRKNKEKVGNSRKRKNVRYCFSRK 

FNGTSKVFESWQVVWGEmSHVAHTKP 

VRWSLHTDAHEIWCRDSDRRTSLGRSIP 

CPPVLCSMRKIHLQAQVLRPTSPRNISPIL 

NRIUaaUIVLSVDPKLRHRSWTREGSLPL 

VFNLCRDASLimPGFRGVRPRRDTCLGP 

SPLAASPTFLGEGARACYKCQKSGHQAK 

ECLQPRIPPKLCPAWRDPAGNRTVQLTW 

QPLPKPLELWPKVL 
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rCiKVWNFLETFSMALTKMT TMIWTMTCF 

RLRSSQMEMRKLLGTGISLETWCPAS*P 

L*P*LKGDKIQLRPWLQRVQGQSIGSFQE 

VLGPWVLRNQELRFGNLCLYFAGCMEK 

PVCPGRSLLQGQGF/PWYVPVAVVGAK 

VHDVNLHMLSFPSKWKLHTCMKFGAVT 

WIRGPPLGDQSPVLLLFAP 
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AWVEQSKVLIKEGGIQLLLTIVDTPGFGD 

AVDNSNCWQPVIKYFDSKSQDWLNAES 

QVNRCQMPGNRWHCCLYFIAPSGHGPL 

HN*RLPPSGRIG*YMFVTTWHCLLLRLK 

PLDIEFTKHLHEKVNIIPLIAKADTLMPEE 

C 
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no 
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376 


FPTTKSLG*DSFTSEFCQTFKAEUPILS/R 
LFQKLEQYVTLPYPFYEA 
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8163 


A 
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303 


1413 


VRRQRSDRERSDARMVRFCNLYM»RKN 

PFILH*LFR*TLRQTKPDSSAAr*MCQNL 

MTHSKSTEWKITK/QIFDGDGKTYQNVQ 

QFIDEGNYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQDSAHLHPGEINS 

HVAHTKPVWWSLHMDAHEIWCRDSDR 

GTSLGRSIPRPPALCSVRKIHLQPQVLRPT 

NQRGPLAATLSGPGGEGQSAVARLTGE 

KKNHPGAQYANRLSPRVGRFINAAGTT 

GFPTGKJIAVSATQLMDFADFGTTTKQD 

FRLLGQTSVDRLLQLSQGQAVKGNQLLP 

VSLVKRKTTLAPNTQTASPRALADSLMQ 

LARQVSRLESGO 


113 
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846 
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8165 
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1102 
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2384 


AEQWPSVKILRQELATSARNLATRPRNA 
RSPGFLLSCVPSVWDPTGNQTVQLTWQP 
LPEPLE\SGPRLSD*PLPRCSRLSS 
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A 
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305 
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A 


1104 


2779 
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DKTQPHLLHTGTSKCLMCSGQAFLQNLL 

LQELATSARNLATRPGNSCSPGFLLSHVP 

SVPDPTGNRTVQLTWQPLPEPLELWPKV 

LSRVMDYI*MVY*S'nPQNSAIVLTDLLL 

GVYIPSESKHARPKWLWAH 
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1105 
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761 




119 


8170 


A 
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8171 


B 


1108 


1 


2175 


MVNPDTGYINYDQLEENARLFHPKLIIA 

GTSCYSRNLEYARLRKIADENGAYLMA 

DMAHISGLVAAGVVPSPFEHCHVVTTTT 

HKTLRGCRAGMIFYRKGGMAPLGTATL 

LQALFSLLFLSKSRDVPGTGADPGVMYV 

KRRPRGTDSGCGVLEPRRFLPSGMAFTK 

EEEYEEEPYNEPALPEEYSVPLFPFASQG 

ANPWSKLSGAKFSRDFILISEFSEQVGPQ 

PLLTIPNDTKVFGTFDLNYFSLRIMSVDY 

QASFVGHPPGSAYPKLNFVEDSKVVLGD 

SKEGAFAYVHHLTLYDLEAROFVRPFC 

MAYISADQHKIMQQFQELSAEFSRASEC 

LKTGNRKAFAGELEKKLKDLDYTRTVL 

HTETEIQKKANDKGFYSSQAIEKANELA 

SVEKSIIEHQDLLKQIRSYPHRKLICGHDL 

CPGEMEHIQDQASQASTTSNPDESADTD 

LYTCRPAYTPKLIKAKSTKCFDKKLKTL 

EELCDTEYFTQTLAQLSHIEHMFRGDLC 

YLLTSQIDRALLKQQHITNFLFEDFVEVD 

DRMVEKQESIPSKPSQDRPPSSSLEECPIP 

KVLISVGSYKSSVESVLIKMEQELGDEEY 

KEVEVTELSSFDPQENLDYLDMDMKGSI 

SSGESIEGLGTEKSTSVLSKSDSQASLTVP 

LSPQWRSKAALLQPHPNPTHRLRSSSM 

EYKPDPPHRFSEPWPNLEPEANLSSPAVK 

DSVTKELOTARPSREOT* 
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8172 


A 


1109 


2 


964 


DIIPLVMVNPDTGYINYDQLEENARLFHP 

KLIIAGTSCYSRNL\EYARLRK\IADENGA 

YLMADMAHISGLVAAGVVPSPFEHCHV 

VmTHKTLRGCRAGMIFY\RKGVK\SVG 

SPRLGKEILYNLESLINSAVFPGLQGGPH 

NHAMAGVAVALVKQAMTLEFKVYQHQV 

VANCRALSEALTELGYKIVTGGSDNHLI 

LVDLRSKGTDGGRAEKVLEACSIACNKN 

TCPGDRSALRPSGLRLGTPALTSRGLLEK 

DFQKVAHFIHRGIELTLQIQSDTGVRATL 

KEFKERLAGDKYQAAVQALREEVESFA 

SLFPLPGLPDF 


122 


8173 


A 


111 


515 


909 


LPLFIMNMTVELVWPDTTSNLPRNSEILS 

SPTRPNQLFVCLFLGSPSLPRLEYKWYSQ 

SSL*PQNPGLK*SSPSASYVAKTTDMCH 

HAWLIFLFLQTEGL/NYIAQVG/VQTPGF 

KQSSCLTLPKC*DYRHEPP 


123 


8174 


A 


1110 


172 


375 
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8175 


B 


1111 


827 


1276 


MATAAWSSSLEKSYELPDGQVITIGNER 

FRCPETLFQPSFIGMESAGIHETTYNSIMK 

CDIDIRKDLYANNVLSGGTTMYPGIADR 

MQKEITALAPSTMKIKIIAPPERKYSVWI 

GGSILASLSTFQQMWISKQEYDEAGPSIV 

HRKCF* 


125 


8176 


A 


1112 


144 


261 




126 


8177 


C 


1113 


122 


253 


MGWVGTATSPHPVAWRTRRPSSLRSLPS 
VRALVVRTERRVPCG* 


127 


8178 


A 


1114 


50 


368 


RQAILTAAPRRAAARAAVRSRHGGARA 
LSPGMEQRRRR\RTTWSLLQPRPRRRWA 
ARRPRGRRAQVARRTARRICPCGRPPPV 
RAPAADPWARRAWSTSRSPAGTE 


128 


8179 


A 


1115 


336 


689 




129 


8180 


A 


1116 


164 


370 




130 


8181 


A 


1117 


974 


nil 




131 


8182 


A 


1118 


179 


404 


FSSSIGSLRRQRRGMKTPFGKAAAGQRS 
RTGAGHGSVSVTMIKRKAAHKKHRSRP 
PXSQPRGNIVGCIIQHGWKDG 


132 


8183 


A 


1119 


1 


1698 




133 


8184 


A 


112 


40 


351 


LKIPMQFLHSGFWFSFFVFFGF*KFGFGP 
QGGRQGG\NKTKGEKLPPGSSSLPGPNP 
QENREKKGPPKTLKKFGNLSSSGGKTRG 
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PRGEKNSDPKGTPGQNPGN 


134 


8185 


A 


1120 


264 


799 




135 


8186 


A 


1121 


231 


351 




136 


8187 


A 


1122 




3654 




137 


8188 


A 


1123 


1376 


3462 


TKPKTKTTLLSQ*MQKKPLTKFNNPSC* 

ICLSm/lVLEVLARAlRQKKEIKGIQLGKE 

EVKLSLFADDMIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYTKNRQTE 

SQIMSELPFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLKEIKEDTNKWKNIPCSWVG 

RINIVKMAILPKVIYRFNAIPIKLPMTFFT 

ELEKTTLKFIWNQKRARIAKSILSQKNKV 

GGITLPDFKLYYKATVTKTAWYWYQNR 

VIDQWNRKEPSEITPHTYNYLIFDKPEKN 

KQWGKDSLFNKWCWENWLAICRKLKL 

DPFLTPYTKINSRWIKDLNVRPKTIKTLE 

ENLGITIQDIGMGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTIRVNRQPTT 

WEKIFTTYSSDKGLISRIYNELKQIYICKK 

TNNPIKKWVKDMNRHFSKEDIYAAKKH 

MKKCSSSLAIREMQIKTTMRYYLTPVRM 

AIIKKSGNNRQTGSGVDLKQTPTDLKLR 

DLTVRRKMNKQKEIASTSTKRTSTPNPT 

CRSVGPKDCSSLGAMEQSWTENDFDKL 

TEKKALEENQEEMDKFLDTYTLPRLNQE 

EVESLNRPITGSEIEAIIDSIPTKKYPGPDG 

FTAKFYERIKVFCTESLAKWIKWTHTKT 

FIMEFHTIGNAKILQASSFTEVKTKTKTL 

EHKRLESIMALTSQ 


138 


8189 


A 


1124 


485 


2347 


TEPKTKTT*LSQ*MQKRPLT[CFNNTSC*K 

LSIN/IVLEVLARAIRQEKEIKGIQLGKEE 

VKVSLFADDMIVYLENPTVSAQNLLKLI 

GNFSKVSGYKINVQKSQAFLYTNNRQTE 

RQIMSELPFTIASKRIKYLGIQLTRDVKDL 

FKENNKPLLKEVKEDTNEWKNIPCSWV 

GRINIVKMAILPKVIYRFNAIPIKLPMTFF 

TELEKTTLKFIWNQKRACIAKSIFSQKNK 

AGGITLPDFKLYYKATVTKTAWYWYQN 

RDIAQWNRTEPSEIMLHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLAICRKVK 

LDPFLTPYTKMNSRWIKDLNVRPKTIKT 

LEENLGITIQDIGVGKDFMSKTPKAMAT 

KAKIDKWDLIKLKSFCTAKETTIRVNRQP 

TTWEKIFATYSSDKGLISRIYNELKQIYK 

fviv 1 WiNr livK W AJnU VNKrir oKbUl Y AAK. 

KHMKKCSSSLAIREMOIKTTMRYHI TPV 

RMAIIKKSGNNRKIQ/GGIWCDRIL*R*TT 

CRVAKEIQSL*RRIAVKRLQRTLSIPVLDA 

V*PPMF* AS VIDTMTI *CFEARDTCFTLTL 

ESF\VD^4HRCLAASKGIGLLLC♦PUWHM 

SLMGVKSPPFVFSCLWTSAVRPTT 
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MIISIDAEKAFGKVQQPFMLQTLNKLGJO 

GSYLKIIRAVYDKPTANITLNGQKLEAFP 

LKTGTRRGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIASKRIKY 

LGIHLTRDMKDLFKENYKPLLNEIICEDT 

NKWKNIPCSWVGRINIVKMAILP\RFNAI 

PlKLPMTFFTELEKTTLNnWN/Q 


143 
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CTATQSGWLCLHRPCPAWRCTWRTTWF 

CIRYKGEMVKVSRNYFSKLWLLYRYSCI 

DDSAFERFLPRVWCLLRRYQMMFOVGL 

LTRGTGLQGFAACCMSLRPSTDSLASVS 

ECFASPLNCYFRQYCSAFPDTDGYFGSR 

GPCLDFAPLSGSFEANPPFCEELHGCHGL 

SL*ETA*ELTGAPVPSSVnPEWAGNPQH 

QRSPAWKQ/MPLQTPPVDPACL*A*VPQ 

WLPAHLQEGGNALQGRPQHGCALPTE/P 

TLALPSGRRRLTGCRS*VLPTGSPGP/PAT 

ALVLPHRSYLGGPRTGIRGREQGPKPRA 

SPHLTYSCGEEGAPGVLSLDLLGLGPLGP 

QRDPGCH*HMK1MVLPGLPSLPVPKSSP 

QTPSKSHVYRS 


145 
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1130 


1 


3105 


MGKKQNRKTGNSKEQSTSPPPKECSSSP 

AREQSWTENDFDELREEGFRRSNYSELW 

EDIQTKGKEVENFEKNLEECITRITNTKK 

CLKELMELKTKARELREECR>a.RSRCDQ 

LEERQINETESQQGYPGIELSSAPSGPNT 

HLQNSPPQINRIYIFSAPHHTYSKTDHILG 

SKALLSKCKRTEl ITN YLSDHS AIKLELRI 

KNLTQSRSTTWKLNNLLLNDYWVHNE 

MKAEIKMFFETNENKDTTYQNLWDAFK 
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1 


2826 


MEYYAAIKNDEFMSFAGTWMKLGTULS 

KLPQGQKTKHHMFSLTAPHHTYSKIDHII 

GSKALLSKCKRTEIITNYLSDHSAIKLELR 

IKKLTQNRSTTWKLTNLLLNDYVA^HNE 

MKAEIKMFFETYENKDTTYQNLWDAFK 

AVCRGKFIALNAHKRKQKRSKIDILTSQL 

KELEKQEQTHSKANRRQEITKIRAELKEI 

ETQKTLQKINESRSWFFERINKIDRPLAR 

LIKKKREKNQIDAIKNDKGDITTDPTD 
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1709 


2973 


TEPKTKTT*LSQ*MQKRPL1KFSNASC*K 

LSIN/IVLDVLARAIRQEKEIKGIELGKEE 

VKLSLFADDMIVYLENPIVSAQNLLKLIS 

NFNKVSGYKINVQKSQAFLHTNNRQTES 

QITSELPFTIASKRRKYLGIQLTRDMKDL 

FKDNYKPLLNEIKEDTNKWKNIPCSWVG 

RINIMKMAILPKATVTETAWYWYQNRDl 

DQWNRTEPSEIMPRIYHYLIFEKPDKNK 

QWGKDSLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRPKTIKTLEE 

NLGNTIQDIGMGKDFMSKTPKAMATKA 

KJDKWDLIQLKSFCTAKETTIRVNRQPIE 

WEKIFANYSSDKGUSRIYNELKQVYKK 

KTNNPIKKWAKDMNRHFSK£DIVA\ANR 

HMKKCSRSLAIREMOIOTTMRYHLTPV 
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MVKGSIQQEELTILNIYAPNTGAPRFIKQ 
VLSDLQRDLDSHTLIMGDFNNPLSTLDR 
SMRQKVNKDTQELNSALHQVDLIDIYRT 
LHHKSTEYRFFSAPHHTYSKIDHILGSKA 
LLSKCKRTEIITNYLSGHSAIKLELKIKNL 

T/^XID CTTTll/fc' 1 XIXII 1 1 Xir^VAX/TUfXICX AT? 

Iv^JnKoJ I WivLNNLLLNU Y WlHNtMKAr. 
IKMFFETNENKDTTYQNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLTSQLKELE 
KQEQTHSKAGRKKEITKIRAQLKEIETO 
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1139 


1 
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MVKGSIQQEELTILNIYAPNTGAPRFIKQ 

SMRQKVNKDTQELNSALHQVDLIDIYRT 
LHHKSTEYRFFSAPHHTYSKIDHILGSKA 
LLSKCKRTEIITNYLSGHSAIKLELKIKNL 
TQNRSTTWKLNNLLLNDYWIHNEMKAE 
IKMFFETNENKDTTYQNLWDAFKAVCR 
GKFIALNAHKRKQERSKIDTLTSQLKELE 
KQEQTHSKASRRINKIDRPLARLIKKKR 
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161 


218 
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3345 
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1141 




3429 
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1142 
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1143 




4170 


MNSLEQNPRSKWELLHRGTMELWPTM 

WADEEEQGLKAVLALSAKKFVPGARSK 
TPii Tnr'Mnvnoni 1 1 DAi?Duii>r«v"Dr\c*u 
1 vjJL 1 i-^civio vuoOJLJjJLr ArrHlrOKjvDoH 

NPLWNITPENOSPTPTVAMERSSSPATFO 

SWMENDFDELREEGFRRSNYSELQEEIK 

TKGKEVKNFEKNLDECITRITNTEKCLKE 

VMQLKAKARELREECRSLRSRWNQLEE 

RVSVMEDEMNEMKREGKFREKRIKRNE 

QSLQEIWDYVKRPNLRLIGVPESDGENA 

TRLENT 


160 


8211 


A 


1144 
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1 


2884 


MVKGSIQQEELTILNIHAPNTGAPRFIKQ 

VLoUH^KULUbH 1 LIMUDFN iPLSTLDRS 

MROKVNKDTOFI NSAI HOADI IDTYRTT 

HPKSTEYTFFSLPHHTYSKIDHIVGSKAL 

LSKCKRTQIITNYLSDHSAIKLELRIKTLT 

QSRSTTWKLNNLLLNDYWVHNEMKAEl 

KMFFETNENKDTTYQNLWDAFKAVCRG 

KFIALNAHKRKQERSKIDTLTSQLKELEK 

OEOTHSKASRROEITKIRAELKETETO 
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115 
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115 


116 


565 


EPTGTASRAATMPNFSGNWKIIRSENFQE 

LLKVLGVNVMLRKIAVAXAASKPAVEIK 

QEGDTFYIKTSTTVRTT^EINFKVGEEFEE 

OTVDGRPCKSLVKWESENKMVCEOKLL 

KGEGPKTSWTRELTNDGELILTMTADDV 

VCTRVYVRE 
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1150 


2 


378 
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8219 


A 


1151 


172 


464 


ASHRVGLLQPFLNLWPSGCSTVLAKMK 
SVLVATEGAEVLFYWTDQEFEESLRLKF 
GQSENEEEEVGLLML*AR*PHPHTPPVLS 
GLNEGKKKSNFIT 
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1152 


164 
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1153 
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1122 
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8222 


A 


1154 


1 


558 
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A 


1155 


I 


495 
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8224 


A 


1156 


51 


579 


LRSSSPATEQSWTENDFDKLREEGFR*SN 

YSELQEEIQTKGKEVENFEKNLEECITRIT 

NTEKCLKDLMELKAKARELHEECRSLRS 

RCDQLEERVSVMEDEMNEMKREGKFRE 

KRIKRNEQSLQEIWDYVKRPNLHLIGVPE 

SDGENGTKLENTLQDIIQENFPNLARQA 

NIQIQ 
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1157 
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FCHLSSTSWGGADGTCREGGPLGGFMG 
PSHQ*ESSPVPEAASSFRTFKSSAVSQSPL 
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1 


1758 


MDDIPQEARQYRHNQAYAYSIQGDGAE 

DDDERIVRFHTRVTVDSDTLASDAARLT 

CRHGLGNQDRSSSPAMEQSWTENDFDE 

LTEVGFRRSVITNFSELKEDVRTHRKED 

HSAIKLELRIKKLIQNLTTTWKLNNLLLN 

DYRVNNEMKAEIKMFFETNENKDTTYQ 

NLCDTFKAVCRGKFIALNAHKRKQERSK 

IDTLTSQLKELEKQEQTHSKACRRQEITK 

IQAELKEIETQKTLQKINESRSWFFEKINK 

IDRPLARLIKKKREKNQIDAIKNDKOYIT 

TNPTEIQTTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNRPITGFEIE 

AIINSLPTEKRPVPDGFTAKFYHSSADCT 

RSMAPAPASGEALRLLPLMGEGEGELTC 

RDHIAREEAQECSSSPATCQSWMENDFE 

ELGEEGFRRSVITNFSELKEDVQTHFKEA 

NJN Lr.KKL.Uti W L 1 Kl M I> V fcN J LNULIVl 'LK 

TVA*FT UHTYTSFN^RFDnVPFRVWIPn 

QMNEMEREEKFREKRV+RNEQS/LQEIW 

NYVJCRPNLHLIGVSEIDRENGTKLENTL 

QDIFQENFTYLAROANIOIO 
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138 
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116 


343 


528 
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8229 


A 


1160 
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525 
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8230 


A 


1161 


319 


1035 


EWSSVRRSLVEKRALRRPHPQCLCFRMK 

TIL\SNQTCRPFPE\NVDITLKGRTVIVKGP 

/REGTLRRDFNHINNVELSLLWKEKKRGF 

RVDK\WWGNRKEL\ATGRD*FVSHVQN 

IvIJkUL.Y lUAoU I K^MlvVLWYAHrrlVKL 

LFOGELGPSl LKSRNFLGGWKNTSRRVS 

G*GPGCLLVSVSQGPRKDEINPLKG\NDI 

ELVSKFQRALIQQVATTVKNKGMRKFFG 

WVSMSLEKGTVQPGLIE 
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1162 
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1164 
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413 
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8234 
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1165 
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'\ 2545 
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8235 


A 


1166 


1364 


1618 


SQHSGRPRQADHLRSGVRDQPGQHGEIL 
oLL N 1 iVL AuKAUoKL' ov^LLcKLKL J tits. 
TPA*VTE*DMASKNKKKPHRIQARKYF 


185 


8236 


A 


1167 


3 


342 


LTQELPGAEAHACNPSTLGGQGGQIMRS 
OAKUv^r(j(^H5>Li 1 PSLLK.IQK\LAORCjGT 
HL*SQLLRRLRQENRLNLGSGGCSELRL 
RHCTPAWVTDSVSKKNELEKESYLIFSSL 
T 


186 


8237 


A 


1168 


2 


232 


WAGRGGSRL*SQHFGRPRRADHERWKN 
HPDEPGQPSVEGFLRVLSMCIC 


187 


8238 


A 


1169 


1294 


1624 


GQLYEKLGRRGPGAVAHACNPSTLGGR 

GGWITRSGDRDHPG*HGETPSLLK1QKK\ 

LAGRGGGHL*SQLLGRLRQENGVNPGA/ 

RGCSELRSCYCTPAWGTERDSVSKKKK 

K 


188 


8239 


A 


117 


296 


629 


FiaTSSRNVPPTGPGAVAHACNPQHFGR 
PRQVDHLRSGV*DQPGQHGETPSLLK\IQ 
KLAGHGGVHL*S*LLRRLRQENRLNLGG 
GGCSEPRSHHCTPAWrrG*DSASKKKK. 


189 


8240 


A 


1170 


427 


730 




190 


8241 


A 


1171 


6497 


6788 


SQRFGRPGQANCLSSGV*DQPGQYGETL 
SLLKIQKLGGCGGTCL*S*LLGWLRQEN 
HLNLGDGGCSEPRMCHCTPPWTTEGGS 
A*KLKKKKKKRKYL 


191 


8242 


A 


1172 


173 


395 
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1173 


239 


404 
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193 


8244 


A 


1174 


126 


915 


SACVSCNPAALLLALRSAGPPSFLPPHPA 
RGSAGCVTLSHPTHQPAGQHHGWTVKL 

e\fpslpqck:\edae\ewtypmrremq\ei 

Lr U\Lr Lur i ooAMXIvK^l^Ur bLLAVSSHG 

IFQRLHHHILGLPVLQKHGITHIICIRQNIE 

ANFIKPNFQQLFSAAFVIAYIMETFGMKY 

RDAFAYVQERRFCINPNAGFVHQLQEYE 

AIYLAKLTIQMMSPURDRKVIICSFWYH 

RQFEENT 


194 


8245 


A 


1175 


1 


924 
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8246 


A 


1176 


441 


707 




196 


8247 


A 


1177 


109 


437 


NQRRKWRRSRTQLQTLQEALKAEIQGH 
QKLAAQMKQDPQNADL*KQLYELQAKI 
TALSEKQKRVVEQLRKNLIVKQEQPDKF 
QIQPLPQSDNKLRTAQQQPLQQLQQQQ 


197 


8248 


A 


1178 


343 


670 
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8249 


c 


1179 


130 


390 


MAFOSLISfifrPICPK^VN^sI RWrMT YYYY 

xxxxxxxxxxxsxxxxxxxxxxxxxx 
xxxxxxxxxxxxxxxxxxxxxxxxx 

XXSWVDK* 
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8250 


A 


118 


74 


396 


GQ1LALMPKGGGQGG1LTYP>JPPLPG*N 
NFPGLTPPRTGINGLGPPGRVNFGIFKKK 
GGFPPGARGV*NPGPRGASSPGFPKGRG 
*SPPP/QGPFKPLKRFPDLPIFPR 
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8251 


A 


1180 


238 


435 
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89 S9 


A 
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ynj 




909 




A 

A 




oil 


<.£.A 

jo4 








A 


1 1 

1 lo^ 




487 


LPNMAQSIN1TELNIJ'QLE\MLK14QLDQE 

VEFLSTSIAQLKVVQTKYVEAKDCLNVL 

NKSNEGKELLVPTDGVLCMSPGKLH\DV 

EHVtID\VGTGYYVKKTA\EDAKDFFKR 

KIVDF\LTKQMEKIQPALQEKHAMKQAV 

M\EMMS\QKIQQLTA\LGEAQATAKA 


204 


8255 


A 


1184 


187 


423 
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8256 


A 


1185 


539 


871 




206 


8257 


A 


1186 


158 


1330 


SVDLVJHPLWPPEVLGLQQQPTQFINPET 

PGYVGFANLPNQVHRKSVKKGFEFTLM 

VVGESGLGKS/TLS*NSLFLTDLYPERVIP 

GAAV*FFSRKN*KELVQ1EASTVVEILRAR 

GSSLRLASG*DTPG\YG*PLFN\CRDCF*G 

QFISYYLMRQF+GGYLVHDESGNLNRRHII 

DNRVHCCFHFISPF\GHGLQPLDVAFMK 

AIHNK.VN1VPV1AKADTLTLKERERLKKR 

ILrUclbbrlNlKl YHJLPDAESDEDEDFKEQT 

RLLKASIPFSVVn^NOr TFAlffilf IfVPfsni 

YPWGWEVENPEHNDFLKLRTMLITHM 
QDLQEVTQDLHYENFRSERLKRGGRKV 
ENEDMNKDQILLEKEAELRRMQEMIAR 
MQAOMQMQMOGGDGDGGALGHHV 
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8258 


A 


1187 


405 


632 
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A 


1188 


111 


375 




209 


8260 


A 


1189 


428 


574 




210 


8261 


A 


119 


454 


777 


ADPMSPSSKSPNMEAVLWIPDTNIVL*SL 
KVYPSS*nKSWLGT/CGSRL*CQHFGRP 
RRVDHEVKRLRPS*PTWRTPSL17RTTK1S 
RAWWHTSYVPATREAEAGESLE 


211 


8262 


C 


1190 


216 


458 


MNRDRTSRNRCVCDVFRNAVKGQTVLG 

RQLFIGRVRVPVRPGEGFLPWGFLPVSP 

WCPSWGLSTHALWWAEAVPGRALVH* 
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59^ 


\ RTRGRTRGLLPSGAFEPEAAGSATAPRd 
CKNPGAKGGLLAAMAGRQDIFHAIVKA 
DERFHGEG YREG YEKGSI LG VKEGRQHG 
TLHGAKIGTEIGRYQRFAFAWKCLLHMA 
PLRRTA*T*RS*HAWIGRIQIFPYDDPTyD 
KLHEDLDK1RGKFKQVRALCVSSC*EHLI 
APFPGGAAHSRGRCGNGLGLRAPRNCP 


O 1 "3 
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788 




2U 




A 1 IfSI 

fx 1 lyj 
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■ 
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8266. 


A 1194 


1 


394 


KGGSMHMYAKNFYGGNGIVGAQGQIFE 

AYNMAALWKLPCIFICENNRYGMGTSV 

ERAAPS-RDYYKRGDFIPGLRVDGMDILC 

VREATRFAAAYCRSGKGPILMEUQTYR 

YHGHSMSDPGVSYRTREEIQE 


216 


8267 i 


\ 1195 


641 


722 




217 


8268 i 


\ 1196 


354 


1145 


KQISCINRKLFVVSVTCVMVRKLAVWA 

WRPASTPQTISSQPTGLTALLSPGAFPSE 

KFSQSLQDEKEVVLKGKEDRCTCMPRTS 

TGAMASWERRCPWAAGIALACKYNGK 

DEVCLTLYGDGAANQGQIFEAYNMAAL 

WKLPCIFICENNRYGMGTSVERAAASTD 

Y Yis.KuUrIrO\LKVUGMDILCVREATY\I 

GRAYCRSGKGPILMELQTYRYHGHSMS 

DPGVSYRfREEIQEVR\SKSDPIMLLKDR 

MVMSNLASVEELKGl 


218 


8269/ 


\ 1197 


2 


506 




219 


8270 y 


\ 1198 


1 


1455 
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8271 J 


K 1199 


509 


839 




221 


8272 / 


V 12 


105 


702 


AGSSVSLGFCPAAAAHKPRGGALRLPVF 

RRRAQQGPDYALAGVARQPAGTCRRRC 

NRSHCRAEDPQWPTPAAAPAAHSPHMS 

LGESGLGKLILINSLFLTDLYSPEYPGPSQ 

RIKKPVQVY1LVFUDDKLE*Y*YTQSTC 

CNFHYASNQSWQPAINYIDSKFEDYLNAE 

aKVNRCQMrGNRVQGCLYFIAPSGHGPL 

HN 


222 


8273 / 


^ 120 


133 


359 


RHCSSGMEJPPTNYPASRADLVAQNYIN 
I V/"0 1 rHK VrbVHNAYRVlMQDVMSG* 
GHLVSP5?^RFFI HSFATSI FF 


223 


8274 E 


> I ZtfU 


mo 




MDfc. 1 rv^KJ::.LbtbbbWoSubbDADKXDGA 
VESISVPDMVDKNF TrPFFFDTVICV* 


224 


8275 / 


i 1201 


856 


1030 


VPNLQVGDEKQDSPNGEHWHGQE\DST 
AEPAEVKAMMSVAVV*KNLTTPPPLLG 
RSSV 


225 


8276 / 


^ 1202 


67 


264 
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8277/ 
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1251 
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8278 A 


L 1204 


1403 


3362 




228 


8279 


L 1205 


388 


1711 
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1 
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ACALGMAPQRKRRKQLSMKTGSYSQRS 

SFQRRKRPQGQGRSRNSAPSGATLSLGA 

LAWHLEWLSVIQLWHYLFIGTLNSLLTN 

MAGGDMARVSTYTNAFAFTQFGVLSAP 

WNGLLMDRLKQKYQKEARKTGSFNIRG 

PHSLYFPNHHLPHATYRDKAKMKLPLLL 

ALLFGAVSAL\HLRSETSTPETPLG\AKTL 

PEDEETPEQEM\EETPCR\ELGGRGREWO 

LWEVEDASQERWGLPESILQCPDMGGT 

KTFTCS*GKEGHQLKVGWGIPGGCPRPA 

RYLPG*ESLSRRFSSKLWFYFARSaYRG 

QTWVFHSTTFQY*LSESKCSV\SALN\QG 

r>V WiG\GRi VTrs <;riR\rR R FO wvnn<;R w\ 

iV^^vJlVI t i VJOVJI\i^I\a%X\^ V* VI./VJOIX vv 

NF\AYWG\AHQPW\SRGGHCVALC\TRG\ 
GYWA\RAH\CLQKNFPFICFPLSWSQPAV 
OVVPSPGOLPPLLCLPSLPPPPCNNNGFY 


229 
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1209 


80 


1239 


GAVVGGGGRRRRRRITYKCLPKLDPKPK 

FQEGERVLCFHGPLLYEAKCVKVAIKDK 

QVKYFIHYRGWNKNWDEWVPESRVLK 

YWDTNLQKQRELQKANQEQYAEGKMR 

\GAAPGKKTSGLQQKNVEVKTKKNKQK 

TP\G>AGDGG\STSETP\QPPRKKRARVD\P 

TV\ENEETFM\NRVEVICVKIPEELKPWLV 

DD\WD\HTR\QKQLFYLPAKKNVDSILED 

YANYKKS/RVGNTDNKEYAA^LNEWAG 

D*ICNTFNV\MLG\TQLLYKFERPQYAEIL 

ADHPDAPMSPGVWSAQHLLEIIWYRIGA 

MLAYTPLDEVK\SLALLLNYLHDFLKYLA 

KNSATLFSASDYEWAPPEYHRKAVWKS 

TLTHLCLDLRKHIFVLSLSPWYKPMCFE 

DVSV 


233 


8284 


A 


121 


3 


1671 


SSGARWRFRAGSMGLFCQRKHSS/SHPV 

LQKPSVFGNDSDDDDETSVSESLQREAA 

KKQAMKQTKLEIQKALAEDATVYEYDSI 

YDEMQKKKEENNPKLLLGKDRKPKYIH 

NLLKAVEIRKKEQEKRMEKKIQREREME 

KGEFDDKEAFVTSAYKKKLQERAEEEER 

EKRAAALEACLDVTKQKDLSGFYRHLL 

NQAVGEEEVPKCSFREARSGIKEEKSRG 

FSNEVSSKKQN'rrREMHSFKLM*K*REN 

PDADSYFDAKSSPDD\K*KKLELTAEGK 

RS*RPLRMTSSTTGVKTTLGHLVKICEGT 

VPGTTRKDHERREDMRKGKISTSRSNPE 

TKRTITLTVITGKKGILIGTERPVIEIPJGR 

GMNRKINQGRGTKEKEVTEYGKGRKIG 

RNIPKENICKEIDNKMIRTDPVRKERRKR 

KAKQRKRAYESKGGKVLKLLINTEIEKN 

ER*VFS/ASERNQDQKGKQPKFQGQRINF 

LTNLDFIQNGETWQRTKERNQEKPSNSE 

SSLGAKHRLTEEGQEKGKEQERPPEAVS 

KFAKRNNEETVMSARDRYLAROMASG 


234 


8285 


A 


1210 


31 


1029 


WWNSEVPHGPFRMKAAVLTL/APVLFSD 

G*ARRRHFWQGG*SPPRAAWDRV\K\DL 

ATRVPWTVLKEQRTETYVSQFEGLRLGE 

NS*TLKLL\DNW\DSVDLPPFS\KLREHSF 

GPC+PRDFLGINLGKRETRGALRQGRLR 

QRIFGRRLKGPRLQP*LGDDFPRKKLAR 

KEIGALTRQKGWSRLRARTSKKGARPES 

LHELARRSLSPLGEAVSRPRARPMWDAL 

RTHLAPYSDEM\SQRLGARVLGALR£NG 

GARMGQYHA\QATE\HLSTLSEKAKPAL 

EDVLRQGLLPVLESFKVSFLSALEEYTKK 

LNTQLRRPPPPPYPVUUNVSKVGKKKK 

KK 


235 


8286 


A 


1211 


3 


450 


QTQREPTMVLSPADKTNVKAAWGKVG 

AHAGEYGAEALERVMFLSFPTTKTYFPHF 

DLSHGSAQVKGHGKKVADALTNAVAH 

VDDMPNALSALSDLHAHKLRVDPVNFK 

LLSHCLLVTLAAHLPAEFTPAVHASLDK 

FLASVSTVLTSKYR 


236 


8287 


A 


1212 


9 


675 


NSARATDSERTHHGARLLPDKTNVKA\A 
WGKVGAHAGEYGAEALERMFLSFPTVTK 
TYFPHFDL\SHG\SAQG*RAHGK\KVA\DA 
L'HNAVAVHVDVDMPQTALSALSGPATAH 
KL\RVDPVQLSSS*SHLPCWWTLGRPTSP 
SEFNPWRLHAFPGTKFPGLLVEAPLLEPS 
KLPLKLGSLRVGHAFFAPLGLPPRALLPF 
PGTRNPVGLLNKILNWGGKKKKKKKIF 


237 


8288 


A 


1213 


i 


645 


KIFLSDPT APn^rMTAFKHVOl ^sOOMAK^ 

DFFRVLN/LNKKCDTSKHKVLVVSVCPQ 

SLPYFAAKFNLSVTDASRRLCGFLKSLG 

VHYVFDTTIAADFS/H/RWRMLKWQRPS 

PDSRRTCG*GPAAADGRHLR*KPCAASG 

VQCKRAGAVPGVAGGDQLPQGPRGAA 

YHVPEPGAWHTQPGHQVVKSGQGLPAA 
I rsAD AVQ1 cvpr:r!A Ai crjvi vti v^vt 
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LGARAKSLSVEGGAALSGVLKTLKKT 




; 82S9 


A 121^ 


\92 


^ 56^ 




23$ 


> 8290 


A 1215 


; 211 


179! 


> TPLGRRRRRKTHDKRKPGQGPGPPGAEC 
SKKTKVADDQENVSADAPSPAQENGEKG 
EFHKLADAKIFLSDCLACDSCMTAEEGV 
QLSQQNAKDFFRVLNLNKKCDTSKHKV 
LVVSVCPQSLPYFCWLNFNLSVTDUSRR 
LCGFLKSLG\VHYVFDTTIAADFSIL\ESQ 
KEFVRRmQHSEGGNAPCPMLTSACPG 
17WVRYAGAGCWGRP1TG/HTFLAPPKSP 
QQVMGSLVKDYFURQQNL\SPEKIFPRS 
LVAP\aYDKKL\EALQGKPFPLALHG\SR 
GRLTCVVLTSGEICFKLMYEQGDLSVRDA 
AVDTLFGDLKKDKVTRHDGASSNGHLA 
HIFRHAAXKELFN/ERDVEEVTYRTLRNQ 
RFPQKVTLEEEPKRWV*TFVLEPYAFRNI 
PET*SLKPLKKGKVPPF\HFVEGSSPCA\G 
GCLVNGKRPKPKIQDGHGDKAPAAGRM 
EGIY/SLDIPVRRPES\SAHVQEU,YQ\EWL 
EG1\NSPICARKVL\HTTYQSQ\ERGTHSLG 
HSSWLKFRPGPSSCSWGQSQEPLSRGRG 
LP 


240 


8291 / 


V 122 


170 


339 


IMKLmLFL*CRLLLSLTQESQSAEIDLLD 
NDLFLAEEA\GLYRYIMQIQTNPRI 


241 


8292 


V 1222 


1 


456 


RPRRPQREPTMVLSPADKTNVKAAWGK 

VGAHAGEYGAEALE/RMFL/SFPTTKTYF 

PHFDLSHGSSQVKGHGKKVADALTNAV 

GHVDDMPNALSALSDLHAHKLRVDPVN 

FKLLSHCLLVTLAAHLPAEFTPAVHAFL 

DKFLASVSTVLTSKYR 


242 


8293 / 


i 1223 


2 


435 


QTQREPTMVLSPADKTNVKAAWGKVG 

AH/AGEYGAEALERMFLSFPTTKTYFPHF 

DLSHGSAQVKGHGKKVADALTNAV/EH 

VDDMPNALSALSDLHAHKLRVDPVNFQ 

APKATGLLVDPGPAHFPGRVSPLRLQGF 

LGTKFLGFC 


243 


8294 


1224 


9 


390 


NSARATDSERTHHGARLLPDKTNVKAW 

WGKVGAHAGEYGAEALERMFLSFPTTK\ 

TYFPHFDL\SHG\SAQ\VKGPTAKKVAER 

ADQTPWRNVDDMPKRRCPP*SDLH\AH 

KL\RVDPVOLSSS*SHLPCW 


244 


8295 A 


1225 


3 


452 




245 

• 


8296 A 


1226 


26 


636 


NSTDSERTHHGARLLPDKTNVKAXAWG 

KVGAHAGEYGAEALERMFLSFPTXTKTY 

FPHFDL\SHG\SAQV\KGHGQ\KVADALT 

NAVAHWDDMPVNALSALSDLHAHKLVR 

VGPGSTFKLLKPLALLG*TLGRPPSPAEF 

QPLGGCKASLGTKFLGFLVEAPLLEPSKL 

PLKLGSLRLAMLSLPLWAFPPAPPPLSCT 

RTPVVFEIKS 


24o 


o2W A 


1227 


17 


233 i 
1 
( 
I 


^GTRELQCCVFLASMLGVPPIPTVQGF 
3WTLRGTDVETSPFGAPRATSHGVGQM 
fCSCQlPQPLKIRMVKQNNIIPGETQILLRF 
FGWESKVNAKKQPPVGIKCEPMDQGNE 
3TGGHETDGHRIGSVVVSAATQECLI*N 
rTRNVWTQ*TKSNLTRCGPNEELPDPTA 
.EDKDGOTK 


247 


8298 A 


1228 


1 


433 




248 


8299 C 


1229 


312 


443 1 

1 


^HKRNFHRAGRSQAVQDNWKELNNIYP 
/SPARLQALLPPAAPC* 
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249 


8300 


A 


123 


23 


307 


RQTRWCPVVRLSHYRTLGGCCHLRRGR 
GVA*VRGPQSGTISSVENTPPWRRVSCFP 
APNITCKDSSGNETHFTGNEVGFFKPISC 
RNVNGYSYK 


250 


8301 


A 


1230 




94 




25 i 


8302 


A 


1231 


2 


122 


DLLCPQMG*GWKLTALSLQCSLQDGIER 
SRAKASQCCLSI 


252 


8303 


A 


1232 


3 


53 




253 


8304 


A 


1233 


1 


2679 


SAVGSDHJFHNIPDSTSSATNVSMVVSAG 

PWSSEICAEMNILEINEKLRPQLAENKQQ 

FRNLKERCFLTQLAGFLANRQKKYKYEE 

CKDLIFCFMLRNERQFKEEKLAEQLKQAE 

ELRQYKVLVHSQERELTQLREKLREGRD 

ASRSLNEHLQALLTPDEPDKSQGQDLQE 

QLAEGCRLAQQLVQKLSPENDEDEDED 

VQVEEDEKVLESSAPREVQKAEESKVPE 

DSLEECAITCSNSHGPCDSNQPHKNIKITF 

EEDKVNSTVWDRKSSHDECQDALNILP 

VPGPTSSATNVSMWSAGPLSSEKAEMN 

ILEINEKLRPQLAEKKQQFRSLKEKCFVT 

QLAGFLAKQQNKYKYEECKDLIKSMLR 

NELQFKEEKLAEQLKQAEELRQYKVLV 

HSQERELTQLREKLREGRDASRSLNEHL 

QALLTPDEPDKSQGQDLQEQLAEGCRLA 

QHLVQKLSPENDEDEDEDVQVEEDEKV 

LESSSPREMQKAEESKVPEDSLEECAITC 

SNSHGPCDSNQPHKNIKITFEEDKVNSSL 

VVDRESSHDECQDALNILPVPGPTSSATN 

VSMVVSAGPLSSEKAEMNILEINEKLRP 

QLAEKKQQFRSLKEKCFVTQVACFLAK 

QQNKYKYEECKDLIKSMLRNELQFKEEK 

LAEQLKQAEELRQYKVLVHSQERELTQL 

l<±,!U^Ki:,ORDASRSLNEHLQALLTPDEPD 

KSQGQDLQEQLAEGCRLAQHLVQKLSP 

ENDNDDDEDVQVEVAEKVQKSSSPREM 

QKAEEKEVPEDSLEECAITCSNSHGPYDS 

NQPHRKTKITFEEDKVDSTLIGSSSHVEW 

ED AVHIIPENESDDEEEEEKGPV SPRNLQ 

ESEEEEVPQESWDEGYSTLSIPPER\HRW 

DQVKKEDQEATGPRLSRELLA 


254 


8305 


B 


1234 


33 


2996 


MLRNERQFKEEKLAEQLKQAEELRQYK 

VLVHAQERELTQLREKLREGRDASRSLN 

bHLQALLTPDEPDKSQGQDLQEQLAEGC 

RLAQHLVQKLSPENDNDDDEDVQVEVA 

EKVQKSSAPREMQKAEEKEVPEDSLEEC 

AITCSNSHGPYDSNQPHRKTKITFEEDKV 

DSTLIGSSSHVEWEDAVHIIPENESDDEE 

EEEKGPVSPRNLQESEEEEVPQESWDEG 

YSTLSIPPEMLASYKSYSSTFHSLEEQQV 

CM 


255 


8306 


B 


1235 


16 


1041 


MVKQNNIIPGETQILVRFTGWESKVNAK 

KQPPVGIKCEPMDQEYEECKDLIKSMLR 

NERQFICEEKLAEQLKQAEELSMVVSAGP 

WSSEKAEMNILEINEKLRPQLAENKQQF 

GNLKERCFVTQLAGFLANQQKKYNYEE 

CKDLIKFMLRNERQFKEEKLAEQLKQAE 

ELRQYKVLVHSQERELTQLREiaREGRD 

ASRSLNEHLQALLTLDEPDKSQGQDLQE 

QLAEGCRLAQHLVQKLSPENDEDEDED 

VQVEEAEKVQKSSAPREVQKTEESKVPE 

DSLEECAITCSNSHGPCDSNQPHKNIKITF 

EEDEVNSTLVVDRESSHDECQDALNILP 

ACMTE* 
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256 


8307 


A 


1236 


1 


221S 


MSQSVQDNLKELNNIYPDHSSSPAMEQS 

RMENDFDELTEVGFRKLVITNFSELKED 

VRTHRKEAKNLEKRLDEWPTRMNSVEK 

TLNDLMELKTMARELRDACTSFSSQFDQ 

VQETPLKIRMVKQNNIISAESQILVRFTS 

WESNVNAKKQLPVGIKCEPMDQECIPGS 

RACTLLVRFSNGGPPMDPGSERKDLLQL 

GGELARTSRAVQEAGLGLSTGLWLAESR 

AKAALEKQALLQAQLEEQLRDKKDLAQ 

QQMQSDLDKADLSARVT1ELGLAVKRLQ 

KQNPEKDQVNTDLTEKLEALVQMLPLES 

QLPIPTSGTLTPPGYSLVWSPLCVGPGLG 

SRSGSPPIDCVTWGKTDSTMQAHEDAQR 

EVQRLRSAKELLRRLSGMLMEVEEPEVL 

QDSLDRCYSTPSMYFELPDSFQHYRSVF 

YSFEEQHISFALDVD/E*VSYFDGNKSPP 

GLPDGSHIPTPRTAGQARLLLHARRRIPQ 

ERTTTPKVSQLASWVSLG/RQYLHPAGS 

LRWL*TTLPPTSSSMFPLCPQATSEDSRE 

AGIKKDQEEEEDQGPPCPRLSRELLEAVE 

PEVLQDSLDRCYSTPSSCLEQPDSCLPYG 

SSh Y ALEEKH VGFSLD VGGYLELTDSCQ 

PYRSAFYILEQQRVGWALDMDEIEKYQE 

V tblJl^ur^Cr KJ^KtLLDbKEPE VLQDSL 

EQYLGLALDVD/E*VPYYEDEETEAQRSE 

DTGAGSHSW 


257 


8308 


A 


1237 


3 


1270 




258 


8309 


C 


1238 


160 


267 


MGPLTLSSSSLHTETFLCPILTQGHQSCQ 
CENRRL* 


259 


8310 


A 


1239 


1 


1233 




260 


8311 


C 


124 


35 


91 


MSPPQNKGPFPKSPGWF** 


261 


8312 


A 


1240 


401 


2582 




262 


8313 


A 


1241 


946 


2562 

> 


FPLAYSLLFPP/CSRLSRELLEVVEPEVLQ 

DSLDRCYSTPSSCLEQPDSCQPYGSSFYA 

LEEKHVGFSLDVGEIEKKGKGKKRRGRR 

STKKRRRRGRKEGEEDQNPPCPRLSREL 

LDEKGPEVLQDSLDRCYSTPSGYLELTD 

SCQPYRSAFYILEQQRVGWALDMDEIEK 

YQEVEEDQDPSCPR*L*A1TDA*FCVDTW 

RCQVQGKQECVQFHVFNEG*ITPTDIAV 

GFHCSRCLGFHFFLPLSFTHLL+VDHTSK 

AVWQLHGILSKFMENY*AHSFHDHCSLC 

VPRALTQSVL*PLHQCVTRPIR*AHFLLS 

LSLPLPVFLFHSFLPGPGLSQHKGNNSLP 

H*WICPFSF*TVPYVSHE1*LGLCGF*FPL 

AYSLLFPT/CSRLSRELLDEKEPEVLQDSL 

DRCYSTPSGYLELPDLGQPYSSAVYSLEE 

QYLGLALDVDRIKKDQEEEEDQGPPCPR 

LSRELLEVVEPEVLQDSLDRCYSTPSSCL 

EQPDSCQPYGSSFYALEEKHVGFSLDVG 

EIEKKGKGKKRRGRRSKKKKKGRP 


263 


8314 


A 


1242 


442 


5178 


HQELPDPTGPCGGRLLSLTIHGVTIRYHA 

LLWARGPIMSKSQVLGEWEPVQGGKSS 

ENDKWTMSDPGAEAPTCSRAASGVDKE 

QQGRWQGLWNSHIKPLKIRMVKQNNIIP 

GETQILLRFTGWESKVNAKKQLPVGIKC 

EPMDQENEQTGGHETDGHRIVSVLIHFP 

LISILSYATWGLSLLECIPGSPVCTLLVRF 

SNVGTRWSLBVRGSPCGFGSNKVCGVM 

TPEIKMVCVCEGKAGKAVGSGGVEGTK 

EVST 
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264 


8315 


A 


1243 


1 


. 3242 


MDKPRPGKTTFVIMVSPLPAPYTSPFTH 
MVTCPAHPRAFLALTHSWDPQVRPAVL 

VALSVMSPTAPSSSRSPWKRPGLRPGFE 

QPGGSREAERLVGSRDGSSRSLHSLHPV 

REPVPSLLSRIRGAAELPLPSSDPAFGTG 

APPGQGSWQYKVLVHAQERELTQLREIC 

LREGRDASRSLNEHLQALLTPDEPDKSQ 

GQDLQEQLAEGCRLAQHLVQKLSPEND 

NDDD 


265 


8316 


A 


1244 


148 


197 


DPLGFL+QKRNQQEDD 


266 


8317 


A 


1245 


1333 


2383 


RMKKEHVLHCQFSAWYPFFRGVTIKSVI 

LPLPQNVKDYLLDDGTLVVSGRDDPPTH 

SQPDSDDEAEEIQWSDDENTVATLTWEF 

P*SLPLKVQGSYQIPLGGQVSFPKV*FGS\ 

APRDVAYWIAMNSSLKCKTLSDIFLLFKS 

bUr 1 1 KDr 1 (^rr JriC 1 UUSrt)r\ClE YELVL 

EKWCEMIPGG\EFRCFVKENKLIGISQRD 

YTQYYDHISKQK\EEIRRCIQDFFK\KH1P 

VQIL*MKDLVFDIYR\DSRG\KVWLIDF\N 

PFGEVTDSLLFTWEELINSENNFKRRFLV 

KVDAQEQDSPSFSVAQTSEVTVQPQPLIC 

SYRL\PKDFVDLS\TGEDAHKLIDFLKLK 

RNQPEGR 




oilo 


A 


1248 


DO 


703 


RRRRLPSVAIMIILPGPSSSHDEMF\SDIY 

KMRGDRGRGLCLEGGRGRWVSRTEXGTI 

D\DSLIGG\NA\SAESPRGAKGTERHK*ST 

GVNDIVMNHHLPGNKFSQKEASKKVHQR 

ITMKSI\KGKP*KNRRPRKSKTFL*QGAA 

EQIKHILANFKKLQFA^FIGENMNPRWA 

WVLLLDY\*RDGVPP\YM1FFK\DG\LEME 

KJS1L, J N VAlILUL5>rLHr 


268 


8319 


A 


1249 


1 


521 


MKNRSRNKGNVEWQAEGIRSKRSVGKQ 
RPSKAKIPSGDKNGVSLTHNEVINNDNP 
LESNDEKEGQEATCSRPQIVP/EFQQ* ♦LF 

SKKGERVRRDAQQTAT W*TRSPASG OF 
QICEGNKQDEACDVRGLQHCERHSLAG 
PREYMP 


269 


8320 


A 


125 


50 


230 


NLKGPLRRPVSGIUHVISLPLYQKCSKNE 
KKIPWRQMEM/C*NVPSANNPPLGtLKN 
IVF 


270 


8321 


A 


1250 


3 


168 




271 


8322 


A 


1251 


3 


249 




272 


8323 


A 


1252 


23 


2669 




273 


8324 


A 


1253 


97 


1609 


GGKMAGGGGDLSTRRLNECISPVANEM 

NHLPAHSHDLQRMFTEDQGVDDRLLYD 

IVFKHFQRXNKVEISNAIKKTFPFLEGLRD 

RDUTNKMFEDSQDSCRNLVPVQRVVY 

NWLSELEKTFNLPVLEALFSDVNMQEYP 

DFKFHIYKGFE\NVI\HDKLPSPRKVEEEE 

KGRRGLGLPTKSLNKGTGENSFRKPDFG 

PPSGFPHPPCLGTTPPE/NMGLSEHPCETE 

QINAKRKDTTSDKDDSLGSQQTNEQCAQ 

KAEPTESCEQIAWQVNXMGDAGREMPCP 

xLPLDExESPRGKSLHNHWNrKFNSLVLC 

ELVDIKKEKPFSNSKVEXCQAQARTHHN 

QASDIIVISSEDSEGSTDVDEPLEVFISAPR 

SEPVINNDNPL\ESNDEKEG\QEATCSRPQ 

iVPEXr LI FRKljFlAr RES r RKR V lu/v^ 

FSESQ*GGGAPQEASSGGTEEARHGEKA 

PIDF*EVHLTWEEYPSR\KETFPAVSDFSD 

PE*MGERAFQETC\SSS\LRRGLG 


274 


8325 


A 


1254 


3 


274 


FFASLLESPVSPRLAMDPNCSCAAGVSC 
TCAGSCKCKECKCTSCKKSECEAISMVW 
GCG*GCCSCCP/AAASKCAQGCVCKGAS 
EKCSCCD 


275 


8326 


A 


1255 


788 


1173 
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276 


8327 


A 


1256 


80 


231 


IRPLPPRFKTESRSLPGPCLQPGTFLWSRN 
RRVLGFPSMNGEDMGLLFLCSEWERSSE 
GWLCTEKGEVDTQLNPTAVPSCISLTAH 
CVFLFLVGGSCTCAGSCKCKEVCKCTSC 

KKSECG/CH/PPGIWGCG*GAWFSQHEW 
RGHGASLPLL 


111 


8328 


C 


1257 


81 


476 




278 


8329 


A 


1258 


3 


452 




279 


8330 


A 


1259 


9 


486 


NSARATDSERTHHGACLLPDKTNVKAXA 

WGKVGAHAGEYGAEALERMFLSFPTTKN 

TYFPHFDL\SHG\SAQG*RAHGK\KVA\DA 

LTKRRGATWDDM/PQTALSALSDLHXAH 

KL\RVGPGSTFKLL\SQLPCLGEPWAAHL 

PANEFQPLAVARLPWNKVSWGFC 


280 


8331 


A 


126 


814 


1292 


GISPFYIFGQDMGLEKNPTSFPSKMCFHC 

PLESLPSYVGCWKTGNMSCVVCTVNWF 

LRSVIYFWIFTNILSHFEVLALKRLLAPG 

GGGNMPPRVLnCCRRTTGHQRVWPSRP 

PEQTDQTARRPPSWRPTL/CSPLPLPPPPR 

SGREKGNRARFLKGPRIG 


281 


8332 


A 


1260 


3 


497 


PTLLVPTDSERTHPWLLSPADK\TNVKA\ 

AWG\KVGAHAGEYGAEALERMFLSFPTT 

KTYFPHF\DLSHG\SAQV*GPRARKVADA 

LXTNAVAQRGTDIAQRACPPLSDLHVUIK 

L\RVGPGSTFKLLKATC/HCLGEPWAAHL 

PVAEFQPLAVARLPWGOSFLGFLLKQRC 


282 


8333 


A 


1261 


1 


1077 


MLSGVGGFVLGLLFLGAGLFIYFRNQKA 

EESFVSALSIDLSGGGNMALLSMVCLKF 

PGG\SCMAALTVTLMVLSSFLALAG\DTR 

\PPVRLRKTEDEPLGCVLSGLRVGPDSVF 

PGGRFCNRIVLVPPARFLEQVKHECHFF 

NGTERVRFLDRYFYHQEEYVRFDSDVG 

EYRAVTELGRPDAEYWNSQKDLLEQKR 

AAVDTYCRHNYGVGESFTVQRRVYPEV 

TVYPAKTQPLQHHNLLVCSVNGFYPGSI 

EVRWFRNGQEEKTGWSTGLIQNGDWT 

FQTLVMLETVPRSGEVYTCQVEHPSLTS 

PLTVEWRARSESAQSKMLSGVGGFVLG 

LLFLGAGLFIYFRNQKGHSGLQPTGFLS 


283 


8334 


A 


1262 


3 


825 


LFSSMVCLKLPGGSSLAALTVTLMVLSS 

RLAFAGDTRPRFLELRKSECHFFNGTER 

VRYLDRYFHNQEEFLRFDSDVGEYRAV 

TELGRPVAESWNSQKDLLEQKRXAAVDN 

YCRHNYGVGESFTVQRRVHPQVTVYPA 

KTQPLQHHNLLVCSVSGFYPGSIEVRWF 

RNGQEEKAGVVStVGLlHNGDWTFXHTL 

VMLETVPR\SEEVYTC\QVEAPRA*QAPL 

TVBWRARSESAQSKMLSGVGGFVLGLL 

FLGAGLFIYFRNQKGHSGLQPTGFLS 


284 


8335 


A 


1263 


11 


885 


DLPASLAPGPVLFSSMVCLKLPGGSCMT 

ALTVTLMWLSSPLALAGDTRPRFLWQP 

KRECHFFNGTERVRFLDRYFYNQEESVR 

FDSDVGEYRAVTELGRPDAEYWNSQKD 

FLEDRR\AAVDTYCRHNYGVGESFTVQR 

RVQPKVTVYPSKTQPLQHHNHyVFCSV 

SGFYPGSIEVRWFLNGQEEKAGMVSTGX 

L1\QNEDGPF\QTLVMLETSFFGVERVNT\ 

SQVEHPKCARP\LTVE*RARSESAQSKML 

SEVGG\FVLG\LLLPLGPGLF\IYFRNQKG 

HSGLQPTGFPELKCR 


285 


8336 


A 


1264 


25 


628 


EFHRLRENPPWCLSPADKTNVK/APAWG 

KVGAHAGEYG\SEALER\MVLFPPPTPKP 

YFPHF\DLSHG\SAQV*GPRARKVADAL\ 

TNAVAQRGTDIAQRAVPPLSDLHUHKLX 

RVGPGSTFKLLKATC/HCLGEPWAAHLPX 

AEFQPLAVATSSLGTKFPGFLVEAPLLTF 

QITFKGWKLWLAIVFLPFGLPPSPSSPFL 

HPYPRGL 
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286 


8337 


A 


1265 


1 


625 


CKFIRVMAHTRLRLLPLRRKKAHLMEIQ 
VNbOl VAbNLUWAKJiRLEQQVPVNQVF 
GODEMIDVIGVTKGKG YKGVT^^R WHTK: 
KLPRKTHRGLRKVAaKDGKLIKNNAST 
DYDLSDKSINPLGGFVHYGEVTNDFVML 
KGCVVGTKKRVLTLRKSLLVQTKRRAL 
EKIDLKFIDTTSKFGHGRFQTMEEKKAF 
MGPLKKDRIAKEEGA 


287 


8338 


A 


1266 


1 


1251 




288 


8339 


A 


1267 


1 


903 




289 


8340 


A 


1268 


1 


1131 




290 


8341 


A 


1269 


1 


1345 


walpagfdgvmshrkfsaprhgslgfl' 
prkrssrj-irgkvksfpkddpskpvhlta 
flgykagmthivrevdrpgskvnkkev 
veavtivetppmvfvgivgyvetprglrt 

FKTVFAEHMSDECKRRFYKNWHKSKKK 

AFTKYCKKWQDEDGKXQLEKDFSSMK 

KYCQVIRV!AHTQMRLLPLRQKK\AHLM\ 

E1QV\N\GGTCARESWDWGPREGLKQQV 

PVKPSVLGRDEVM1ELHRG*PICGQKAYK 

GGHPVVWHTQESCPRKD/HHPRACAKV 

ACIGA\FHPARV\AFSVARAGQ\KGYHPR 

T\EINKKl\YKIGQG\YLIKGG\iaiKNNAST 

DYDLSDKSI\NPLGGFVHYGE\VTNDFVM 

LKG\CWGTKK\RVL'RLRK\SLLVQTKAA 

GLWRRITLKFxIDTTSKFGHGRFQTMEEK 

KAFMGPLKKDRIAKEERSLMPGTDFAV 

GGVSIKVIFH 


291 


8342 


A 


127 


191 


482 


DSSGQVQWLKPIIPVLGNLRQADHLRSG 
VQDQHVQHGETPSLLKIQKKLARHGGA 
CL*SQLLGRLR/QETH*NSGSRGCSEPRL 
KHU 1 LA' A I bOUol 


292 


8343 


A 


1270 


3 


451 




293 


8344 


A 


1271 


9 


487 


NSARATDSERTHHGARLLPDKTNVKAU 

WGKVGAHAGEYGAEALERMFLSFPTVTK 

TYFPHFDL\SHGFCPRLKGPRQRRWPDA 

LTK\AVA\HVDGHAQTALSGPEATLHGA 

QSFGVDPVQLSSSLSH\CLLG*PWAAHLP 

RPSSTPGGWNAFPGTKFPWVSC 


294 


8345 


A 


1272 


197 


821 


RLFHSNQTVDHSQKNVDITLKGVRPSNR 

VRAPKGTLR\RDFNFHQM*NSALLGKEQ 

QRGFRVDVKWWGYQKGNWPTRSGLFGS 

HVQD\MIKGWLPLGLPVTKMR\SVYAHF 

PHPTLLSRENGVSLLKSRNFLG\EKYIPQ 

GFRMKTRVLLCQYLKAQKR*N*SLEGN 

D\IGLVS\NFSRLLIPASPTRLKTKGIRK\FL 

DGIFCLLEKGLFRQA 


295 


8346 


C 


1273 


22 


282 


MSEGPSVRSEEAICLYYEELGGGARQTH 
VRRPLSECSPGDWSHSGVAEGPXCIQFL 
HITSHGAKEALSTWLGLLTSGPATTAAV 
LP* 


296 


8347 


A 


1274 


60 


1576 


gylgapvalgvlwulcwslaiatplppt 

sahgnvaegetkpdpdvtercsdgwsf 

dattl\ddngtmlffkgefvw\kshkwg 

pgv*sserwegfspspcgmlafpfkvhn 

svls*skggdkvlgy*pslkkkgrkglp 

kvcskidfpgiphsp\ld\aavechrg\ec 

qae\gwlffqgdre\wfwdfa\tgnhgr 

ersvapavwgtcssnalrwagpltywls 

rgnqf\lrfrpcqgeevppr\yprdvre\y 

fmpcpgkgh\gtqewglghgnsnhhgp 

*IYAACSP\HLSLCLALI i>DNH\GANFCLS 

vgthywr\ldts\rdgwhslaplukwp 
qgpsavdaafsw\eeklylvqghpgyy 
vfltkggy\tls*ggypkrlgerev\gdp 
swgfil\dsvdaafi\cpgvflrlhyswa 

GRRLWVGWA^P*KSGSPKPTW\TELSFGP 
HE\KVDGALCMEKSPFGPKFMFPPNGPG 
L\YU.1HGPNFTL\YSVVEK\LNA\AKALP0 
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PQNVTQSPGACTH 


297 


8348 


A 


1275 


1 


3431 


MLPHERGLETTPRGECIPVRIDTKLFEML 

VPQCHKEIALEHKFIYSFLVTLNTKPPGY 

SHSHPEALLDPEVGDPNGTNAQLIKCFLL 

PLCPSFPLCPEECMHCSGENYDGKISKT 

MSGLECQAWDSQSPHAHGYIPSKFPNKN 

LKKNYCRNPDRELRPWCFTTDPNKRWE 

LCDIPRCTTPPPSSGPTYQCLKGTGENYR 

GNVAVTVSGHTCQHWSAQTPHTHNRTP 

ENFPCKNLDENYCRNPDGKRAPWCHTT 

NS 


298 


8349 


A 


1276 


111 


2785 


VNNVLGLGHTFWALLASPKMEHKEVVL 

LLLLFLKSGQGEPLDDYVNTQGASLFSV 

TKKQLGAGSIEECAAKCEEG\EEFTCRAF\ 

QYHSKEQQCVIMAEVNRKSSMIIRMRDVV 

LFLKKKVYSLQSAKT\GNGKNYRGTMS 

KTKNGmCQKW\SSTSP\RRPRFSPATHPS 

EGL\EENYCRNPDNDPQGPW\CYTTDPE 

KRYDYCDILECEEECMHCSGVENYVDGKI 

SKXTMSWDWECQGLGTFQEPHTVHG 


299 


8350 


A 


1277 


29 


454 




300 


8351 


A 


1278 


1 


1368 




301 


8352 


A 


1279 




1269 


PPTRPPTRPAPGLVPKPSTTCTPACQGLS 

GAAMKSLVLLLCLAQLWGCHSAPHGPG 

LIYRQPNCDDPETEEAALVAIDYINQNLP 

WGYKHTLNQIDVEVKVWPQQPSGRAVL 

RFEIRTPWGTTLPCCWDPTLVGQDASLE 

GSLKEHAVEGDCDFQLLKLDGKFVSVVY 

AKCD\SSQDSAEDV\RKVCQHVCPLLAPL\ 

NDTRVVHAAKSCPGPPFNAQNNGFQFFS 

LEE1SR\AQLVPLPPS\TYV\EFTVSG\TDLL 

FA*KKATEAAKCNLSGQKSNMGFCK\AT 

LSEKLGSGQRLQLTCTVF\QTQPVT\SQP 

NPEGANEAVPTPV\VDP\DAPPSPPLGAP 

GLLPSWLTPKTTMVLLXAAPPGHQLHRVA 

HYDLCHTFMGVVSU-GSPFRRKCSHPRK 

NTmTVVEA*WLGAAAGATGFLPLFRGG 

IRHFKV 


302 


8353 


A 


128 


1445 


1778 


NLSRNKEVLLFGKNIPWVGWARWLVPG 

npntlggqgradhlklgvqdqpgqhge 

ipsllkiqk:ltrhggvcl*sq\nhlnpgg 

ggcselrshhct\ctpawame*dsipkn 

K 


303 


8354 


A 


1280 


I 


1254 




304 


8355 


A 


128] 


1 


921 




305 


8356 


B 


1282 


70 


572 


MGKEKTHINIVVIGHVDSGKSTTTGHLIY 

WVLDKLKAERERGITIDISLWKFETSKY 
YVTIIDAPGHRDFIKNMIILNHPGQISAGY 
APVLDCHTAHIACKFAELKEKIDRRSGK 
KLEDGPKFLKSGDAAIVDMVPGKPI* 


306 


8357 


A 


1283 


1 


1410 




307 


8358 


A 


1284 


I 


1386 
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308 


8359 


A 


1285 


70 


1538 


KPKWERKRLIFNIVVIGHVDSGKSTTAG 

HLIYKCGGIDKRTIEKFEKEAAEMGKDSF 

KVFAWVLDKLKAERERGITIDISLWKFET 

SKYYVTIIDAPG\HRDF\IKNM\JTGD1SRL 

DCAVLDLFA\SGVGEF*SLVSPKNGQ\TR 

EHALLAYTLG\VEQLIVGVNKM\DSTEPP 

YSQKRYEEMWLREVSTFMKKIWLQPPTQ 

♦HFVPISWFGIGDNM\LEPSA\NMPWFKG 

VAKVTRKDGNASGTTLLEALDCILPPTRP 

TDKPLR\LPLQGVH\KLGGIGTVSSAPME 

T\GFSNPGMVVTFAPSPR*QRKVKSCRKC 

THEALK*SSFLGTNVGLQLSGIVSCQGM 

FRPWQTVAG*PAKNDPTQWESSWASLV 

RGDYP*PIPGQNKAPGVAPC1GIGAHGLT 

FACK\FAELKEK\1DRR\SGKKLEDGPK^FL 

KS\GDAAMVDIVPG\RPMCVESFSDYPPL 

GRFAVRDMRQTVAVGVIKAVDKKVCW 

b W AKbP Kr Av^Ku 


309 


8360 


A 


1286 


41 


601 


APSPRRPWGHFTEEDQGLLSTSLWGKW 
KCGKNAGRKKPLGKAPLVViTHPWDPK 
RSFEQALGNPVPLPSAMMGNPPKSRAHG 
KXKVLTVSLGEMPIKHPG^SSKGTFAQA+S 
bLH\C UK\LH V D P bN r K\LLu\N V L VT\VL\ 
rvirro/VTvcr 1 1 vjiji^ivrto vv/vcii\ vv v i wo w 
PVPCSSRIPLSSLAHDCRAFQG 


310 


8361 


A 


129 


3 


369 


PGFPLFSFPEGNGPS1CRQTGD*IRCLF*DG 
KVWECSPPSSSSSPKKRKKAVIF/CVPVQ 
TKCIVVEGGEETLVGDV*V*P*\GSFKHV 

VAMFPEIODCLCTLYEASFKTKESRRVD 
GFVCVRVGT 


311 


8362 


A 


1290 


2 


217 




312 


8363 


A 


1291 


1 


2283 




313 


8364 


A 


1292 


249 


433 


KWRCGNWPRRTLMPWLH*NFVPTLGQT 
ELQLKEFLSICKEENMKFCWQKQHFEEN 
KKVPAS 


314 


8365 


A 


1293 


778 


1578 


PRQVDPSWGFHSRLSGPW/H/WTERDAT 

SLSKGKVPGAPGGHPLWKNDAGRGEIN 

EVLKQVEGEASCSSRKGKLIFFYEWNIKL 

GWKGIVKESGVKHKGLIEIPNLSEENEV 

DDT/EEFTTGMILPTKAMATQELTVKRK 

LSGNTLQVQASSPVALGVRIPTVALHMM 

ELFDPT/S*SSLYSIFTVKEEERVCVLFSLT 

NKKIIMKwR\wGTwPEEHYAMVALNFV 

KQHFEEIKGSLOLTPLNG 


315 


8366 


B 


1294 


46 


386 


XIRHESGSRSHSHCSTLSSIGDVAKKLGE 
MWNNTAADDKQPYEKKAAKLKEKYEK 
DIAAYRAKGKPDAAKKGVVKAEKSKKK 
KEEEEDEEDEEDEEEEEDXEDDDEEEDD 
DDE* 


316 


8367 


A 


1295 


263 


484 




317 


8368 


A 


1296 


157 


886 


TWGKGDLKKPRANMSSYAFFVQTCRGG 

\HKKiCHPDASVNFS/ESFSKKCSERWKT 

MSA*R/EKGKFEDMAKAVDKARYER\EM 

KTYIPPQRGRQKRKFKDSQLHPRGPPSG 

LLSSSCSEYRPKIK\GEHP\GL\SIGDVAKK 

LGRDVGINTAADVDKQPY\ERRAAKLKE 

KYEKDIAAYRAKGKPDAAKKGWVKAE 

KSKKKKEEEEGEEDEEDEEDEEIEEVDEE 

DEEDEEEDDGLMNKLGSGAVFFFSCL 


318 


8369 


A 


1297 


1 


450 


CKSRGSNLRVHFKNTRETAQAIKGMHIR 
TATKYLKDVTLQKQCVPFRRYNGGVGR 
CAQAKQWGWTQGRWPKKSAEFVLVIEHI 
QVNKAPKMRRRTYRAHGRINPYMSSPC 
HIEMILTEKEQIVPKPEEEVAQKKKISQK 
KLKKOKLMARE 


319 


8370 


A 


1298 


1 


1725 
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320 


8371 


A 


1299 


278 


879 


SVKMVRYSLDPGGTPRKSCK/SQRGSNL 

RVPFKDHS*KLPQAHQGVCHIRKSPTKY\ 

LKDVHLTRNQCVPIPDRYMvIGGlCKVCR 

RPKQWG\WTQG\RWPQKGVLNFLLHML 

KNAENSNAELKGNLDVDFLVMEHIQVNKA 

PMCMVRRRTYRAHGRINPYMSSPCHUEMM 

LTEKEQIVPKPEEEVAQKKKISVQKKLKE 

TPTLWHGE 


321 


8372 


B 


13 


7 


177 


M S VS ARS AAAEERS VNSSTM VAQQKNL 
bOi VljrAINL»riNV^V iKAoVjvKurfcr 1 LM 
WE* 


322 


8373 


A 


130 


412 


616 


VFVCLFVCFETGSCSVTQAGGQWCNHG 
SLQPQPATSAS*IVG\GVAGVYHHFQVFL 
LLLFNRDEVLLY 


323 


8374 


A 


1300 


85 


266 




324 


8375 


A 


1301 


1 


1776 




325 


8376 


A 


1302 


207 


1645 


LSQRALRLSPRARSFSLSPACPLPCLLALS 

LALSSRIEGTLTTACGWGRETEAAAAQG 

KRGCSGGSRKMSGEDEQQEQTIVD/DSL 

WTKYKMGGDIANRVLRSLVEASSSGVS 

VLSLCEKGDAMIMEETGKJFKKE\KEMK 

KGIAF\PTSIS\VNNWCM/CHFSPFERSDPG 

LYSSKEGDLVKMDLGVPCWMGFIANVA 

SH/SFVVDVAQGTQVTGRK\ADVIKAAH 

LCAEAA\LRLVKPGNQNTQVT\EAWNKV 

AHSFNCTPI\EGMLSHSLKQHVIDGEKP*F 

QNPTDKQK\RAHEKADFEV\HEVYAVDV 

LVKPQERARPKDAGQRTTIYKRDPSKQY 

GLKMKTSRAFFSEVERRFDAMPFTLRAF 

EDEKKARMGV\VECAQT*TCWQPFNVL 

Y*EGRVILFAQFKFTVLAHGPNGPMR1\T 

S\GPFEPU>FYK\SEMEV\QDAELKALLQ\S 

SAKSEKPQKKKKK\KASKTA\ENATGG1L 

CSLGNIRRK 


326 


8377 


B 


1303 


29 


200 


MSRTRLVCPSLIPFCIYVVDVGFSPGPQS 
CTSHEPKDIHAKCELAFLHHQRFYKNEG 
X* 


327 


8378 


A 


. 1304 


138 


1908 


ASRTAVARWECVLQNVRREPSPSRAWP 

SQLRPIASTATKCRE\CGPGYSTPLEAMK 

GPREEIWYLVPCILPETQGTEGPRLSWAT 

VDVDPKSPQYCQVIH\RLPMPNU.ICDELH 

HSGW\NTC\GSCFG*LAPSRGTK\LVLPSF 

HLLFGIYVGGTWGSEPRAPKLAQGSLSP 

RDIHAKaNWAFLHTSHCLASGEVMISSL 

GDVKGNGKGGFVLLDGETFEVKGTWER 

PGGAAPLGYDFWYQPRHNVMISTEWAA 

PNVLRDGFNPADVEAGLYGSHLYVWD 

WQRIEMVQTLSLKDGLIPLEIRFLHNPDR 

CPKAFVG\CALQAPNIQRFLQRTRGGTLF 

SGRR*FQVVPPRKLKGW\LLPKMPGL\ITn 

LASPWNDGF\LYFS\NWLAWGP*GKYDIS 

DPQRPALTGQLFLGGSIVKEGPWQVLED 

EEL/TSPSPEPLWKGKRVGEGP\QMI\QL 

SLDGKRLNNHHGRCTSALGQSSFYP*SQ 

SGERLLVNAGRVEW*DNSKKGGA*KLN 

PQLSWVDFGEGAPLPKPLPH*ARYP\GG\ 

DCSS\DIWILNSPPSHPHSLFWALHFPGGP 

GLSFCISLGTRTLGKHVPTTAKLRLWQC 

VES 
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328 


8379 




1305 


1 


1000 


STRAPSPGPFPSSKLAGAYKSWCRRDPR 

THSAGAQAAAARSVPIRCPAPTASATMS 

HHWGYGKHNGPEHWHKDFPIAKGERQS 

PVDIDTHTAKYDPSLKPLSVSYDQATSL 

RILNN\GHAF\NVEFDDS\QDKAVLKGGP 

L\DG\TYRLISVFTFHWGSF*WDKVSEAY 

CGIKKKYAAE\LTLGHWNTKYGDFGKA 

VQEPDGLAVLGIFLKVGSAKPGLQKVVD 

VLDSIKTKGKSADFTNFDPRGLLPESLND 

YWTYPGSLTTPPLLECVTWMVLNFVPFSV 

SS\EQVFE1P*TLTFNGGGVNPEELMVDN 

WRPAVQPLKNRXQIKASFQIRWSHSLYSK 


329 


8380 


C 


1306 


127 


435 


MAASXNPEVLDITEETLHSRFLEGVRNV 
ASVCLQIGYPTXASVPHSIINGYKRVLAL 
SVETDYTFPLAEKVKAFLADPSAFVAAA 
XLGCCHHSCSXCCCSPS* 


330 


8381 


A 


1307 


1 


689 


KCFWGADNVASKQMQQIRMSFRGKAV 

C*WGKNTMMRKP1RGHLENNPALEKLL 

PHIRGNVGFVFTKEDLTEIRDMLLANKV 

PAAARAGAIAPCEVTVPAQNTGLGPEKT 

SFFQALGITTKISRGTIEILGVRNVASVCL 

QIGYPTVASVPHSIINGYKRVLALSVETD 

YTFPLAEKVKAFLADPSAF/VAAAPA^AA 

ATTAAPRAAAAPAKVEAKEESEESDED 

MGFGLFD 


331 


8382 


A 


1308 


68 


nil 


RTAVMPREDRATWKSNYFLKIIQLLDDY 

PKCFIVGXADNVGSKQMQQIRIVPWGEA 

CVLMGQKTM\MGQAHPKGTL*NNPSLW 

RKLLP\HIRG\NLGFCFTQGGPSLEIKGHV 

CLANKGLPSWLPVVGANCPHGESHWWP 

APEHWSSGPEICTSFFPGL*AnTK\ISQGA 

PIENPEVNVPAESRTGDQSGEPSEANAA* 

TCSNISPFNSFGAGSSQPGVSTNGSHLPPL 

KGLDIHRRNLCIFWLSWEGVRKCCPVSV 

CQIG\YPTVA\SVP\HSirNGYKRVLA\LSV\ 

EPDYTFPLAEKVKAFLVADPSAFVVAATC 

GLLPPQLLLVVVAAPAKVEAKEESEESD 

EDMGFGLFD 


332 


8383 


A 


1309 


60 


569 


STDLEELPTLGWF*KQEUILSCPFVSLTY 

RERLPANFFKFQFRNVEYSSGRNKTFLC 

YVVEAQGKGGQVQASRGYLEDEHAAA 

HAEEAFFNTILPAFDPALRYNVTWYVSS 

SPCAACADRlllCTLSKTKNLRLULVGVRL 

FMWEEPEIQAALKKLKEAGCKLRIMNLV 


333 


8384 


A 


131 


278 


464 


YTHILRQLPTLRHEQKSRENCLEEMSLD 
RFQAAKP\SPTPTHHTYKPTLAGH*KIHA 
MGLTRA 


334 


8385 


A 


1310 


62 


858 


QLRWDSGARAWPRPACLSPLPQRLLSHS 

PSMAQKEEAAVATEAASQMGEDLENLND 

DPQKLKELIELPPFEIVTGERLPANFFKFQ 

FRNVEYSS\GRTKTL\LCYVV*STGARGG 

KVQASWG\YLEDE\HAACPLQKESFSFNT 

ILPAFRPKPLAVTNVT/WGYVSSSPOAA 

CADRMVKTLSKTKNLRLLILVGRLFMWE 

EPEIQAALKKLKEA\GCKL\R1MKPQDFR1 

LSWE\NFVEQ\EEGESKAFQPWEDIQENF 

LYYEEKLADILK 


335 


• 8386 


A 


1311 


1 


727 


NTEDQRNEEKAQREANKKIEKQLQKDK 

QVYRATHRLLLLGAGESGKSTIVKQMRI 

LHVNGFNGDEKATKVQDIKNNLKEAIET 

IVAAMSNLVPPVELANPENQFRVDHILS 

VMNVPDFDFPPEFYEHAKALWEDEGVR 

ACYERSNEYQLIDCAQYFLDKIDVIKQA 

DYVPSDQDLLR\CRVLT\SGIF\ETKFQWD 

KWNFHIV+RGVGQRDERRKWIQCFNDV 

TAIIFVVASSSYNMVIREDN 



176 



wo 01/88088 



PCT/USOl/14827 



336 


> 8387 


A 1312 


i 2 


i 1271 


PVRSSAPRRGHSVASAPRSGLRQVAGRR 

GAALPCSLAPGCGAAAGASPCPGAGRR 

RAAGGRCLACECTSLTCAGESGKSTIVK 

QMRILHVNGFNGEGGEEDPQAARSNSD 

GEKATKVQDIKNNLKEAIETIVAAMSNL 

VPPVELANPENQFRVDYILSVMNVPDFD 

FPPEFYEHAKALWEDEGVRACYERSNE 

YQLIDCAQYFLDKIDVIKQADYVPSDQD 

LLRCRVLTSGIFETKFQVDKVNFHMFDV 

GGQRDERRKWIQCFNDVTAIIFWASSS 

YNMVIREDNQTNRLQEALNLFKSIWNNR 

WLR\TISVILFLNKQ\DLLAEKVLAGKSKI 

E\DYFPE\FAR\YTTPE\DATPEP\GEDP\R* 

TRAK\YF1R\DEFLR1STASGDGGHYCYPH 

FTCAVDTENIRRVFNDCRDIIQRMHLRQ 

YELL 


337 


8388 , 


\ 1313 


235 


1571 


GRPRPPPPQPGRAPPPPPPRMGCLGNSKT 

EDQRNEEKAQREANKKIEKQLQKDKQV 

YRATHRLLLLGAGESGKSTIVKQMRILH 

VNGFNGEGGEEDPQAARSNSDGSEKAT 

KVQDIKNNLKEAIETIVAAMSNLVPPVEL 

ANPENQFRVDYILSVMNVPDFDFPPEFY 

EHAKVLWEDEGVRACY\ERS>AEYQLID 

CAQYFL\DK\1DVIKQAD\YVPSDQDLLR/ 

CARVLTS\GIF\ETKFQVDKVNF\HMF\DV 

GGQXRDERRKWIQCFXNDVAAIIFVVGSS 

SYN\MVIR£DTGHNGLAGRL*TSPKGIW 

DNRWAAAPSLVILFLTKQ/EILLA*ESPLA 

GNSK\IKDYFPE\FAR\YTTPEGCYSRRPG 

EGPHGVYRGQVTPFEDEFLRSSNCPVED 

GRHYCYPHF\TCAVDTEN1\RRVFNGLAV 

DIHFSGMHLSFSYGAGFKEGEPPKFNLK 

A 


338 


8389 / 


V 1314 


3 


784 




339 


8390 / 


^ 1315 


3 


2231 


PAMNGLSLSELCCLFCCPPCPGRIAAKLA 

FLPPEATYSLVPEPEPGPGGAGAAPLGTL 

RASSGAPGRWKLHLTERADFQYSQRE\R 

STIEVFPTKSARGNRVSCMYVRCVPGAR 

YTWLFSHGNAVDLGQMSSFYIGLGSRL 

HCNIFTYDSSGYGASSGRPSERNLYADID 

ATWQALRTR*GRPLVGRVRARWRPRLT 

LLRRRQVRHQPGQHPSCTGRSIGHGAPP 

WDWASRYECAAVILHSPLNLGHARJRIPR 

HPRKTYCFDAFPLHSRKVSKINVSPCSSS 

HGHEGRGDRLSRTGWALYEALPPRRVE 

PLWVEGAPGTTDIEPLQPVPGAAGV/U^IL 

PGAAQPARLAAAPNRPDLSNKAAPGLHP 

APAPTQGLACGPPGRPRWRPGLGGARH 

EWAVPDVQATRRTHSFPFGSKKKIRENG 

OLKJ 


340 


8391 A 


1316 


I 


1347 




341 


8392 A 


1317 


53 


1027 


NFRVEAGVRGVQQKETCAFKVLESIGKL 

G\LALSVAGGAENSALYNVDAGHRAVIF 

DPIPGQK*QD1VVGEGTHFUJP\WVQKPQ 

LSNDCRSRPRNCCQSITGSKVDLQNWNIT 

LRHPSSGPVRQPSFPRIFTSIGED\YDERV 

LAVPSQLENLK\SVW/aiFDAG\ELITQR\E 

LVSRQV\SDDL\TERAUTFGL1LDDVSLT 

RFVA^LEKAEQQKK\AAIISAEGDSKAAE 
LIANSLUTAGDGLIELRKLGKLQRTFAY 
QLSTLSGTSPYLPAGQS\VLLQ\LPQLRAH 
PCLAPPAGLTWGHSPD 


342 


8393 A 


1318 


424 


598 
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8394 A 


1319 


3 


371 
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344 


8395 


B 


132 


639 


1718 


MDPLGPAKPQWSWRCCLTTLLFQLLMA 

VCFFSYLRVSQDDPTVYPNGSRFPDSTG 

TPAHSIPLILLWTWPFNKPIALPRCSEN4V 

PGTADCNITADRKVYPQADAVIVHHREV 

MYNPSAQLPRSPRRQGQRWIWFSMESPS 

HCWQLKAMDGYFNLTMSYRSDSDIFTP 

YGWLEPWSGQPAHPPLNLSAKTELVAW 

AVSNWGPNSARVRYYQSLQAHLKVDV 

YGRSHKPLPQGTMMETLSRYKFYLAFE 

NSLHPDYITEKLWRNALEAWAVPVVLG 

PSRSNYERFLPPDAFIHVDDFQSPKDLAR 

YLQELDKDHARYLSYFRWRETLRPRSFS 

WALAFCKACWKLQEESRYQTRGIAAWF 

T* 


345 


8396 


A 


1320 


1 


1596 




346 


8397 


A 


1321 


2 


556 


WDMMYVTRFASFLR>IVLPSF1SDWLYV 
QKMNTWFKHENYGLMPLNGYLKMEIFF 

lv^rk.l\.Vj/\JLI 1 1 JLolrwro Viviir 1 cl oAVriiU 
GTMFEAIDSVIFATGYDY<?YPFI DFTIMIC 
SRNNEVTLFKGIFPPLMEKPTLAVIGLVQ 
SLGAAIPTADLQAWWAAKVFASRWAIL 
SFIHFINEHLLNTCY 


347 


8398 


A 


1322 


955 


1187 


IFFFFFFKMESCPFAQAGVQWCDLGSLQ 
ALPPGFTPFSCLSLLSSWDYRRPPPHLAN 
FLYF**TWVFTVLARMVSIS 


348 


8399 


A 


1323 


6345 


9041 




349 


8400 


C 


1324 


182 


433 




350 


8401 


C 


1325 


72 


254 


MVSTQLRQASDPRTTIGRERFELLLRRV 
DKLMSPRLPTGTLNPHHFWTLSIPQVGR 
CNAP* 


351 


8402 


A 


1326 


225 


735 


GELRVNSLHVSTHFQIPEETDIGWLVSPG 

QGPARPFEDIQLWPPGSLMAAEPTDQSL 

EESH*DRWITrFFTFAR\QEGRK\D*PQRS 

NEFmLVTQQLPHL\LKDVGSLDRJKN*G 

AWDVNQDFGGSRFN\EY\WRL1GGAWPK 

EIRKEEKTLKIQERSKAAWLEDGVGQGR 

r 


352 


8403 


A 


1327 


55 


391 




353 


8404 


A 


1328 


996 


1334 


WASVGLSGPRSPPSSRPQ*ARPRPGAPAS 

LRQADLGRGWRDRLGAPRPRPPRTGGW 

RSCCRGRGPGSRPRGARAGLGPGAPGG 

WRRSRRSWTRARAATRPRAAARGSRTP 

RG 


354 


8405 


A 


1329 


1 


993 




355 


8406 


B 


133 


1154 


2233 


MDPLGPAKPQWSWRCCLTTLLFQLLMA 

VCFFSYLRVSQDDPTVYPNGSRFPDSTG 

TPAHSIPLILLWTWPFNKPIALPRCSEMV 

PGTADCNITADRKVYPQADAVIVHHREV 

MYNPSAQLPRSPRRQGQRWIWFSMESPS 

HCWQLKAMDGYFNLTMSYRSDSDIFTP 
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EEKTMTEKHLELCPRPKQETTTSKSTSGL 
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SSDSEKEDDLENVLLIDSESPHKYHVQFA 

SDARQIMERLIDSRTKSPETILHTP 
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VQLCNLSSLQPLPLGFKQFSCLSLPSSWD 
YRNPSLKQQLFSYAILGFALSEAMGLFC 

LMVAFL1\SLPCEGAVSTSHSSPASGWPR 
VFLFLYLPRQPGERGWLRV 


366 


8417 


B 


134 


1029 


2108 


MDPLGPAKPQWSWRCCLTTLLFQLLMA 

VCFFSYLRVSQDDPTVYPNGSRFPDSTG 
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PGTADCNITADRKVYPQADAVIVHHREV 

MYNPSAQLPRSPRRQGQRWIWFSMESPS 

HCWQLKAMDGYFNLTMSYRSDSDIFTP 

YGWLEPWSGQPAHPPLNLSAKTELVAW 

AVSNWGPNSARVRYYQSLQAHLKVDV 

YGRSHKPLPQGTMMETLSRYKFYLAFE 
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LQKFLCSGGHNALFETFNWALSMGGKV 

PVSEGLEHSDLPDGTGEFLDAWLMLVEK 

MVNPTTVLESPHSLPAKLPGGVQNFPQF 

SALRFLVVTQKAAFTCDCNLWNRKPLKV 

YGGRMAESMLAILCHILRGEPVIRERLSK 

EKEGSRGEEDTGQEEGGSRREPQVNQQQ 

LQQLMDMGFTREHAMEALLNTSTMEQA 

TEYLLTHPPPIMGGVVRDLSMSEEDQM 

MRAIAMSLGQDIPMDQRAESPEEVACRK 

EEEERKAREKQEEEEAKCLEKFQDADPL 

EQDELHTFTDTMLPGCFHLLDELPDTVY 

RVCDLIMTAIKRNGADYRDMILKQWN 

QVWEAADVLIKAALPLTTSDTKTVSEWI 

SQMATLPQASNLATRILLLTLLFEIEVRS 

WSYPPFQDKDHCKKEKENFEAIAAALA 

AERESKPPVRDTRESQLAHSKDEPPPLSP 

APLTPATPSSLDPFFSREPSSMfflSSS3J>PD 

TQKFLRFAETHRTVLNQILRQSTTHLAD 

GPFAVLVDYIRVLDFDVKRKYFHQELER 

LDEGLRKEDMAVHVRRDHVFEDSYHTA 

SQSLTHTNDWMYPGFSAQLFSASAFLCR 

YIVFEGEEGQDAGGLLREWYMIISREMF 

NPMYALFRTSPGDRVTYTTNPSS\HCNPN 

HLS\YFKFVGR\IVA\KAVYDNRLLECYFT 

RSFYKHILGKSVRYTDMESEDYHFYQGL 

VYLLENDVSTLGYDLTFSTEVGQEILITA 
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AFTSRLSGNRGVQYTRLAVQRGGTFQM 
GGSSSHNRPSGSNVDTLLRLRGRLLLDH 
EALSCLLVLLFVDEPKLNTSRLHRVLRN 
LCYHAQTRHWVIRSLLSILQRSSESELCIE 
TPKLTTSEEKGKKSSKSCGSSSHENRPLD 
LLHKMESKSSNQLSWLSVSMDAALGCR 
TNIFQIQRSGGRKHTEKHASGGSTVHIHP 
QAAPVVCRHVLDTLIQLAKVFPSHFTQQ 
RTKETNCESDRERGNKACSPCSSQSSSSG 
ICTDFWDLLVKLDNMNVSRKGKNSVKS 
VPVSAGENKVSEAQANSGSGASSTTTAT 
STTSTTTTTAASTTPTPPTAPTPVTSAPAL 
VAATAISTIWAASTTVTTPTTATTTVSIS 
PTTKGSKSPAKVSDGGSSSTDFKMVSSG 
LTENQLQLSVEVLTSHSCSEEGLEDAAN 
VLLQLSRGDSGTRDTVLKLLLNGARHLG 
YTLCKQIGTLLAELREYNLEQQRRAQCE 
TLSPDGLPEEQPQTTKLKGKMQSRF\SGL 
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EASVRREESPMDVDQPSPSAQDTQSIA 



6349 



374 



8425. 



1347 



746 



KISQYYMHTPISPHPRLLISPSIAPRKVEW 
TGLKVKSQDRLFAQQLQVELVALPLVLC 
LAASALGRSTTSFVSLGQPHAAIQTYSQ 
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AYCMAMLPETGLDPYPKRGFLDLTQERI 
WTDIPPSPGNIPTTHPLMVRHADHSSLTL 
GSGSSTTRLTQGIGRSORTLRQLTAN 



MAAAGAFRLRRAASALLLRSPRLPARSC 
RPRPDSITRSPPDVRLPLEKQLKNAINQR 
GTKGPYIRYYPEWDHYENPRNVGSLDK 
TSKNVGTVGLVGAPACGDVMKLQI\QVG 
KRGRFVGC*GFKTFSAVGSA1USSSLSH 
LNGVKGKTVVEEALTIKNTDMA\KELCLS 
FPWKLALAPMLGUCVAFKAALADYKIE 
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DIFQSIGKSL*KVTNQ*KSKRY/HRKEVK 
GVAFJLFLDKDSAQK\CARA\INNKQLFG 
RVIKASIAMDNGRAAEFIRRRNYFDKSKX 
CYECG\ESGHL\SYACPKNMLGEQ*/RLP 
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EDPALDSLSQAiAFQQAKIEEEQKKWET 
QFQGVPSNIRMIPRRTRIKKSTYFQ 
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\DLATRVPWTVLKEQRTETYVSQFEG\SA 

LGK\QLNLKAPLTTGDSVDLPPFS\KLRE 

QF\GPC*PRDFLG1NLGKRETEGP*GKGR* 

GKDLWKEVKAKVAALTLDDFQERSWQ 

EEIGAFTRQK\AEPLARKNFQEG\ARPESL 

HELARRSLSPLGEEMRDRARANHVDALR 
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RMGQYHA\QATEHLSTLSEKAKPALEDL 

RQGLLPVLESFKVSFLSALEEYTKKLNT 
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ELEAHLEGWSLGLRFLLGPLKGPPA\QG 
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G*1FPPKPGRRPRGPPRKEDLGPGMVG/R 

PSGPLPQLPSAVLSADPAGPRPHVPFCEP/ 

SPSHGVRASPGSKWVEEEIGGEEGRQ/PK 

CRQAFQEAWLMQG/GARGQGLPGS/GC 

WRINKPSKPSKRGGKGLTCQTFSTN1C*S 
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MNTSQLLEIANQVFVNRAAVSLEENRKE 

NGHQARKNTDLVVSCSNQRGQESLEKL 

LGRYFYISHLSALAKTMRQRFVTCRHHN 

ARQGPAVPPGIQAYAAAPIEDLQAIRNNI 

TAGVYTPCDIGGNIILCPLAYYQRYQTG 

WYTPCDIGSHILSTSGCPSHTEPRNLTG 

VSEFLLLGLSEDPELQPVLPGLSLSMYLL 

TVLRNLLIlLAVSSDSHLHTPMYFFLShfPS 

WADIAFTSATVPKMIVDMQSGVVVSV 
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1368 
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PRNEPNSPERRPPLAMDAGVTESGLNVT 

LTlRLLMHGKEVGSnGKKGESVKRIREE\ 

SGARINISEGNCPERIITLTGPTNAIFKAFA 

MIIDKLEER/DINSSMTNSTAASRPPVTLR 

LVVPATQCGSLIGKGGCKIKEIRESTGAQ 

VQGWRGICLPNSTE\RAmA\GVPKS\VTE 

CVQADFAWVMLETL/SPSFPQGRSSWTU 

P\YQPMPASFPSSSCAGGQD\RCSDVGG\ 

YPHGHP*PGKGPLLDGLFDFKGQHTISPL 

DLGQA+TRIGKPTSLNVHMMHGG'HGFV 

AGIDSASPBVKGYWAKFECIYPKTPHEL 

TI\PNNLI\GCIIGRQADSDLMRSAQMSGA 

QDQKLA\NPVE\GSSGR\QVTI\TGLCCPVI 

SLAQYLINANRLSSEKGMGCS 
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SSGFPASTVLGRNPALVPHPGRPPIASPPS 

PLHRTLGLPQGPRRRSSAAQPPPPAAASP 

LVAAMKTAVPPRKVRQXNYHQGLKRAA 

HQPARINPGSSTASYVLPCPMSYLLLTRD 

DGGL*RTFA\KYFL\HQFSMKEEGNHAEK 

T**KLAEPNEGGRNLSFKDIQEP\DC\SDW 

GERGLNA\MECALHL\EKNV\NQSLLELH 

ICTGPLTKMTPHLCD\FIET\HY\LNEQGES 

HQKNLGDHVT\NLR\KMGAPESG\CAE\Y 

LFDKAHPWGDSDNES 
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LAEQIVPRGVGIRPPDKADQAPCRSPIRT 

PAPESWHCDSRQRFRQDSSRMKMRVLG 

LVVCLVLWTLHSEGSGGKLTAVDPETN 

MNVSEIISYWGFPSEEYLVETEDGYILCL 

NRIPHGRKNHS\DKGPKPWF\LQHGLLA 

DSSNWVTVNLGNSRLGFILADAAIDVWM 

GNTRGNTWSPKHKTLSVSQDEFWAFSY 

DEMAKYDLPASINFLVLNKTG\QEQVYYV 

GHSQGTTIGFIANFSQMLELAKGLKMFFA 

WGPVASVAFCTSPMAKLGRLPDHLIKDL 

F\GDEEFLPQSAFWKVAGVPHLATHVIL\ 

KELCGNLCFLLCGFNERNLNMSRVDVY 

TTHSPAGTFVQNM+HWSQAVKFQKFQA 

FDWGSSAKNYFHYNQSYPPTYNVKDML 

VPTAV*\TGGHDWLEDVYGVNI*LTQIT\ 

NLVFHESEPEWEHLDFIWGLDAPWRLYN 

KIINLMRKYQ 
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VGMGQKX)SYVGDEAQSKRGILT\LKYP\I 

EHGIlTN\WDDMEKl\WHHTFrfTNELRV 

GFPKEDP/TTLA*PKAPLKFPKANREE/M 

NEPQIMFETFNVPA\MYVA1QAV/LCSLY 

ASGRTATGIVLDSGDGVTHNVPIYEGYAN 

LPHAlHAPWTMAGRD\LTDY\LMICIL'nE 

RGYSFVTTAER\EIVRD\1KEKLCY\VALD 

FENEMATAAIHPSS\LEKSYELPDG\QVm 

GNE\RFRCPET\LFQPSF/LSGMEVGGAFH 

ETT\YNSIMKCYIRHPGRTFYANNV\LSG 

GT\TIVPLGFAD\RMQERDSPALAPQHP* 

GSRIHSPPPERK\YSVW\IGGFHPWPRLST 

SOOKW/VSPKOEYU)EAGP\SIVHR\KCF 
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HSVPGSRAGLGFAPAPGSAQKSSG*RCK 

VFSFPSQVPSRPPPPYMVLNTDLPEPPSA 
PTLAPRLPWPSTSHLCYPKGPVLPLWPLP 
SDP\SSPPFVSARPA/ALPAAPEHPPTDPSP 
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IKTTVKE\SAAEEKLTPVLLAKQ\LAALK 

QQA^WVASHL/EGKLLGPDAAINUTDPD 

GRPGLRRLLLQ\LEATKNSLGGSRGKTPG 

TPPD\SSLVTYELHSR\PEQDKFSSSLPKS 

QKLEKRL\TEL\ETAVTLLIQDAQNPLSAG 

LQGACLMETVELLQAKVSALDLAVLVDQ 

V\EARL\QS VLGIC\VNE1\AKH * SLC* EG AG 

YTKARLHQLIIETITALGAPLPSTLPGAGC 

RRLVTHQSSLHEASPCQFGQLLDT/HLDT 

TQPM\IANFLGRTNTNPL*PQVADKPLRE 

NLAHQLKGNFAQQ*RNG*1CKLGKSEAH 

LGKLEEPGG 


442 


8493 


A 


1408 


1 


4629 




443 


8494 


A 


1409 


96 


721 


PGQLSSLTPPRPASLLPWRAAYLFL\LFLP 

AGLLAQGQYDLDPLPPFPDHGQYTHYM 

DQIDNPDYYDYQEGTPR\PSEGQFQ\F\QS 
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PLDCREEQYPaTRL\YSIHRPCK\QCLNE 

VCFYSLRRVYVINKEICVNRTVOAHEVEL 

LRA\DLCSGTSFSKCGR*WASSGL\CQSV\ 
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VAPPKPHSEWSQRLTY\RRRPSPYNTA\S 

NKmLSPNPDGNRICLPFIPKKVGKAPQS 

LHVVCAPGRLRG\VRAVRPKV/LL*RLSK 

TKKHVSRAYGWFHCVLKCGRDVRIKACF 

SLIGGSRKIRCGKSV 


484 


8535 


B 


1446 


43 


674 


MDWTWSILFLVAATTGVHSQVHLVQSG 

AEVKKPGASVKVSCKASFNSFDTYGFN 

WVRQAPGQGLEWMGWVSAFNGDTNYI 

RKLQGRVTMTTDSSTSTAYLELRSLKSD 

DSAIYYCAATNSDKYFWGQGTLVTVSA 

ASPTSPKVFPLSLCSTQPDGNWIACLVQ 

GFFPQEPLSVTWSESGQGVTARNFPPSQ 

DAFGDLYTTSSQLTLPATH* 


485 


8536 


A 


1447 


3 


1637 


SPGIFRGFQSVIRTEQRELTMESGLNWLL 

LVAVLKGVQCEVQILESGGGQVQPGGSR 

TLSCAASGFIFSNYVMTWVRQAPGKGLE 

WVSSTAASGANTFYAESVKGRFTVSREN 

SENMMYLQMSSLRJDEDTGIYYCAKDGD 

VPNLGVAWIVAGPGNVRPRKWFDAWG 

QGTTVTVSSASPTSPKVFPLSLCSTQPDG 

NVV1A\SCLVQGFFPQEPLSVTWSESGQG 

VTARNFPPSQXMASGDLYTTSSQLTLPAT 

QCLA\PKSVTCHVKHYTNPHPDVDG\PCP 

VPSTPPTP/CSLNSTYPISLMLPPPTVTAPT 

GPSKDLFLGSEANLTCTLTGLE\NASGCH 

FQSEGLQVGKSAVQGP\PEA*PSVAAYSV 

VQLSCRGWREAMEPLVRPFTCTAALPRS 

PRTRANRPPSSKSGKHISGPEGPPCCRPPS 

ttLALiNtLV 1 Li LLAKWrSPQGPCWVR 

WLQGSPKLPPRKST*LG/PFPAGAQARAP 

TTFAVTSILGRA^QPEDWKKGDTF\SCMA 

GH\EALALAFTQKTIDRLAGKPTHVNVS 

VVMAEVDGTCY 


486 


8537 






111 




AAAMl lAolav^VKQNYHQl/oEAAlNRQI 
NLGALRLLRLPVHVLLL* 


487 


8538 


A 


1449 


846 


1193 


VMGPKPLPGIVPEFLKNWPRPSGLLIEFC 
PHWDTTDMTSN/CLV*EENYSEQCLELL 
NPVGMDLILRGDCESYHGHKPNRKLGS 
QHLSDQAALTGRLSSPCLMKRRRSASFR 
FTQAG 


488 


8539 


A 


145 


3 


1363 


HASGITMAAGTLYTF\SVNWRAFKALIA 

AQYSGAQVRVLSAPPHFHFGQTNmTPE 

VLRKFPAGKGPAFEGDDGFCVFESNAIA 

YYV\SNEELRGSTPEAAAQVVQWVSFA\ 

DSD1VPPASTWVFPTLG\IMHH\NKQAT*E 

CKGRK*GRILGLV\DAYLKTEDFCWGAN 

VERLSGITVV\CTLLWLYKQVL\EPSFRQ 

AFPNTNVRWFLTCIXNQPQFPAVLGGSETC 

VRRLAPFGA*KVLQRPQPKKVDTPRVKEE 

GFTGKKKQKPQAERKEEKKAAAPGVPa 

CI?XirrVDOI?/*k A I A A CD^ A ^rtDCA Ul DIi^OTV 

bliMl^bCby AL AAbr JwUvUr r AH Lr KaTr 

VLDEFKRKYSNEDTLSVALPYFWEHFDK 

DGWSLWYSEYRFPEELTQTFMSCNLITG 

MFQRLDKLRKNAFASVILLGXTNNSSSIS 

GVWVFRGQELAFPLSPDWQVDYESYTW 

RKLDPGSEETQTLVREYFSWEGAFQHVG 

KAFNQGKIFK 



wo 01/88088 



PCT/USOl/14827 



489 


8540 


A 


1450 


2 


1087 


AIEHCQSGDNPESRRGFLLQQWLGRNPA 

LVPHPGRTGHSQPPVTFHRHPSDCQRSP 

AGRFKGGPSHRGQPPPFHKSPPMTTARP 

TSQ\VRQN\YHQ\DSEAAINR\QINLE\LYA 

SYVY\LSMSYYFDRD\DVALKNFWCYFL 

HQSHEER\EHC*ENLMKACRTNEGWPNL 

SFQDIKETKTCDD\WESGAECQWKCALH 

\LEKNVESSHYWNLHKL\ATDKN*PPICV 

DFI*DTFTLNEQA^*KA1KRIWGDHA^*PK 

LWRKMGSAPNLGFGEYLF*QSTPW\ETV 

IMKAKPRANFPNSRGVTFLVTKAVHAC 

WGFLYLFYKLYQNIHLSSLICTIPSNKEI 

WYPGVVFEVLDESEIYPGYLPDSLSAVV 

OF 


490 


8541 


A 


1451 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPEMFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


491 


8542 


A 


1452 


41 


542 


APSPRRPWGHFTEED\KATI\TSLWGK\VN 

VEVDAGGRKPLGKAPWLSTPWTQRFFDS 

FGNLSSASAIHGQTPKVKAHG\KKVL'nS 

LGDA\TKHLDDLKG\TFAQA*SELH\CDK\ 

LHVDPENFK\LLG\NVLVTVVL\A1PFSAKE 

FTPEGCRASWAERWVTWSWPVPCSSRY 

H 


492 


8543 


A 


1453 




1233 




493 


8544 


A 


1454 


233 


884 


ESPG VGCS ARRGPRPRSPGPPP AAPGTPR 

PHGIPLYTRAGHQ**GEIRRRPCTF1SICFL 

RPQGGSASERQLPDLQARAWQELLGRPF 

NKH\HWFPR*SPCKGIGVTRCI\RINP*KW 

IPLIGPGQHSAIGLSSQELFRLLP\SEL\TL 

WG*PPIEVSYRIGEDGSHLCACMKPSPA\ 

GGSTVONOTVN VOM V\DS\RI SCKEELLLG 

RTEPFPKTTNMMTVSG 


494 


8545 


A 


146 


3 


452 


AVPGPGFGLSPTMVTLAELLVLLAALLA 

TVSGY\FVSIDAHAEECFFERVTSGTKMG 

LIFEAEDGGFLDIDVVITLPDRAIKIKPRLL 

KKKGQ*TYRSFMDVTFKLCYNLRMSW 

MNPNIRNHNHWLLLTSIKFUTQFRSSLS 

YLSSCiQSE 


495 


8546 


A 


1460 


255 


2154 


LAEPEVATDSGQQADLPAEGGDPRAEAS 

CSVLHSKPHAMADSRDAASDQMQHWK 

EQRAAQ\KYLGVDLLGHKKADVLTTGA 

GNPVGDKLNVITVGPRGPLLVQDVVFTD 

EMAHFDRERIPERWHAKGAGAFGYFE 

VTHDITKYSKAKVFEHIGKKTPIAVRFST 

VAGESGSADTVRDPRGFAVKFYTEDGN 

WDLVGNNTPIFFIRDPILVSFLFSDRGIPD 

GHRHMNGYGSHTFKLVNANGEAVYCK 

FHYKTDQGIKNLSVEDAARLSQEDPDYG 

IRDLFNAIATGKYPSWTFYIQVMTFNQA 

ETFPFNPFDLTKVWPHKDYPLIPVGKLV 

LNRNPVNYFAEVEQIAFDPSNMPPGIEAS 

PDKMLQGRLFAYPDTHRHRLGPNYLHIP 

VNCPYRARVANYQRDGPMCMQDNQGG 

APNYYPNSFGAPEOOPSALEHSIOYSGEV 

RRFNTANDDNVTQTSLYLTYRFMENIEK 

VRAFYVNVLNEEQRXRLCENIAQHLKD 

AQIFIQKKAVKNFTEVHPDYGSHIQALLD 

KYNAEKPKRSLAFIRVTRSSLDEDSPVLD 

VQMQASGFKIENPTFYSRLCNNFNAISPG 

ENEALTIEQMGSTEANCLLRNSVQLVAF 

VIEITSRKSDIVERHKCAWT 


496 


8547 


B 


1461 


129 


321 


XYWMLCSKAEGCCSGAPKAVGVVIWST 
TLIVLHAHRAVTLVVGHSSTGRDSSQVY 
EDNWPGRWR* 



192 



wo 01/88088 



PCT/USOl/14827 



497 


8548 


A 


1462 


70 


2954 


RMLITGSPALGSAIPGTPGRRGEALQLLG 
QSGTLPFRTLLGISGLQASFGEPCSEPIGL 
rlLAULAr ooVoJCiOorrcUAURGGGADW 
LSLKSPRTRGNROICLLRVETHPPRPPAV 

FCTANRTLWLTAGIPPATRCSTGRSSGPR 

RIEMRACTTSIQGNNVQDKWKSNCEVP 

DVECACTFLESLKPGWLGQSKQGAKRS 

GGDECLQSSHLWEFVRDLLLSPEENCGIL 

EWEDREQGIFRVVKSEALAKMWGORJCK 


498 


8549 


A 


1463 


3 


452 




409 


8550 


A 


1464 


It 




pnQCnPUPf DPMPPWr^I CPArM«"rKT\AL^ a 

AWGKVGAHAVRSMCAEALERMFLSFPT 

TKTYFPHFDLSHGFUQV*GPRARKVAD 

ALD/TNAVANVGRTLPNALVRPL\SDLHA 

HKLSGGTRFNFKAPKGHLPCLGEPWAA 

HLPRPSFNPWRLQRLPWGQSFLGFLLKH 

RCLNLPNYR 






A 

A 


14oD 


154 


678 


PPLHLRDCFSPPGRALSPVGLYPYR\RSV 

P\TWLKLT\SDDVKE\QIYKL\AKKG\LTPS 

\Q1G\V1LRDSHG\VAQVRLG\TGHDTFK1\ 

LKSKGLDPDLPEDLYHLIKK\AVAVRKH 

LERNXRKDKDAKFUU-ILIEVSRIHPFWLRY 

YK\TKR\VLPP\NWEI*NHLTASALGRINL 

VWCTPSK 


501 


8552 


A 


1466 


23 


636 


FSYLPPGPSHGTWGLWELQFKMRFGVC 

RHLMEDSMDMDVSPLR/PQNYLFSCELK 

ADKDDHFKVDNDENEHQLSLRTPTVSL 

GVFEITPPVLLWLKCGSGPVHISGQHLV 

AVEEDAESEDEEEEDVKLLRISGKTKTF 

MATNGKEYKHYKISSEKSLDT^KYKTRTP 

GFQAFGFEDLHPWPLGSQAFYLSLRVTP 

PVFLVLRLLDFD 


502 


8553 


A 


1467 


3 


618 


AKD/ELHIVEQGHDIRGRSIKIT/LATLKM 
SA^QPTFS/LGGFEIQPTVV*GLKCVSGPC 

MI<ir;nHI VAA/PPnAPQCnPPFPMVtri 1 c 

niavjv^nu V t\i v t cUAlsoJbL'c.c.cfciN V l\X«i^o 
ISERRSAPGVVSMVPQKKVKVLAADEDD 
DDDDEEDDDEDDDDDDFDDEEAEEKAP 
VKKSIRDTPAKNAQKSNQNGKDSKPSST 
PRSKGQESFKKQEKTPKTPKGPSSVEDIK 
AKMQASIEKAH 


503 


8554 


A 


1468 


1 


1689 




504 


8555 


A 


1469 


3 


535 


DSVLRGCSLEQRSFISVRLLSYLSACRHP 

MEDSMDMDMSPLRPQNYLFGCELKAD 

KDYHFKVDNDENEHQLSLRTVSLGAGA 

KDELHIVEAEAMNYEGSPIKVTLATLKM 

SVQPTVSLGGFEITPPVVLRLKCGSGPVH 

laOy HL V V YRRKHk^bLQAMQMXDCRAL 

STS*ASSAPRPS 


505 


8556 


A 


147 


90 


512 


VQGLGVERVPLGSHRGWMGPPRPLLSP 

QERASCLLLLLLPL\VHVSATTPEPR\ELD 

DEDFRCVLQLSPEPQPDWPEALHRASAV 

QA*iSAGGSHLQSSFLIGLRLLKTVTVLL 

WPLFVLICVYLSVYLPFRLCLDTLSCVV 


506 


8557 


A 


1470 


1 


1025 


SVLRGCSLEQRSFIYGRLLSYLSACRHPM 

EDSMDMDMSPLRPQNYLFGCELKADKD 

YHFKVDNDENEHQLSLRTVSLGAGAKD 

ELHIVEAEAMNY\EGKSN*T*HLATLKMS 

WQPTVSIVGGAFEITPPWLRLKCGSGPV 

HIKWTSTYVAVEGKMQKSRRLKKEGRI. 

VKTLLA*WKDDDRMNDEE\DDD\EDDD 

DDDFDDEEAEEKAPWKKSIVRDTPAQKC 

SESQNQNGKRLQKPSFTPKNQKGQESFQ 

ETRKKLLKTPKG\P\SSVEDIKAKMQASIE 

KGGSLPKVEAKFINYVKNXCSRMTDQEA 

IQDLWQWRKSL 



193 



wo 01/88088 



PCTAJSOl/14827 



507 


8558 


A 


1471 


3 


490 


SSGPTRLRENPPMVAVSCPTKTNVKAVA 

WGKVGAHAVRSMCAEALERMFLSFPTV 

TKTYFPHFDLEPRFLPRFKGHGKKVADA 

LTNAVAHV\DDMPKRAVPPLSDLHAHKF 

\RVGPGSTFKLLKPLALLG*TLGRPTSPSE 

FQPLAVARLPWGQSFLGFLLKpPC 


508 


8559 


A 


1472 


35 


1288 




509 


8560 


A 


1473 


I 


1641 




510 


8561 


A 


1474 


212 


369 


HPVTVYLLLGYLLFQLPCGSEFSTSETHG 
HSADRLG\AAFAVSRLEQDEYAPG 


511 


8562 


A 


1475 


63 


255 


VLMFSSSHG*GYQSS\RLQCKLQIVQLIQ 
DILLFFSF*IPE*LLS*LTPLKIFPLHQNGPS 
DFVS 


512 


8563 


A 


1476 


169 


391 




5B 


8564 


A 


1477 


85 


1534 


KSSHCIKMGPQIFHKTSELVLPATSCPSC 

PDQNEEDVSQTQYKECCGVGGWCSHSIF 

AVW\HFI*RPDAT*FGLEQRLTGLLASGP 

VSLREVV*LYSSLGTVISGK*KTSNVG*R 

GLALGSWAFSDKYSWFTMFTWACISGP 

TKAL\TTGV\GL1AF\GQCDVIVAGGVEL 

MSDVPIRHSRKMIKLMLDLNKAKSMGQ 

RLSLISKFRFNFLAPELPAVSEFSTSETMG 

HSADRLAAAFAVSFL\DQDEYALRSHSL 

SKKAQDEGLLSDVVPFKVPGKDTVTKD 

NfifRP^^T PriN/fAk"? K'PAPTTcTPVrSTVTA A 
iNvjii>j^OOi^iLV^lvi/\i\.JUlVr /Vrllvr I VJ I V 1 /\/\ 

NSSF/LLTDGASAMLIMAEEKALAMGYK 
PKAYL/RRDFMYVSQDPKDQLLLGPTYA 
TPKVLEKAGL\TMNDIDAFEFHEAFSG\QI 
LANF\KPMDSDWFAE\NYMG*KKPRFGL 
PPLWRRFNNWGXGSLSXLGHPFGmGCRX 
LV\MTAANRLRKKGGQYGL\VAACAPG\ 
GQGSATDYVEAYPK 


514 


8565 


A 


1478 


2 


359 




515 


8566 


A 


1479 


I 


585 


PRGVIGHGPLGTSFIGKYGCGDYWVKAF 

LDRPSQPN\QGPKKNFE\VWDLVDVNTP\ 

DLMAVPVSAKKERKVSCMFIPDGRVSVS 

ARIDRKGFCEGDEISIHADFENTCSRIVVP 

KAAIVARHTYLANGOTKVI TOKT SSVR 

GNHIISGTCASWRGKSLRVQKIRPSTLGC 

NILRVEYSLLIYVSVPGSKQVFIKAL 


516 


8567 


A 


148 


98 


440 


KDDTOTKCW*AWNCSSTRAH\WICRTLT 

LLG\RLLTMNIPHDSAIPLLGAHPT*MWA 

YVHQNPGTVMLTETLFMIATNWTLHKC 

PQ**KE*CNGAVTEWSAALKQNKLQLH 

VTPRV 


517 


8568 


A 


1480 


218 


1677 


SEIIFCKGVSSIWSFFFLPPSFLTLKTNSVP 

SWVMFKVKIKSFEVWFNDPGKGVTAVG 

EKVA\GRVNSGRCVEVTRV\KAVRIPUC 

RSGLKCLWMPGIPSRCKQTSVEYPRYEDT 

VFL\EDQPTGEN\EMVIMRPGNQYEYKFG 

FELP\QGPLEHSFICGKYGCVDY\WVK\AF 

LDRPSQPTQETKKNFEVVDLVDVNTP\D 

LMAPVS/ALKKEKKVSCMVIPDG\RVSVS 

ARIDRKGFCEGDEISIHADFENTCSRIVVP 

KAAIVARHTYLANGQTKVLTQKLSSVR 

GNHIISGTCASWRGKSLRVOKIRPSILGVC 

N1LRVEYSLL1YVSVPG\SKKVILDLP17V* 

LGSRSGLSSRTS\SMGSRTS/SLRMSWVD 

LNIP\DTPEVPS\CILGCSFPEGSTVWESPT 

TP\LLDDMDGSQNSP\1FMYAPEFKFMPU» 

RTYTEVDPVCIFNHQCAVSMWKKRSSFT 

LLVSFWPSLPWTVHFFQRLNSLCNGSVG 

PTLSPLTS 


518 


8569 


B 


1481 


21 


410 


MPSKVRCXSVQVFDAMKTATAVAHCK 

RGNGLIKLLEPVLLLGKERFAGVDTRVR 

VKGGGHVAQIYAIRQSISKALVAYYQKY 

VDEASKKEIKDILIQYDRTLLVADPRRCE 

SKKFGGPGARARYQKSYR* 



194 



wo 01/88088 



PCT/USOl/14827 



519 


8570 


A 


1482 


1 


456 


MPS/KGPLQSVQVFGRKKTATAVAH/CK 
RGNGLIKVNGRPLEM/IEPRTLQYKVLGS 
GTGVSGWRTLGDRDVVALESWGAGISN 
GMFRSCVGCRQWAAGASSASRQERFAG 
VDIRVRVKGGGPWPRFMSKKFGGPGAR 
ARYQKSTDKPIVTQNSLV 


520 


8571 


A 


1483 


172 


661 


LLEPVLLLGKERFAGVDIRVRVKGGGHV 
AQIYGESQELGAWRRWLWEGGLHSAPV 
PFNCVSFSQLSVSPIS\KALVAYYQK\WSE 
HGSFP*GRWVCGDQVKDSV*LSKSSSLL 
FLPDVDEASKKEIKDILUQYDRTLLVADP 
RRCESKKFGGPGARARYQKSYR 


521 


8572 


A 


1484 


1 


556 


GAARVRLSSPRSDAMPSK/GVPLQSVQW 

FG\RKKDSGQLLAH\CKRA\NGLIQG*TG 

GPLEMIEARARLQYK\LLEP\VLLLGK\ER 

FAG\VDIPCPV*KGGWSTWPQIYAIRQS\I 

SQKPLVAYYPEM*VSMGPSHE/YVDEAF 

QRREIKDILHPSY\DRNPAGLAGPFVRCE\ 

SKKF\GGPGA\RARYOKSYR 


522 


8573 


C 


1485 


127 


435 


MAASXNPEVLDITEETLHSRFLEGVRNV 
ASVCLQIGYPTXASVPHSIINGYKRVLAL 

SVETDYTFPLAEKVKAFLADPSAFVAAA 
XLGCCHHSCSXCCCSPS* 


523 


8574 


A 


1486 


1 


689 


KCFWGADNVASKQMQQIRMSFRGKAV 

C*WGKNTMMRKPIRGHLENNPALEKLL 

PHIRGNVGFVFTKEDLTEIRDMLLANKV 

PAAARAGAIAPCEVTVPAQNTGLGPEKT 

SFFQALGITTKISRGTIEILGVRNVASVCL 

QIGYPTVASVPHSIINGYKRVLALSVETD 

YTFPLAEKVKAFLADPSAFA^AAAPA/AA 

ATTAAPRAAAAPAKVEAKEESEESDED 

MGFGLFD 


524 


8575 


A 


1487 


66 


1104 


RTAVMPREDRATWKSNYFLKIIQLLDDY 

PKCFIVGADNVGSKQMQQIRIVPWGEAC 

VLMGQKTMNGPGPSEGHLENNPASEEL 

LPH*\RGHLGFCFTVRED\LTEI\RDMLLAQ 

♦GCQAAARCWCQLPPCEVTVPAXQNTGL 

G\PEKTSFFPGL*VSPTKNLPGGTH*KS*S 

YVQUIKTVGDKMGSQTKAKAAEKMLKN 

LPPSPFGAGQPKQGVXRKNGKHPTNPESA 

♦ISTRGKLCHSRF\LGGCPANVAKCLSCKI 

GYP\TVASSTP1P11\NGYKRVPGPCLWTP 

DYTFP\LAEKVKAFL\ADPSCLCVLLPPV 

GVAATTACFALLLQPPAKVEAKEESEESD 

EDMGFGXLFD 


525 


8576 


B 


1488 


98 


264 


XQVVCKKYRGFTIPEAFRGVHRYLSNAY 
AREEFASTCPDDEEIELAYEQVAKALK* 


526 


8577 


A 


1489 


155 


1217 


DPPSPVPAPPSSPRDGHFLVPDATMAEEQ 

PQVXELFVKAGSDGAKIGNCPFSQRLFM 

VLWLKGNOTNVTTVDTKRRTETVQKLC 

PGGQLPFLLYGTEVHPXDTTKIEEFLEAVL 

\CPPR\YPK\LAALNPEVQHSWGWDIFAK 

FFLPNIQEFQTPALN*QSGRRGFLESP*KV 

LDNYLT\SPPSPEEVDETSC*K1EGVSQ\R 

KFU-DGQRRPHPWLDLQTCCPICVTH*VQ 

VV\CKRK*PGNSPHPPKAFPGKCHRVP*S 

KMPYAPGKNSPSHPVPDDEEIELRPMSK 

VAKALQISPSLGLPSTPSIFSTKAPGGFHI 

ATPMGHTPKLASGQGILGDIEPAKGVVE 

EGMRERNGGPGSDF 


527 


8578 


A 


149 


535 


917 


LVSr OK.r r bl^V^U<s^Lr RUQll' L V Srvjlvr 

PE/PTGTAPRSQPRLSVCPSTQDICRICHC 

EGDEESPLITPCRCTGTLRFVHQSCLHQ 

WIKSSDTRCCELCKYDFIMETKLKPLRK 

WEKLQMTPRERRKIFCSVTFQRNRGSPV 

WFGLCMY 


528 


8579 


A 


1490 


2 


746 





195 



wo 01/88088 



PCTAJSOl/14827 



529 


8580 


A 


1491 


217 


1007 


LNHNRLAVIMANLGCWMLVLFVATWS 

DLGLCKKRPKPGGWNTGGSRYPGQGSP 

GGNRYPPQGGGGWGQPHGGGWGQPHG 

GGWGQPHGGGWGQPHGGGWGQGGGT 

HSQWNKPSKPKTNMKHMAGAATAGAV 

♦GGLCSYSNLGSAMSRPIIHFGSDYEDRY 

YREVNMHRYPNQVYYRPMDEYSNQNNF 

VHDCVNITIKQHTVTTTTKGENFTETDV 

KMMERVVEQMCITQYERESQAYYQRGS 

SMGLFSSPPVILLISFLIFLIVG 


530 


8581 


A 


1492 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGRLLV 

VYPWTQRFFDSFGNLSSASAIMGNPKVK 

AHGKKVLTSLGDAIKHLDDLKGTFAQLS 

ELHCDKLHVDPENFKLLGNVLVTVLAIH 

FGKEFTPEVQASW/QEDGDWSGQCPVLQ 

IPLSSLPMMQSFQG 


531 


8582 


A 


1493 


41 


597 


APSPRRPWVISQRRTKATlVrSLWGKWN 

VEyDAGGEmGRL\LVVYP\WT\QRFFD\S 

FGVNLSSASAIHGQPPKVQGTWSKKVLTF 

LGEMP*KHL\DDLKGHLLPKPEVNLHC\D 

KPAMWDP\ENFKAPGEMLLVTRFWAIPF 

SAKEFHPWRLAGLPGQKDG*LGVGQCP 

CSF0IPLKPLGP*IQ\SFOG 


532 


8583 


A 


1494 


1 


478 


DTRFLERLRLS1SSLVPDA\MGHFTEED\K 

AT1\TSLWGK\VNVE\DAGGETVLGRL\LV 

VYPMDPRGFFDSFGNLSSASAMHGQTPK 

VKATRAKKVLTSLGKMPIKHLGLIFKGT 

FCPSLS*TCTC*QACMWDP*GTFKLPGE 

MLLVTRFWAIPFSAKEFHP 


533 


8584 


A 


1495 


3 


370 


SVCVRAHESVVKSEDFSLPAYMDRRDH 

PLPEVAHVKHLSASQKALKEKEKASWSS 

LSMDEKVELYRIKFKESFAEMNRGSNE 

WKTVVGGAMFFIGFTALVIMWQKHYGL 

\ASKWDYEKNEWKK 


534 


8585 


A 


1496 


24 


305 




535 


8586 


A 


1497 


197 


745 


LASEQFSTSVVCTSSMKVFVKSEDFSLPT 

WMESAVTHPLAGRWPHVKAPCSAQPRR 

PLKEKEKALLGAAFSMG*GKFELLFALK 

FKEEALLED*TRGLRTELGKTGLFGPVPL 

FPSIGFSPRLVIHVGQKHYVLTAPFP\QSF 

*TKSWVGPSRTKRMLGQ*R*TPIQG\LAS 

K\WDYEKNE\WKK 


536 


8587 


C 


1498 


78 


281 


MELSNNHQLSMSLVELSMSLVWDANLL 
GWGKSCELTKPSWSLVRSTSRHSRKKGS 
SWHLPAKLCSTC* 


537 


8588 


A 


1499 


302 


687 




538 


8589 


C 


15 


354 


416 


MKESPGGELPQTGKKPVFLF* 


539 


8590 


A 


150 


116 


830 


EGFPGRSLSGGLCCRLRRRFPIDGYRPW 

RRRRWSCCPSGVRPVRRMSHKSWIESTL 

TKRECVYIIPSSKDPYRCLPGCQICQQLV 

RCFCGRLVKQHAWFTASPAMKYLDVKL 

GDHFNQAIEEWSVEKHTEQSPTDAYGVI 

NFQGGSHSYRAKYVRLSYDNQP\LVILQ 

LTVKEWQMELPKLVISVHGGMQKFELH 

PRIKQLL*KGLIKAAVTTGALILTGGRNT 

GVGKHGGDAPQRTC 
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540 


8591 


A 


1500 


1 


1622 


MSICPKCLVILVGIQKSSQMPQFPPPAGSE 

RRRGIRQWEMGVVGGEMGVWWPPGVQ 

GSPPQAHRRLGSREQLFAPPLKEKSHIPP 

WGYSRENYPIPEPGPNGRPVTEVWGSPG 

PTVQWGWEGLHEALSPALINQAQKDPE 

VRLGAMVRVSVDTHPPPLTPRQSGPLSA 

LEELGVSFPTLSYLTPEPQLLGEHQIKGSF 

PGRSTALLLKEVLLRMHSVGICGSDVHX 

YWEYLSmFGNFIVKKPMVLGHEASGTV 

RKSGIIGKSTLKPGUDRVAIEPGCSPEEN* 

WNSCQDG/RRYNLSPSIFFCATPPDDGNL 

CRFYKHNAAFCYKLPDNVTFEEGALIEP 

LSVGIHACRRGGVTLGXNKVLVCGSWAN 

RGWVTLLVAKAMGAAQVXAODLSATR 

Lb ivAtv hi O AU L V LQI SKxSPQEIARK VEG 

LLGCICPEVTIECTGAEASIQAGIYATRSG 

GTLVLVGLGSEMTTVPLL\HAAIREVDIK 

GVFRYCNTWVAISMLASKSV/DMSKPL 

VTHRVSSWRKVLEAFETFKKGLGLKIML 

KCDPSDQNL 


541 


8592 


A 


1501 


I 


804 




542 


8593 


A 


1502 


178 


1093 


TFLLPACLLAALLPLRHHVRGRAWVQG 

SILNEGVG*ALICD\LINE\ACWGY*APAG 

VNLQSMGHRPTVSL\VQLTLRV*GASTP 

YRCVDRNLGHGR*NLTS\MSK1LKMAAG 

NED/ISLTLRAEDNAGYLGR*YFEGTKPG 

RKFSDYEMKLMDLDVEQLGIPEQEVYSC 

VVKMPSGEYA\RICRESQPILGDAVVMSC 

AVKDGSENFSASGELGNETMKLSQTSNVD 

KEEEA\VPIKMNEP\VQPNFCH*GYLNFFT 

KXATPLSSTVDTPVCSADGTPLVGRSIKIA 

GYGDHLKYLLGLPKDPRIEEGSLGHS 


543 


8594 


A 


1503 


32 


487 


SRRHGSSLWGKVNVEDAGGmLGRLLV 
VYPWTQRFFDSFGNLSSASAIMGNPKVK 
AHGKKVLTSLGDAIKHLDDLKGTFAQLS 
ELHCDKLHVDPENFKLLGNVLVTVLAIH 
FGKEFTPEVQASW/QEDGDWSGQCPVLQ 
IPLSSLPMMQSFQG 


544 


8595 


A 


1504 


I 


591 


NFALEAKNSARAISSLVPDAHGVISQRRT 

KATATSLWGKWNVEyOAGGETUGRLLV 

VYPWTQRFFDQLLANLSSASAHHGQPPK 

VQGHMAKKVLTFLGEMPIKHLDDLKGH 

LLPKPEVNCTVDKPAMWDPENFKAPGE 

MLLVT/LFWAIPFSGKEFTP*RLQASWAE 

RWVTWS\GQCPCSFQIPLKPLGP*1Q\SFQ 

G 


545 


8596 


A 


1505 


49 


273 




546 


8597 


A 


1506 


81 


720 


LFKAPEPHVEEDD\DDELDSKLNYKPPPQ 

KSLKELQEMDKDDESLIKYKK1ULGDG 

PVVTDPVKAPNV\VVTRLTL\VCESAPG\PI 

TMDLTWKIWKALKKGNHLVLKGRFWNI 

RSSKFHFPKLNRG*LLFRA*OTVQHTYR 

TG\VKVDKATF\MV\GSYGPRPEEYEF/LS 

L-r V iiE,A.i>i^KA WLAKKn v 1 1 Jvorrr J UUu 

KQDHLSW\EWNL\SIKKEWTE 


547 


8598 


A 


1507 


5 


290 


FNLTHIESRPSRLKK/DEYE/FFTHLDKRS 
LPALTNIIKILRHDIGATVHELSRDKKKD 
TVPWFPRTIQELDRFANQILSYGAELDAD 

HPVSPWPVG 


548 


8599 


A 


1508 


68 


312 




549 


8600 


A 


1509 


317 


916 


TSSPPSSLCFLSFSDICHELLGHVPLFSDR 
SFAQFSQEIGLASLGAPDEYIEKLATIYW 

QYCLSEKPKLLPLELEKTGIQNYTVTEFQ 
PLYYVAESINDAKEKVGNSAATIPRPFSV 
RYDPYTQRIEGLDNTQQAHDLG*FHLTV 
EIGILCSALOKNKVKAMDRMVVCQAVE 


550 


8601 


A 


151 


770 


950 


CHSEHRNYKNNHHSIIKVRPRWRIHFHS 
NVIS*SLVHISKVFVAYKCNQYFHIRKFR 
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SVT 


551 


8602 


A 151C 


385 


> 1881 


NLQPHVLFANLPVPEALKSQRPHSRGAS 

MSTAVLENPGLGRKLSDFGQ\ETSYI\ED 

NCNQKWVPISLDPPHLKERKLGALGPKY 

CALFVEENDVNLIAHIESVRPSRLKVKDEYG 

FFPPFGIKRSLPULTOIIKILRHDIGATVH 

ELSRDICKKDTVPWWRTIQ\ELDRFANQI 

LSYGSGNWDA\DHPGFKDPVYRARRKQ 

FADIAYNYRHGQPIPRVEYMEEEKKTWG 

TVFKTLKSLYKTHACYEYNHIFPVLLEKY 

CASHEDNIPQLXEDVSQFUQTCTGFRLRP 

VAGLLSSRDFLGDLAFRVFHCTQYIRHG 

SKPMYTTEPDICHELLGHVPLFSDRSFAQ 

FSQEIGLASLGAPDESIEKLAPIYWFTVEF 

GLCKQGDSIKAYGAGLLSSFGEFQYCLS 

EKPKLLPL/ESLEKTAIQNYTVTEFQP\LY 

YLAE\SFNDAQGEI*GTFAATI\PRPFSV\R 

HDPHTPQRIGGSWDNTQQL\KILA\DSI*Q 

♦IGIPFAVALQNIK 


552 


8603 i 


\ 1511 


I 


191 


MQK*ITAWAPAPMKIKIIASPERKYSVWI 
GGSIWPQLST/FQQMWISKQEYDESGPSI 
VHRKCF 


553 


8604 > 


V 1512 


I 


360 


SGACPAFLVDRNLRHHETTFNLIMKCDV 
DIRKDLYANTVLSGG\TTMYPGIADRMQ 
KEITAL/APPSTLRFRFIAPP/ERRKYSVWI 
GG\SILASLSTFQQ\MCLGKQEYDESGPSn 
VQRKCF 


554 


8605 / 


^ 1513 


13 


1277 


INPPPLSRRCQLSHSVLPPLRRRVSLPVA 

MEEEIAALVIDNGSGMCKAGFAGDDAP 

RAVFPSIVGRPRHQGVMVGHGPRTDSY 

VGDEA/QRSKRGILTLKYPIEHGIVTNWD 

DME\KIWHHTFYNELRV\APEKHPVL\LT 

EAPLNPKANREKMTQ/ILCFETFNTPGHV 

PWPIQAVLSL*SLWAQPIGIVMDSG\DGV 

THTV\PILRGATTLLHAI\I RT GPOl ARHl 

' *• 4 1 1^ 1— /t IfVI Vl_tr\_L-»\.jr V II Ar\. I\ i /I f 

TDYLMKILT\ERGYSFTTHGPSGKTFRNI 

KGEACATSPLDFEQXEMG-nAASSSSLEK 

SYELPDGQVITIGNERFRCPEALFQPSFLG 

MESCGIHETTFNSIMKCDVDIRKDLYAN 

TAALSGGTTMDPGMADKIAEGRSTALAAP 

AP*KIR\IIAPP\ERK\YSVW1GGSILASLST 

FPARFWI\SKQE\YDESGPSI\VHRKCF 


555 


8606 B 


1514 


93 


366 


XTSVVRPFAKLVRPPVQVYGIEGRYATA 
LYSVLNPYVKRSIKVKSLNDITAKERFSP 
LTTNLINLLAENGRLSNTQGVVSAFSTM 
MSVHRGE* 


556 


8607 A 


1515 




785 

J 


FRRQRARAPLRVFLFPLGFDLQPPGRRW 

AAPAV\SGLS\RKVRCFSTSVV\RHFAKLV 

GPS\VOVYGIEGRYAT\ALYSAA55KnNKl 

E\QLEKELLRVAQNPEGNPKVAAS\VLNP 

^YVKR\S1KSEKALN\DITSKKRRFSPPSTT 

QPWIKFALPE\NGSD*SKYPQGSPFPALFP 

rHDEVSHPRVGGYPCTVDLWHLLLEGSQ 

rPPGI*KLSLKSLP*VKGQVLKLEAKTDP 

5I\LGGM1VRIGE\KYVDMSVKTKIQKLG\ 

E^REIV 


557 


8608 A 


1516 


1 


2199 
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558 


. 8609 


A 


1517 


9 


1618 


PALCPTLSSGTSARFRGKNQFSGGLPQIT 

LSPLAQPCGRLAAMYSNVIGTVTSGKRK 

VYLLSLLLDSFGDCVTCHGVSPVDICTAK 

PRDIPMNPM\CIYRSPEICKATEDEGS\EQK 

IPEATNNR\RVW\ELSKAN\SRFCLPLSYS 

APGQNSKD*H*LTFFCSPLSIFQGFLLWT 

KV\GACNDTLQQLMEVFKF\DTIS\EKTF* 

SRSHFFFAMCLMCRLWRKANKSSKLVSA 

NRLFGDKSLTFNETYQVDISELVYGAKLR 

PL\DFK\ENAEQ\SR\AAINKW\VSNKTEG 

RIHRCSFPSGRPFNELTVLGGQFNTIYFQ 

GACWK\SKFSPENTRKELFYKADG\ESa 

SASMDVTREGKFRYSGAWLEGT/QVLV 

VCPFKGDDIT\MVLILPKP*EGAWAKVEK 

\ELTPEVLAKSGWD*FWREMMLVVHMP 

RFUU\EDGLQV*REQL\QRHGPLSDLFSP* 

KSPKL/LPG1VAEGRDDLYVSDAF\HKAF 

LEVNEEGSEAAASTAWVIAGRSLNPNRV 

TFQGQQLFPGFLLREVPLVNTIYLHGAEL 

ANPCV 


559 


8610 


A 


1518 


2 


363 


ELDTLCDLYEP*PSPS!IFINTRRKA^DWLT 

EKMHARDFTVSAMHGDMDQKERDVIM 

REFRSGSSRVLITTDLVRIGRGGRFGRKG 

VAINMVTEEDKRTLRDIETFYNTSIEEMP 

LNVADLI 


560 


8611 


A 


1519 


201 


648 


GPCGHGRVFPLPSLAAHMDA*GLLLRDR 
VSSVHMLICRLSFLT*ARGIDVQQVSLVIN 

vnt DTMOCXfVIlJD* A ♦I\17XITPI PT I4T\X/PC 

YULr INKtN YlrlK'A'iWiN J rLrLriJ Wro 
LGLKLLIFLIPFLVFQMGRGGRFGRKGVA 
INMVTEEDKRTLRDIETFYNTSIEEMPLN 
VADU 


56} 


8612 


A 


152 


1 


253 


SKLAAEMTANRLAESLLALSQQEELADF 
PKDYLLSQSQDXEGDNDGERKHHKLLEA 
ISSLDGKNRRKLAEMSDV1LMM*EFWA 


562 


8613 


A 


1520 


49 


1720 


GSTISSASQDSRSRDNGLDGIEPEGViESN 

WNEIVDSFDDMNLSESLLRGIYAYGFEK 

PSAIQQRAILPCIKGETSQSQKTLWTVPD 

LGRVASGW*CPSHISQGQSNLLVHPSLA 

FDPCPCLVHALDT*VSFICEVVL*PAYICI 

YSHVSSPAWCAILDELITGPCF*SGSHCV 

TVUGKVVCEP*NAWF1GCLLTSLT*DLNI 

PKGMLFTTFNS*FICLGYDVIAQAQSGTG 

KTATFA1S1LQQ1Q\KWMALG\DYMG\AS 

\CHAC1RGAPTCVAEVQKL\QMEAPHIHR 

GVPPGRVF*YALPEDTLSPKYI\KMFVLD 

EA\DEM\LSRGFKGQIYGHIQKAQAAPPR 

VVLLSATMPFDWLEVTKKFMRGPPFRIL 

VQKGELTVLEG1RQ\FY1\NVEPEE\FNLDT 

LCDLYENLDHHPRPVIFHQPPGGKVDWP 

HPRRMHAADF/TLYSAMHWRFWTQKER 

RT*L*REF\RSWLLARIFDTQLDLLGQRA 

LMCQQV\SLVIQTYDPFPPTRGKLLIHR\I 

GSRVDRFGRKGVPINMLTE/EKTKRNLE 

DIETF\YNTSIE\EMPLNVA 


563 


8614 


A 


1521 


3 


607 


FCPRGQEFGEGNKLLSPRRPWVISQRRT 

KAT1\TSLWGK\VKCGKNAGKEETPGKGS 

LVVL/HPWTPRGSFEQLWQTCPSALCPS 

MGNPQSQGTMAKKVLTSLGRCP*STLD\ 

DLKGHLLPKPEVNLHLLTSLHVGS*RTF 

KLPGEMLLVT/LFWAIPFSAKEFHPLKVA 

Or r O vIvUO *L. vj V u Vl^r Co r \^lrL>f*JrL\jr 

IO\SFOG 


564 


8615 


A 


1522 


23 


437 


ICTPGKGSLWL/HPWT\QRFFDSFG\NLS\ 
SASAHHGQPPKSKAHGKKVLTSLGDAM 
KHXLDDLKGTFAQLSELHCDKLHVDPEN 
FKLLGNVLVTVLAIHFGKEFTPEVQASW 
OKMVTCSGOCPVLQIPLSLLPMIQSFQG 
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565 


8616 


A 


1523 


23 


249 


APSPDAMGHFTEEDJCATITSLWGKVNVE 
DAGGBTLGRLLVVYPWTQRFFDSFGNLS 
SASAIMGNPKVKAHGKKVLTSLGDAIKH 
L\DDLKGTFAQLE*TCPLPLPSWATPKSR 
HMARRC 


566 


8617 


A 


1524 


46 


379 


SQTPMGHFTEED\KATI\TSLWGKGEMW 

KKCWKEKTPGKGSLVVITHPWTPRGSn 

DSFGKPVPLPSAHPWATPKVKAPWPRRC 

LTSLGEMP1K\HLGLIFKGTFCPSLK*TCT 

C 


567 


8618 


A 


1525 


21 


457 


NPRVRGALTMELSESVQKGFQMLADPR 

SFDSNAFTLLLRAAFQSLLDAQADEAVU 

DNKNSLEILLGSIGRSLPHITDVSWRLEY 

QIKTNQLHRMYRPAYLVTLSVQNTDSPS 

YPEISSSCSMEQLQDLGGKLKDASKSLG 

KSTOL 


568 


8619 


A 


1526 


1 


455 




569 


8620 


A 


1527 


3 


468 




570 


8621 


A 


1528 


50 


895 
• 


THASDGALTMELSESVQKGFQMLADPR 

SFDSNAFTLLLRAAFQSLLDAQAD\EAVL 

DHP\DLKHIDP\VVLKHC\HAAA\ATYILE 

AGKHRA\DKSTL\STYL\EDCKILTEKR1 EL 

FFAREYQ\NNK\NSLEM.LGKY*GRSLPS 

YNRVFSWALWIIQVKDQSTFHRM\YRP\ 

AYLGDLKVVQNTGIPPSWPRELVFSCQP 

WNQUQDLWGETLKDASKKPWKRATSV 

VTLGKVNRSPPSSRRKTQKPPLPFSWNH 

RLCRAGCPFSVEKNFSLLNLYPFIHFGHF 

KNV 


571 


8622 


A 


1529 


1404 


1586 


ENESRFSDRNQASAGLGYLSDSL*Q\VIV 

GNGHATDLWQNCSTSSSGNVHHCFSSSP 

NGSG 


572 


8623 


A 


153 


1 


759 




573 


• 8624 


A 


1530 


187 


701 


AELAARMLLLLLSII VLH V AALVLLFV ST 
IVSQWIVGNGHATDLWQNCSTSSSGNW 
HHCFSSSPNEW\LQSCSRGTMDPVDSSFS 
ILSLFLFFCQLFTLTKGG\RFYITGIFQILA 
GLCV\MSAAA1YTVRHPEWVNLNSGY\S* 
RFA*nLAWVAFPL\ALLSGVIYVILRKRE 


574 


8625 


A 


1531 


1 


485 




575 


8626 


A 


1532 


2 


459 




576 


8627 


B 


1533 


1 


2784 


MAAMAVGGAGGSRVSSGRDLNCVPEIA 

DTLGAVAKQGFDFLCMPVFHPRFKREFI 

OFP A KNRPGPOTRSDLLLSGRALEIG AD 

LPSNHVIDRWLGEPIKAAILPTSIFLTNKK 

GFPVLSKMHQRLIFRLLKLEVQFIITGTN 

HHSEKEFCSYLQYLEYLSQNRPPPNAYE 

LFAKGYEDYLQSPLQPLMDNLESQTYEV 

FEKBPIKYSQYQQAIYKCLLDRVPEEEK 

DTNVQVLMVLGAGRGPLVNASLRAAKQ 

AD 


577 


8628 


A 


1534 


2 


607 




578 


8629 


A 


1535 




207 




579 


8630 


A 


1536 


232 


755 


LSCCADDGVSIPGEYTSFLAPMFSPKLYN 

K.VRACRKKARDLKAQFEMPIVVRLHNS 

NQLSAPQPCSTFSHPNRDPMIDNNNRYCT 

LEFPVEVN-nVLQCFAGYFETVLYQDITL 

SIRPETHSPGMFSWFPILFPIKQPITVREG 

QTICVRFWRCSNSKKGSSHQSMKTSGQG 

VRN 



200 



wo 01/88088 



PCT/USOl/14827 



580 


8631 


A 


1537 


35 


2271 


LCDWLLVSRNPGVDSARRKMAAMAVG 
GAGGSRVSSGRDLNCVPEIADTLGAVAK 
QGFDFLCMPVFHPRFKREFIQEPAKNRP 
GPQTRSDLLLSGRDW\NTLIVGK\LSPWD 

fvpd\sk:v\ekirrnseggpclqelnfg\a 

ylglpafllplnqedntnlarvlnsaqih 

tghdfymfwr\rihlkkpedl\rddiien 

aptthteeysgeektwmwwhnfrtlcd 

yskriavaleigadlpsnhvid\rwlgepi 

\KAA1LPTS1FLTNKKGFPVLSKMHQRLIF 

rllklevqfiitgtnhhsekefcsylqyl 
eylsqnmipppnayelfakgyedylqspl 
qplmdnlesqtyevfekdpikysqyqqa 

IYKCLLDRVPEEEKDTNVQVLMVLGAG 

RGPLVNASLRAAKQADRGIKLYAVEKN 

PNAWTLENWQFEEWG\SQV\TVVSSDM 

REWVAPEKADnVS\ELLGLIC*PIELSP*V 

PWIGAQHFP*KMIGVKHPPGSYTSFLAPI 

SSSKLYNEVRACREKDRDPEAQFEMPYV 

VRLHNFRQLSAPQPCFTFS\HRNRD\PM\I 

DNNRY\CTLG\FPVEVNTVLHGFAGYFET 

VLYQDITLSIRPETHSPGMFSWXFPIPLPY* 

GSPLTVRERAKPFCVUIFWVRCRQFPRKV 

WVWSGGC*QAPVCSCL1QKPPKGPPQYT 

HWPLLSPCRAPSVPEALGKPAFRFLPPCS 

NSKVPVTSYGAVIPPWPIQRREHFQSCFP 

CPYiQGGPRDYN 


581 


8632 


A 


1538 


137 


303 




582 


8633 


A 


1539 


122 


385 


YPALEHILKAQAIQSRCGCDSCLPPSAPW 
DHPGPTTPNSPGRRAAADPWHLSPIDGRE 
HLR*VPVLPVTPPSPTLGHWVTDPSPGV 
GG 


583 


8634 


A 


154 


1 


921 




584 


8635 


B 


1540 


277 


480 


GTGHFYGRTPSDTNCQEQYTHRKLCQIK 

SKADLVLMKNSKSLTRVIRNILAPQDQN 
HQONPLNSQFLQ* 


585 


8636 


A 


1541 


32 


1386 


VLLGPKAERTNSRRNYQRRDYFSAPRSI 

TSNQSAKSSSSRGVYSAYQAPDIHECCH 

FRSASFFLDKMATPAVPVSAPPATPTPVP 

AAVPASAPASVPAPTPAPAAAPVPAAAP 

ASSSDPAAASATTAAPGQTPVASAQAPA 

QTPAPALPGPALPGPFPCGRVWRLHPWI 

LASIVD\SYERRNEGACPS*SGTLFGKLV 

DK\HSVE\VTN\CFSVPHNESEDEVUVDM 

EFAK\NMYETGIKKVS\PNKJL1LG\WYAT 

GHDITEHSVL\1HEYYSREAPNPIHLTV\D 

TSLPGTGRMSIKAXYVSTVLMGIPLGRT/L 

WGVMFTPLTV\KY\AYYDTER]RRLTLIM 

K\TCF*PPTRVIWTSQVDLQQEGGGIQLR 

MPrSMPT QTQVATvTXyfPPnr^PT HW^An'M 
INrOlVirl^O J O V/\INlVli^JC»VJ^I L.L.Vjrw. V ortL/lN 

TIRKVGHFLMSL\VN\QVPENRKPMTFET 
MLNSNINDLFNMVTYLANLTQSRMALNE 
ELVNL 


586 


8637 


A 


1542 


1 


3399 




587 


8638 


A 


1543 


1 


3126 




588 


8639 


A 


1544 


115 


348 




589 


8640 


A 


1545 


1 


513 


FHFTPLFRDGETYVV/MLDSTLPRSQYAY 

DIAQGSYIALPLTLLVLLAGYNHDKLIPL 
LLQLTSRLQGVGALGQAASDNSGPEDA 
KRQAKKQKTRRTLRLQEEFQLMWCLVP 
WRGTLGIHLFSSLPFASEILLETTATCIHY 


590 


8641 


A 


1546 


1 


888 




591 


8642 


A 


1547 


1 


4710 
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592 


8643 


A 


1548 


37 


3683 


LGLGLSMLVGQGAGPLGPAVVTAAVVL 
LLSGVGPAHGSEDIWGCGGFVKSDVEI 
NYSLIEIK.LY 1 KHCj 1 LivYQTDCAFNNGY 

fmiplydkgdfiliciepplgw<;ffpttvfl 

hvdgvsdictkggdinfvftgfsvngkv 

lskgqplgpagvqvslrntgteakiqat 

atqvpggkfaffkvlpgdyeilathptw 

alkeasttvsvtnsnanaasplivagyn 

vsgsvrsdgepmkgvkfllfsslvtkedx 

A 


593 


8644 


A 


1549 


I 


474 




594 


8645 


A 


155 


1 


424 




595 


8646 


A 


1550 


1 


1554 




596 


004/ 


A 

A 


1 jji 


o/ 


/Jo 


r liVllyiN LoobnlV^V^K/\nv/i 1 lJl:.oLJbo 1 1^ 

EAWAQnKDMR\ETEKTLTELNK\CCGLC 
VCPCNRTKELLSLGQGFIKTTWGRWWE 
KTSPWQC*YSKQPGPA^WTNGQLQQPTT 
GAASGGYIKRITNDAREDEMEENLTQVO 
SILGNLKDMALNIGNEIDAQNPQIKRITD 
KADTNRRFVLDYCPMPEQK 


597 


8648 


A 


1552 


99 


362 




598 


8649 


A 


1553 


184 


360 




599 


8650 


A 


1554 


3 


403 




600 


8651 


A 


1555 


1 


872 


EFGTRWDFSMAVFADLDLRAGSDLKAL 

RGLVETVVAHLGYSVVA1>JH1VDFKEKK 

QEIEKPVAVSELFTTLPIVQGKSRPIKILT 

RLQIMLSDH\SPAKVLKNTLKRGAGL*D\ 

VGAGFPKAEKAFFILLCTHL\DVDL\VCIT 

VTEKLPFYFKRPPINVAIDRGLAFDLALIP 

LLSKDSTMRRYTISPVPLQF*CKSCKGKN 

VIIS\SACKKRPF*KIRGP1LTWAN\LGLPV 

WGFSESERQGFGCPPNCRAA\LLHGETR 

KTAFGIISTVKKPRPSEGDEDCLPASKKA 

KCEG 


601 


8652 


A 


1556 


46 


584 


SRRPWVISQRRTRLLSTSLWCKVNVE\D 
AGGETLGRLLVVYPWTQRF\FDSFGNLS 
SASAIHGQTPKVKAHGKKVLTFLGEMPL 
KHLxDDLQGAPFAQA'SELALVDKPAM 

Wi^r O 1 VJXS1L<JL«V 1 lvJr\JV^OL.r iNl^ivlNr 

TPGGARVSWGRKMGDLELASALVPSRL 
PLSSLAHECRAFQG 


602 


8653 


A 


1557 


1476 


1747 


GNFNSLRLSKTQLCAHCLYPHTFGRQR 
WVDHLRLGVRD*PGQHGETPSLLKNNN 

XIKlTL^'lOll/ A X1/\\71JDI>\ATD AVKiinP AT? AnUC 
In IN IKlbWAW Wlitr VurA\MUfc/\IiAUi:.o 

LEPXGRRRLO 


603 


8654 


A 


1558 


1 


507 




604 


8655 


B 


1559 


15 


400 


MSMLRLQKRLASSVLRCGKKKVWLDPN 
ETNEIANANSRQQIRKLIKDGLIIRKPVTV 
HSRARCmNTLARRKVRHMGIGKRKGT 
ANARMPEKVTWMRRMEILRHLLTRYRE 
CETINRAMHHLLNLXVMS* 


605 


8656 


A 


156 


3 


1371 


INIWIGHVDSGKSTTTGHLIYKCGGIDK 

RTIEKFEKEAAEMGKGSFKYAWVLDKL 

KAERERGITIDISLWKFETSKYYVTIIDAP 

GHRDFIKNMITGTSQADCAVLIVAAGVG 

EFEAG\ISKNGQTR\EHALLAYTLGVKQLI 

VGVTKMDSTEPPYSQKRYEEIVKEVSTY 

IKKIGYNPDTVAFVPISGWNGDNMLEPS 

ANMPWFKGWKVTRKDGNASGTTLLEA 

t T^OTi oiyroii'T-rW'Di ^^T PI CVTWfWl^lClCVin.'T 
LULlLPr i Kr [ JJlvr LljLrl-k^l-' V i IviuuJLj 1 

VPVGRVETGVLKPGMVVTFGPVNVTTE 

VKSVEMHHEALGEALPGDNVGFNVKNV 

SVKDVRRGNVAGDSKNDPPMEAAGFPA 

QVIILNHPGQISAGYAPVLDCHTAHIACK 

FAELKEKIDRRSGKKLEDGPKFLKSGDA 

AIVDMVPGKPMCVESFSDYPPLGCFAVR 

DMROTVAVGVIKAVDKKAAGAGKVTK 
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SAQKAQKAK 


606 


8657 


A 


1560 


15 


710 


INPPPPAFLSLLRPQPCSMLRLQK\RLAS\S 
VLR\CGKJCKVWLDPNETNEIANANSRQQ 
I\RKLIKDG\LIIRKPV*RVHSRARCRKNTL 
\ARRKGTAH/CGlGKREGYSPMPRMP/rR 
KVTWMKENEGFWRRLASERYR*NLKKI 
RFATLLSQALYPEG*RGNVVSKTRRVFH 
GNTFHKLEGRQRPRKKAPWLDQA*G/RR 
RS*DQGKHGKR\REERLPGQRKEEINQRL 
YSKEEETKK 


607 


8658 


A 


1562 


2 


419 


MASGRARCTSNLRNWVVEQVESGQFPG 

VC WUU I AK 1 MrKlr WKHAuNWAlr ls.urv 

YKEGDTGGPAVWKTRLRCALNKSSEFK 

FVPFRGRMDVAEPYKVYOLLPPGIVSGO 

PGTQKVPSKRQHSSVFSERKEEEDAIAN 

CTL 


£.f\0 

oOo 




A 


IDOJ 








609 


8660 


A 


1564 


107 


400 




610 


8661 


A 


1565 


191 


353 


PHSSTrCPPAPMLVF*KRDPPSLGPHDAL 
VPPCPVPVEILRSSAKTRCGKKASS 


611 


8662 


A 


1566 


553 


690 


SRRRFPMGSGTKLV*G*GEMESLEEQAK 
GKGTESCALHPVDLFSSPGPLFNSLCLSK 
PMAPPTL 


612 


8663 


A 


1567 


2406 


4031 


GGRAGDGPLSATCTYAPSLWLDEGSPCL 

PGPLVTEADRRGTLGTEYPPQAEVAEGK 

GPDEGPMACSLRNSSSTNKEASYHPGFL 

VVLLPEFDWYLKSPNMYQVGTVGECRC 

TGVHSSPEVPGLTPGNWPPWGSHGVTQ 

RMASG\RARCTRKLRNWVVEQVESGQF 

PGVCWDDTAKTMFRIPWKHAGKQDFRE 

DQDAAFFKAWAIFKGKYKEGDTGGPAV 

WKT\SLCCALNKSFDFKEVPERGRMDVA 

EPYICVYQLLPPGILXSGHXPGTQKVPSKRQ 

HSSVSSEVRKEVEKDAMQNCTLSPSVLQND 

SLNNEE\EGGSGGAVH\SDI\GSSSSSSSPE 

TTRK1TDTTE\APFQGDQ\RSLEFL\LPPEP 

D»SLLLTFI\YNGRVVGEAQVQSLDCRLV 

AEPSGSESSMEQVLFPKPGPLEPTQRLLS 

QVLRRGILVASTPQGLFRCSAFCPIPIFWGI 

ArUxAr rUu Or nLL«r^ofNc#l_. V cLiFK 1 

RDLVRYFQGLGPPPKFXQVTLNFWEESH 
GSSHTPQNLITVKMEQAFARYLLEQTPE 
QQAAILSLV 


613 


8664 


C 


1568 


77 


325 


MSLIQEALHLVLTDPDAPAGDDPKYRE 

WHHFLVVNMKGNDISNGTVLSDYXCAA 

PPKAPSHVPQFSVACIIDFSSSCPPWHG* 


614 


8665 


A 


1569 


60 


287 




615 


8666 


A 


157 


1 


92 


TSHQSHCSTFLTVSKW**LKTAYCLYHY 
HS 
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616 


8667 


A 


1570 


3 


703 


VEFFSSQRAELYATPLTPAPGPNGGIPGW 

TLWLALPRPGNLRKGPGPLSLQEVDEQP 

QHPLHVTYAGAAV/DDELGKVLTPTQVK 

NRPTVSISWDGLD/SKGKLYTLVLTVDPDA 

PKQGKDP\KYRE\WHHFLGWSTLKGQMT 

SATGTVLS\DYVGLGGLPKGTGLHR\YV 

WLV\YEQ\DRPLK\CDEPHPSATRS\GDHR 

GKIQRWASLPVKK**SSRAPGGWAPCYP 

QPEVGMNOCAPKL 


617 


8668 


A 


1571 


1749 


2411 


APSCLVSEHSAPGPQRELPQPLLTFQAYE 

QILGITaGSCPVAQGWGAWSSDAVPQLL 

ARRPPLPHGLPACGEWGRGELGVKPSGL 

PSHAGPAWGHQVRTVCATAHPQDCISPE 

GAVEEElVGG*GaTEGQSQRVLQIWP\S 

QGVSSLSALVPLNXMIATELLIEYYEKIFST 

P\EAPGEHGLAPWEQGSRAAPLQEAVPR 

TQATGLTKPTLPPSPLMAARRRL 


618 


8669 


A 


1575 


1 


254 




619 


8670 


A 


1576 


3 


308 




620 


8671 


A 


1577 


1 


380 


IPTPLIGNFGPRGPRIRHERPQKRDDRREP 

SSFGKRRQ*DGTLLC\RRCGS\KA\YHLQ 

KSTCGKCGYPAKRICRKYNWSAKAKRR 

NTTGTGRMRHLK1V\YRRFRAWDFREGT 

TPKPK*GSLLQHSSSS 


621 


8672 


A 


1578 


41 


544 


APSPRRPWGHFTEED\KAT1\TSLWGK\VN 

VE\DAGGE\TPGICGSLVVYP\WTQRFFDS 

FGNLSSAFUHHGQTPKVKAHGKXKVL-n 

SLGDAIK\HLDDLKGTFAQA*VNLHL*QS 

CNVDPyENFQAPGEMLLVTRAO^IHFVG 

K\EFTPGGCKASWAEDG*LAVGQWPCSS 

RYH 


622 


8673 


A 


1579 


1207 


1369 




623 


8674 


A 


158 


232 


552 


SLH*PRMATQRKHLVKDFNPYITCY1CK 

GYLIKPTTVTECLHTFCKTCIVQHFEDSN 

DCPRCGNQVHETNPLEMLRLDNTLEEIIF 

KLVPGLREQELERESEFWKENKPQGNGQ 

DDTFKSLTNRK 


624 


8675 


A 


1580 


1 


1716 


TCIAAVKMEGPLSVFGDRSTGETIRSQN 

VMAAASIANIVKSSLGPVGLDKMLVDDI 

GDVTITNDGATILKLLEVEHPAAKVLCE 

LADLQDKEVGDGTTSVVIIAAELLKNAD 

ELVKQKIHPTSVISGYRLACKEAVRYINE 

NLIVNTDELGRDCLINAAKTSMSSKIIGIN 

GDFFANMVVDAVLAIKYTDIRGQPRYPV 

NSVNILKAHGRSQMESMLISGYALNCVV 

GSQGMPKRIVNAKIACLDFSLQKTKMKL 

GVQVVITDPEKLDQIRQRESDrnCERIQKI 

LATGANVILTTGGIDDMCLKYFVEAGA 

^4AVRRVLKRDLKRIAKASGATILSTLAN 

VEG*ERFEGAMWDQAEEVVQERICDDE 

LILIKSTKAVRTSASIISRVPIDSMCDEMER 

SL\HDALaVVK\RVLESK\SWPR\GGAV 

EAALS1Y\LENYA\TSMGSREQLAIA\EFA 

RSLSGYSPIPLAVNAAQDSTDLVGKN*R/ 

RLFHNEAPGLTPE\RKN\LKWIGLDLSNG 

KPXRDNKQAGVFEP/TPIVKVKSLKFATE 

AAmiLRIDDLlKLHPRK*R*\KHGSYEDA 

VHSGALND 


625 


8676 


A 


1581 


1 


513 


PRVRNLSREWLCDRHLREKMFSSVAHNL 

ARANPFDTPHU.QLVHDGLGDLRSSSPGP 

TGQPRRPRNLAAAAVEEQYSCDYGSGR 

FFILCGLGGnSCGTTH-nALVPLDVLVKCR 

MKVMDPQKYKGIFNGVFSVTLKEDGVRG 

LAKGWAPTFLXGYSMQGLLQVLAFYEVF 

KVLY 
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626 


8677 


A 


1582 


2 


1296 


ALCEPQPFQGSGCVIAILGRKMFSSVAHL 

ARANPFNTPHLQLVHDGLGDLRSSSPGP 

TGKPRRPSQ/HMAAAPVEEQYSCDYGSG 

RFFILCGLGGIISCGTTHTALVPLDLVK\C 

RMQVDPQKYKGMFNGFSVTLKEDGVNR 

GLAKGWAPTFLGYSMQGLCKFGFYEVF 

KSL\YSNMLGE\ENTYL*RTSLYLAASAS\ 

AEFFADIALAPMEAAKVRIQTQP\GYANT 

♦EGISFPkCIKEEGLTSILQGGLLPLWMR 

QIPYTMN*SSPCLERTV\EA\LYKFV\VPK\ 

PRRE*FKRQSRLVVTIW*QVTIARVFCAN 

CFSPLPEFLG*PVLD*GKKVSQCFLWVLQ 

RDLGFK\GV\WKGLFA\RII\MIGTVLT\ALQ 

WFIYYSVKGYFR\LPRP\PPP\EMQES\LKK 

KLGVNSVVRIKANCGLNLLVDPVFEESA 

KGTFIYLTV 


627 


8678 


A 


1583 


127 


433 


RPLESWIGLVRCNICRSPIAEAVFRKLVT 
DQNISKNWRVDSAATSGYEIGNPPDYRG 
QSCMKRHGIPMSHVARQVDLNRKSNRV 
KTCKAKIELLGSYDPQKQL 


628 


8679 


A 


1584 


2 


. 535 




629 


8680 


A 


1585 


551 


1299 


PADPPRPSYYRHRTPPQAHWSRLRRSRL 
RRRGSHTRCPVGVGAGLRRRAGARLAV 
RLRASACGTPRCLGASARGKMAEQATK 
SVLFVCLGNICRSPIAEAVFRKLVTDQNI 
SJCN/WEGRQRGNFRWVIDSGAVSDWNV 
GRSPDPRAVXSCLRNHGIHTAHKARQlTy 
KEVFPTFDY1LCMDESNL\RDLNRKSN\R 
VKTCKS*KFELPWEL*SPQKQLI1ED\PYY 
GE*LWTLETVYOO\CVR\CCRAFL\EKAH 


630 


8681 


A 


1586 




1239 




631 


8682 


A 


1587 


298 


408 




632 


8683 


C 


1588 


92 


244 


MRCEIILVLIPYVYFYSNKLLCSRLXXXX 
AOUAVLK^NrWOOV^oLrULAR'^ 


633 


8684 


A 


1589 


33 


191 


RDDPRVRPPPNSHT*PQQEPGL*LIKCTSP 
PQAPAPRTVHGPYFYMRLIKMF 


634 


8685 


A 


159 


445 


673 


RECLH*PRMATQRKHLVIDFNAYITCYIC 

KGYLIKPTTVTVECLHT/FCRCMEAFPSLL 
LA 


635 


8686 


A 


1590 


3 


1285 




636 


8687 


A 


1591 


3 


3469 


QPGHTIYLLPTVVICNLLPCELDFYVKGM 

PINGTLKPGKEAALHTADTSQNIELGVSL 

ENFPLCKELLIPPGTQNYMVRMRLYDVN 

RRQLNLTIRIVCRAEGSLKIFISAPYWLIN 

KTGLPLIFRQDNAKTDAAGQFEEHELAR 

SLSPLLFCYADKEQPNLCTMRIGRGIHPE 

GMPGWCQGFSLDGGSGVRALKVIQQGN 

RPGLIYNIGIDVKKGRGRYIDTCMVIFAP 

RYLLUNK.ooHKLArAvl<trAKOv^<j I A 


637 


8688 


C 


1592 


398 


655 


MMFPLAFSLPLKNAFHISVCRVCPGYTG 
FAKRALTALNLDTSLSANCCNTPPAEXP 
NVHNPCYMGLSKPARXSKLGSMCKGSS 
XH* 


638 


8689 


A 


J 593 


1 


930 




639 


8690 


A 


1594 


1 


134 
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640 


869] 


A 


1595 


3 


2455 
* 


HASVCPAVGVQRLCLFPCVSLQALFMGS 

PLRFDGRFFVLVTGAGAGLGRAYALAFA 

ERGALVVVNDLGGDFKGVGKGSLAADK 

VVEEIRRRGGKAVANYDSVEEGDKVVK 

TALDAFGRIDVVVNNAGILR/DINSFARIS 

DEDWDI1HRVH\LRGSFQVTPAAWEHMK 

KQKYGRSIMTSSASGIYGNFGQANYSAA 

KLGLLGLANSLAIEGRKSNIHWNTIAPNA 

GSRMTQTVMPEDLVEALKPKYVAPLVL 

WLCHQSCEENGGLFEVGAGRIGKLRWE 

RTLGAIVRQKNHPMTPEAVKANWKKIC 

DFENASKPQSIQESTGSIIEVLSKTDSEGG 

VSANYTSRATSTATSGFAGAIGQKLPPFS 

YAYTELEAIMYALOVGASIKDPKDLKFI 

YEGSSDFSCLPTFGVIIGQKSMMGGGLA 

EIPGLSINFAKVLHGEQYLELYKPLPRAG 

KLKCEAVVADVLDKGSGWIIMDVYSY 

SEKELICHNQFSLFLVGSGGFGGKRTSDK 

VKVAVAIPNRPPDAVLTDTTSLNQAALY 

RLSGDWNPLHIDPNFASLAGFDK\PILHG\ 

LCTFG1FCQGVLLQQFCR*MDVVQGFKG 

N*RARF\AKPVYPGANFYQT*ECWKE\G 

NRNSFFKPKVQGNLETLVISKWHMWDL 

fiTr>M<vfiYP<?l RTP^PnPPt^FRVPl VFFF\I 
GRRLKDIG\PEVVK\KVNAVF\EWHITKG 
GNI\GAKWTIDLK\SGSWEKLYQGPS/KK 
GAADTnH/ILSDEDF/LWEWLGQA*PSR 
ICAFFSGPG*RPQGGTSMA*AQ\KLSDGFL 
KDYAKLLKGTPTLLIKMESIKIPPPHPQIC 
LDYSAKS 


641 


8692 


A 


1596 


2 


289 




642 


. 8693 


A 


1597 




397 




643 


8694 


A 


1598 


1 


410 


STMISPVLILFSSFLCHVAIAGRTCPKPDD 

LPFSTVVPLKTFYEPGEEITYSCKPGYVS 

RGGM\RKFICPLTGLWP1NTLKCTPRVCP 

FAGNLRKMGAVRLITDFLNYSPTRFSFSL 

LTWGFILEWALDSUKCIEGG 


644 


8695 


A 


1599 


19 


1215 


CQCDSSTMIFSRCSSLFSSFLCHVAIAGRT 

CPKPDDLPFSTVVPLKTFYEPGVEEITYSC 

KPGYVSRGGIEESLSCPUTGTVGPFNTSG 

NVTPRVCPFUGIFRXMGGRTLITTF*NYP 

MTDPVFSLLTLGF*FWNGALDFWPSCTG 

GKGKW\SPVELPGLVAPn\CPP\PSIPA'GFA 

TLHVLLRPFRLGNNSPPIGDTAVFECLAH 

NMAMFG\NDTIT\CTTHGICLDLNYPECR 

nSKMPPFPHODPDNGIW^TYPCONPNTL 

FTRVKAPHLGLPHDGIFSGMGPRKEIXEC 

♦PQTWGKPGSWPLAPSW*KPSLVKGTPV 

KKRPTVVA^PQGERVKDSREKFKEWECL 

HG**KFLSFCKNKEKKCSYTEDAQC1DG 

TIEVPKCFKXEHSSLAFWKTADASU^VKPC 


645 


8696 


A 


16 


3 


145 


SSSSSDFAGQTL*STQTVQN*FKKVLKPG 
RLYPVPIATMGIKEPUS 


646 


8697 


A 


160 


22 


849 


WIERDLLNCIICRLK/PTTNNMLNDEIVNIS 

PKIIKIRQGYLLSMILFGIVQKDLTRKLM 

QuKb I N.01bIRKbVKJ^'KKKKPlMUKCH 

E*IW*VPCIKVMQKAFYDIPAKNMENEIL 

KKQCHFKDPSSA*REKMRLICFEELYPEN 

KITKEERDRI/RRTISKLLLFPKFHLQP*NP 

RQVSLMLN*QANF*EFIC1FQKS\KIVKAI 

L*NGQRGLKFLN1KTCYKA1E]MKVLIWH 

KD\KKLD*WNSIQVSKVDPRVYHHLSFE 

KGDiEV*WGKGCSFO 


647 


8698 


A 


1600 


1 


282 
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648 


8699 


A 


1601 




453 


EFGSQQLGRREEWQRQGSPVSRRLSARR 

GPQAPGTRLPRRHPARAFPAATMPKRKV 

SSAEGAA*LEPNSRSARLSAKPPAKGEA 

KPKKAAAKDKSSDKKWQTKGKRGAKO 

KQ\AEVANQETKEDLPAENGETKTEESP\ 

ASDEAGEKEAKSD 


649 


8700 


A 


1602 


146 


824 


TWGKGDPKKPRGKMSSYAFFVQTCR\EE 

HKKKHPDASVNFS/ESFSKKCSERWKTM 

SA*R/EKGKFEDMAKA\DKARY\EREMK 

TYIPPQRGRQKRKFKDSQLHPRGPPSGLL 

SSSCSEYRPKIK\GEHP\GL\SIGDVAKKLG 

RDVGINTAAD\DKQPYEKK\AAKHCEKY 

EKDIAAYRAKGKPDAAKKGWVKAEKS 

KKKKEEEEDEEEG\DEEDEEEEEDEEDEE 

DEEEDER 


650 


8701 


A 


1603 


I 


223 




651 


8702 


A 


1604 


1 


400 


FADD/PSDK/FFTSNNGMQFSTGHNDND 

KFEGNCAEQDGSGWWMNKCHAGHLNG 

VYYQGGTYSKASTPNGYDNGIIWATWK 

LGGAKQVRPEHPAETEYDSLYPEDDL 


652 


8703 


A 


1605 


18 


365 


NILIKVYFNSKNDFKIFHELFFKQNYMKN 
MYKSVINVIDIFMNKFQ/SEKYPIVDKGS 
LNK*MLTILALKSNTTVRLIRDTAFYYVR 
EHIINVSSKRARYWVCVGFI*ASC*QPPL 

F 


6S3 


8704 


A 


1606 


212 


1645 


HYKARSSGHSDIMSWSLHURNLILYFY 

ALLFLSSTCVAYVATRDNCOILYERFGC 

YC\PTTCGIADFLSTYQTRVD*DLQSL\ED 

1LHQVENKTS\EVKQLIKAIQL\TYNPD\ES 

SKPNMIDAATLKSRKMLEEIMKYEASML 

THDSSIRYLQE1I*FQIIQK1VNL\KEK\VAQ 

LEAQCQEPCKDTVQIHDITGKDCQDUAN 

KGAKQSGLYFIKPLKANQQFLVYXCEIDG 

SG\NGWTVFQKRLDGSVDFKICVNW1PYK 

EGFGHLSPTGTTEFLAGEMRKIHFD*GTQ 

S\AIPYGI*GVGTGKTWEWARNQYCRSM 

PLFKVVHEVD\KYRFTYAYFAGGDAEDA 

FDGYDFG\DDPSDKFFHIPIMAMQFTYLG 

TMDNDKV*KANCA*/QQGWDPGWWDG 

NKaHAGXHSSMGVLFTQGWALYFQKAS 

YLPNGLW1MGIIWA\TWK\TRWVFR*RKP 

TMKUPXFNRLTIGEGQQHXHLGGSQTGLE 

TP 


654 


8705 


A 


1607 


2 


529 


GTVAACGACYWLLGLMAVRASFENNCE 

IGCFAKLTNTYCLVAIGGSENFYSVFEGE 

LSDTIPVVHASIAGCRIIGRMCVGVTEEIL 

ADVLKVEVFRQTVADQVLVGSYCVFSN 

QGGLVHPKTSIEDQDELSSLLQVPLVAG 

TVNRGSEVIAAGMVVNDWCAFCGLDTT 

STELSVVE 


655 


8706 


A 


1608 


18 


889 


GVQGTVAACGACYWLLGLMAVRASFE 

NNXCEIGCFAKLTNTYCLVAIGGSENFYS 

VFEGELSDTIPVVHASi\AGCRI\IGRMCV 

GN\RHGLL\VPNNTTDQ\EL\QHISATGLP 

RHSGRFRAGWKERFLSLWGNFFNHLAID 

YVGLGSNQDVLDKGRQEEISGQMLFKGW 

EVFRQTV\ADQV\LVES\YCVFSNPGRAW 

V r bhKr r i^'^RPRNELSSISFKVPLwAGTC* 

TKGSEVICLLGMGGEMNWCA\FCGPGTP 

NPAQSCQVVEECLQS*NEAPALAPIANR 

ACGNSUIDSLT 


656 


8707 


A 


1609 


I 


248 


GPLIWEWPASPEPPPLPWGKPRMQ/SG*Y 

G*TP*IPKIRFPKKPFPPFPQALEPQQKGP 

N*AHP*EPTPAKKYSPQRVQKVPK 
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657 


8708 


A 


161 


796 


1381 


SLTSDKRQWALGSMDKFKKHWICHflPIK 

MLHLGVGPKGLSVTQQFSSQN*FPVCAF 

QSSQYIPLPAQKLMYSQ^PVQNRCQSNQ 

TIPVAHPMSGHQVSHHR\PANNPGKEEV 

PGQEGKN*NKDVNNF*TGQPWTKGNLEI 

STWPERNLILALKVPIKAELKRSWASSN 

CKQT*LRHPQCDDVFISMKEQSMEKCRN 

F 


658 


8709 


A 


1610 


290 


1414 


NKRHPSRVYMSLPQGVEKVQAMYIWIDG 

TGEGLRCKTRTLDSEPKCVEELPEWNFD 

GSSTLQSEGFQTVNMYLVPAAMFRDPFR 

K\DPNKLVLCVEVFRY>ARRP\AETNLRHT 

CKR\IM\DMVSNQHPWFGMEQ\EYTLMG 

TDGHPFGWPSKG\FPGPQGQYLLGVG\G 

DRSLGRDIR\EAHYRACFY\AGTR1PGTIC 

AGVSPLQ\WEFQIGPCEGIKQGG/HIFWV 

ARF1LH\RVCEDLG\VIATFDP*/RPLLGN 

WNGA\GCHTNFSTKAMRKENGLKYIBK 

AI*KLTNR\HKSHIRAYDPKRGLDNARRL 

TGFHETSNrNDFSVGVANRSASIRlPRTV 

GQEKICGYFE\DRRPS\ANCDPFSVTEALI\ 

RTCLLNETGDEPFOYKN 


659 


8710 


A 


1612 


129 


1182 




660 


8711 


A 


1613 


1 


353 


FGTRSFDSRSEAEAAKNALNGIRFDPEIP 

QTLRLEFAKANTKMAKNKLVGTPNPSTP 

LPNTVPQFIAREPYELTVPALYPSSPEVW 

APYPLYPAELAPALPPPAFTYP\ASLHAQ 

ETL 


661 


8712 


A 


1614 


129 


1238 


APPSPPSSGCSPQPQLSALTPGTRVLAPSF 

ASFLPSFFLPPLAPALPLQVALPGPDCLG 

SPLPARALPRLSLALPESPAAAVADSPRE 

PQPNPSPTATAPAPAPAPQPAAPARGSPG 

ARGRLQWASAPSPSPAPQPCPARRGRTG 

KMNNGGKAEKENTPSEANLQEEEVRTL 

FVSGLPLDIKPRELYLLFRPFKGYEGSLIK 

LTSKQPVGFVSFDSRSEAEAAKNALNGI 

RFDPEIPQTLRLEFAKANTKMAKNKLVG 

TPNPSTPLPNTVPQF\IAREPYEL\TVPALY 

PS\SPEVW\APYPLLPRRELGACFYLPPG/S 

FTYPASLAWPRCAGSLPPRLLLRAGSPVS 

SAEYYTLOOWLLEGRTIALLWKYG 


662 


8713 


A 


1615 


129 


1143 


APPSPPSSGCSPQPQLSALTPGTRVLAPSF 

ASFLPSFFLPPLAPALPLQVALPGPDCLG 

SPLPARALPRLSLALPESPAAAVADSPRE 

PQPNPSPTATAPAPAPAPQPAAPARGSPG 

ARGRLQWASAPSPSPAPQPCPARRGRTG 

KMNNGGKAEKENTPSEANLQEEEVRTL 

FVSGLPLDIKPR\ELYLLFRPFKGYEGSL* 

KLTSKQL*GFVSFDSRSEAEAAKNALNG1 

RFDPEIPQTLRLEFAKANTKMAKNKLW 

GTPNPXSTPLPNTVPQFIAREPYELTVPAL 

YPS\SPE\VWAPYPL\YPAELGPA\LPP\PAF 

TXYPASLRCPGNPVEKEIQDSV 


663 


8714 


A 


1616 




669 




664 


8715 


A 


1617 


267 


1057 


GRTMMFGAKRRQEEWEKVRKPEDPEEC 

PEEVYDPRSLYERLQEQKDRKQQELRGT 

VSNCKNM\VRG\LDEDETTFLDEVSRQQ 

EL1EKQPKR\EELERT*RNTEITSRRLEFSQ 

ENKKEVEKKLTCEA^L*KPRTKFSQANVL 

GQEL*SMKSSESGHQCEKT*NRTPEPD*Q 

ESRALILAKSLGNNLPLSGPFHPLAPSAA 

SMYRHPPRPGWPTLGAATPSPASDSEGTI 

QCHRKDCSPPCFRTNTFLRGPLSFFRSLH 

REAPPQG 
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665 


8716 


A 


1618 


1 


641 


DTRFLERLRLSISSYVQTPMGHFTEEDKA 

T1\TSLWCKVNVE\DAGGETLGRLLVVYP 

WTQRFFDSFGNLSSASAmGNP\KVKAH 

GKKVLTSFGRLP*KHLVDDLKG\TFAQA* 

SE\LH\CDKAALLDPEVNFVKLPGEILLVTR 

FGQFHFRAKNFTPEGCQANSWQERWVT 

WSWPVPCSSRLPLICLNCP*MQSFSRIRLL 

FLQAITNNKSISAKRSP 


666 


8717 


A 


1619 


1 


194 




667 


8718 


A 


162 


3 


1116 


LNQWQEQTGNPERTHRPSEGSGLLLQDP 

GDFSNTLSAPTAEVEKGDPLPKIPPLEEL 

KETHLTHKDSHKLKIKGWKKAFLANGH 

QKQTGEAILIPDKTKFKATAVKRDKEGD 

YIMVKGLVPQENITILNTYASNTEAPKFI 

KQLLIDLRNEIDSNIVIVGNFNTPVTAIDR 

SSKPKVNKETMDLNYTLEQMDLTDIYRT 

FHPTTAEYTFYSTVHETISKIDHMIGHKM 

SINTFKKIEIMSSTLTDHSGIKLKINSERNL 

QNHANTWKLNNLLLNEHWVKNEIKMEI 

IQLFELNNNNDTTYQNLWDTAKVVLRG 

KFIALNAYIKKTERAKKTIYSHTSGI*KQE 

QTKPKPSRRKEIIKIRAELNEIETKKTI 


668 


8719 


A 


1620 


98 


1136 


ASDAFHSLSAPGLRLGSRSAARPATMTE 

QAISFAKDFLAGGIAAAISKTAVAPIERV 

KLLLQ\VQHASKQIAADKQ\YKG1VDCIV 

R1PKGAGGVLSFLEGQPLPTV1RYFP\TQA 

FNFRPFKD/KSYKQIFPGGAWDKHTQFXW 

\R*FGGANWASGVAAGADHPSCFVYPLD 

FARTGLGKGRWKSQAQSASFRGLGVDCL 

VKIHQVQTASRGLYQGLPVSPFTATIIYP 

A\AY\YGVY\DTAKGHASPTPSNT\HILLS 

RMNRARTVTARGAVGCPNPLKTVRRVR 

MIDAIRGAKGADlMYTG/rLVDC*RKNLS 

EDEGGQRPFFKGCWQTLLRGHGGRPSV 

LVPVRTSSRRVI 


669 


8720 


A 


1621 


4 


101 


VQWNDFGSLQNPPPGVSPFFWLSLPNNL 
GFKGSSSRPGPFLKF**KPyEVFRVNPDGF 
PFPAP*FGPPGPPKSWGFPP*PPPGVSPFF 
WLSLPNNLGFKG 


670 


8721 


A 


1622 


3 


1728 


GDRTDGVWWWLGLSRRYAIPFNSLEPSS 

LGSCPLSIGTHKXALHALELTTTDIQCGIC 

AFNSSSSFRYHERTHTGEKPYECKQCGK 

AFRSASLLQTHGRTHTGEKPYACKECGK 

PFSNFSFFQIHERMHREEKPYECKGYGK 

TFSLPSLFHRHERTHTGGKTYECKQCGR 

SFNCSSSFRYHGRTHTGEKPYECKQCGK 

AFRSASQLQIHGRTHTGEKPYECKQCGK 

AFGSASHLQMHGRTHTGEKPYECKQCG 

KSFGWASRLQMHGRTHTGEKPYKCKQC 

GKAFGWPSNLRRHGRTHTGEKPYKCNQ 

CGKKWKDQNIEYEYQNPRRNFRSLIEGN 

VNEIKEDSHCGETFTQVPDDRLNFQEKK 

ASPEAKSCDNFVCGEVGIGNSSFNMNIR 

GDIGHKAYEYQDYAPKPYKCQQPKKAF 

RYHPSFRTQERNHTGEKPYACKECGKTF 

ISHSGIRRRMVMHSGDGPYKSSFLRSHP 

KVPGHGRRFAMNPTLLNKEDERGNKNV 

VTREHLDRMKNSCIVCNMGHSNTEIDV 

NWMGNYERLERDARMTIRKKRKRYSD 

IRFRIMGRYTVRVEVLTAVNSE 


671 


8722 


A 


1623 


1637 


5763 


KPGNGACAGREWCDGGGAAWNWRDP 

GLPVGDSGVWDRVLLELLGPRSPRPLDV 

GGPAAGTPGVLSRPCPSTAALAPKPFCA 

APRPQPDAPACAGATGGSCADFDSGVDF 

VRRRSSGLWGPQPPLSPVKNYTEMFQDP 

VAFKDVAVNFTQEEWALLDISQKNLYR 

EVMLDTFWNLTSIGKKWKDQNIEYEYQ 

NPRRNFRSVTEEKVNEIKEDSHCGETFTP 

VPDDRLNFQKKKAS\LK*NHVTALCVOK 
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LA*VTHL 


672 


8723 




1624 


2 


656 


APTPTCiORVVRATPAO^APVRl PPRWn 

V^n^PIPSNLKSEAKKJ^LAKILREFT^ElTSR 

NGPDKJMPGSTVIAKAK\GLANSCLLNQS 

PGSLVTFQRGGPGVLVARL\PDGK\WSSP 

FS/ALG1AGFG\GGFEIGI*G1QTLVIILEF/D 

DPCC*EAFAKGGNLTLGGNLTVAVGPLG 

RNLEGNVALRSSAAVFTYCKSRGLFAGV 

SLEGSCLIERKETNRKFYC 


673 


8724 


A 


1625 


141 


1307 


FHVNNPIPSNLKSEAKKAAKILREFTEITS 

RNGPDKIIPAHVIAKAKGLAILSVIKAGFL 

VTARGGSGIWARLPDGKWSAPSAIGIA 

GLGGGFEIG1/EDTFTATYSL*ALPWLPSIS 

VECHSSFLRLPSA*HIFLHPFTVNLMVSD 

LVIILNYDRAVEAFAKGGNLTLGGNLTV 

AVUrLOKiNLcUN V ALKooAAVr 1 YCivoK 

GLFAGVSLFG^ri IFRKETNRKFYPOnTR 

AYDILFGDTPRPAQAEDLYENLDSFTEK 

YENEGQRINARKAAREQRKSSAKELPPK 

PLSRPQQSSAPVQLNSGSQSNRNEYKLY 

PGLSSYHERVGNFYQPIDLTALYSFEGQ 

QPGDLNFQAGDRITVISKTDSHFDWWEG 

KLRGQTGIFPANYVTMN 


674 


8725 


A 


1626 


167 


401 




675 


8726 


A 


1627 


133 


312 


VRVGEKLKPCFWPPEANPDP*CYLHLWI 

LDSQTKSKPVLTSP*RPPNGILGTSVCFCT 

FY 


676 


8727 


A 


1628 


1759 


1967 


SGCKPLTFPPP*SDSPVKEDPCR/SPPSHP 
RLPPHSLPALPFPTPNPPPPKIYTAVSRIW 
EMKDRCNrPI 


677 


8728 


A 


1629 


167 


1378 


GNTLVTNMTEFWLISAP\GEKT\CQQTWE 

KLHAATSKNNNLAVTSKFNMPDFKGWA 

RWDVLVGL\SDEL\AKLGCIL*EGSWLKE 

SRLQLHGLDVLEDSKDKVQENLLA\NGS 

GLGLPYITKVPSGDMAKYPIKQSLKNISE 

IIAKGVTQIDNDLKSRASAYNNLKGNLQ 

NLERKNAGSLLTRSLAEIVKKDDFVLDS 

EYLVTlLVVVPKLNHNDWIKQYAETLAE 

MVVPRSSNVLSEDQDSYLCNVTLFR/RR 

AVDDFQDTKPGENKFMVRDFQYNEEEXM 

KADKKXEMDRAS-nDKKKQFGPXLVRWXL 

KVNFSEAFIAWIHVKALRVFVESVLRYG 

LPVNUQHMIFHRNNNPFKPLRQVLHESY 

IHLDSSA\AA1IDAPMDIPGL\NLSQQEYY 

PYVYYKIDCNLLKFK 


678 


8729 


A 


163 


41 


1133 


HRTYKTKIHLKKQKQSTQATKSRMNAV 

VPHISILTLNVNGLNVPLKRYRVA'WIRI 

YQQnCCLQETHLTPKrVCDSHKLKVKG 

WKKNAFHANGHQKQAGVAILTSDKTNF 

KATAVKKDKEGHYIMVKGLDQQENITIL 

NIYAPNTGAPKFMKQLLIDVRNEIDSNTII 

agdfntpltal drsmokvnketmdlny 

TLEQMDLKDIYRTLHPTTAEYTIYSTVH 

GTFSKIDYMTGHKTSLNKFKKSEIISSSLS 

DHSGIKLEIDSKRNHQNHANTWKLNNLL 

LNEHWVKNKIKMEIKTF/FELNDNNGTA 

YQNLWDTAKAVLRGKFTALNAYIKKYE 

RAQTDNLRSHLKELEKQQTKPKSSRRKK 

K 
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679 


8730 


A 


1630 


569 


1050 


PLESRRLARSSGGWAGITGTPMNIFTGPD 

PGPSERSAQPRVWDSTCCLKSNCWFRK 

VKATTPPMSSMMRQIPRMYMNAAVEKV 

QVVTEGRQHTNEGDHEHDDAQEDEDDG 

WSQEGTFKGFIFLPLNLCIDAHRQDQGP 

NQTCNPSTLGGRGGQITRPGDRDH 


680 


8731 


A 


1631 


1 


595 




681 


8732 


A 


1632 


2 


1121 


ARGCGRSSRSRSRSHRCLPFPPPPSRJRPA 

SLGPERRPGSSRAAPAASRSLSGLSRASG 

TASCGRPPACPPARSPLPAGPWAARAMG 

TDSRAAKALLARARTLHLQTGNLLNWG 

RLRKKCPSTHSEELHDCIQKTLNEWSSQI 

NPDLVREFPDDLNECtVSHAVEKINPDER 

EEMKVSAKLF1V\ESNS\SSSTRKVQLTW 

ACSVLGSA^AQLGFLWIHWLSPPI*KDGG 

LIFPWEHLQPYWEGPKNLVQRQKGLLP* 

GTSDLDKTQLEQLYQWAQVKPNSNQVN 

LASCCVMPPDLTAFAKQFDIQLL-AHNDP 

KELAFWKASFQGRLFQGKAFPVDISSGTE 

WGAAVGLLRYSVIVKSRGIIKSKGYILQA 

KRRGS 


682 


8733 


B 


1633 


63 


458 


SLENTVSTAISKAQNGAPSWGGYPSIHA 

AYQLPGTVKPLPAAVQSVQVQPSYAGG 

VKSLSSAEHNALLHSPGSLTPPPHKSNVS 

AJylEELVEKVTGKVNIKKEERPPEKEKSS 

LAKAASPIAKENKDFPKTEE* 


683 


8734 


A 


1634 


3 


2303 


EMEGKEDAQKVLKCMYCGHSFESLQDL 

SVHMIKTKHYQKVPLKEPVPAITKLVPS 

TKKRALQDLAPPCSPEPAGMAAEVALSE 

SAKDQKAANPYVTPNNRYGYQNGASYT 

WQFEARKAQILKCMECGSSHDTLQELTA 

HMMVTGHFLKVTTSASKKGKQLVLDPV 

VEEKIQSIPLPPTTHTRLPASSIKKQPDSP 

AGSTTSEEKKEPEKEKPPVAGDAEKIKE 

DSEDSLEKFEPSTLYPYLREEDLDDSPKG 

GLDILKSLENTVSTVINKAQNGAPSWGG 

YPSIHAAYQLPGTVKPLPAAVQSVQVQT 

SYAGGVKSLSSAEHNALLHSPGSLTPPPH 

KSNVSAMEELVEKVTGKVNIKKEERPPE 

KEKSSLAKAASPIAKENKDFPKTEEVSG 

KPQKKGPEAETWEAKKEGPLDVHTPNG 

TEPLKAKVTNGCNNLGIIMDHSPEPSFIN 

PLSALQSIMNTHLGKVSKPVSPSLDPLA 

MLYKISNSMLDK\PVYPATPVKQADAID 

RYYYENSDQPIDLTKSKNKPLVSSVADS 

VASPLRESALMDISDMVKNLTGRLTPKS 

QTP^iTVQPK'QnArir^^^PPPAT npi qpvuv 

i I ro 1 V oClvolJAJ^OooJrC.llAl^L'xiLor VllJv 

RKGRQSNWNPQHLLILQAQFASSLNSETT 

EGKYIM\SDLGPQERVHI\SKFTGLSMTTI 

SHWLANVEVTSLRRTGG\TKFLKEPGTQ 

GHPVFF\CNDCASQFRTASTYISHU.ETHL 

G\FSLKDLSKLPLNOIOROOVNV*KVLTN 

KTLGPVLGATEEDLGSTFQCKLCNRTFAK 

QARSQTAP 


684 


8735 


A 


1635 


133 


500 


YNTVNYKSHPEGQSMCWSMPVITATFG 

NPRRVDQPLRSGVQD\QPGQHGKIPSLLK 

IQKLAGHG\GACL*SQLLGRLRKENCLN/ 

SPGGGGCSEPSSRHCMPAWAIA*DTI*KIK 

K*KPPKMRN 


685 


8736 


B 


1636 


1568 


1588 


MGDQQLYKTNHVAHGSENLFYQQPPLG 

VHSGLNHNYGNAVTGGGMDAPQASPIS 

PHFPQDTRDGLGLPVGSKNLGQMDTSR 

QGGWGSHAGPGNHVQLRGNLANSNN4M 

WGAPAQAEPTDGYQYTYSQASEIRTQKL 

TSGVLHKLDSFTQVFANQNLRIQVNNM 

AQVLHTQSAVMDGAPDSALRQLLSQKP 

MEPPAPAIPSRYQQVPQQPHPGFTGGLS 

KPALQYGQHPTQGHLYYDYQQPLAQVP 

VQGGQPLQAPO 
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686 


8737 


A 


1637 


2 


251 


FFFFFLINKTKRLFTP*ALQWGYPSGSCG 
SVSQSCKCILRGRSRATISIEAEMVDL 


687 


8738 


A 


1638 


36 


530 


NKVLPPAASEHSDCQISKHQVQLCP/PNII 

TLADIVKDPVSRTPALVFEHVNNTDFKQ 

LYQTLTDYDIRFYMYEILKALDYCHSMG 

IMHRDVKPH^^VM^DHEHRKLRLIDWGL 

AEFYHPGQEYNVRVASRYFKGPELLVD 

YQMYDYSLDTWRMGCMLASMUOKEP 


688 


8739 


A 


1639 


1 


1833 




689 


8740 


A 


164 


265 


446 




690 


8741 


A 


1640 


3 


430 




691 


8742 


A 


1641 


137 


1368 


FHISLFEENRVLKQGSLPPPAAFLNTVTA 

QISQTSKSQALSRQPCSDHVGDPVPKAG 

HRV\YTDVNTHRPREYWEYE\SHVVEWG 

NQDDYQLWRKLGRGKYSEVFEAINITN 

NEKVWKILKPVKKKKIKREUKILGGIW 

RGGPNIITLADIWKDPVSRTPALWFEHV 

NNTDFKQLYQTLTDYDIRFYMYEILKAL 

u I L.Ha\KUlMnKlJ VKrnN VMIDHEHIUCL 

♦LIDWGLAEFYHPGQEYNVRVASRYFKG 

PELLVDYQMYDYSLDMWSLGCMLASMI 

FRKEPFFHGHDNYDQFA^CRMAKVLGTE 

DLYDYIDICYNIELDPRFNGYLG\RHSRKP 

MGTALSNSENQH/LLSSPEALDFLDKLLR 

\YDPPSHGLLAREAMEHPYFLHCCEGPRP 

RNGFHLAMPGCSTPVQQRPI 


692 


8743 


A 


1642 


874 


1183 


TPMLEQLGNRYLQNIACYPFRNMCTYQ 
LGCSGSRL*SQHF\GRPRQVDHLRSGVRD 
QPGQQGETPSLLKVQKFSWAWWRTPVl 
SVATWEAEAGEVLEPGRRRLK 


693 


8744 


A 


1643 


2 


498 




694 


8745 


A 


1644 


49 


538 


SQTPMGHFTEEDQGLLSKSLWGK/VLNV 
EKMLGRKKTPLGKGSPLWPTPWDPKR 
FL*TSFGKTLSPPALLPHQWANPPK\VKG 
HHGKEGCLTFPWEDAHKAPLDDPQRAP 
FAPA*SELHCDiaHVDP\ENFKLLG\NVL 
VT\ALAIHF\GKEFTPGGCRASWAEDG 


695 


8746 


A 


1645 


53 


393 




696 


8747 


C 


1646 


116 


379 




697 


8748 


A 


1647 


3 


200 






J17AO 

o/Hy 


A 




1 


637 


MRSAARGPRQSCSAFNRFRAANSSSPGF 

GAPCGRQCWIWESLGKERAKEGKDGGL 

QSPRTSLKERPKTRITGALPMDHTEGLPA 

EEPPAHAPSPGKFGERPPPKRLTREAMR 

NYLKERGDQTVLILHAKVAQKSYGNEK 

RFFCPPPCVYLMGSGWKKKKEQMERDG 

CSEQESQPGAFIGIGNSDQEMQQL/NTLE 

GKNYCTAKTLYISDSDKR 


699 




A 




111 
111 


/4o 


OivKfcOAObRDC^GRRKubbREGWSFGES 

LWKMAPWTGKFGERPPPKRLTREAMR 

NYLKERGDOTVLILHAKVAOKSYGNEK 

RFFCPPPCVYLMGSGWKKKKNEQMERD 

GCSEQESQP\CAFIGIGNSDQEMQQLNLEV 

GKNYCTAKTLY1SDSDK\RKHFMLSVKM 

FYGPTS\DDIGVFL\SKRIKVISKPSKKKQS 

LKNADLCIASGTKVALFNR 


700 


8751 


A 


165 


283 


398 


NWQEKCTFQHGGRKRMSFRIILINFFHN* 
DRTVCYVP 


701 


8752 


A 


1650 




519 


IISTD/KAEYT/FYEGMGPVFTPVTPVPW 

ESLQLNAGGDVAMLELTGQNFTP\NLRV/ 

WFGDVEAEtMYRCEQSMLCVVPDISGF 

R\EGWRWVRQPVQVPVTL\VR\NDGl\IYS 

TSL\TFTYTPEP\GPRPHCSAAGAILRANS 

SQVPPNESNTNSEGSYTNASTNSTSVTSS 

TATVVS 
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702 


8753 


A 


1651 


238 


1713 


STMAWIKRKFGERPPPKRLTREAMRNYL 

KERGDQTVLILHAKVAQKSYGNEKRFFC 

PPPCVYLMGSGWKKIKLQMKCDGCSEQ 

GSQPCAFIGIGNSDQEMQQLNLEGKNYC 

TAKTLYISDLDKQKHFMLSVKVFYGNSD 

DIGVFLSKSSKPSKKKQSLKNADLCIASG 

KERWALFNRLLSQTV\STRYLHV/EKEGN 

FHASSQQWGAFFIHLLDDDGSEGEEFTV 

♦DGYIHYGQTVKLVCSVTGMALPRLIIRK 

VDKQTTLLDADDPVSQLHKCAFDLEDTE 

RKYLCLSQERIIQFQATPCPKEPNKEKIN 

DGASWAIISTHKAKHTFYRESGPLSLAP/ 

VSCPPALSVESLKLNGGGDEPSLKLNRT 

EFQLPKFYKVWFGDVE\AEAMYRCG\ES 

MLRVVPDVSAF*EGWR\YSQQP1QVSVT 

LVRNDGHYSTSLTFTYTPEAGPRPHC\SV 

AGAILKASSSHVPPNELNTOSDGSYTNA 

STNSTSVTSSTPTVVS 


703 


8754 


A 


1652 


1 


309 


FF*DRA*L\CPPGWSARSQHTVVSTFLGS 
SKFSHLGPPELPGDHRHAPPCPANFFYFS 
♦RWGLPMLLVSNSQAQAILLPSPFQKGW 
DYRAWGHHTWGSYLNFNE 


704 


8755 


A 


1655 




2325 




705 


8756 


A 


1656 


3 


128 




706 


8757 


A 


1657 


203 


2698 


SANMGKKRTKGKTVPIDDSSETLEPVCR 

HIRKGLEQGWLKKVALVNVEWNICQDC 

KTD\NKVKDKAEEETENKPS\VWLCL\KC 

\GPQGFGRNFSR/EQHALKHYLTPRSEPH 

CLVLSLDNWSVWCYVCDNEVQYCSSNQ 

LGQVVDYVRKQASITTPKPAEKDNGNIE 

LENKKLEKESKNEQEREKKENMAKENP 

PMNSPCQITVKGLSNLGNTCFFNAVMQN 

LSQTPVLRELLKEVKMSGTIVKIEPPDLA 

LTEPLEINLEPPGPLTLAMSQFLNEMQET 

KKGVVTPKELFSQVCKKAVRFKGYQQQ 

DSQELLRYLLDGMRAEEHQRVSKGILKA 

FGNSTEKLDEELKNKVKDYEKKKSMPSF 

VDRIFGGELTSMIMCDQCRTVSLVHESF 

LDLSLPVLDDQSGKKSANDTPXLTKTVTY 

AECYSEEKYHTDCC1Y*RSDISSGTRKHL 

QKKATKQAKKQAKNQRRQQKISGPALH 

LNDIRTIDHPEDSEYEAEMSLQGEVNITS 

NHISQEGVMHK\EYCVNQKDLNGQAKM 

lESVTDNQKSTEEVDMKNINMDNDLEVL 

TSSPTRNLNGAYLTEGSNGEVDISNGFK 

NLNLNAALHPDEINIEILNDSHTPGTKVY 

EVVNEDPETAFCTLANREVFNTGEVCQIQ 

HCLYQFTRNEKLRDANKLLCEVCTRRQ 

CNGPKANIKGEXRKHVYTNAKKQMLISL 

APPVLTLHLKRFQQAGFNLRKVNKHIKF 

PEILDLAPFCTLKCKNVAEENTRVLYSLY 

GVWEHSGTMRSGHYTAYAKARTAANSH 

LSNLVL\HGDIPQDFEMESKG\QWFHISD 

THVQAVPTTKVLNSNQAYLLFYERIL 


707 


8758 


A 


1658 


992 


1863 


GIWRNVHRQPQLESCEPTPACSGRACAC 

CPVSCGWSHGQDWMVPVAGRCTRAQR 

CCTGGASLPTVHKSTLSSCSAPPADSAA 

CVFIYFniF*RQSLNSVAQ\AGVQWRVNL 

KLLQPLPPAFKANFSCLSLLCNWDYRRVP 

PGLANFCIFSRDGGFTMLWRLVSNS*PC 

DLPASASQSAGITVALSHHAWXLLFFETES 

RSVVQAGVQWCDLGSLQAPPPGFTPFSC 

LSLQSSWDYRRPPPRPANF/CVFLVETGF 

HC*PGWSRSPDLMIPPGLSLPKCWDCRR 

DTKHPASKF 
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708 


8759 


A 


1659 


318 


1681 


SPRMHALVLLLCIGALLGHSSCQNPASPP 

EEGSPDPDSTGALVEEEDPFFKVPVNKL 

AAAVSQTSAYDLYRVRIQA*APRPNVLP 

VSLFKCGPTALSA\LSLGKRSKRNKNP1IH 

R\ALYYDLIKQAPDI\HGYURICLP*HGHF 

PPQKNLKSASRUVFEKKLRIKSSFVAPVLE 

KSYGTRPR\VLTGNP\RLDL\QEINN\WVQ 

A\Q\MICGKLARSTKEIPDEISIVLL/GV*AH 

rK.uv^\Wb 1 K.r UbKK 1 SXLEurLLGMKERT 

REGPP*LSDPKGCFYAMGLGFRFSACK1C 

PACPLtG\SMSIIFFLP\LKVTQ\NLTLI\EES 

LTLRS*FMTIDPRT*KTVAGGPSLSPKLK 

L\SYEGEEHPKFLAGR*SLQSLV*FHPDFS 

KI\TGIC\P1KLDFRVEHPRLAFEWNE\DGA 

GNHPPSPRGLQPAHLVTFPLDYHLNQPFIF 

LLRDTDTVGALLFlGKnLDPRGP 


709 


8760 


A 


166 


283 


397 


NWQEKCSFQIIGGRKRMSFRIILINFFHN* 
DRTVCYVP 


710 


8761 




1660 


3 






711 


8762 


A 


1661 


2 


500 


GKPDPSTKKQHTIWPSPHQGNSPDLEVY 

N VIRKQSD VSLAETRPDLKNl SFRVCSGE 

ATPDDMSCDYDNMAVNPSESGFVTLVS 

VENEIYGY*D1*KTETDNNGKEMISKILLF 

SIRKIHRRSMNKLRSGPVDEHVVPTTSC 

WTPTFWLYPLSQPVIQLDLMRRYL 


712 


8763 


A 


1662 


.3 


52 




713 


8764 


C 


1663 


92 


244 


MRCEIILVLIPYVYFYSNKLLCSRLXXXX 
XGGAVLKNPWGGQSLPGLAR** 


714 


8765 


A 


1664 


336 


413 




715 


8766 


A 


1665 


233 


400 


GGAVLKNPWGGPSLPGLAR**FFPYRGA 
Y*NLPGNFWKEPLFLGGDILGQPPFGNL 


716 


8767 


A 


1666 


194 


360 


GGAVLKDPWGGQSLPGLARK*FFPYGG 
PN*NLPGNFWKGPLLWGGD1LGQPPYRN 


717 


8768 


A 


1667 


319 


391 




718 


8769 


A 


1668 


313 


542 


ALKQPT/PQTKEERAFDPRVHAE*IPYVF 
EIHIRST*KTT*NGNPTAPLPVRAPTPARV 

RTWPNPGHSCAGSHHSSR 


719 


8770 


A 


1669 


143 


1316 


ERLEIGKELQLVWDEPHLTPGNDSLLPSS 

CCVTAASDLDLRGGQPVCRGGTQRPCY 

KV1YFHDTSRRLNFEEV\KFSCRRDGGQL 

GSIESEDEQKLIEKFIENLLPSDGDFWIGL 

RRREEKQSNSTACQDLYAWTDGSISQFR 

NWYVDEPSCGSEVCVVMYHQPSAPAGl 

GGPYMFQWNDDRCNMK>fNFICKYSDE 

KPAVPSRRS*\GEETELTTPVLPEETQEED 

AKKTFKESREAALNLAYILIPSIPLLLLLV 

VTTSWCWVWICRKRKREQPDPSTKKQH 

TIWPSPHQGNSPDLEVYNVSKKTNAKSF 

LSETRPDLRNISFRVCSEES\PPDDMSCDY 

DNMAVNPSESGFVTLVSVESGFVTNDIY 

EFSPDQMGRSKESGWVK^EIYGY 


720 


8771 


A 


167 


2 


1012 


AEALVESFWKAKQHTKEELKSLQAKDE 
EKNENEKAKAACSAAAMEEDSEASSSST 
GDSSQGDNNLQKLGPDDVSVDTDSIRRV 
YTRLLSNEKIEIAFLNALVYLSPNVECDL 
MYHKVYSQDPNYLNLFIIVMENRNLHSP 

CVT rXif AT DT X2f^V A\A^V1 DT A Ar\^V1 IDt 

b Y LbMALrLr L.KyiMoKLPLAAV^LjK.LlKL 

WSKYNADQIRRMMETVQQLITYKVISNE 

FNSQNLVNDDDAIVAASKCLKMIYYAN 

AYAVTKNLGLYYDNRIRMYSERRITVLY 

SLVQGQQLNPYLRLIVRCDHIIDDALVRL 

EMITMENPADLKQFY/RGI*RRTRWVAA 

FWDRASEPKANSIGFGGSQLWMPTPVAS 

YT 
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8772 


. A 


167C 


\ \l 


; 68e 


> SPPPPPPAREMNFVRAANRRPRRVSRPRP 
VQQQQQQPPQQPPPQPPQQQPPHQQPSS 
PPQ*QQQQHPPASSPPPPPLPQERNNVGE 
RJDDDVPADMVAEESGPGAQNSPYQLRR 
KTLLPKRTACPTKNSLEGASTSTTENF\G 
HRAKRARVSGKSQDLSAAPAE\QYLQEK 
L\PDEVVLKIFSYLLEQDLCRAACVCKRF 
SELANDPNLWKRLYMEVFEYTRPMMH 


722 


8773 


B 


1671 


155 


310 


MAAIRXKLVIVGDGACGKTCLLIVFSKD 
QFPEVYVPTVFENYVADIEVDGKQ* 


723 


8774 


A 


1672 


162 


877 


AMAAIRKKLVIVGDGACGKTCLUVFSK 
DQFPEVYVPTVFENYVADIEVDGKAGRS 
L/AUUU 1 AUv^tU YD\K1-KPLS*PDT\DV1L\ 
MCFSIDSP\DSLE\NIPRK'?WTPFVK^\Mnr 

PNGGPSILVGELRRVLSGIDGATQGRGLR 

PRLKAGSPVET*RKGRDMGKQGLALFG 

YIGSCSSQRPKDWEVEEEVF*KWATESL 

LWQA*TLGKKKSGVPLSLV1CPLLQAQPL 

MRLIFEVLFINLSV 


724 


8775 


A 


1673 


1 


711 




725 


8776 


A 


1674 


1 

• 


2647 


MGVTSAASGLVGSAPQCVALPSEGWTL 

AVWPVAACTCSGVGSSPKLTPGSFVHCP 

WFLLLTEATRAEIKRPFSKAELKASVRP 

MEGSHCWGGEARRTSQGHTEQKGELRA 

RRQAQNEDEDVKEVWVGKTKKEESDKL 

GCQGAWVPPRVPSWIGRFELWVVGYWE 

QPAVSWQMRVVRLLRLRAALTLLGEVP 

RRPASRGVPGSRRTQKGSGARTDSAWR 

RALTVISTSPGTSRMDPVALVAVGGPRR 

FPGGHTLQRLPVALRTLIPADQAHQAPN 

STTWLGSRAGLLALAAGLGGIRDSAAHG 

PLQVGGMGGYTGMGSEVRWEKEKHED 

GVKWRQLEHKGPYFAPPYEPLPDGVRFF 

YEGRPVRLSVAAEEVATFYGRMLDHEY 

TTKEVFRKNFFNDWRKEMAVEEREVIKS 

LDKCDFTEIHRYFVDKAAARKVLSREEK 

QKLKEEAEKLQQEFGYCILDGHQEKIGN 

FKIEPPGLFRGRGDHPKMGMLKRRITPE 

DVVINCSRDSKIPEPPAGHQWKEVRSDN 

TVTWLAAWTESVQNSIKYIMLNPVCSKL 

KGETAWQKFETARRLRGFVDEIRSQYRA 

DWKSREMKTRQRAVALYFIDFaALRAG 

NEKEDGEAADTVGCCSLRVEHVQLHPE 

ADGCQHVVEFDFLGKDCIRYYNKWPGE 

ICPVY*NLQLFMENKDPRDDLFDRLTrTS 

LNKHLQELMDGLTAKVFRTYNASITLQE 

QLRALTRAEDSIAAKILSYNRANRWAIL 

VAEARAELRRARAEHKAQGDGKSRSVL 
EKKRRLL*KLQE\HLAHLSVQATD\KEEN 
K\QVALGTSQLNYLDPR1SIAWCKRFRVP 
VEKIYSKTQRERFAWALAMAGEDFEF 


726 


%111 


A 


1675 


* 2002 


2238 


KGDFTKLPCL/C*SVPAFY*RSLKICCS1Y 
LV*YMSVSVIESICYKYTVFCSRG 


111 


8778 


A 


1676 


3 


428 




11% 


8779 


A 


1677 


263 


899 


ISYQEGTSAIQRK*QEVTLRK*TQESE/SA 

UNUbAd 1 AKRSTEESLSEDVFTESELSPIR 

EELVSSDELRQDKSSGASSESVQTVNQA 

EVESLTVKSESTGTPGHLRSDTEHSTNEV 

GTLCHKTDLNNLEMAIKEDQIADNFQGI 

SGPKEDSTSIKGNSDQDSFLHENSLHQEE 

SOKENMPCGETAFFKOIfOSVNK'fiKnfiK" 

EQNQDFTGQRAG 


729 


8780 i 


K 


1678 


1165 


1530 

( 


VKMGGNEVUCHFHLTFGIYLLFFETEFCS 

CRPRLEONGAILAHCNLRLPGFKRFSCF 

SLPCC*DYRHLPPRPVKFFVVLVETGFHY 

LGQAGLKLLTPGDiyPPPLGLPKCVSHCA 

5PRVSTF 
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730 


8781 


A 


1679 


197 


843 


RLFSSNQTVDHSQKNVDITLKGTPQ*SC 

KGPRGTXLRVRDFhAHIKCGTSALLGKEKK 

RGFRVD\KWWG\SRRELOYPFGTACSHV 

QDHDPRGVTTGASRYQDEGPVYASPSPH 

PTVGLSQENGSSLLKSRNFFGVKKYIPQG 

FRMRPGCLLVSVSQGPRKEMNPLKGNDI 

*ALLQIPAAL\IPASPTRLKTKGIRKFFGW 

VSMSLEKGTVQPGLIE 


731 


8782 


A 


168 


966 


3172 




732 


8783 


C 


1680 


27 


218 


MLMADIRKEERKHLCRSSRRTWTILDRA 
EYSDHVVLQGAGVGWGTSXSPFLYSFEI 
PYGAQVA* 


733 


8784 


A 


1681 


490 


773 


HPQIFVPGQESFNDRILKQPVEGLWLRE 

HERHSPSLRLHLEATQRLRHPGLLRLRG 

ELLLWLIIRFIQTLPLPFAAKGPTRGAGIY 

PRGKQPVEGLVVLREHERHSPSLRLHLE 

ATQRLCHPGLLRLRGELLLWLIIRFIQTLP 

LPFAAKGPTWGAGIYPRGKQPVEGLVVL 

REHERHSPSLRLHLEATQRLCHPGLLRL 

RGELLLWLIIRFIQTLPLPFAAKGPTWGA 

GIYPRGKQPVEGLVVLREHERHSPSLRL 

HLEATQRLCHPG/LPQAQGRAPSLAHHQI 

HPNTPSSFCSQGTYAGGWDLPOGOAAC 


734 


8785 


C 


1682 


48 


80 


MGLWLFEHIY* 


735 


8786 


A 


1683 


858 






736 


8787 


A 


1684 




103 


VFFLFGGDGVSLCHPGWSAVA*TQEAEE 
PFVQII 


737 


8788 


A 


1685 


451 


785 


CSQDGGLRWDLVRHPQTFVPGQESFND 
R1LKQPVEGLVVLREHERHSPSL/PASS*G 
HTASPPPRSPQAQGRAPSVAPPPTTPQICP 
TTPSSFSSKRTYAGGWDLPQGQADC 


738 


8789 


A 


1686 


1 


1335 


^fNDDIRDSDLPDWRDRTPCVQKKAMD 

RTKTRFRKRGQITGKJTTSRQPHPQNEQS 

LQRSTSGYPLQEVVDDEVLGPSAPGVDP 

SPPCRSLGWKRKKEWSDESEEEPEKELA 

PEPEETWVVEMLCGLKMKLKQQRVSPIL 

PEHHKDFNSQLAPGVDPSPPHRSFCWKR 

KREWWDESEESLEEEPRKVLAPEPEEIW 

VAEMLCGLKMKLKRRRVSLVLPEHHEA 

FNRLLEDPVIKRFLAWDKDLRVSDKIPSE 

PTI/HGSrrQNPSSGFSDLHPTFEYPSlPQFP 

NEYSHPNTEGGCQS*ARDSPLPSA^SGICL 

TSAGGLSWWCP*APT*FLSSATWPMTW 

RRTTRTPNKTSSTSCMGRPALAYPWSVT 

VGSSYAVA*TPCVQKKAMDRTKTRFRK 

RGQITGKITTSRQPHPQNEQSLQRSTSGY 

PLQEWDDEVLGPSAPGVDPSPPCRSLG 

WKRKKEWSDESEEEPEKELAPEPEETWV 

VEMLCGLKMKLKQQRVSPILPEHHKDF 

NSQLAPGVDPSPPHRSFCWKRKREWWD 

ESEESLEEEPRKVLAPEPEEIWVAEMLCG 

LKMKLKRRRVSLVLPEHHEAFNRLLEDP 

VIKRFLAWDKDLRVSDKIPSEPTILGASP 

KTLPLASQJCIRPSNTPPSRNFQMSTVTPT 

LRVGASPELGTVPYLPLWEADLSRRPLL 

VVPLSTNLISVLSYLANDMEEDDEDPKQ 

NIFYFLYGKTRSRIPLVRNRRFQLCRCLN 

PRARKNRSQIALFQKLRFQFFCSMSGRA 

WVSREELEENTGPRGDVDFQQELYSNA 

NGROOERGEEPFVQIl 


739 


8790 


A 


1687 


385 


889 


LEPTLTEQGYARAVLPIQEVEDVLFGVL 

WLLHVIGQVESQEEMNALVLPGGEAGP 

AEIRYDHSQEILVRHPQIFVPGQESFNDRl 

LKQPVEGLVVLREHERHSPSL/PASS*GH 

TASPPPRSPQAQGRAPSVAPPPTTPQIGPT 

rPSSFSSKRTYAGGWDLPQGQADC 
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740 


8791 


C 


1688 


1 


1869 


MDSPTPHDPAAPLLVTVLESVQKKTKDR 

TETSFGEIGQILGKIMTSHQPQPQEEQSPQ 

RSTSGYPLQEVVDDEVSGPSAPGVDPSPP 

RRSLGCKRKRECLDESDDEPEKELAPEP 

EETWVAETLCGLKMKAKRRRVSLVLPE 

YYEAFNRLLAPGVDPSPPRRSLGCKRKR 

ECLDESDDEPEKELAPEPEETWVAETLC 

GLKMKAKRRRVSLVLPEYYEAFNRLLA 

PGVDPSPPRRSLGCKRKRECLDESDDEPE 

KELAPEPEETWVAETLCGLKMKAKRRR 

VSLVLPEYYEAFNRLLAPGVDPSPPRRSL 

GCKRKRECLDESDDEPEKELAPEPEETW 

VAETLCGLKMKAKRRRVSLVLPEYYEA 

FNRLLAPGVDPSPPRRSLGCKRKRECLD 

ESDDEPEKELAPEPEETWVAETLCGLKM 

KAKRRRVSLVLPEYYEAFNRLLEDPVIK 

RFLAWDKDLRVSDKIPSEPTILGASPKTL 

PPASRICIRPSNTPPPRNFHMSTVTPMLSY 

LANDMEEDDEAPKQKIFYFLYGKTHSHI 

PLRPKHWFQLCRPNfNPRARKNCSQlALF 

QKRRFQFFCSMRCRAWVSPEELEENTGP 

RGDVDFQQELYSSANGRHQEGGEEPFV 

QII* 


741 


8792 


A 


1689 


520 


1235 


WTDFRSIGLMALAGSVLEFSARSKDATP 

DPP/LGTGKVPSTAPTGAPPPGLPTAAFD 

VVLHPFRAGRKKYFPSLLFA*WLCQRSS 

P*RGADPVIGLYLVHRGGACQTPTLGNR 

QTPRLGIHARPRRRATTSLLTLLLAFGKN 

AVRCALIGPGSLTSRTRPLTEPLGEKERR 

EVFFPPRPERVEHNVESSRWEPRRRGAC 

GSRGGNFPSPRGGSGVASLERAENSSTEP 

AKAIKPIDRKSVHQICSGPWPSLRPNAV 

KELVENSLDAGAH 


742 


8793 


B 


169 


1 


2187 


MAGKASESWRKVKDTSCMAVTRENEK 

DAKAETPDKTIRSRETYYHKNSMWETAP 

MIQlISQGVTPTTHENYGSnQDEIWCLTN 

FCLDDMLSFVLESCTNHCAYCLNVWYR 

KRAAAKHLIERYYHQLTEGCGNEACTN 

EFCASCPTFLRMDNNAAAIKALELYKIN 

AKLCDPHPSKKGASSAYLENSKGAPNNS 

CSEIKMNKKGARIDFKDVTYLTEEKVYE 

ILELCREREDYSPURVIGRVFSSAEALVQ 

SFRKVKQHTKEELKSLQAKDEDKDEDE 

KEKAACSAAAMEEDSEASSSRIGDSSQG 

DNNLQKLGPDDVSVDIDAIRRVYTRLLS 

NEKIETAFLNALVYLSPNVECDLTYHNV 

YSRDPNYLNLFIIVMENRNLHSPEYLEM 

ALPLFCKAMSKLPLAAQGKLIRLWSKYN 

ADQIRRMMETFQQLITYKVISNEFNSRNL 

VNDDDAIVAASKCLKMVYYANWGGE 

VDTNHNEEDDEEPIPESSELTLQELLGEE 

RRNKKGPRVDPLETELGVKTLDCRKPLI 

PFEEFINEPLNEVLEMDKDYTFFKVETEN 

KFSFMTCPFILNAVTKNLGLYYDNRIRM 

YSERRITVLYSLVQGQQLNPYLRLKVRR 

DHIIDDALVRLEMIAMENPADLKKQLYV 

EFEGEQGVDEGGVSKEFFQLWEEIFNP 

DIGMFTYDESTKLFWFNPSSFETEGQFTP 

IGIVLGLAIYNNCILDVHFPHGLSTGS* 


743 


8794 


A 


1690 


2176 


2641 


RKTIEEKADPKLQGFFVCLFVLETESCSA 

SQAGMEWPNLNSLQPPPPGFTQFLC/SQP 

PE*LGLTGVPPHQAHFCIFSRDGASPC*P 

GWSPTPGLKRSTCFSLLKCWDYRHEPPR 

LAYFLXLFNRDEGLAMLPRPVSNSWPQVI 

LLLWPPSVLGFQA 


744 


8795 


A 


1691 


112 


410 
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745 


8796 


A 


1692 


2148 


2510 


SQHFGKLRQEDHLRSGVREQPGQHGKT 

PYLLKIQKL\AGHGGMCLYSQLLMRLRQ 

ENGVNPGGGACNEPRLRHCTPAWVTEQ 

DSVSKKKTVHKKKLNWGSH\VRGET*RT 

SPCVALDTAHPL 


746 


8797 


A 


1693 


178 


730 


IFFFFFFKMESCSVAQAGVQWRDLGSLQ 

APPRGFTPFSCLSLPSSWDYRRPLPRPAN 

FFYF**RRGFTVLATMVS1S*PHDLPTLAS 

QNAGITGVSHHTQPVYALFFSFETEFCS\ 

VAQAGGQWRDLGSPQPPPPRFKQFSHLS 

LPSSWDYRHAPPSLANFFCIFSRDRVSPS 

WSGWSRTPDLR 


747 


8798 


A 


1694 


2 


780 


CWGLRRQRSQDVTTMAWALULTLLTQ 
GTGSWAQSALTQPPSASGSLGQSVTFSC 
SGTSSDIGNYNYVSWYROHPGKAPKI MI 

YEVTKRPSG\VPE\RFSGSKSGNTASLTVS 

GLQ\SEDEG\DYYCCSMARHHSA^GWVF 

GGGTQVDPSLGQPKRAALGSLCFPPSLG 

EASSQPRPTLVCV1SDFLPGKP*TVA*KA\ 

DSSPVKAG\VETTPTPSKQ\SNNNYAATS 

Y\LTLTPEPLKVPQEATACRVTP\EGGTLE 

KTVAPTECS 


748 


8799 


A 


1695 


103 


532 




749 


8800 


A 


1696 


112 


1158 


SCGLGHRKTFSFVSLPARNETQPKACRE 

QNMEGDFSVCRNC*RHVVSANFTLHEA 

YCLRFLVLCPECEEPVPKETMEEHCKLE 

HQQV\GCTMCQQIMHKSSLEFHKANECQ 

ERPVECKFCKLDMQLSKLELHESYCGSR 

TFT COnPfSOFIMHRMI AORRnVCR^FD 

AQLGKGERISAPEREIYCHYCNQMIPEN 

KYFHHMGKCCPDSEFKKHFPVGNPEILP 

SSLPSQAAENQTSTMEKDVRPKTRSINRF 

PLHSESSSKKAPRSKNKTLDPLLMSEPKP 

RTSSPRGDKAAYDILRRCSQCGILLPLPIL 

NQHQEKCRWLASSKRKTSEKFQLDLEK 

ERYYKF\KRFHF 


750 


8801 


A 


1697 


343 


586 


KQQKTSFSSLPRRVNCNSHLVLI7RCDFK 
NCNLAFETKICQFIIKST*EYMFGFIFLCFF 
LLYNIPFHICGPRVKSSFCYRH 


751 


8802 


A 


1698 


217 


360 




752 


8803 


A 


1699 




390 


WEEIQELNEVARHRPRSTLVMGIQQENR 
QIRELQQENKELRTSLEEHQSALELIMSK 
YREQMFRLLMASKKDDPGIIMKLKEQHS 
KELQAHVDQITEMAAVMRKNPLKLTSNR 
VARNKNEYFNLNKKTKA 


753 


8804 


A 


17 


214 


464 


FCGLLLLHPVSADF*PAELINTQEPQERC 
QLDTGESSRVQHTLPSCPVQCGGTAELS 
RNVMIGASELKCLHPSPKLEYILPGN 


754 


8805 


A 


170 


270 


497 


MHFLKAGRGGSRL*SQHFGRPRWADHE/ 
RSGDRDNRG*HGETPSLLKNTKKN*PGT 
VAGALVASTREAEAGEWREPG 


755 


8806 


A 


1700 


386 


790 


NSIMEE1QELNEVARHRPRST\LV\MGIQQ 
ENRQIRELQQENKELRTSLVEEHQSGLGN 
L* * AKYREQMXLRLLM ASKK\DDPG\IIMK 
LK\EQHSYD*HWYIVTSPKDSSLMHLDTS 
LKHLNMDWREGTWKQIRMYTK 


756 


8807 


A 


1701 


1089 


1295 


CPPPLFFFETEFRSCCPGWSNSSLHRPPPG 

FKQFILNFLG*K/PSYPYLFAQSCARMCV 

CVCVCIIFTET 


757 


8808 


A 


1702 


2 


367 


RDNTSPISVILVSSGSRGNKLLFRYPFQRS 

QEHPASQT/RFSDVILATILATKSEMCGQ 

KFELKIDNVRFVGHPTLLQHALGQISKTD 

PSPKREAPTMILFNVVFALRANADPSVIN 

CLHNLS 
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A 170r 


t 




: KCl^ Y 5 1 KbAKLJ/LALQU/EVS AM AD/GN 
E/GP0SPFHHILPKCKLARDLKFAVn9T r 

TSGVVRLHINSWLEVSFCLPHKIHYAASS 
LIPPEAIERSLKAIRPYHALLLLSDEKSLL 
GELPIDCSPAJLVRVIKTTSAVKNLQQLAQ 
DALLPPRLP 


75S 


> 8810 


A 170^ 


i 1 


46£ 




76C 


) 8811 


A 170! 


2 


lis 


t 


761 


8812 


A 1706 


► 1 


671 


DADSRFSEVF/LATILATQFEMCGQKFEL 
KIDNVRFVGHPTLHRHALGQISKTDPSPK 

RPAPTK/fll F^VnPAI U AXT A r\DC\/rxToi it 
tvc/\r J iViiLriN V Or ALKANAUro VINCLH 

NLSRRIAWLOHEERRrOYI TRFAK'I ii a 

LQDEVSAMADGNEGPQSPFHHILPKCKL 
ARD/PQLWLPNQQR*HDPHQPQHGQLQR 
RATSQRGLATEPEDr)GEPAGQPVGA*TR 
SHPOCTRSPEP*GPPHVCOAPSLLPRP 


762 


8813 i 


\ 1707 


230 


345 




763 


8814 i 


\ 1708 


464 


763 




764 


8815 i 


\ 1709 


3 


1 J\J 


AACWMVTTHEDPVIAVRQALLP 


765 


8816 i 


\ 171 


2 


421 


PAWLSRFTCAATYIKMPEE*ETHyQPME 
EEEADTFTY/EAKMAPLML*IINTFYSSKE 
ISLR£LISNSSD/AK*LINPQSDFGFRVNLL 
GVLNA*INIFC*QALDKIRYESLTDPIKLD 
SGKELHINLIPNKQDRTLTIVDT 


766 


8817 / 


V 1710 


I 


1878 


FRGTWAPSASGSVLLRLPPPPAPSSSGPL 

RPRPRPHGGMRDNTSPISVILVSSGSRGN 

KLLFRYPFQRSQEHPASQTSKPRSRYAAS 

NTGDHAXDEQDGDSRFSDVILATILATKS 

EMCGQKFELKIDNVRFVGHPTLLQHUL 

GQISKTDPSPDEGKAP\TM1LF*CWLFAL\ 

RANADPSVXINCLHNLSRRIATVLQHEER 

RCQYLTREAKLIL\ALQDEVSAMADGNE\ 

DPKPPFHHILXPKCKLARDLKEAYDSLCT 

SGVVRLHFNSWLXEVSFCLPHKIHYAASS 

LIPPEAIERSLKAIRPYHALLLLSDEKSLL 

GELPIDCSPALVRVIKTTSACERTCRQLA 

QDADLAXLLQVFQLAAHLWYWGKAIIIY 

PLCENNVYMVILSPXNASVCLYSPAGPSSSS 

HQFPFSWTWPSVLAKFSLPVFLCQNFRN 

PLAPRCARRTQLH/IQMVVW\MLQRRVLL 

1QL\HTYV\CLMASPSE\EEPRPR\EDDVPF 

TAARVGGRSLSTPVNALSFGSPTASSDDMT 

LTKPQAWTTPSAELLPSGDSPLVNQRMTE 

NLF/APSLSEHERAA1L\SVPAAQNPEDKN 

MFA/RGILHYFRGRHHLEEIMYNENTRRS 

QLLMLFDKFRSVLVWTTHEDPVIAVFQA 

LLP 


767 


• 8818 A 


1711 


1 


613 


PLKRSIXiCNDGRPTRPPTRPDTTVFTSNL 

KQTRMVHLTPVEVKSAVTALWGQA*TW 

MKVGGKALGK/RCWVVLPWDPKRSFEV 

LWGNLSQLP\DAVNGANP*R*KASMAKE 

KVLGCPLSEWPLAHLXDNU-KGHPLPHTE 

VNLNCDK\LHRGSLKNFR\LLGOTCI VC 

VPGPINFWQKNSTPTSCKACLIKKSWLA 

WCWLKALGPTSIT 


768 


8819 A 


1714 


97 


424 

] 


SPALWEAYDGW1TLRSGVQD\QSGQHGE 
MPSLLKIQKLAGHDGECL*SQLLRRLRR 
ENHLMLGGRGCSELRSRYCIPAWAPEIAP 
LHSSLGDLNKTLSQKKTKTVSFYI 


769 


8820 A 


1716 


18 


367 1 
J 
1 
1 

- 1 


3PPPPPRTTRWWPLRRPRLSLGTRAASLR 
FSSRKPCQNKPDYGLRSEKFR*SRK/A*G 
EIQRP/PREKFPLPFPKKPIEPGEAKPGEIV 
^GSVRPPNMPLYiPTSIALPYFTFLLAVLT 
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770 


8821 


A 


1717 


47 


409 


NSYIYMCIYSYINTIYIHIYLESNISLPLNI 

Y1STPT/HIY*RHTV*VHTKAYVHML*HV 

YIHFCLCVHKSFKGTIYRDASFLESCSKV 

NTECHKLRKVKRKYSRIHHTGIHQSSFIM 

RKMS 


771 


8822 


A 


I7I8 


89 


1560 


IMKHTNPEPGSFSRFYSLKVAPKVKATA 

APVAGAPPQPQDLEFTKLPNGLVIASLEN 

YSPVSRIGLFIKAGSRYEDFSNLGXTTHLL 

RLYIQS*RTKGASSFQDNPVG1GRQLGGQ 

1KC*PQQGENMGLYWWECL\RGDVDI\L 

M\EFLLIV\rnAPEFRSLGK*VNLQPQLK\l 

DKAV\AFQNP\QTH\AIGNLHAAAATGN 

ALANPLYCPDYRIGKVnSEELHYFVQN 

HFTSARMAUG\LGVSHPVLKQVA\EQFL 

NMRG\GVGLSGWQRANYRGGEIREQNG 

UbL V HAAr A VAKbA V AGS AKPN APS VLQ 

ATQQP\FDVSAFNARYS\DLGLFGI\YTISQ 
GHQLAGDCIK\AA\YNQVKPIRSICKPFFP 

TQGVSAAVKNKG*KAGIPLMVQWKSFLK 
cspnRt<c<\n^prii i view vpyiuptudxwdc 

SQMDSSGLMLDIIN/ARAKKFVFWARSS 
MGSKFGKFGDITPFCLMEL 


112 


8823 


A 


1719 


53 


420 




773 


8824 


A 


172 


1 


267 


CSAGGPWRAPQPRRFHRRRRPAQLPPPL 
PLPPLPASPRIHNRTF\PRPSQRTPPPAALG 
CPEPGS/RSQGRGHARPPGSGEGDPTVSS 

PGY 


774 


8825 


A 


1720 


1 


1260 




775 


8826 


A 


I72I 


403 


1334 


DTMALTSDLGKQIKLER/EVEGTLLQPAT 

VDNWSQIQSFEAKPDDLUCTYPKAGTT 

WIQEIVDMIEQNGDVEKCQR\AIIQHR\HP 

FIXEWARPPQPSGVEKAKAMPSPRILKTSP 

FHFSWLPPSFW\ENNCKF/LFMLASEIAK 

D\CMVS*\YHF\QRMNHMLP\DPVTWKEY 

FXETFINGKWFWGSWFODHVKGWWXEM 

KDRHQI\LFLFYEDIKRDPK\HEIRK\VMQ 

FMGKICVE*TVLDK1VQETSFEK1KENPM 

TNRSTVSK\SILD\QSIFPPFMRKGTVG\D 

WEN\HFTVA\QNERFDE1\YRRKMEG\TS\I 

NFCMEL 


/ /O 


8827 


A 


1722 


2 


645 


HGIQAHGQIPSYKTIGGRDDSFHTFFSET 

GAGICHVPRLLL*NWKPTVMDEVRTGTY 

CQLFHLEQFITARKIAANNYARGHYTIG 

KEIIDLVLDRIRKLADQCTGLQGFLVFHS 

FGGGTGSGFTSLLMERLSVDYGKKSKLE 

FSIYPAPQVSTAWEPYNSILTTHTTLEHS 

DCAFMEEGEFSEAREDMAALEKDYEEV 

GVDSVEGEGEEEGEEY 


111 


8828 


A 


1723 


87 


1531 


SLATMRECISIHVGQAGVQIGNACWELY 

CLEHGIQPDGQM/TQVTRPLGGGDDSFN 

TFFSETGAGKHVPRAVFVDLEPTVIDEV 

RTGTYRQLFHPEQLITGKEDAANNYARG 

NWTIGKEIIDLVLDRIRKLADQCTGLQGF 

LVFHSFGGGTGSGFTSLLMERLSVDYCK 

KSK\LEFSIYP\APQVCTAVVEPYNYILTD 

HTALEHSDCAFMYDNEAIYDICRRNLDI 

ERPTYTNLNRLISQIVSSITASLRFDGALN 

FTLTNFGTKLVPFP\R1PLPFCPIMPPVHFA 

'fcKrrMNor b VvKbl 1 C^MLCrbror 1 KL»VK 

\CDPRPWVKSWPCCLVATGGDVVPKRC 

QMLPIAHPSKPKR\TIQFVDWCPTGFKV\ 

GINYQPPHXWVPGGNLANKVTREAVCML 

SKHHSPFAEAWARPGPTSFDLMLCQACP 

FVHWYLG\EGMEEGEFSEGRER*GCPFR 

KDYEKVXGVDSVEGEGEEEGKGILIIHSLF 

G 



220 



wo 01/88088 
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778 


8829 


A 


1724 


84 


1560 


EATTSPLRLRHQLGSREAATMRECISIHV 

GQAGVQIGNACWELYCLEHGIQPDGQM 

PSD/RKPLGEGDDSFNTFFSETGAGKHVP 

RAVFVDLEPTVIDEVRTGTYRQLFHPEQ 

LITGKEDAANNYARGHYTIGKEIIDLVLD 

RIRKLA\DQCTG\LQGFLVFHSLGGGNWV 

LVPPPPCLQLGGGGAGKRLSVDYGQEVP 

SWEFSIYPGAPRFPQPWEPYNFHPTNPT 

PTLGAL*LCPSWVDNEAIYDICRRNLDIE 

RPTYTNLNRLIGQIVSSITASLRFDGALN 

VDLTEFQTNLVPYPRIHFPLGHIMPPVIFA 

EUCAYHEPAFL*QRSQMLCFEPAN\QM\V 

KCDPRPG\KYMLCC\LLYP\GDWPQRISF 

LPLPTIKTQ/RLTIHFLDWSPTDFKLVINY 

AEAWARLDHKFDLMYAKRAFVHWYVG 
EGMEEGEFSEAREDMAALEKDYEEVGV 
DSVEGEGEEEGEEY 


'770 


OOJU 


A 
/\ 


1 iZJ 


1 J J 


JOU 


LPGS\SNSHAS\ASK*AGITGMHHHAWDN 
FCILFSRRWGFCHVGQGWP 


780 


8831 


A 


1726 


14 


322 


IFSSEPLEGRPGRPGGARAACGQEGAGKX 
AGAAGD*PSP/PG*GHAAAPKCREFGHN 
QIDAGWNQRP/GKPGLVPMWEPCPQPSC 
PLELSEFPPGAHSSWTSNSIY 


781 

\ 


8832 


A 


1727 


605 


3133 


DSRGQEG*RTGAPHMGDKGPGVSGPPG 

FQASIKFGCGQN\FSP1TLGPGPG/PWGGC 

GQALSPSGVPGLEGVSPTRAKGWXRFPP 

KAPETLNERQIYP\NAPPS*AG*\GHADTE 

GQDRTPHLLGANSSGHLCGQLPF*SASIG 

GAGRD\SQGLSRAFSSASKHSVPASAGTF 

*HSFSKG*VSKTrTTNAGNALFPMPGSSK 

TKKPNSHQRGQMGS*GRNPPSLGRAPAP 

LPEREAPIPAPQLGPSAAGTSRQVGQKSS 

TSP/PPGRGGNIEP*TQEERR1CEKMKKAT 

GLSKHQPAGFIQNE*NLKGAGEF/GP/SGL 

AGSQNPPSSKLQGLGGKC*EQRL**GAG 

PDCSPLGKHTP*RSPSPLPRTGDASRGVS* 

GFSGKEASFGPGQPQSTCLSGIRPSLGS*P 

LGQ*RTL/PCSNLPAGKyRNCLG/PPGLGR 

GHGRCSDLSQHGSQT*AGANWRKRQ/PP 

VPAGLLDPGPLTAQQAVTRSPWEGAQG 

RGGEGPVGLCWG+ACAKCRLQGSGRTF 

AGGRQGSRSGVWVGSEVMAPRKRPPAG 

PPGHKEGTAEAVSSQTVTGGRIPEAVWP 

HHHQGKGTTEQEPCC*DVTKASAPGVS 

GDTG/MRGPLQPQASPN1*GAAACPFSQR 

AGSSLQQRRSLPAPSCPQAA/RGPPGLPG 

LPSSGSEENIHSGAWALVGQEGPSMDGR 

GNGMMLRGVWTGVHGGGMDEMWRRG 

DLKGKVPHGMIQVWTP/G/DKQDSSPAR 

TPAPQWLSITTGS*TPE/GDPGGKLDAAQ 

RGRAIAAHEQPEVAVLGVA/GHL*SPGS 

ARSSPRWHPHRSACRPPRSGGSPPSPSSA 

♦KSDRTDAGAGVAAAASPGAGAPAHCP 

QGPPRSCOGPORR 


782 


8833 


A 


1728 


1096 


1748 


ELFPPTSTSIALAQLRALTQAGQPLTQVN 

QGAFSMPLWVLDPRERGDLKIKPSFLLL 

WGWAHLGFQHEALWALGCAFIEERGGE 

REAFLGPEMFSWGGFAHPCP*THQFWPG 

EPQ/EV*GGRHCGKAPREKWPALAPTFQ 

KEKPVVPVTPEAIPVCQEGAPPGTAKSIH 

CPPEIHTKEACPVPGKEENVPGKRKIWS 

KKRDRQGRAOESRIQGSEEIP 



wo 01/88088 
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783 


8834 


A 


1729 


162 


788 


QKLFFLAENIIRSFSRTVKTLSFVLNQMM 

CFISVFDVFSFFSPGFTSFVISLCFGFAAN 

LIGLGLAAKALDSGAFFSFVVLSPSFPLPS 

CPHHFTLLKVIMNTRSEIPFLAPSTLGFFE 

MESHCVTQ/CSGA/ISAHCSLHLPG*SNFP 

VSAS*VAGTTGASHDNWL1FLFLVETGF 

HHAUQOULK.i*'rl^lIHPLGLPICWLGLQC 

EPCGWL 


784 


8835 


A 


173 


218 


430 




785 


8836 


A 


1730 


158 


468 


TGAGHGGLMPVIPSHFGRPWRADHLRS 
GVRDQPGQHG*NPVSTKNTKIGWA*WR 
APVIP\AT*EGLRQGESLEPGRAEGARRC 
HYIPAGGDRVRLCLKKKKLN 


786 


8837 


A 


1731 


1 


1161 




787 


8838 


B 


1732 


1 


1380 


MDKFLDTYTLPRINQEELESLNRPITASEl 

VAIINSLSSKKSPGPDGFTAEFYWSVGSA 

GQAIRQEKEIKGIQLGKEEVKLSLFADD 

MIVYLENPIVSAPNLLKLISNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLIRDVKDLFKENYKPLLKE 

IKEDTNKWKNIPCSWVGRINIVKMAILPK 

VIYRFNAIPJKLPMTFFTILEKNTLKFIWN 

OKRARIAKSILNOKNKAGGITLPDFKLY 

YKATVTKTTWYWHQNRDIDQWNRTEPS 

EITPHIYNYLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDLFLTPYTKINSR 

WIKDLKVRPKTIKTLEENLGITIQHIGMG 

KDFMSKTPKAMATKAKIDKWDLIKLKS 

FCTAKETTIRVNREPTEWEKIFATYSSDK 

GLISRIYNELKQIYKKKQTTPSKSGRRT* 


788 


8839 


A 


1733 


1 


293 




789 


8840 


A 


1734 


1 


1183 


MKLKRNNEMSGKALDPREGFCDASYEl 

QTTIREYYKHLYANKLENLEEMDTFLDT 

YTLPRLNQEEVESLNRPITGAEIVAIINSL 

PTXKSPGPDGFTAEFYQRYKEELVPFLL 

KLFQSIEKEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNTDAKILNKILANRIQQ 

IQHINRAKDKNHUISIDAEKAFDKIQQPF 

MLKTLNKLGIDGTYFKI/Y/RDRHFSKEDI 

YAAKKHMKKCSLSLAIREMQIKTTMRY 

HLTPVRMAIIKKSGNNRCWRGCGEIGTL 

LHWCWDCKLVQPLWKSVWRFLRDLEL 

EIPFDPAIPLLGVYPKDYKSCCYKDTC/H/ 

IMnVALFTIAKTWNQPKCPTMlDWI 


790 


8841 


A 


1735 


66 


1392 


QVLLSFGTPLVLTTKREKNQIDAIKNDK 

GDITTDPTEIQITSIEYYKHLYANKLENLE 

EMDKLLDTYTLPRLNQEGVESLNRPITG 

SE1EA1!NSLRP1SLMN1HAKILNKILGN*IQ 

QHIKKLIHHDQVGFIPGMQGWFNIRKSIN 

VIEHINRTKDKNHMIILIDAEKAFDKIQQP 

FMLKTLNKLGIDGTYLKIIRAIYGKPTVN 

IILNRQKLEAFPLKTGTRQGCPLSPLLFN! 

VLEVLAKAIRQEKEIKGIQLGKEEVKLSL 

FADDMIVYLENPIISAQNLLKLTGNFSKV 

SGYKINVQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKDLVKENY 

KPLLKEIKEDTNKWKNIPCSWVGRINILK 

MAILPKVIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRACIAKSILSQKNKAGGITLP 

DFK 


791 


8842 


A 


1736 


1 


432 




792 


8843 


A 


1737 


1 


413 




793 


8844 


A 


1738 


1 


1401 
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794 


8845 


A 


1739 


1 


510 


MLEVLAWAVRQEKEIKGIQLGKEEVKLS 

L*LMSNFSKVSGYKISVQKSHAFVYTNN 

RQSESQIMSELPFTVATKRIKYLGIQLTR 

DVKDLFKENYKPLLNEIQEDTNKWKNIP 

CSWVGRINIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTK\FIWNOK\RAHIAKTIL 


795 


8846 


A 


174 


9 


201 




796 


8847 


A 


1740 


1 


2052 




797 


8848 


A 


1741 


1 


762 


MNIDAKILNKILAKQIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHINRTEDKN 

HMIISIDAEKAFDKIQQPFMLKPLNKLGI 

DGTYFKIIRAIYDKSTPNIILNGQKLELMS 

Nh bKVbuYKISVQKSHAFVYTNNRQSES 

QIMSELPFTVATKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIQEDTNKWKNIPCSWVG 

RINIVKMAILPKVIYRFNAIPIKLPMTFFT 

ELEKTK\FIWNQK\RAH1AKTIL 


798 


8849 


A 


1742 


1 


1057 




799 


8850 


A 


1743 


1 


1380 




800 


8851 


A 


1744 


1 


862 


MDTFLNTYTLPRLNQEEVESLNRPITGSE 

IVAIINSLPSKKSPGPDGFTAKFYQRYKE 

ELVPFLLKLFQSIEKEGILPNSFYEGSIILIP 

KPGRDPPKKENFRPTSLMNIDAKILNKIL 

ATRIQQHIKKLIHHDQVGIIPGMQGWFNI 

PKSINVIQHINRAKDKNHMIISIDAEKAFD 

KIQQPFMLKTLNKLGIDGTYFICIIRAIYD 

KPTANIILNGQKLEAFPLKTGTRQGCPLS 

PLLFNIVVEVLARAIRQEKKIKGIQLRKE 

EVKLSLFADDMIVYLENPIVSA*RLNQEE 

VESLNRPITGSEIVAIINSLPSKKSPGPDGF 

TAKFVQRYKEELVPFLLKLFQSIEKEGIL 

PNSFYEGSIILIPKPGRDPPKKENFRPTSL 

MNIDAKILNKILATRIQQHIKKLIHHDQV 

GIIPGMQGWFNIPKSINVIQHINRAKDKN 

HMIISIDAEKAFDKIQQPFMLKTLNKLGI 

LHjl Yrls^lllvAlYUKrl ANIlLNuv*vLbArr 
LKTGTROGCPl SPI LFNIVVFVI ARAIRO 
EKKIKGIQLRKEEVKLSLFADDMIVYLEN 
PIVSA 


801 


8852 


A 


1745 


1 


1551 




802 


8853 


A 


. 1746 


1 


947 




803 


8854 


A 


1747 


179 


887 




804 


8855 


A 


1748 


1 


1074 




805 


8856 


A 


1749 


I 


1060 


MDTFLDTYTLQRLNQEEVESLNRPITGSE 

IVAllNSLPTKKSPGPDGFTAEFYQRYME 

ELVPFLLKLFQSIEKEGILPNSFYEASIILIP 

KLGRDTTKKENFRPISLMNIDAKILNKIL 

AKRIQQHIKKLIHHDQVGHPGMQGWFN 

ICKSINVIQHINRAKDKNHMIISIDAEKAF 

DKIQQRFMLKTLNKLGIDGTYFKWKNIP 

CSWIGRINIVKMAILHKALYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRACIAKSILS 

QKNKAGGITLPDFKLHYKATVTKTAWG 

PYDR/DID/SWNQTDLMCAVLPSRYVTL 

QDSSIL*KMR*VKKLQKKSLQLADLVQG 

LRKDVSrr 


806 


8857 


A 


175 


1453 


1936 


EVEKHLCQG*ELLRAQHN*AAACRRPRP 

PAPGPQCSAGGPMARAPAPQVPPPPPPCS 

AVPPPLPLPPLPAS/HAHPQPHFRHGRRSA 

LLPRPPWAVRSRGALAGPRTRAAAGLR 

GGAGAAPAPADARFPASSPAE*PKFPQN 

SARALTGFPRCTDPTVSSPGY 



223 



wo 01/88088 
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807 


8858 


A 


1750 


1 


1401 


MSELPFTIASiCRIKYLGIQLTRJDVKDLFK 

ENYKPLLKEIKEDTNKWKNIPCSWVGRl 

NIVKMAIMPKVIYRFNAIPIICLPMPFFTEL 

EKTTLKFIWNQKRARIAKAILSQKNKAG 

GITLPDFKLYYKATVTKTAWYWYQNRD 

IDQWNRTEPSKITPHIYNYLIFDRPEKNK 

QWGKDSLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRSKTIKTLEE 

NLGNTIQDTGMGKDFMSKTPTAMATKD 

ICIDKWDLIICLKSFCT AKFTTIR VNR OPTK' 

WEKIFATYSSDKGLISRIYNELQQIYKKK. 

TNNPIKKWARDMNRHFSKEDIYAAKKH 

MKKCSLSLAIREMQIKTTMRYHLTPVRM 

AIIKKSGNNRCWRGCGEIGTLLHCCWDC 

KLVQPLWKSVWRFLRDLELEIPFDPAIPL 

LGVYPKDYKSCCYKDTCT/RMFIVALFT 

lAKTWNQPKCPTMIDWI 


808 


8859 


A 


1751 


. 1 


1410 




809 


8860 


A 


1752 


1 


1559 


MDTFLDTYTLPRLNQEEVESLNRPITGSE 

IVAIINSLPTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSFYEASIILIP 

KPGRDTTKKENFRPISLMNIDAKILNKIL 

ANQIQQHIKKUHHDQVGFIPGMQGWFN 

IRKSINVIQHINRAKDKNHMIISIDAEKAF 

DKIQQRFMLKTLIKLGIDGTYFKIIRAIYD 

KPTANllLNGQKLEAFPLKTGTRQGCPLS 

PLLFNIVLEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADNMIVYLENPIVSAQNLLKLIS 

NroKVouYKlN Vv^K.5>V2ArLY INNRQFES 

QIMSELPFTIASKRIKYLGIQLTRDVKDLF 

TSVISQVWVGSLDTSLILQJLWVGSLDISV 

ILQLWVGSLDTSVISQLWVRSLDTSViSQ 

LWD1AFLSHVPGMLS*KSQVSLATLMQR 

MSSHGLGQLQPCGSAGYSSHGCFHRLAL 

NACGSSSAQCKLLVDLPFWGLDGGLLLT 

AARGHSPGALCVRVPTPHFPSMLP 


810 


8861 


A 


1753 


I 


1575 


MNTDAKILNKILANRIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHINRTKDKN 

HMIVSTDAEKTFDKIQQPFMLKTLNKLGI 

DGTYLKJIRAIYDKPTANIILNGQKLEAFP 

LKTGTRQGCPLSPLHKFLDTYTLPRLNQ 

EEVESLSSPITGSEIVAIISS/FTNEKESRTR 

W1HSRILPEV*GGT/RIKYLGIQLTRDVICD 

LFKESYKPLLKEIKEDTNKWKNIPC*WV 

GRINIVKMAILP/KELEKTTLKFIWNQKR 

ACIAKSILIQKSKAGGITLPDFKLYYKAT 

VTKTAWYWYQNRDIDQWNSTEPSEIMP 

Ml I In y LlrDlvrfcKNR<s;WUKX)oLrNK.WL 

WENWLAICRKLKLDPFLTPYTKISSRWIK 

DLNVRPKTIKTLEENLGNTIQDIGMGKDF 

MSKTPKAMATICA^aDKWDPlIaKSFCT 

AKETTIRVNRQPTKWEKIFATYSSDKGLI 

SRIYNELKQIYKKKXTNNPIFCKWAKDMN 

RHSSKEDIYAAKKHMKKCSSSLAIREMQ 

IKTTMRYHLTPV 


811 


8862 


A 


1754 


468 


4080 


RVRSGTDSIASGPRVLCSTRTERRRRRSY 
LVHRRCVPCGP\AVDGVFNLTNIDRWFL 
HINRAKDKNHMIISIDAEKAFDKIQQPFM 
LKTLNKLGIDGTYFRIIRAIYDKPTANIIL 

NGQKLEAFPLKTGTRQGCPLSPLLFNIVL 
EVLARAIRQEKEIKGIQLGKEEVKLSLFA 
DDMIVYLENPIVSAQNLLKLISDFSKVSG 
YKINVQKSQTFLYTNMRQTESQIMSELPF 
TIASRRIKYLGIQLTRDVKDLFK 



224 



wo 01/88088 
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812 


8863 


A 


1755 


1 


2882 


MDKFLDTYTLPRLNQEEVESLNRSITGSE 

IVAIINSLPTKKSPGPDGFTAEFYQRYKEE 

LVLLLLKLFQSIEKEATLPNSFYEASHLIP 

KPGRDTTKKENFRPISLMNIDAKILSKIL 

ANQIQQHIKKFVHHDEVGFIPRMQGWFN 

IHKSKNVIQYINRTKDKNYMIISIDAEKA 

FDKIQQLFMLKTLSKLGIDGTYLKIIRAIY 

DKPTVKIILNGQKLEEFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEK 


813 


8864 


A 


1756 


1 


1746 


MIISVDAEKAFDKIQQPFMLKTLNKLGID 

GMYFKIIRAIYDKPTANIILNGQKLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLARAIRQE 

KJEIKGIHLGKEEIKLSLFADDMIVYLENPI 

VSAQMLLKLISMFSKVSGYKINAQKSQA 

FLYTNNRQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKDLFKENYNPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILPKNWKK 

TTLKFIWNQKRACIAKSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWYQNRDIDQ 

WNRTEPSEIMPPIYNYLIFDKPEKNKQW 

GKDSLFNKWCWENWLAICRKLKLDPFL 

TPYTKINSRWIKDLNVRPKTIKTLEENLG 

ITIQDIGLGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCAEKETTIRVNRQPTICWEKI 

FATYSSDKGLISRIYNELKQIYKKKTNNPI 

KKWVKDMNRHFSKEDIYAAKKHMKKC 

SSSLAIREMQIKTTMRYHFTPVRMAIIKK 

SGNNRDMDEIGNHHSQQTIAMTKNQTP 

HVLTHRWELNNENTWTQEGEHHTLGPV 

VGNLKLLRKPKISLS 


814 


8865 


A 


1757 


1 


2866 




815 


8866 


A 


1758 


1 


1285 


MLEVLAWAVRQEKEIKGIQLGKEEVKLS 

LFADNMTVYLENPIVSAQNLLKLISNFSK 

VSGYKVSGQKSQALLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIHLTRDVKDLFKEN 

YKPLLKEIKKDTNKWKNIPCSWVGRINI 

VKMAILPKDIIQENFPNLARQANIQIQEIR 

KTPQRYSSRRATPRHIIVRFTKVEMKEK 

MLRAAREKASHHTYSKIDPILGSKPLLSK 

CKRTEIITNYLSDHSAIKLEFRIKNL 


816 


8867 


A 


1759 


2 


231 


PPSAS/CVQTGPPCHSLAFPPSAPGQEQE 
GHQLPSHVIPCHLALGTAFPQPAAMAG 

WGVSQATYCQELEPQFPPVSSS 


817 


8868 


A 


176 


5 


711 


FEALRMIGHLFAKSPYHGKINSAKIVART 

NIKLMVKVVMWKNGEIIDTLQIVYGDN 

APKKSVAVYKCITSLRRSKVLDEACSSR 

PVTS1CKGK\INLVYANISIGSAYTILM/EK 

LNLSKLSTHWMPQ/PVHPDQLKTRAKLS 

ME/ILNKWDQDPKGFL*KIVTRDRTWLY 

♦YTFEDKAQSKQWLPRGGSGPVKAKAG 

WSRAKVKA/TTGFWNAQIVLLVDFLEGQ 

RTITSAYESILLKKK 


818 


8869 


A 


1760 


1842 


2096 


CHSQKPQVPPPKPWGSLERPVPNT*VPAC 
VLPAPAPAQRPGQIARQ*PWVAPGTSGQ 
SRVGRTPGVSSGHGQTLTCPMALLQPLL 


819 


8870 


A 


1761 


37 


288 


WGNTGSQVMTTVLNTALLPPKPSPMLPI 
ICHYAIPPPSY/SPHP*PPIPSPTANLESAPP 
ASAP/PPPLPP\PAQLGEAHAPPE*YAIPPP 
SYSHTRSHPSPAQQQTLSQRHQPLHLSSS 
ASTLPSWGKLMHHLNNIPQ 


820 


8871 


A 


1762 


397 


506 


SFLEDLTGLSNQPATAGANWITRLCTGS 
P*NV*PPWHMSSGHPEAVSRVCIFNLVG 
FGI 


821 


8872 


C 


1763 


291 


491 


MGADRQTHPQDRWFSLHLIKLLRRSYRl 
EQPASHSRGRLDNTSLHRLSLCPCHPPLF 
LTLFLGIMF* 



225 



wo 01/88088 



PCT/USOl/14827 



822 


8873 


A 


1764 


630 


1159 


SFYSALMLSDRKNGRERGRHGLSRRIKR 

QRKLVEAEAASQACLAGKPGPTPASHP/ 

PGDGLPCPLSAPTLSPAT/ALPLP/SP*RSP 

NHSAN/PNPLSPTSSVKHSRCSSPHSALPL 

STPKATPPSPNHRAGLFSSLPLAPMSTS*L 

LQKNCVLVRAPAPTSYIPVFFMTPAQCP 

VFLSAQ 


823 


8874 


B 


1765 


I 


1359 


MGIKMSKRGSLPLAAPALLKPDTLWSCIF 

GEGDLGEEDMPPDPQAPSPAILPPNHAF 

GLWPFRYTQTHPQEAAADPAAAYHPEP 

PPLILAGVRFRSNPALPENGKGAWRGDG 

VAEGHAALWVLGLRCERSVTAALAART 

REHDGRWREGAEKGPRRRWVVRAIQTP 

RLGKALIHCWTTRGSLWVNSSVSAGSER 

DQRADHAAAQTSCAAGAVACGLLLLLV 

RGQAWVKKQNLSPETRTKELVVSLMPL 

rnrOi^unNLA5KAlW\K J v^rVroOFTHGA 

GAGESCPCEGRQAGVQTFLGIPFAKPPL 

VRCDLHPLSPLNLGVVWGWNHPSGHIY 

TPAHSHEGSNLPHWRQARNRQLGYLDQ 

VAALRWVQQNIPTLEATLTVSPFLASLR 

WHECVFACCVPHJPRTFHGAIMESGVAL 

LPGLLPAQLMSSPRFPGPCVFYEFQHQPS 

WLKNIRPRT* 


04*t 


oo / J 


A 


1 fOO 


Z 




K WUrK. VIvlK.1 YD 1 V^K.KJViDKbASQAALQ 

KMLTLLMLPPTFGDLLREEYIGDNGDPQ 

TLQAQFQEMMADSMFVIPALQVAHFQC 

SRAPVYFYEFQHQPSWLKNIRPPHMKAD 

HVKFTEEEEQLSRKMMKYWANFARNG 

NPNGEGLPHWPLFDQEEQYLQLNLQPA 

VGRALKAHRLQLVAKKALPQKIQELEEP 

EERHTEL 


825 


8876 


A 


1767 


3 


1867 


IHPSAPRLGKALIHCCSFPGQPLGEQQRV 

RRQRTETSEPTMRLHRLRARLSAGACGL 

LLLLVRGQGXQDSASPIRTTHTGQVLGSL 

VHVKGANAGVQTFLGIPFAKPPL\GPL\R 

FAPP*SPLESWSGVRDGTTHPA\MCLQDL 

TAVE\SEFLSQFNMTFPSDSMSEDCLYLS1 

YTPAHSHEGSNLPVMVWIHGGALVFGM 

ASLYDGS^^LA\AL\E^fVVVVllQLPPGGV 

LGFFSTGDKHATGNWGYLDQVAALRW 

VQQNIAHFGGNPDRVTIFGESAGGTSVSS 

LVVSPISQGLFHGAIMESGVAL/LLPGLIA 

SSADWISTVVANLSACDQVDSEALVGCL 

RGKSKEEILCN*TSLFKMIPGVGGMGVF 

LAQGTPRELLASADFQPVPSIVGVNNNE 

FGWUIPKVIEDLIDNPEGKLGQERASQGV 

VLl^KML 1 LLMLPr 1 r ODLLRbV YIODNO 

DPQTLPKRKRQKMMADS\MFV1PALQV 

AHFQ\CS\RAPVYLPTSSQH\QPSWLKNIR 

PP\HMICADHG\DELPFVFRSFF\GGNYIKF 

EGLP\HWP\LFDQGGA1TLQLNL\QPAVGP 
GL*KAH\RL\QFWK\KALPQKIQ\ELEEPEE 
RHTEL 


826 


8877 


A 


1768 


2 


288 


CPNSSPGSASEVGCARSGQSSLLRSLPRC 
DGWPWAEAGA/MCAGRNLTSCSVGRYX 

PCRGQRNFCHIPC 


827 


8878 


A 


1769 


101-7 


1463 


PRGPWSQGEPKWLLARQAAGCCPPGAC 
LWGHSPAGACSPLCAAKGSRYSRVPASS 
GTPAGK\GWQLLAREGEQEAGLCIEASOI 
GVPNSSPRKRPQR*DVPDRGSPVC*EVFP 
RCDGWPWAEAGASVQGGTSPPVSFNRM 
TSASTPNIW 


828 


8879 


A 


177 




152 


PGAMAVLLETTLSDVVIDLYTEERPRGE 
A*APLTCRRGPRACLPTFPSLR 
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829 


8880 


A 


1770 


I 


1181 


MAAYKLVLIQHGESMWNPENRFSSWYN 

TDLSPAGHKEAKCGRQHSGGUGLNKAE 

TAAKHGEAQVKIWRHSYDVPPPLMEPD 

HPFYNISKDRRFANLTEDQLPSCESLKDT 

lAKALPFWNEElVPQIKEGKQPKYPFEKR 

LEVVNHYFTTDDGYRIISARFGVPRTQV 

RTWVALYEKHGEKGLIPKPKGVSADPEL 

RIKVVKAVIEQHMSLNQAAAHFMLAOS 

GSVARWLKVYEERGEAGLRALKIGTKR 

NIAISVDPEKAASALELSKDRRIEDLERQ 

VRFLETRLMYLKKLKALAHPTKKAAEIP 

RSTFYYHLKALSKPDKYADVKKRISEIY 

HENRGRYGYRRVTLSLHREGKQINHKA 

VQRLMGTLSLKAAIKVKRYRSYRGEVG 

QTAPNVLQRDFKATRPNEKWVTDVTEF 

AVNGRKLYLSPVIDLFNNEVISYSLSERP 

VMNMVENMLDQAFKKLNPHEHPVLHS 

DQGWQYRMRRYQNILICEHGIKQSMSRK 

GNCLDNAVVECFFGTLKSECFYLDEFSNI 

SELKDAVTEYIEYYNSRRJSLKLKDLYAS 

CLTVQLFGVSTLEGLSEEAIMELNLPTGI 

PVVYELDKNLKPIQFLGDEETMRKAME 

AVAAQVEDEYNLYGDVTTVSSLTPEKL 

APEVKENVPERLNILLQVGGRSRTNLNR 

VRVPIHKHPSIRDPNSQASLNKLTDKMD 

SLWLKSKNRPKGPWKGEGAVKLFVSLE 

NAAKPVFLQPSQRRVPGNNGSWEFPS*S 

RKSGISIGAVKRPTH*GS*KASSIS*NAAY 

VSKKAESLSSSHEKGCGDTAQYVLLSSK 

GSQQA*QVCGR*KAY**DLSRE*RP1R1P* 

GNAVSSSRRETD*P*SCSAPDGNPLT*SS 

D*GQAIPLLQRRGRANRP 


830 


8881 


A 


1771 


362 


551 


DRLDPHSAAH*GAKSSPLAATSDQWHL 
ALSRGSGSLYKCTEVKQMSNS*PASRSA 
CPPPSPPR 


831 


8882 


A 


1772 


2318 


3200 


FMPLHLDGGYCSPAEGFSSRYEHGLMK 

DLSRGSLSPGGERACEGVPSAPQNPPQR 

KKVSLLEYRKRKQEAKENSAGGGGDSA 

QSKSKSAGAGQGSSNSVSDTGAHGVQG 

SSARTPSSPHTKFFPSHSSMSHLEAVSPS 

DSRGTSSSHCRPQENISSRWMGSHISRTT 

P/SKEGASPRSSEAA+G/SAQKGEPSPTWE 

SNITEKDSDPADGEGPETLSSALS*RSNSF 

TALSRYSYQT/PLAPFTGTPGYFSSQPHS 

GNSTGSNLPRRSCPSSAASPTLQGPSDSP 

TSDSVSQSSTGTL 


832 


8883 


A 


1773 


53 


1025 


GTRHLEAVSPSDSRGTFLSHCRPQENISS 

RWMVPTSVERLREGGSIPKVLRSSVRVA 

QKGEPSPTWESNITEKDSDPADGEGPETL 

SSALSKGATVYSPSRNSATSSCSVIVLGQN 

HKASFSRVPPPSEDIPTQSPGYSYRTTAL 

RPGNPPSHGSSESSLSSTSYSSPAHPVSTD 

SLAPFTGTPGYFSSQPHSGNSTGSNLPRR 

SCPSSAASPTLQGPSDSPTSVFSFSVPAQE 

L*ASTS/SSSEI/PRSSLA1RLTD*SVCPVLG 

QSAGYQGLQGICGFQFTALPHTVGVGFS 

TQYRIPSPLQGSRSQDSRRGLFLGLLGFG 

GKQN 


833 


8884 


A 


1774 


1 


414 


AENTILSLMFSGKSWGSLSSECGALLPGT 
PTATRLQSLTRRSSLKRGT*GPQ1PAARP 
REGSRIGTCTSS*\PGLRTEAHRSLRNRQA 
GVSSPFQLSPALKPRKSPSQATGQRPG*G 
QWGQKGSGSALLPTNTTHVEA • 


834 


8885 


A 


1775 


1 


458 


ENTILSLMFSGKSWGSLSSECGALLPGTP 
TATRLQSLTRRSSLKRGT*GPQIPAARPR 
EGSRISQNQVGDGGKENRYRGFGGPPGT 
KSDPGHQHG\*GGEGLWGSWRSKSGPAI 
ATGAIASPATQLLRVNPDTGDWDVYFLL 
TLVSGLRLTGA 
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S3t 


; 8886 


A 177e 


> \ 


138' 


I HSMGWKEHVDRGGHTKGMVFVSLQPA 
CWLPRERPFQLRLCLIEDPLLRLCGQGR 
GRGQETTSGLILLSHVGTFLRDRWTLTSL 
WPCPRALLVFLSHSCEVMGAGAPGVSLP 
EGQLSPLPWLQVGRSSRRAPDSGQGPLG 
PPGLADVSMRGRAPGTSMCGS/RSTPVPP 
QSPGG*VSMPATPGIGFLCRLPHKSAPEG 
P/GGFGFLFFIKHLKQHCSLPSPRGLSITA 
STCVVLVGSKADPDPFCPHCPHPGPLTSS 

SCEASVLRPESRGSTHP/ISPVSGFTLRSW 

VAGEAIAPVAIAGPAGAGLRtoLRGALRP 

AHGHPRL+SPGNPISPSSTSPPCLMPQGHS 

CLPAGPPNPRCLSSFPPSPTLVLTNPASLS 

GPGCRDLGSLKSLSLKNFCGSDSEAELL 

VGVPGSRAPHSLLKLPQLFPENIKLRIVFS 

AKKKKK 


836 


8887 i 


\ Mil 


46 


591 


LSPPKPQKQSQEQNPFCQRWALGKQLGP 

PQGGQEG/QGPPDSLVLPGV/PPVPLFVG 

GNLPHPPPP\PQPQRNKGRQTEGSCSPPF 

KGQHNS/PCGPQPS+AHPLRHGSGDQAQ 

PTSAP/PPCR/PES*PQADEMPTPCCHNTG 

KAUGPPSQEGMEPGGPQPGPSRSTQSSV 

AHLTSGTAVRPGLGSPP 


837 


8888 ; 


\ \in 


1412 


1673 


KRCPINRFPLECLPLPHLMGIPPEGHFH\H 
PLMGE* *NPPCSIODPHCVTYFFTPPV>JT 

CPSTRPPEVGWEGGPSSPPAFEAPGLKG 


838 


8889 y 


\ 1779 


646 


1098 


MVELLVTFFPFSQLQLYFQLTYASFTELL 

KVPLMVLFYGMPMKKHFLKPTVSDQW 

ENNRKLKRRI\SR*FSCRKV*V*IAHCHKF 

CLVLREAmMHWLILCAKKRF/PPLKKLT 

WLGMVSHTCNPSTLGG*GR*TA*TQEFK 

TSLDNMVKPHLF 


839 


8890/ 


^ 178 


1112 


2085 


RHSHAVQKKPLSGGGAGAMAVLLETTL 

GDVVIDLYTEERP/RCQLYGDQASFFEAE 

KVPRIKHKKKGTVSMVNNGSDQHGSQF 

LITTGENLDYLDGVHTVFGEVTEGMDHK 

KiNb 1 r V DKDFVPYQDIRINHTVILDDPF 

DDPPDLUPDRSPEPTREQLDSGRIGADE 

EIDDFKGRSAEEVEEIKAEKEAKTQAILL 

EMVGDLPDADIKPPENVLFVCKLNPVTT 

DEDLEilFSRFGPIRSCEVIRDWKTGESLC 

YAFIEFEKGGGAYGKTPATRPFYGSWPF 

AGLLLTCSFLRYPLILWITVLPPLSELIPL 

AAAERPSAASQ 


840 


8891 A 


1780 


109 


943 

\ 

] 


WAKLGKGPAKR*PQALGASAPSALYPR 
HVAPARAPGRTKGAGSSCRNSPRQWRP 
QPWQWGGGAQSDVSP*GQTPRGGSFER 

DdoL.dvin 1 OI-rVUJvcKKrLoLilOP*/SPEDP 
PRARHGGPQGCREHPPWFSRPLCPEAGP 
EPRAPAWTSDSIGERSTGG/PSRPASKGP 
VPSAQRAGQTPGNPEAAGSLSLPCRALP 
QGREAPQPQPPPYLPLKLERGILVFALSK 
[FKN 


841 


8892 B 


1781 


98 


195 < 
1 


CJLCLGQEVGQEDLVMQTLPYGVLGLDR 
DEEVTG* 


842 


8893 A 


1782 


2 


1556 
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843 


8894 


A 


1783 


2 


1928 


ARGAPRLLRAAGAPSSSARVSLSVPSSPA 

MAALTRDPQFQKLQQWYREHRSELNLR 

RLFDANKDRFNHFSLTLNTNHGHILVDY 

SKN/LLVTEDVMRMLVGLWPKSRGVEA 

ARERMFNG\EKINYTEG\RAVL\HVA\LRE 

TGFKTHPILG*NGKDVMVIPEVNKVLDKM 

KSF\CQRVRSGVNLKGYTGQRPFTD\VIN1 

WIGGSDLGPLMVTEALKPYSSGGPRVW 

YVSNIDGTHIAKXTLAQUNPESSLFIIASK 

TFTTQ\ET1TNAETAKEWF\LQ\AAKDPSW 

VGEDFLFALSTNTTKVKEFGIDPQNMFE 

FWDWVGGRYSLWSAIGLTSIALHVGFD 

NFEQLLNSLAHWMDQLFRTDAPGRKNAP 

VLLALLGIWYINCFGCETHAMLPYDQYL 

HULLRTSSRANTWSPMGNTSPNLEPVWT 

TRQAPLCGGS\QGPMASMLF\TSCIHQGT 

KMIPODFLIPVQTQHPIRKGLHHKILLVA 

NFLAQDRGP**GGKSTEEGPKGASRVAG 

KSPED\FERLLPHKGL*KGNRP\TNFYVFT 

K\VTPIQLGAWSPMYEHKILRFRVIIW\DI 

NSF*PSGELELGK\QPGLRKLEPELDG\SA 

QVTFVQDVSTNGLINFIKAAARGPRVPINS 

VLICSLLCDSHFFFSSLFSPKPELIVP 


844 


8895 


C 


1784 


127 


435 


MAASXNPEVLDITEETLHSRFLEGVRNV 
ASVCLQIGYPTXASVPHSIINGYKRVLAL 
SVETDYTFPLAEKVKAFLADPSAFVAAA 
XLGCCHHSCSXCCCSPS* 


845 


8896 


A 


1785 


112 


1161 


RTAVMPREDRATWKSNYFLKIIQLLDDY 

PKCFIVGADNVGSKQMQQIRMSLRGKA 

VVLMGKNTMHAQAPFEGTL*NNPSLWR 

KLLP\H1RGEFGLLFHPGRTLTEI\RDMLL 

AQ*GCPAAA\RPGAICPHVKVTVASPRTL 

GLG\PEKTSFFPGL*VSPTKNLQGAPIENP 

EVNVPAESRTGDQSGEPSESHGWLNML\ 

NISPFFLWGWVIPARCSTNGQHSTKPLK 

VLGLFTGGKLLQFSAFLGGVSRKCLPSV 

CLPELAYPNCCNQYPDSirNG\YKR\AaAL 

SCGDGITPFPLAEKVKVAFLADPSAFVCC 

CNLWVAATTACFA/AAAAAPAKVEAKE 

ESEESDEDMGFGLFD 


846 


8897 


A 


1786 


2 


335 


RSITCKTKEARMLLAWVQAFLVSNMLL 

AEAYGSGGCFWDNGHLYREDQTSPAPG 

LR\CLNWLDAQSGLASAPVSGAGNHSYC 

RNPDEDPRGPWCYVSGEAGVPEKRPCE 

DLRCPGGRI 


847 


8898 


A 


1787 


I 


771 


MLLAWVQAFLVSNMLLAEAYGSGGCF 

WDNGHLYREDQTSPAPGLRCLNWLDAQ 

SGLASAPWGYCRNPDEDPRGPWCYVSG 

E/AGVPEKRPCEDLRCPETTSQALPAFTT 

EIQEASEGPGADEVQVFAPANALPARSE 

AAAVQPVIGISQRVRMNSKEKKDLGTLG 

VVLGITMMVIIIAIGAGIILGYSYKRGKDL 

KEQHDQKVCEREMQRITLPLSAFTNPTC 

ElVDEKTVVVHTSQTPVDPQEGTTPLMG 

OAGTPGA 


848 


8899 


A 


1788 


48 


375 


KGLIKPFGHRTPERKK+LAQGRKQATGM 
ARAQLPDGAQHFSTALC*QLSRASNL*C 
HTQEALAAPSHKASFSEPFHLPMGRRVN 
GAFYGAIWFGDLNLKWSSCGNDAG 


849 


8900 


A 


1789 


6 


902 


LQGWDWEAEPPPRGPRLMTGRSITCKTK 

EARMLLAWVQAFLVSNMLLAEAYGSG 

GCFWDNGHLYREDQTSPAPGLRCLNWL 

DA\QAGLASAPVSGAGNHSYCRNPDEDP 

RGPWCYVSGEGG\VPEKRP\CEDL\RCP\E 

mSKALPAFATTEIQGNVLKGPSADEWQ 

VFAPANALPARSEAAAVQPVIGISQRVR 

MNSKEKKDLGXTLGYVLGITMMVHIAIG 

DGllLGYSYKRGKDLKEQHDQKVCERE 

MORITLP*SAFTSPTCEIVNEKTVVVHTS 



229 



wo 01/88088 



PCTAJSOl/14827 















QTPVDPQEGSTPLMGQAGTPGA 


850 


8901 


A 


179 


3 


492 


GGGAGAMAVLLETTLFYVAIF\LYTEKR 

PRACGNFLKLCRIKYYNYCLIHNVQRDFI 

IQTVDTTGTGRG*ESIFGQLYGDQASFFE 

AEKVPRIKHKKKGTVSMVNNGSDQHGS 

QFLITTGENLDYLDGVHTVFGEVTEGMD 

IIKNINETFVDKDFVPYODIRIN 


851 


8902 


A 


1790 


1 


1995 


LGRPTRPAPTFWAVAVRTRCLAEKRRQE 

LMGALCYPPQGDRFLQKSWIFFRPVMA 

DKLTRIAIGNHDKCKPKKRRQECKKSCP 

WRMGKNLCIEVTPQSKIAWISETLCIGCG 

ICIKKCPFGALSIVNLPSNLEKETTHRYC 

ANAFKLHRLPIPRPGEVLGLVGTNGIGKS 

TALKILAGKQKPNLGKYDDPPDWQEILT 

YFRGSELQNYFTKILEDDLEAIIKPQYVD 

QIPKAWCGTVGSILDRKDETKTQAIVCQ 

QLDLTHLKERNVEDLSGGELQRFACAV 

VCIQKADIFMFDEPSSYLDVKQRLKAAIT 

IRSLINPDRYIIVVEHDLSVLDYLSDFICC 

LYGVPSAYGVVTMPFSVREGINIFLDGY 

VPTVENLRFRDASLVFKVAETANEEEVK 

KMCMYKYPGMKKKMGEFELAIVAGEF 

TDSE1MVMMLGENGMGKTTF1RMLA\GS 

i^F^UCfKJKJC, V r V Ltiy Vol ISX V^fv-loi iVO 1 \JO 

vrqllhekirdaythpqfvtrl**k:plqi 

eniidqevqtlsggelqrv'nlal*lgqn 

lpdvyli\deppa\ylds\eqrlmaarvv 

krfiphakkta\fwgtwtfim\atyl\ad 

rvivfd\gvpstkntvanspqtllgwa*i 

nfwssawkftfqeelqtnyw\pri\nkli 

sledvdokksgn\yffldd 


852 


8903 


A 


1796 


1217 


2829 


garseaaefqqsascrrlrggggpgtpg 

rggallasllppcrtppdppdgscrctrp 

llsplgklsapprprplfwaqaghapq 

gllptsrpaapatagsrnmsttllsafy 

dvdflcktekslanlnlnnmldkkavg 

tpa^aaapssgfapgflrrhsasnlhala 

hpapspgscspkfpgaangsscgsaaag 

gavggrrtallnkenkfrdrsfsengd 

rsqhllhlqqqqkggggsqinstrykte 

lcrpfeesgtckygekcqfahgfhelrs 

ltrhpkyktelcrtfhtigfcpygprchf 

ihnaderrpapsgg/asgdl/rptsrtppp 

pscssasscsssasscssasaastpsgapt 

ccasapaaaaaallygtggaedllapg 

apcaacssascannafafgpelsslitpl 

aiqthnfaavaaaayyrsqqqqqqqgl 

apprap/appsatlpagaaappsppfsfql 

prrlsdspvfdappsppdslsdrdsylsg 

slssgslsgsespsldpgrrlpifsrlsisd 

D 
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853 


8904 


A 


1797 


731 


2553 


GARSEAAEFQQSASCRRLRGGGGPGTPG 

RGGALLASLLPPCRTPPDPPDGSCRCTRP 

LLSPLGKLSDPPRPSPVIRGGSSPATPPQG 

LLPTSRPAAPATAGSRNMWTTLVSAFYD 

VDFLCKTEKYLANLNLNNML\DKICAVG 

TP\AAA\APSSGFAPGFLRRHSASNLHAL 

AHPAPSPGSCSPKFPGAANGSSCGSAAA 

GGPTSYGTLKEPSGGGGTALLNKENKFR 

DRSFSENG\DRSQHLLHLQQQQKGGGGS 

PDQIPTRYKTELCRPFEEERARAQYGEKV 

CQF\AHGF\HELRSLTR\HPEVQDkSCAAP 

FHTIGFCPYGPRCHFIHNADERRPAPSGG 

ASGDLRAFGTRDALHLGFPREPRPKLHH 

SLSFSGFPSGHHQPPGGLE\SPLLLDSPTS 

RTPPPPSCSSASSCSSSASSCSSASAASTAP 

SGAPTCC\ASAAAALRLLYGTGGA\*DLL 

APGAPCAACSSASCANNAFAFGPELSSLI 

TPLAIQTHNFAAVAAAAYYRSQQQQQQ 

QQQGLAPPAQPPA\PPSATLPAG\AA\APP 

SP\PFSFQLPRRLSDSPVF0APPSPPDSLSD 

RDSYLSGSLSSGSL\SGSES\PSFDPGRRLP 

IFSRLSISDD 


854 


8905 


A 


1798 


146 


403 


RKLDVYFEYEEKIMSKTTLDKSLLDIISD 
PDAGTPEDKMRVFLIYYISTQQAPSEW^ 
TKMASAPASYGSTTTKPMGLLSRVMNT 
G 


855 


8906 


C 


1799 


47 


235 


MXVXCNQIKXLVSYRAINRPDITDTEME 
TVMDTIVDSLFCFFVTLGAVPIIRCSRGN 
SSKKW* 


856 


8907 


A 


18 


246 


730 


SSIMTFLESSAVPPHWTGQDGRVCWTG 

WIPQCQAGSAPE/RS*VFINSAGQKSADT 

GWSSSKPQN*QLSSTGAALPLASLSRER 

AW\VDDGKHRLTTPMTVPQRAVQQL*E 

TSG* *D WRQK VQIFQQ AWGMIQPSHSQ 

FLQREDVIMLRPFGLHLSWEENGS 


857 


8908 


A 


180 


1 


451 


MGFRHVGQAGLELLTSGDLPASAYQSA 

GITDVSHCAQPASPLSYFLQALKHEFVV 

RHLTPGHLDTQTPDTKKPGHPDTQTLDT 

QTPSHLTSRHPDTQTADTQTPDTQVNLTP 

GPPDT*HPDTWHLTPDTQTPGHPTLRHP 

DTQIPRHPET 


858 


8909 


A 


1800 


48 


2100 


PAPGLPVLPRVEVFLEEPGSGSWEPRWR 

RRRQRQQQQ\QPSFRKDSQLLSCVYCLS 

MCLILKTAQEHPYGRYSLMHRFGQDIFS 

PLLSVRELRDMGITLHLLLHSDRDPIPDV 

PAVYFVMPTAEENIDRMCQDLRNQLYES 

YYLNFISAISRSKLEDIANASVRGLSAWT 

QVAKVWVDQYLNFITLEDDMFVLCNQN 

KELVSYRAINRPDITDTEMETVMDTIVDS 

LFCFFVTLGAVPIIRCSRGTAAEMVAVKL 

DKKLLElNJL\RDARNSLFYRVDTLGAGHF\ 

SFQRPLLVLVDRN1DLATPLHHTWTY*A 

LVHDVLDFHLNRVNLEESSGVENSPAGA 

RPKRKNKKSYDLTPVDKFWQKHKGSPF 

PEVAESVQQEL\ESYRAQE\DEVKRLKSI 

MGVLEGEDEGAISMAF/SDNTAiaTSAVS 

SLPELLEKKRLIDLHTNVATAVLEHIKAR 

KLDVYFEYEEKIMSKTTLDKSLLDIISDP 

DAGTPEDKMRLFL1YYISTQQARS\EADL 

QQYKKALTDAGCNLNRSRYIICQ*RAFT\ 

KMASA\*AGYG\STTTKTMGLLSRVLN\T 

GSQFVM\EGVKNLVLKQQNLPVTyRILD\ 

NLMEK\KSNPRKLMDYRYFDPKNACGG 

NDSSWPQKLKIPFPRGHSFFVGGEEGNYI 

\EYQNL\CDY1KGKQGKHIL\YGC\SELFN\ 

ATOFIKOLSOLGQK 


859 


8910 


A 


1801 


I 


394 
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860 


8911 


A 


1802 


3 


536 


RJYIFRV/PMASCD/FSIRT/YTNADTPDDF 
QLHNFSLPEEDTKLKIPLIHRALQLAQRP 
VSLLASPWTSPTWLKTNGAVNGKGSLK 
GQPGDIYHQTWARYFVKFLDAYAEHKL 
QFWAVTAENEPSAGLLSGYPFQCLGFTP 
EHQGGSLKAAAGVPRHPDDSYGTSQEK 
WQLLKEKMFEPKK 


861 


8912 


A 


1803 


192 


2035 


GRYLHPCFCLVDPLSFRDSGTPVVFSSSN 

DPEGMEFSSPSREECPKPLSRVSIMAGSL 

TGLLLLQAVSWASGARPCIPKSFGYSSV 

VCVCNATYCDSF\DPPTFPALGTFSRYGE 

/STRSGRTGWSLSMG\PIQANHTGTGLLL 

TLQPEQKFQKVKGFGGAMTDAAALNIL 

ALSPPAQNLLLKSYFSEEGIGYNIIRVPM 

ASCDFSIRTYTYADTPDDFQLHNFSLPEE 

DTKLQDTPGFHRALQLAQRPVSLLASPW 

TSPTWLKTNGAVNGKGSLKGQPGDIYH 

QTWARYFVKFLDAYAEHKLQFWAATA 

KNEPSAGLLSGYPFQCLGFTPEHQRDFIA 

RDLSPTLANSTHHNVRLLMLDDQRLLLP 

HWAKVVLTDPEAAKYVHGIAVHWYLD 

FLAPAKATLGETHRLFPNTMLFASEACV 

Ooivr wtv^oVKLOo WUKO\M(^YoHSlHQ 

QTSWYHVVG\WTAGNLALNPEG\GPNW 

VRNFVDSPIIVDITKDTFYKQPMFYHLGH 

FKQSSIPEG\SQRVGLVA\SQKNDLDAWV 

LMHPDGSAVVVVLNRSSKDVPLTIKDPA 

VGFLETISPGYSIVHTYLVARRQLDGADYS 

RRHWGSAGAFKGTESAHTLSVTKEGTA 

GPV 


862 


8913 


A 


1804 


113 


1799 


PSAYSYGRYLHPCFCLVDPLSFRDSGTPV 

LFSSSSDPEVMEFSSPSREECPKPSGRVSI 

N4AGSLTGLLLLQAVSWASGG/RPCIPKSF 

/SYSSVVCVCNATYCD\FDPPTFPALGAFS 

RYKSRSSGHWMELSTG/PIQANCTGTGL 

LLILQPEVFQKVKGFGGAVTDAGALNILA 

LSPPAQNLLLKWYFSEEGIGYNIIWVPM 

AS*DFSIRTYTYADTP\DDFQLHNFSLPEE 

DTKLKIPLIHRALQL\AQRPVSLLASPW\T 

SPTRLKTRGAGNGKGPLKGQPRDIYHQT 

WARYIVKFLDAYAEHKLQFWAVTAENE 

PSAGLLSGYPFQCLGFTPEHQRDFIARDL 

GPTLANGTHHNVRLLMLDDQRLLLPHW 

AlfWI TTlPPA A VWUriT AA/UVX/A/T T\U\ A 

/■VfwV VLtlul'tAAIvi VnOJAVHW YLUrLA 
PAKATLRETHHLFPNTMLFASEACVGSK 
FWEQSVRLGSWDRGMQYSQVSIIKKLPV 
PMWVGWEPNWATPSL+NITQATRFNKQ 
P\MFLPPLANFSKFIP\EGS\QRVGLVA\SQ 

KTvFDVf DAVAT MMPnriQPWWT "MDQQk' 
rvi^l^U^l^/\ V /\l_»lVlrlFi-/VJuj V V V VJLINKOON. 

DVPLTIKDPAVGFLETISPGYSIHTYLWR 
RQ 


863 


8914 


A 


1805 


22 


424 


ALGMAHITLFFFFLLLFCDSLALSPRLQC 
SGTISAHCNLVPPGFKQFSCLSLLGSWDY 
RCMPPC/RWLTFVFLVETGFHHVGQAGL 
ELLTSGDPPALA/FPKC*DYRR\DPRAWA 
LFVFLT*FFSKLKYHKAKEiCWS 
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14 


253 


UPCGPQLFNCLSL*PGFWAMVKFAWVQ 
YVRSCLSSSGCLKESRSSCSESGGDHHPL 
SSTSLPLSLFMLCKEVLELSGR 


865 


8916 


A 


1807 


318 


455 
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8917 


A 


1808 


I960 


2150 


CFVT\SNLKCSK*GRAWWF1PVISTLWEA 
KVGGSLEPRSLRLQCAMIAPLYCSLGDR 
VRPYLLK 
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867 


8918 


A 


1809 


2 


1345 


GVVPPGLLAGEGVCQLLRHSSPGRCLLK 

SRARGSVIMSRYGRYGGETKVYVGNLG 

TGAGKGELERAFSYYGPLRTVWIARNPP 

GFAFVEFEDPRDAEDALRGLDGKVICGS 

RVRVELSTGMPRRSRFDRPPARRPFDPN 

DRCYECGEKGHYAYDCHRYSRRRRSRA 

ENLRR*SP*Q*IWLTIGAPLRFRKRNTRLT 

TFPTRKIFLRQSSLTWLIWLSV*SSLD*RK 
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GHTPKRASYSGVSLFSNPVP/QYWEMQH 

PTF\RCVYVRSAIOLGNYK 


921 


8978. 


A 1874 


248 


1393 


IMKATIILLLLAQVSWAGPFQQRGLFDF 

ML*DEASG1GPEVPDDRDFEPSLGPMCPF 

PLQCHL\RVGQGSDLCLEQMPK\DLPPDT 

\TLL\DLQNNKn\EIKDGDFKNLKNLHAL 

I\LVNNKISKVSPGAFTPLVK\LERLYLSK 

NQLK\ELPEKMPKTLQE\LGAHEEWDHQ 

KWRKS*LFNG\LNPM1VHRNWAP1PLKSS 

\u J t N U At UMxKK LJ> Y 1 GI\AD\TNIT^ 

QGL\PPSHTKLHL\DGKQKSSRVU)A\ASL 

KGL\NNL\AKLGIEFSNSISAG*TNGLSGP 

TRPHNLRELHLGQQQALPRVPWWGWAE 

H*VHPRLS*PFITNQYLCRLGSSDF\CPPG\ 

HN-AKKASYSGWSLFSNPVQYWEIQPST 

FRCVYVRSAIQLGVNYK 


928 


8979 y 


V 1875 


81 


137 


TMAFPAGFGWAAATAAYQVEGGWDAD 

GKGPCVWDTFTHQGGERVFKNQrrGDVA 

CGSYTLWEEDLKCIKQLGLTHYRFSLSW 

SRLLPDGTTGFINQKGIDYYNKIIDDLLK 

NGVTPIVTLYHFDLPQTLEDQGGWLSEA 

IIESFDKYAVQFCFSTFGDRVKQWITINEA 

NVLSVMSYDLGMFPHARSHFGTGGYQA 

AHNLIKAHARSWHSYDSLFRKRQKGMV 

SLSLFPARLEPADPNSVSDQEAAKRAITF 

HLDLFAKPIFIDGDYPEVVKSQIASMSQK 

QGYPSSRLPEFTEEEKKMIKGTADFFAV 

QYYTTRLIKYQENKKGELGTLQDAEIEFF 

PDPSWKNVDWIYVVPWGVCKLLKYIKD 

TYNNPVIYITEDGFPQE*PSAFWMDTSTL 

GSIFRQTFQELFKAIQLDKVNLQVYCAW 

SLLDNFEWNQGYSSRFGLFHVDFEDPAR 

PRVPYTSAK*YAKIIRNNGP*RTRGAWLL 

WPKGALLLAAEDPSRQLLKPWLSLQDL 

DGRQPLQLIK 


929 


8980 A 


1876 


243 


1126 


FQQRLYRAARRFTMVKIAFNTPTAVQKE 

EARQDV\EALLSRTVRTQILTG\KELRVC 

HPGKKEGSSGEMLWFTLFRAFQFILG\GL 

YLFGGACIYKmTMPKRHHFTVGEMCF 

r UabUr ANFPFGGGEP'LSCLVT'aEEADI . 

REDDNIAllDVPVPSFSNDSDPAANYFNfTF 

ekgmta\yl\dlllg\naylmplqyfyl 
lwppkkiwvelfgqtgrvgry\lp\qtyv 

V IWCtL/Lt V /\ V OlVNl Jviy V OiN LiUir 1 1 V^Lrl^lN UN 

RKSFRLRRRDLLLGFNKRAIDKCWKIRH 
FPNVEFIVETKICOE 


930 


8981 A 


1877 


985 


1401 j 

J 


DFA*V*RDRVKFKGTCFLFV*WFLKFFF 

rSASQVAGDYRHVLIWWFLIEMEGFPML 
VRAGLKLLYLEWIGSAF 


931 


8982 A 


1878 


184 


481 i 
I 
( 
1 


3PRCNPSPLPQAFQGSGDCPLPCTAAGL 
VICAWRSAREPCLLPHPCLPRVWHRRDP/ 
:SQPTSQG*TEALP1LCK*KPPPWPPQEIS 
^SQWIHQSPADPAL 


932 


8983 B 


1879 


148 


194: 


XNILSVIAVRKLFTAAX* 



239 
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933 


8984 


B 


188 


I 


1995 


MSKETRQSKLAEAKEQLTDHHPQTNPSV 

GTAASDTKKKKINNCjTNPETTTSGGCHS 

PEDEQKASHQHQEALRRELEAQVHTIRIL 

TCQKTELQMALYYSQHAVKQLEGEARD 

LISRLHDSWKFAGELEQALSAVATQKKK 

ADRYIEELTKERDALSLELYRNTITDEEL 

KEKNAKLQEKLQLVESEKSEIQLNVKEL 

KRKLERAKLLLPQQQLQAEADHLGKEL 

QSVSAKLQAQVEENELWNRLNQQQEEK 

MWRQEEKIQEWEEKIQEQEEKIREQEEKl 

REQEEKMRRQEEMMWEKEEKMRRQEE 

MMWEKEEKMRRLEEMMWEKEEKIREL 

EEKMHEQEKIREQEEKRQEEEKIREQEK 

RQEQEAKMWRQEEKIREQEEKIREQEKK 

MWRQEEKIHEQEKIREEEKRQEQEEMW 

RQEEKIREQEEIWRQKEKMHEQEKIRKQ 

EEKVWRQEEKMHDQEEKIREQEEKMW 

RQEEKIREQEEKIREQEEKIREQEEKIREQ 

EEMMQEQEEKMGEQEEKMQEQEKMRR 

QEEKIREQEEKIREQKEKIREQEEKIWEQ 

EEKIREQEEMMQEQEEKMWEQEEKMCS 

RKRRCKNRRRKYVFARnQRVYLLNHIIR 

NRKSVQILVLSCSDFLNSKNSHLLPDTL 

MLEDKAYLQIESCLIPNEEEYQYLAE* 


934 


8985 


A 


1880 


2 


1508 


PESVGGGKTLQQEEKQLQPCMQMDNRL 

PPKKVPGFCSFRYGLSFLVHCCNVIITAQ 

RACLNLTMVVMV>JS\TDPHGLPNTSTKK 

L\LDNIK\NPMYNWSPDI\QGIILSS\TSYG 

VIIIQVPA^LGYFSGIYSTKKMIGFALCLSS 

VLSLLIPPAAGIGVAWVVVCRAVQGAA 

QGIVATAQFEIYVKWAPPLERGRLTSMS 

TSGFLLGPFIVLLVTGVICESLGWPMVFY 

IFGACGCAVCLLWFVLFYDDPKDHPCISI 

SEKEYITSSLVQQVSSSRQSLPIKAILKSL 

PVWAISIGSFTFFWSHNIMTI YTPMFnsIS 

MLHVNIKENGFLSSLPYLFAWDL/CGNL 

AGQLSDFFLTRNILSVIAVRKLFTAAGFL 

LPAIFGVCLPYLSSTFYSIVIFLILAGATGS 

FCLGG\VFINGLGYCSPDILGFIKACSTL\T 

GN**GGLIAS\TLTGLIL\KO\DPESAWF*N 

LQSLMASPLMVTGP*FSHPYRLPTARNS 

RDVAAKEKQHHTSPEV 


935 


8986 


A 


1881 


90 


458 


HFSRGYLEAFSEISNIRFVPPHSVTWVV 

FGACFLCILGIWPWACLPGPGGEGSGGF 

GEGRGSEAGRLGSVELTPVATLPLQAPEA 

YPVFEPVPPVPEAAQGDTEDSEGAPPLK 

RICPNAPDP 


936 


8987 


A 


1882 


J5 


796 


PGSTISWRPGLARSLSPPDGRRPRRGLGP 

GPSPASMAGRTVRAETRSRAKDDIKKV 

MATIEKVRKWKKRWVTVAATPFRILNW 

VA\VVDPQEEER/RREAGGGAERSRG\RE 

RRGRGASPRGGGP\LILLDL\NDENSNQN 

FHSEG\SLQRGTE\PSPGGTPK\PNRPCVTL 

PDPPEGGP*EGLSPPR\LGQEERSPGGITV\ 

GSTYEPP\MLTKEEPVPELLEAEAPEA\YP 

VFETVPPVHETAQGDTEDSEGAPP\LKRI 

CPNAPDP 


937 


8988 


A 


1883 


566 


831 


ARSFFLITILIQRTDWRKNKFFPSNFPSNL 
RTNFLDQFLLKETILRKH/RVGLGVLAHT 
CNPSTLGGRGGWSP*GQEFENSLTNMVN 
HPS 


938 


8989 


A 


1884 


534 


1835 


GSSYMHFQGEWVIAQCFKKLHRGVCVC 
VCL/CLYTHICIF*Y1TKAILMNY/ACI*KN 
SCHLAHRFVCMCIYICMYVWCGYIVLKl 
TQ*CMY 


939 


8990 


A 


1885 


60 


395 




940 


8991 


A 


1886 


1 


193 


FRLARGENLEHLRNKTEDLEATSEHFKT 
TSQKVARKFWWKNAKMIVlTVFIIILnV 
LFATGAFS 
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941 


8992 


A 


i mi 


1 


280 




942 


S993| 




^ 1888 


I 


396 




: 943 


8994 


A 

/ 


1889 


85 


410 


DMEEASEGGGNDRVRNLQSEVEGVKNI 
MTQNVER1LA\RGENLEHLRNKT\EDLEK 
PTS\EHFKT\TSQKGGSEKFWWK\NVKDD 
CPUCRDCF*SSSLLQLWLFA\TGAFS 


944 


8995; 
'/ 

'; i 


'a 

/ 


189 


386 


1321 


RTLERCLTEVGKATGWPQCILTYARRSL 

APVLLGSHmGRGLQTPGKLWSWGKSEE 

QECEEDGSETETGGQEDLEDLQEEEEVS 

DMGGDNPEVGKKARNSSKFELRKSPVF\ 

SDEDSDLDFDISKLEQQSKVQNKGQGKP 

KbKbJ VDDKJ*FKLSEMDLYLENIHK\R*E 

ERKDDNDDELRDSPPQTSPSVGTGATDT 

KKKKINNGTNPETTTSGGCHSPEDAQVH 

TIRILTCQKTELQTALYYSQHAARQLEGE 

SRDLVSCLHDSWKFAGELERALSAVTTQ 

KKKADRRQTGAESAAVGELGDTGDTVG 

SEHWT 


945 


8996 


A 


1890 


122 


975 


AARPTRHLCCGQQGQVLVCGPSAVGRL 

PLQWGLGLGPTMSSLGGGSQDAGGSSSS 

STNGSGGSGSSGPKAGAADKSAVVAAA 

APASVADDTPPP\GVGTRAVSSVSPSTRA 

CA/GSRPLSHYSSFGSSGGSGGGSMMGG 

ESA*QGHCGCSRGLPVGQWA*PGGGHG 

GGQKQPYLKAQKWCCGQPAEQGRAGH 

GAGSRGTADAAAVFAVHRDAEARGAG 

ASPADERGGLLACLDMEAVAGAEALNG 

QSDFPYLGRFPHSTQGLLSLLTPAGVVS 

WAEKRAAHGRAWA 


946 


8997 


B 


1891 


1 


8736 


MPGQILVKAAQLFQQKAKSFHRMVLEQ 

LGIYWETNKPGPFHPITHENEFEMNHRG 

ECKTKNYKTSRRKYRRTSLTPRGQQSFL 

RIQKIGQRYLQYIYQAKASNPECTKNSC 

KFKDKQPDRNMGKKTLESDKEGLRPKA 

PIPAPDPVAGRTLIGKEHVPILWGGVLAS 

GTSCSLSPAGSPVHPTTLRDHQLGPPQPL 

WSCLELQPHQTHNKFVGRGGAKERDRN 

LARACPPLSQGQWQRPGLNTTrNIPAGE 

NLNL 


947 


8998 


C 


1892 


377 


463 




948 


8999 


A 


1893 


753 


3000 


KLEPCGGTPGPRAGSGPCQDPHIPPEGVG 

GSPDGPGAWPAPNTHSASWSWGPHPEC 

PPPA*AADCRGTDRSES\PASPVCPLSPNS 

QRPPHLEAPGYLPGGSSRTQPAV/PTCSP 

PGIP/AVPALCP*PG* KTT/Pl YTEAGKLAT 

SAPGT/PPRQLSPGNAVYCLPPDTHTQPG 

RAGLAESAPYPEAQPAGVGQEGDAGTE/ 

PGPSCQTQH*PPQEPLLGPPPQL/PPTSQQ 

PEGGALHSWPQRWPRKPFPDP/Pl/PVRP 

VWSAKPWNT*RRSPPGAPSPTRTAMGTV 

TTPCPRPSPDSICHVPLALPGAPAa>AQILD 

LLPRQALRTEPSAPEPLAGYGDSPWLCG 

MAVSTGPVLPWLRNGPRTNHSC/CRSRN 

FASALHGAA\PSKSFIRR*WGRTP*PAGC 

PF/PGLGIVPRSTSSAPTQLGSGNVAVVG 

HVRVLPSFHSDGFLQPMSSSGSLAQQSV 

WASLGSEQQQVPMLPPASPGTPAARAGP 

VQFEQCLLQSPTWKPYP/PARAFQAVP*S 

RMVCPEAGPRSQQ/PA*QPPGLPPPPPAT 

RVG/PPDVKGRGRLGSPGRPA/PPACMSP 

PPGGSSQRFPPSGT*EAE**QFAmGDGPA 

PTFSCPMGKPASPCPVRAVPPALPDVLTL 

GNTAALGGSLKAFGNLQPSLDNS\PVPn 

LLEGPTEPQPPRTTSAPKECSSSPTMPGV 

GPWVTGTSGPJ>TFLSPFFSYEEHFKVLLF 

KEITVQQAAEDGFHHRPFPRNKO 
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949 


9000 


A 


1894 


3 


576 


LTRIPFLGAKYAPVIFA/EGA/YQ*QRS*T 

EIQMACFKQATRWVKC/DPRHGKYMAV 

CCLLYRGDWFPKDVNAAIATIKTKRSIQ 

FVDWCPTGFKWGINYSPPTWPGGDLA 

KVQRAVCMLSNTTAIAEAWARLDHKFD 

LMYAKRAFVHWYVGEGMEEGEFSEARE 

DMAALEKDYEEVGVDSVEGEGEEEGEE 

Y 


950 


9001 


A 


1895 




1636 


LVGDGNPGPGVCSCRLRLLlPYPLCGECn 

S1\HVGQAGVQIGNAC\WELSCL*HGIQPD 

GQMPK*PKFLGEGDDSFNTFFSETGAGK 

H\VPjRAVFVDLEPTVIDEVRTG\TYRQLF 

HPEQVITGKEDAANNYARGNXYTIGKEII 

DLVLDR!\RKL\ADQCTGLQG\FU.VFHSF 

GGGTG\SGFTSLLDE\RLSVDYWQESPSL 

EFS1YPGAPRFPQPWEP\YNSILTTHT\TL\ 

EHSGLCPSWVENEAIYDICRRNLDIERPT 

YTNLNRH\SQIVSSITASL\RFDGALNVDL 

TEFQTNLVPLPRHSTSLRPTYAPVNPPS* 

EKPTH\EQAFCSRRSPKCFAFEPSQPRWL 

KCDPSPMGKYMV!AaCLLYR\GDVVPK\D 

V\NAAIAHPSKPKRS\1QFVDWCP\TGFK\ 

VA1MYQPP\TVVPVGDLA\KVQKTV\CML 

SN-UTAIAEAWARLDHKFDLMXYAKRAXF 

VHWYLG\EGMEEGEFSKA\REDMAAL\R 

KDYEEVG\VDSVKG\EGEEEGKGILIIHSL 

FGPCSMSCSQNFSFSLTDRR 


951 


9002 


A 


1897 


2 


350 


SQVDR*QSEPES1RJCREDHMERLQAFDA 
NSRKQEAEWKEKAIKELEEWYARQDEQ 
LQKTKANNRVA\EKLSTNNPSLT*LVMS 
EEAFVNDIDESSPGTEWERVARLCDFNP 
KSLD 


952 


9003 


A 


1898 


2240 


2492 




953 


9004 


A 


1899 


1 


906 


ATAVVSVGRLVFVSTGCVRAVQLPAMA 

ELDP\FGAP\AGAPGGPALGNGVAGAGE 

EDPAAAFLAQQESEIAGIENDEA\FAILDG 

GAPGPOPHGEPPGGPDAVDGVMNGFYY 

\QESNGPTDSYAAISQVDRLQSEPESIRK 

WREEQMERLE\SLDANSPESKKQSWKEK 

\A1KGA*KEW\YARQDE\QLQ\KTKANNR 

VADESFLQTTLR*RDWLCHKHKPSLLQP 

RTGQPEEALFK\DLEGLSPSNEWE\RVAR 

LCGL*PPSLSKQA\KDVSPHGASVL1\SLK 

AGPRWGHLKSHPVETLHLQYLNPTQ 


954 


9005 


A 


19 


12 


288 


FGGGYIPTWGKGEGlLALELNHDiSREFC 
SAPALASRPPPTPPPLLPPT/PPLPAPRSPA 
DATPRRVGGPLR*ALKPRAPGPGWSRRR 
CRSWW 


» 955 


9006 


A 


190 


792 


1061 


GSGV*DQPGQHGKTPSLLKIQKLAERGG 
GHL»SQLLRRLRQENHLNPGGRCaSEPR 
LLHCTPAW/VNESKTSSQTNKKISQEWW 
CVPIVL 


956 


9007 


A 


1900 


29 


852 


PSRSLVRVA^FAPQRWLPGVVSVGRLVF 

VSPVGVRAVQLPAMAELDPFGAPAGAP 

GGPALGNGVAGAGEENPAAAFLAOOFS 

EIAGIEN\DRAFAIL\DGGAPGPQPHGEPA 

GGPDAVDGVMNGEYYQESNGPTDSXYA 

AISQVDRLQ\SQPES\IRKWREEQMERFG 

KPFDANSRKQEAEWKEKAIKELEEWYA 

R\QDEQLPENQKANNR/AQTEARPL*NDI 

D\ESSPRPLKWGNGWPRAV*TLNPPKS*A 

KOAOKMSPPHDASVLILPLKAGPRWCH 


957 


9008 


A 


1901 


1 


585 
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958 


9009 


A 


1902 


2 


537 


GTLRRDFNHIN\\^LSLLVKKXKRLRVDT 

MLGQQKRNWPTRSGLFGSHVQDHDQG 

VLPLGFPLPRMRVLCMPHFPQSTVVIPGR 

MGSSLLia\RNFLGVKNTI\RRVR\MRPGC 

CLVQYPQAQKDELILEGN\D1EL\VSNSAG 

\LIQQATTV*KQGISGNFLDGIYVSEKGTC 

SCRLMNKI 


959 


9010 


A 


1903 


560 


898 


KCNTECFGSLMHFVWLFllHIFLRQQGR 
SVTVRLECSGAILAHCNLRLPGLSNSPAS 
ASRVAGTTGTCYRIQLIFVFLVETGFHYV 
GQAGHKLLT\*VIHPPQFFKVLGLQV 


960 


9011 


C 


1904 


224 


379 




961 


9012 


A 


1905 


1249 


1642 


LGCYPGPFIHPVKWKDFPDPCEISVTGVC 
VC/G/GVCSCGVCG/CG/CGCLPGGKGICK 
YI*ICSQIL 


962 


9013 


A 


1906 


415 


656 


SLPRSPLGRGTPSPQHLSSNLNLASLYHP 

HEITPWIIFSSSGSS1*TPLTPSFYPSPTNCD 

PQIFDPQTPVSGCRLASSQGPSLSNPTSNL 

SGPQIPFASYPCLLLAPHPSLPASRPQSCP 

SPKTWAPPS 


963 


9014 


A 


1907 


1 


417 


TISWNTGPRARSRARGSSTGLDGCVGGG 

SGGNSGLPCPDLEPLGGLQSKCRLCAPT 

EARGLWS/KVPLFRQVRHLALHACGCRE 

AWPPPGPPPLLVALCFHLKALPSRGSRA 

GREAVSKHLKFAMLAGGRVCGSRRVLS 

M 


964 


9015 


A 


1908 


1 


438 


QCTPSSAADCPELTACYGFSS*PS*GPSPL 

PWRPRMCESWVLHLPPTPQCFSWDIGPS 

EVMVRPLGWDTLRGSMLPW*GAGERA 

GKPLPAPADASPHRSGTGFDRAAGGRGR 

RRCNRSEEGVIPFAAPRLLPPHAFWRVFP 

HWETT 


965 


9016 


A 


1909 


113 


704 




966 


9017 


A 


191 


2 


343 


LLFFFFFEMESCSVTRLECSGVISAHCKL 
C/LPGFKRFSCLSLPSSWDYRRM/PPRLA 
NFLYFWEMGFHRVAQAGLKLLSSGNLP 
ASA/F/PKY*NYRRDDASLAACSTFLGLG 
LLWV 


967 


9018 


A 


1910 


317 


470 


NYPMSVVP\QD\MWRKSHAA/HILREMSS 
K\TAAQL*WNNAYFGSSKGLSCVWP 


968 


9019 


A 


1911 


147 


850 


MAASGAGAEVSGR*GREPPPALPPAP\CG 

P\RRRRSPP*LPKTYRFFSLWQRGRPDRSS 

APAGNSGLPCPDLEPLGRAARSKCRLCA 

P\TEATKACWK*GPSCFRQV\RH\LALHA 

CGCR/EG/LGLPQGPPTSAGLLCAFTLKA 

LPSRGSPCKEEKLSASTSNFSHAGCGRVC 

GSRRVLSML*FSGLICLP\LSVVPQDM*RK 

\SHAAHLR\EMSSKACRSAFDGNNALFLE 

VSKGLSCVWP 


969 


9020 


A 


1912 


119 


1001 


GSRTKGRAVPECACAPVGAGEGRPAGV 

AVSDGVIKVFNDMKVRKSST^EEVKKR 

KKAVLFLP*VRTKNNIIL\EEGKEILVG\D 

VGQT\VDDPYATF/VSKMLPDKDCRY\AL 

Y\DATY\ETXE\SKKEDL\VFIFLGPPESAP 

PlJEQNGI^lPSSQGlvr oKJvUo W 1 vjJJoorlb 

FAKPNCLPKEGQGTACTLAREAGGQVP 

VYSPGRAKPFVSPFWPPCLGASGSPQHL 

APWGFAGCPPFLQRPGRAWGGSPAGGG 

EIPLNPSCPKQTPPNPPGNFPSPSNPLDGF 

WPFPKLLFESFDSSWG 



243 
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970 


9021 


A 


1913 


361 


1785 


LPLPRWKVLLPRDILGPRKINEVSSSDDK 

DAFLCEQTSGDILKKTSEVVKSSPLGVTP 

LFMQSNVINSTAIVKTLAATGTGFDCAS 

KTDIQLCAESRGVPPERIIYGKSFVKQVS 

Q1KYAANNGVQM\MTF\DSEVELMKV\A 

RGTFPKAKVWVLRIAVTDDSKAVCRLSV 

KFGATLRTSRLLLERAKELNIDVVGVSF 

HVRSGCTDPETFVQAISDARCVFDMGAE 

VGFSMYLLDIGGGFPGSE\DVK\LKFEEIT 

RP*STQPLDKYFP\SNSWN*KS*LEPG\RY 

YVASTFDALQLISFAKKICIKRNQTGS**P 

KIESELSRPLMY\YVN\DGVYGSFNCILY 

DHAHVKPLLQK\RPKPR*RRYYSSSIWGP 

TCDGLDRIVERCDL\PEMVIHVGDW\MLFE 

NMG\AYTVUAASNVPMLPRGPnYYVM 

SG\PAWQ\LIQQFQMP\GFPPGSRRQPGCP 

APCPVFCAW\ESGMKRTRASPVPSG 


971 


9022 


A 


1914 


501 


746 


ARSSLVLLFIYIFRDRVLLCHSGWSAVVQ 
SWFTAALISQA*VILK*FSHLSLPSSWDY 

RQVSPHPANF/SYILFCRDR/SFTMLPRVG 
WNSWAQVLLL1QPPKVLQL*AGCHGSCL 


972 


9023 


A 


1915 


156 


166 


VLFLKRPYLVQDAVLWLFTUHSHSTLEL 
LGSSYPTTSAS*VKHSNSNIMKFKVPVLN 
ECTMQLGTKTMllKVLVKSYF 


973 


9024 


A 


1916 


452 


1017 


SLHGISRPHLPTGRLLGPETCAGFSRFGQ 

NESLTPFVTSDR\SKNR\KRHFKAPFPHFE 

GK1MSSPLSKE\LRQDVQLCGSDARS*KD 

\DEVQW\RGHL*GSAKLAKVVQ\VYRK 

KYV1Y1ER\VQR£KAVNGTTV\HVGHFTPS 

KQVV1T*G*NWDQRPAKRSLRTGKPKSR 

\OVGKGKRGKYKERTMEKMOE 


974 


9025 


A 


1917 


3 


474 




975 


9026 


A 


1918 


1 


246 




976 


9027 


A 


1919 


373 


560 


SQLKNAKFNLSRPLPPNVY*DKGQYVTS 
QLYQNAAQPIFKQAFAETCAHHTNTIQD 
QAPRRl 


977 


9028 


A 


192 


2 


447 


KEEIIPIL*NLFQNIKAEGILRISFNEAR1TL 
1/PKPN/RAITRKINPIDQSLMDRHAEILNK 
ISAN*JR*RMKRIIPHGQVRFS*GMWGWF 
NIRKQINVIHHTHSLKKKNHMIISINAEKE 
FDKIRKLLKLRN1YKRGI*LT**VMVRNS 






A 

A. 








SYE\DMRFLITHNPTNATLNKFTEGT*GS 
MGVTDFGFGVCGWLHMDKXAPVWKKE 
GFHVL\DWVPF\DDGSSTPLIQ1VGWIGFK 
PV*KTKFSCKSHGCCVUVHCVGRVGEG 
APViyVLALALD\VNVGMK\YEDAVQFIR 
QKRRGAFNSKQLLYLEKYRPKMRLRFR 
DTNGHCCVQ 


979 


9030 


A 


1921 


2 


1059 


GRVGFFFAGNPGSDSFGGLLLGLTPVLR 

WVADGGTIPKRHE\LVKGPKKVEKVDK\ 

ETELVAQWNYCTLS\QEILRRP1VACELG 

RLYNKVEPVIEFLLDKSAEKALGKGSISH* 

NALTNC*QS*KLSDNPCPGKGIKGNTKG 

DK\HDDLOAGASFI/CP/LVGGPGRWNGR 

HRFLLPSGGCGLCCFS*AEPWKEIKAEFC 

HTCGAGLSRRMMIIVLNGTKEDVDVLKT 

RME/AEKAVERSFKRISKKPKAAESVSKT 

QMSVEGSPRAHQKLRPGKP*RSPALDSR 

EKKTNLAPKSTAMNESSSGKAGKASVW 

SHKEVHR*PVKNRKPNKSLFTTHSFRQS 

APKEGVCPTGVHPTRPTCF 


980 


9031 


A 


1922 


272 


467 




981 


9032 


B 


1923 


131 


268 


XFVTCPNEKVAKEIARAVVEKRLAACV 
NLIPQITSIYEWKGKIEEDX* 
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982 


9033 


A 


1924 


2 


353 


GSPP'RQPSPASDSGSGYVPGSVSAAFVT 

CPNEKVAKEIARAVVEKRLAACVNLIPQI 

TSIYEWKGKIEEDSEVLM\SVHPYEVAEV 

lALPVEHGNFPYLQWVRQVTESVSDSIT 

VLP 


983 


9034 


A 


1925 


70 


357 




984 


9035 


B 


1926 


120 


839 


MSGGRAPAVLLGGVVSDRPRPAPSGPRS 
LDRYPHPKSQRRFAKEIARAWEKRLAA 
CVNLliPQITSIYBWKGKIEEDSEVLMMlK 
TQSSLVPALTDFVRSVHPYEVAE* 


985 


9036 


A 


1927 


259 


935 


GASLLLSFVWMPALLPVGLPAFLFANPE 

SLLTMG/SLGSPSDPSPRPASDSGSGXYVP 

GSVSA\AFVT\CPNEKGSPREIAR\AVGGR 

RRLA\ACVQPSSPQmPSMKWK\GKDSR 

EDS*GCWMDGFKTQKFPWVPSFWTDFV 

\RSVAPYEV\AEV1\ALPVEQG\NFPYLQW 

VRQVTESVSDSITILAMMSPVPAHHEDP 

RDTSKAFLTFQVMTWAPNKSRLWVKKK 

KKSR 


986 


9037 


A 


1928 


285 


476 


LLKHLINNMMVSKTTWLGVLAHTCNPS/ 
TNFLGGRGGRIS*GQEFEASLGNMGRPC 
LYKNRQKTN 


987 


9038 


A 


1929 


218 


602 


NGGQAVAHACNPSTLGGQWRVDHLRS 

GVRDQPGQRGETPSLLKIQKLAGRGGAR 

LWSQLLRRLRQENRLNLGGGGCSEPRW 

H\HCIPAWGNKKE*NGNYAQRMGERWL 

TGLKHORNGEDRTVRELSGR 


988 


9039 


A 


193 


128 


363 


VHTWMLSSP*GPQPGVFHAQIRGCPFLSP 
*R\CQFQVFSLFYFDLLWVFTILFFFLEAE 
YHFVARLECSGLISAHCNLC 


989 


9040 


A 


1933 


2 


355 


TSMLGCTVLFLRA^CVYSWCNVLATVW 
SSLV*RSLRICLHLVS/WSFVTDCKACYN 
TGMLFYSDY**FVYYF*YYCFFLCSLFFS1 
CLLMYFNIFFF/CNFMFDCYILLLSFYFIIL 
YHYF 


990 


9041 


A 


1936 


139 


782 


GLHHGCSLGMEEAAGRGDRSRSRCRAP 

QHHRPPPPLSCQQPRLLGEAGRGGVRGK 

HGSL*KQAPPPRGRAETPGLANHTLPPR 

VPP/SEGQQHPREGQGLHGGPGEKGKPH 

RRKLKASVPCVSAERVNGPKGSSLQTAR 

IHPTGGHRKPTGAVCVCACAAHTSAAR 

GPLRPHHTACPAHVCTRRCRREHTPPSL 

\^ I KVrlyoOr UUooLLrl V VLoKA. 


QQ1 




A 
/\ 














A 




3** J 




I YMI TRMRI KFnRAKMVESIFR**FILE* 
SVLS/RIMKPGMYPVLNRWVKCGNSSSV 
SYPEEKVVGWLLICFI 


993 


9044 


A 


1939 


345 


511 


ARDATFVNGLDYLITLPYCGWKDCKKK 
CPLRQFP*PFNCCFFLVVFVRV*KHSLP 


994 


9045 


A 


194 


233 


598 




995 


9046 


A 


1940 


827 


2660 




996 


9047 


A 


1941 


478 


1150 


SMPWQIGRSSVSAPPTITPTSSTASWTIVS 

STIWSPHVPATTICVSTLHWTVVRRLLVII 

SKIIVISTSIISSSIVVITTSVAPTLVAISRSS 

TTISSSSSSITGATSKIATSRSSSSAGSRAE 

VLLAELFLEQRQFSLQRQDESGSCSSAEI 

SLISLGCGKSG*SD*VRDGERKRNSSVSS 

LLVA*ALKJ>QIGCV*GTTTNNGESLQTVW 

**G!LQAKDOEDLVL 


997 


9048 


A 


1942 


123 


734 


LFKSAIKNGLQHELHCRKWEKKQNG\KS 

KKVQ\EAE\PVESGVEKVLDRRV\VMGKV 

EVYFLKWKGFTDADNTWEPE\ENL\DCPE 

LD*SRFLNFSRKAGQRKRWVPKRKSLSD 

\SESDDSQIHRRKRDAADQPKEDFARG\L 

DP*KK*LGAHRPASGEVLMFL\MKWKDS\ 

DEADLVL\AKEANMKCP\QIVIAFYEEKP 

TW\HSCP\EDEAO 
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998 


9049 


A 


1943 


1092 


1285 


IDVCVCLALLLRLECSSVISAHCSLCS/SG 
SSDPPTiSAS*VAGTTTACHHAQLIFGFFFF 
LKRWGF 


999 


9050 


A 


1944 


76 


532 


LPRPRSRLTALPPPPSFLQTPKSRALMAG 
LEVLFASAAPAITCRQDALVCFLHWEVV 
THGYCGLGVGDQPGPNDKKSELLPAGW 
NNNKDLYVLRYEYKDGSRKLLVKAITV 
ESSM1LNV\RTYKNSEELRSR1VSGIITP1H 
EQWEKANVSSP 


1000 


9051 


A 


1945 


109 


1008 


ALPPPPSFLHTPKSRALMAGLEVLFASAA 

PAITCRQDALVCFUHWEVVTHGYFGLG 

VGDQPGNPNDKKSELLPAGVANNNKDLY 

VLRYEY*GWGPESFLVESHSPWESSIDSS 

MLLGIMGSQQSWQI*PLNLG*LFSMAEH 

LGDFHRTYKNSEELRSRIGA\GIL\TPIHEQ 

WEKANVSSPHREFPPATAREVDPLRIPPH 

HPHTSRQPPVWCDPLGPFWGGEDLDPF 

GPRRVG\MNV\DPLRSGLPUIAFNDP\SSG 

LPNRL\PPGVAVPQGAGFDPFGPIG\TSPPG 

\PNP\DHLPPPG\YDDMYL 


1001 


9052 


A 


1946 


152 


991 


RKTKCVTRPAVVFQSPLTSRSSRASACE 

VAFPRGQPRKGPKRDNWILGTRPS WVA 

VCSSPRLGLSR\EYKLVMLGAGGVGKSA 

MTMQFISHRFPEDHDPTIEDAYKIRIRIDD 

EPANL\DILDTAGQAEFTAMR\DQYMRA 

GEGFIIC*LLSRIRRSF\HEVPESLNQLIY\R 

VRRT\DDTPVVI7VWGNKSDLQTA*DRF 

TKGRKGLALAPENSSCPLFWRTSGCHTR 

\YY1DGCFPHAP\VREI\RRKEKEAV\LA\M 

EKKS+APKTSVWKEAKNHPFRKKKDSV 

T 


1002 


9053 


A 


1947 


305 


406 




1003 


9054 


A 


1948 


372 


501 


RP0AVAHSCNS\STLGGRGRW1T*GLEFE 
TCLANMVKLCLFHLY 


1004 


9055 


A 


1949 


441 


812 


ITTHLYISKPLLCTPMKTYNYYLSIAKJKF 

♦FSLLRQGLALSPRLECTSTITAHCSLNLP 

GFKQSSHSQPSE*LGTTDTHHHIQLVFL1L 

/AETEFCHVAQGGL/NIS*VQLIHLPQTSK 

VLGLQM 


1005 


9056 


A 


195 


38 


1222 


EPESCSVTRLECSGVISAHCNFR/LPGFKN 

FPASASQVHGTTGTPHHAQLI\LYF*VEE 

QGFPPMLAPGW1LGSP*PLMDPAPSLALP 

QSAGDPQP*AHPHPGPSYLFLFICERENYE 

RPKI1*LNPLPLAQGKKMEFALI\WVMKH 

TQ*lRNNHlFSKRQKyC*DL*SYMVAYFW 

VGKK*EKNITSLTGNDTF* *KILLSFPTRM 

IHCKAKIIY/IAKFFFWRRSLTSVTLGWSA 

VWHNLSSLQPPPSGLKRLSHLNLPNT/W 

DYRPPCPANLCFVWVWLLFVFW*RW 

GF\TMLARLISNS*PQ/CDPPTSASQSAEIT 

GMS/HPCLAMGFVFHLTL*KPPFFKDYM 

KSFFQFFKYLIQG*CSLV*GVRYRSSLIFF 

F/CFFETESCLVTQAGVQWRDLGSLOS 


1006 


9057 


A 


1950 


2 


370 




1007 


9058 


B 


1951 


209 


524 


MLLSLAAFSVISVVSYLILALLSVTISFRl 
YKSVIQAVQKSEEGHPFKAYLDVDITLSS 
EAFHNYMNAAMVHINRALKLIIRLFLVE 
DLVDSLKLAVFMWLMTYVX* 


1008 


9059 


A 


1952 


3 


[ 463 
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1009 


9060 


A 


1953 


49 


1129 


RDLIEFSCRIILFPLPSLPPRISFHPSPTLAR 

VAMAEPSAATQSHSISSSSFGAEPSAPGG 

GG\SPGSLPRPWGPKSCSSS\CAVHDLIFW 

RDVKKTGFVFGTTLIMLLSLA\AFSVISV\ 

VSYLILAL\LSVTISFR\IYKFVIQAVQKSE 

EVGHPFQKPMWNVDITLSSKSFSINNMNA 

AILHINMFLKi^IIRLFLVEDLVDSLKLAVF 

MWLMTYVGAVFNGITLLILAELFIFSVPI 

VL*RKYKTQID\HYVG1ARDQTKSIVEKIP 

SKTPLGIAKKKGRIKYMETRNATSYLKH 

HLISYNVVTCTMKENTQCQLEPAFQAFF 

LIWCFLPSFPFNPQSSSTKIDGLIKDLFLD 

I DDDtfXrOTC 


1010 


9061 






46 




<?riTPMrtHT7TPPn\VATI\TQI U/OL^Xl/xn/cx 
oi^i rivjvjnr J J&cLfxn^l IMoJuWOivWW Vli\ 

DAGGETVLGRL\LWYPMGPQRFL*PALG 

NLSSASAIHGQPPKSRAHGQEGC*RSLG\ 

DAIKAPGIDLQRAPFAQA*SELALVDKLA 

MWDSLRNFKASWGKFCLVDPFLAIPFSA 

KEFHPLRCQVFLGQKDG 


1011 


9062 


A 


1955 


1 






1012 


9063 


A 


1956 


I 


813 


MKEENLCQAFSDALLCKIEDIDNEDWEN 

PQLCSDYVKDIYQYLRQLEVGXLQSINPH 

FLDGRDINGRMAIAILVDWLVQVHSKFR 

LLQETLYMCVGIMDRFLQLSLPAEDREA 

LGTSSPQHSGALGDVGYKSGFILSPHPC 

MSKIEPEDEKLSFLFIGPFLKNPSPRANG 

DPMFLCLNEDEAQQLEETKWTGCQKQL 

CDPLSEEVKTGEKLVQTKGERTSRIREV 

QFLAQNHTTRRWQSWDLGTSSLTPEPVF 

SLEINVREQRDEDNIQVLRG 


1013 


9064 


A 


1957 


1 


1390 


EATASKIPSAAGSESSPNGASYASVPPFS 

VRVPPWAGLALLPSPSLMALLRRPTVSS 

DLENIDTGVNSKVKSHVTIRRTVLEEIG\ 

NRVTTRAAQVAKESSGTPKFQVQPTKTT 

NVNKQUKPTASCQTQYQMGKVWLPKG 

PSPTPVEDVSWKGRESLPiaFSDALUCKI 

EDIDNEDWENPVRLCSDYVKBIYQYLRQ 

LEVLQSINPHFLDGRDINGRMR\AILV\D 

WLVQVHSKFRLLQETLY\MCV\GIMGSD 

F*QVQPVSRKKLQLVGITALLLAPKYEK 

MFSPNIEDF\VYITDNAYPS\SQIREMETLI 

LKELK^ELGRPLPLHFLRRAS*AGEVDVE 

QHTLAKY\LMELTLIDYDMVHYHPF*G* 

PAAAS\CLSQKVLDKGKMEL*SQQYYHIC 

DTQENEVLEVHASTMAQECGAK*MENL 

JNI^INdiOn^lUlvT/iivi^V^ I Jr JVloMIJrv^JLNo 

KAVKDL\ASP«JGRS 


1014 


9065 


A 


196 


526 


835 


FNLNFTVSLRTHSPLIPFFSSNERIKPGKS 
TIDGPWTRRTRL*RKNLWMIQ*LWDFLF/ 
VLFETDSSSVARLECSGAISVHYNFHLPG 
SSDSPDSRSMPIVDRO 


1015 


9066 


A 


1964 


33 


513 




1016 




A 


170J 






LSITKKSSPSVKPAVDPAAAKLWTLSAN 

DMEDDSMDLIDSDELLDPEDLKKPDPAS 

\LRA\ASCGEG1CKRKACKNCTCGLAEEL\ 

EKEKSREQMSSQPKSAVCGNCYRGAMPS 

GCASCPYLGMPAFKPGEKVLLSDSNLHD 

A 



247 



wo 01/88088 



PCT/USOl/14827 



1017 


9068 


A 


1966 


29 


1270 


FPFWPAVFQVCQYCTARMADFGISAGQF 

VAVVWDKSSPV\EALKGL\VDKJLQAF/TP 

GNEGRVSV\ENIICAAVAILPTKNPSFGHY 

FVQ/CLVPGICAPLWHSA*DFWAGNPPGF 

LRPGWMFFFLKEPVETAVR*Q*AKWKT 

ASKL\CSAL\TLSGLV/EKLKELQREPLTPE 

EVQSVREHLGHESDNLLFVQITGKKPNF 

jc> V vjooi\.v^ijrkX«oi I fvivooi o v r^rrx v urr\/\/\ 

KLNWTLSANDMEDDSMCIFCGCSLTHRW 

PLEHWQVE/IMMDQPKRRTRVD1\FFTP 

RTPKFPSRSPASHFSFSIKQKT/TRPVSLIA 

LNTUQDLIDSDELLDPEDLKKPDPSLLR 

AASCGEGKKRKACKNCTCGLAEELEKE 

CPYLGMPAFKPG\EfCVLLSDSNLHDA 


1018 


9069 


A 


1967 


3 


498 


LANRAIMSHKQIYYSDKYDDEEFEYRLV 
LAREQLATGRELWPLRAQGISNRN*GDR 
1GACVRDMSCCPKDIAKLVPRTH\LMSES 
EWRNLGVQ/QRSQGWVH\YMIHEP\EPH1 
LLF\RRPLP\RKPKEMFCLGKLTFQPSSFYT 
AGPYLPNIFLDNIIYVGLLVFFTFDI 


1019 


9070 


A 


1968 


1 


690 

4 


RRKAFPKRLPKMAEVQVLVL\DGQG\HL 

Lu\KLA\Al V Alv\V^ V LLOKJvuOl^o Y ACJbol 

HI\SGNFLQNQVCSTLAFPLQAmMNTNP\ 

SQGP\YHFG\APSRIF\WRTVVRGMU.PHKT 

KAEARPLLD\RLKVFDG1PPPYD\KKKR\ 

MVVP\AALK\VVRFEAYTESFAYLGRL\A 

PEVGWNAIRPVTAPPGGERGKRKAKIH\ 

I KJvrwrv^ LuVl KbVKJS.V(i AKJLC* I W KiSJr>w i UK x 

TEVLKTHGLLV 


1020 


9071 


A 


1969 


2064 


2561 


KRFWSFALFYYLILKLL/CIDSIVRIGTILY 

STVLFFIFLKFKV*LVL1TF]QIFAIFFGSET 

r ^Ki V VI V *r L.L»lr JMrr oK V LiLJLiOCVJiv v v u 

QLIVLLGLNFHIVFTVYGEWGIYYSILN 

K/AVIHFFIKVA'FHVKFLFLYVLLLSYIT 

QFLF*KSSFVEVLVK>J 


1021 


9072 


C 


197 


7 


276 


MQWRDHNYCIFXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXLARPFI* 


1022 


9073 


A 


1972 


786 


1502 


PPPTKKEMFVPYSPEQRIETSIPPPFKGTG 

RP/PGQGRTWERPPFSLEGKAGALPPLLS 

PRTTKGEDPSETLAQGSGQEGDCLNRW 

QHLH*SAFRPSSAEPFTRKRLEGGPAPLR 

YPGAGNEPGRDAEGRP*GALAGRPRWP 

PSHGRPPPAPCHPASRGGTARKTP/GRST 

I^DPPITPPPPI f^TSAT^nX^ AWA'MCtOVnnA 

MSPHRGAGPASPSRFFSHIKQGRAIPHVS 
SRLHFSPSSSGSR 


1023 


9074 


A 


1973 


8 


234 


SAQMAVTTADPRVRPRVRTQLCSLASLI 
QTLLVHLT\PEEKSAVTALWGKVNVDE\ 
VGGKALGRLLVVLPWDPKRSFQSPLGES 
VPTP*MKVGGKALGRLLVVLPWDPKRS 
F 


1024 


9075 


A 


1974 


1 


169 


NLYISNLPLSMDEQELENMLKPFGQVIST 
RMLRDSSGTSRGVGFARMESTEKCEG 


1025 


9076 


A 


1975 


2 


219 




1026 


9077 


A 


1976 


17 


795 


HSTAKLY*HSTFAKRSHRNPQHPYV\P*IS 

KSLTSSINNSSTSSNSGWDQLSKTNLYIRG 

1 PPHTmnnt Vlf l COPYGKIVSTNAILHK 

TTNKCKGYGFVDFDSPVAAQKAVSALK 

ASGVQAQMAKQQEQDPTNLYISNLPLS 

MDKQELENMLKPFGQVISTRILRDASGT 

SRGVGFARTESTEKCEAV\MVQSPSWTQ 

PQPYILQHPGAVLTPSMEHTMSLQPASM 

ISPLAQQMSHLSLGSTGTYMPATSAMQG 

AYLPQY 
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\021 


9078 


A 


1977 


3 


1421 


CLRRLHEFGTRPPPTPPLPSSPERERQESP 

RLGNPKVSATLHGRLPSSFMGKVWKQQ 

MYPQYATYYYPQYLQAKQTLVPAHPM 

APPSPSTTSNDNHR\SISSNSRWDQLSRTN 

LYIRGL\PPHTTDQDLV\KLCQPYG\KIV\S 

TKGNFGIRTTNNCKGYGFLFDF*QPMQQ 

LKKAVS\ALKASGGSSSKWAKQQGQD\P 

TNLYI\SNLALSMD\EQELENMLKPF\GQV 

ISTR\ILRVDSSGTSRGV\GFARMESTEKCE 

AVIGHFNGK\FIK\TPPGVSCPHRNLL/CV 

LSFAGWEGQEKGDRTPNKYIPNGNRPWA 

♦EEGRGETLLGLTLT/YTDPTTAAIQNGF 

YPSPYSIATNRMITQTSITPYIAS'AVHAFQ 

VQSPSV\AMQP\QPY1LHDPGAVLTPSMEH 

TMSLQPASMI\SPLAQOMSHLSLCSTGTY 

MPATSAMQGAYLPQYAHMQTTAVPVE 

EASGQQQVAVETFNDHSPYTFQPNK 


1028 


9079 


A 


1978 


2 


1440 


NSGPSSFMGKVWKQQMYPQYATYYYP 

QYLQAACVWKAFGNTK*KGRVKNRKML 

VGWQTL*TLLFLVGQKNQSLVPAHPMA 

PPSPSTTSSNNNSSSSSNSGWDQLSKTNL 

YIRGLPPHTTDQDLVKLCQPYGKIVSTK 

AILDKTTNKCKGYGFVDFDSPAAAQKA 

VSALKASGVQAQMAKQQEQDPTNLYIS 

NLPLSMDEQELENMLKPFGQVISTRILRD 

SSGTSRGVGFARMESTEKCEAVIGHFNG 

KFIKTPPGVSAPTEPLLCKFADGGQKKR 

QNPNKYIPNGRPWHREGEVRLAGMTLT 

YDPTTAAIQNGFYPSPYSIATNRMITQTSl 

TPYIASPVSAYQVAKETRENKYRGSAIK 

VQ\SPSWMQP\QPIYFYQHPGAVLTP\SM 

KJiTMSL\QPASMiQPFWPQQMSPSVH*G 

OHPPPVI4AI f^P^Ql CVf^AI 1 /^DrvV/^TVO 

RLTAVPC*GRQSGQTGRLAVRGRLNDPF 
SIYRFNPNK 


1029 


9080 


A 


1979 


104 


340 


TGQSYKKRKFKWLKQINRYLTSFLFA^F 

KEIRSHSVA*TLEHSGAIMAHCSLICFLGL 

SNPPASASQVAGTSGVQYHTSLI 


1030 


9081 


C 


198 


2 


28 


MIDTHTPS* 


1031 


9082 


A 


1980 


118 


528 




1032 


9083 


A 


1981 


1 


864 




1033 


9084 


A 


1982 


3 


4258 




1034 


9085 


A 


1983 


44 


1360 


VWDCPGLRWASFYLRLSWRAHRPQCGT 

ISFVTVNAEEQEKQFVSSRTKQKAKEEK 

LEKCGEDDETIPSEYRLKPATDKDGKPLL 

PEPEEKPKPRSESEHDELSEDFDLSECKE 

KPSKPTEKTEESKAAAPAPVSEAVSRTS 

MCSIQSAPPEPATALKGTVPVDDAVEALA 

DSLGKKEADPEDGKPVMDKVKEKAKEE 

DREKLGEKEETIPPDYRLEEVKDKDGKP 

LLPKESKEQLPPMSEDFLLDALSEDFSGP 

QNASSLKFEDAKLAAAISEVVSQTPASTT 

QAGAPPRDTSSDKDLDDALDKLSDSLEQ 

RQPDPDENKPMEDKVKEKAKAEHRDKL 

GERDDTIPPEYRHLLDDNGQDKPVKPPT 

KKSEDSKKPADDQDPIDALSGDLDSCPS 

rTETSQNTAKDKCKKAASSSKAPKNGG 

KAKDSAK1TEETSKPKDD 
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1035 


9086 


A 


1984 


159 


2467 


EKKGSYEKKAASLGSSQSSRTYAGGTAS 

VTKVSAFSGATSKSYSMNPTETKAIPVS 

QQMEGPHLPNKKKHKKQAVKTEPEKKS 

QSTKLSVWHEKKSQEGKPKEHTEPKSLP 

KQASDTG\SNDAHNKKAVSRSA\EQQP\S 

EKSTEPKTKPQDMISAGGESVAOITAISG 

KPGDKKKEKKSLTPAVPVESKPDKPSGK 

\SGMDAGL\D\DLIDTLGGPEETEEENTTY 

TGPEVSDPMSSTYIEELGKREVTIPPKYR 

ELLAKKEGITGPPADSSKPIGPDDAIDAL 

SSDFTCGSPTAAGKKTEKEESTEVLKAQ 

SVAGTVRSAAPPQEKKRKVEKDTMSDQA 

LEALSASLGTRQAEPELDLRSIKEVDEAK 

AKEEKLEKCGEDDETIPSEWRLKPATDK 

DGKPLLPVEPEEKPKPRSESELIDELSEDF 

DRSECKEKPSKPTEKTEESKAAAPVAPVS 

EAVSRTSMCSIQSAPPEAGTLKGTVQDD 

AVEALADSLGKKEADPEDGKPVMDKVK 

EKAKEEDREKLNGEKEETIPPDYRLEEVK 

D\KDGKATPCPKSLKEQLPPMSEDF\LLD 

ALSEDFSGPQNASS\LNFEDAKLAG\AISE 

WVSQNPRFSTT/TQAGAPVPRDTSQSDMC 

ALGD\ALDKLSDSLG\QR\QPDPG*GTNQ 

WEG*S*REKAKAEHRDKLGRKRWTLFP 

PEYRHLL\DDNG\QDICPVEGHLTKKSEN 

QRNPG\DDQ\DPIDALSEDL\DS\CPSTTET 

SQNTAK\DKCKKAASS\SKAP\KNGGKAK 

DSAKATEGTSK\PKDD 


1036 


9087 


A 


1985 


2 


788 


EFSASIVGICTMPWALLLLTLLTHSAVSV 

VQAGLTQPPSVSKDLR\QTATLTCTGNS 

DNVGYQGAAWLQHHQGHPPKLLFSRN 

NNRPSGlHKRFYGS^iSGTTATLTlSGYLQ 

AMDEG\DYYCNSRDSSGNHLRVFGG\GT 

QVDPSLRVRQGMPPWVNFVPGPSSEEAS 

SPNKAHTGVVF1SDFLTPGNP*QVA\WKA 

DSQPPFKAGVETPPHPPKQSNNKYTDSNS 

YLSLTP*PGGSPHRSLQLARVTH*RGAPL 

EKTVAPTRMFH 


1037 


9088 


A 


1986 


226 


401 


TSGDHWNIAVAPHENSDLLLVQGHDYK 
YRYFGUVCVL*QAIVTPEEPQS1VPRLRT 
R 


1038 


9089 


C 


1987 


211 


285 


MFYPFFNPRYFSVGFIAMNRHTD** 


ixfjy 


OAQA 
y\)y[} 


A 


1988 


107 


192 




1040 


9091 


A 


1989 


I 


285 


YiYIYIYlYIYIYIYIYlYIYIYIYNLDQSWS 
FAPLLVCGP**AQVVTSELGNRN*SEKTF 
TWRICMRNIGRCSLGMLQDYFKPFDFRS 
KVMLVV 


1041 


9092 




lyy 




QOO 
OOO 


NKRNQGSSR V GTHL* S QLL/RRLRQENH 
LNPEGRGCS 


1042 


9093 


A 


1990 


27 


437 


lAEGNWCVYMPDIIWVFPPQAEAEEDCH 

SDTVRADDDEENESPAETDLQAQLQMF 

RAQWMFELAPGVSSSNLENRPCRAARG 

SUQKTSAD'HKGKQEQAKEEKLSIIDIVT 

NYIFFFWHMEIFTDTVSRHYNQTFGT 
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1043 


9094 


A 


1991 


25 


1488 


GGSSAAASGVSSRADAPVLAQSPASAGN 

GRPSTPRVPGSRRHPSAPRSGPLPREDGC 

RTPGPQLLPLPGAXLLRPRTVLLSSAAEDK 

ARSRHPDTQHPSSGGRCRGGTESPSSAA 

GRPASMAEAE\EDCHSDTVRADDDEENE 

SPAETDVQALIP\MIQAQWKLEPAPRVTS 

SRLENRPCRAARGSLQKTSADTKGKQEQ 

AKEEKARELFLKAVEEEQNGALYEAIKF 

YRRAMQLVPDI\EFKITF\TRSPDGDGVG 

NSYIEDNDDDSKMADLLSYFQQQLTFQE 

SVLKLCQVPELESSQIHISVLQMEVLMYIF 

RWVVSSDLDLTSL\EQLSLVCVRGFLTSC 

A\RDP*KYARPGPALKVWGQKACIKJLVS 

V iKrUKJiL/Vr^fcKri'Vo/JKi'UOVyio I 

Y1RQGEQSLDGFYRA\WH\QVEYYRY1RF 

FPDGHVMMLTTPEEPQSIVPRLRVTREYQ 

GLDAIPTGVTIRLSPRHRTIRTQSIWLLIT 

KEKRKEKPL 


1 fXA A 

1044 




A 

A 




o>to 
z4Z 


All 




J 045 




A 

A 




Z4J 


j4y 




1046 


9097 


A 


1994 


81 


436 


AKQGISPEGVMDVNTALQEWLKLAVLIH 
VWT*TRGNSRS*PKPLDKRQAH\LCVLA 
SN\CDEP\MYVKLVEALCAEH\Q1NLN»GL 
IDNNET/MGEWG*GLLLICFDRGGGKPRK 

SWFG\CSCC 


1047 


9098 


A 


1995 


3 


452 




1048 


9099 


A 


1996 


3 


484 


PTLLVPTDSERTHPWLLSPADKTTVK/AP 
AWGKVGAHAVRSMCAEALERMFLSFPT 
TKTYFPHF\DLSHG\SAQV*GPRARICVAD 
AUTNAVAQRGTDIAQRAVPPLSDLVHAH 
KL\RVGPGSTFKLLKATGLLG*PWPGPPS 
PAEFNPWRLQRLPWDKVSWVSC 


1049 


9100 


A 


1997 


797 


1049 


SEEEECCSCLPSPAGSDQRLLCTHLPCVI 
VNSEWGVARY*LNVCSC*PVFFSVGVPK 
QYPYNNLYLERGGDPSKEPERVAmYEI 


1050 


9101 


A 


2 


25 


619 


EFHRLRENPPWCSSPADKTNVKAAWGK 

VGAHAGEYGAEALERMFLSFPTTKTYFP 

HFDLSHG\SAQV\KGHG\KKVADALTNA 

VAHV\DDMPN\ALSALSDLHAHKL\RV\D 

PVNFQSS*SQLPCLGEPWAAHLP\AEFQP 

LAVATSSLGTKFPGLSVEAPLLTFQITFK 

GWKPRVGHAFFALWASPQPLLPFPAPVP 

PWSLK 


11/31 




rs 
o 


OA 


lOi 




hU 1 AAl^oorOKOcjiAbAoAAfcAv^vjubvi 
AYLAGLAGQYHLERYPDSYESMSEPPIA 
HLLRP* 


1052 


9103 


A 


200 


224 


552 


KVLRVARCGGSLLSRPSTLGGQGGRLM 
RSGVRDQPGQHSETPSLLKMQK\LAGHG 
G/RAL*SQLLGRLRQENHLNPGGRGCSEL 
RSRHC1P\SRVTV*DSISKKKRRKKVL 


1053 


9104 


A 


2000 


546 


882 


CHVPPTLGTRGQGTHQDPFPFPHSPGAP 
APCPPPA/LLGPPRPFPSPPVPGPGGENRK 
PFTSAP*A*VFPRTPLGALSRG*GSPWG 
RGATPSPPTPSPACGPLKCWWHLIKN 


1054 


9105 


A 


2001 


43 


311 




1055 


9106 


A 


2002 


178 


817 


SPASGHCRLNGAAVAMFGCLVAGRLVQ 

TAV*QQVAEDICFVFDLPDYESINHVVVF 

MLGNNP\FPEGMGGSVYF\SYPDSNGMP 

VWKLLG\SVTNGKPSAIFK!SGLKSGEGS 

QHPFGA/NEYCPNLHLLLRLGISGELLDS 

MAQQTPVR*CCWYPQFDSFTQFTQKML 

DNFYNFaSSFAVSQAQMTPS/SI*KCSFR 

PNVVLKWYEAFSVSNIKAFYN 



wo 01/88088 
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1056 


9107 


A 


2003 


283 


840 


TLPAGFTDVISIHKTGENFCLICGINGRFA 
VHCITLEiBAKYKLCKVRKIWFHDAHTIH 
YLDSFVKVNDTV*TGK1TDFIKFDTGNLG 
RIGVITNRKKHRGSFDVVHVKDANGNRF 
APWLSNIFVTGKCNKPWISLPRGKGIRLT 
lAFHSDKWFCSDISVQNLCKRFSQGDTGI 
KNSEARRCSNLQV 


1057 


9108 


A 


2004 


I 


966 


GRPAPEDGGPLSLPNAAMARGPKKHLK 

RVAAPKHWMLDKLTGVFAPRPSTGPHK 

L\RECLPFIIF\LRNRLK\YALTGD\EVKK1\ 

CMQR\FIKI\DGQVRN*YNLPLLGFMDVA 

SI\EKTGENFPF*SN*HPRGPLLL*HR1TP\E 

EAKYKA^CAKMRK1FCGPTKGIP\HLVTS 

♦CPAPHPAYPRNPLIQGEMNTHSRLILET 

GQD/1TDFHSKFDHLVTLC\MVT\GGA\NL 

GRNWVLITQQRRGTPGSFDRWFT*KDA 

NGNKLLATSDFSNIFWLLGKGNKPWMSL 

\PRGKGIPPHHLLEERDKRLAAKQSSWV 

KWGPWVTWSDLLVP 


1058 


9109 


A 


2005 


1 


383 


RIRKLCLNICVGESGDRLTRAAKVLEQLT 

GQTPVFSKWREYELRKNNFSDTGNFGF 

GIQEHIDLGIKYDPSIGIYGLDFYVVLGRP 

GFSIADKKRRTGCIGAKHRISKEEAMRW 

FQQKYDGIILPGK 


1059 


9110 


A 


2006 


3 


224 




1060 


9111 


A 


2007 


176 


384 




1061 


9112 


A 


2008 


2 


669 


1MA0D0GEKENPHAGNFAFRKLVLNIC\ 

VGESGD\RPTRA\AQVLEPAQQGKTPCVF 

PKA*HTPVKSLWASRR\NEKIAFPTATSS 

EGAKARRNLCRRGLKRFSEYGVQDNTT 

FSGYWETFGFGIXQEHIDLGIKYDPSIGIY 

GPGTSYVV/LGVRPGFQHPQTKKPQGQG 

CIG\AKHRI\SKEEA\MRWF\QQKYDGI1LP 

GQINSPFLSKKSNKKFSVNKKNNKKITL 


1062 


9113 


A 


2009 


688 


884 


CSCVWNLSFHGNAFHLKTPYSRIKKAKH 
/WMAHVYSPITLGGRGGWIT*SQEFETSL 
SNIIKPCLY 


1063 


9114 


A 


201 


41 


320 




1064 


9115 


A 


2010 


442 


780 


IEFVIKKIFFPFSHCUCLAIDLQLQ*YMG 

VPRVMQLKTCYVRGKYRGVVLEEQNIL 

WK*1HIPLQVREDGRPCLPLRKLGGKGG 

GGGEPLNQHGDPVQGNPPYFLFCHMRN 

P 


1065 


9116 


A 


2011 


136 


219 


DPAREGHPVCCAGQRPCVDGHGQEKGF 
LKAALEVELGASNPSW*DTEVKPQSALP 
QASALTIWVSYQQGVLSATILYEILLGKA 
TLYAVLVSALVLMAMVKRKDF 


1066 


9117 


A 


2012 


3 


762 


TLRGAVLRGAAGRLGGGLLVLGAGRAM 

GLSAVGRTRAESGTAERAAPVFVLGLQA 

VSTDTQMFGPGTRLTVLEDLKNVFPPEV 

AVFEPSEAEISHTQKATLVCLATGF\FPD 

HVELSWWVNGKEVHSGVSTDPQPLKEQ 

PALNDSRYCLSSRLRVSATFWQNPRNHF 

RCQVQFYGLSENDEWTQDRAKPVTQIV 

SAEAWGRADFGFTSWKSYQQGVLSATl 

LYEILLGKATLYAVLVSALVLMAMVKR 

KDSRG 


1067 


9118 


A 


2013 


1 


1010 


RYSFFKAVMGrRLLCRVAFCFLAVGLVD 

VKVTQSSRYLVKRTGEKVFLECVQDMD 

HENMFWYQRQDPGLGLRLIYFSYDVKM 

KEKGDIPEGYSVSREKKERFSLILESAST 

NQTSMYLCASSLFNSGYQETQYFGXPGT 

RLLVLEDLKNVFPPEVAVFEPSEAEISHT 

QKATLVCLATGMFPDHVELSWWVNGKE 

VHSGVSTDPQPLKEQPALNDSRYCLSSR 

LRVSATFWVQNPRNHFRCQVQFYGLSGN 

DEWTQDRAKPVTQIVSAEAWGRADCGF 

TSV\SYQOGVLS\ATILYEILARGRPTLYC 



252 
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LCW*APLVLMA\MVKEKGFLKAALEVE 
LGAF 


1068 


9119 


A 


2014 


344 


463 




1069 


9120 


A 


2015 


1075 


2102 


QQKPGQPLFLGSISPKKSFKTRKQKSSSK 

AEYKLTACKCLLCKRKYSSQIMLKRHM 

Q1/RPQDNSFWNKL*KRKRP**YCQQFRN 

KS*S*TSRFCRIFTPFHYPFSTE/CN*REQII 

QMKKRTHRQHRKIKLNKTLK/CPKSTSP 

SAAGGQQKTRKPKLSAGFDFKQLYCKL 

CKRQFTSKQNLTKHIELHTDGNNIYVKF 

YKCPLCTYETRRKRDVIRHITWHKKSS 

RYLGKITASLEIRAIKKPIDFVLNKVAKR 

GPSRDEAKHSDSKHDGTSNSPSKKYEVA 

DVGIEVKVTKNFSLHRCNKCGKAFAKK 

TYLEHHKKTHKANASNSPEGNKTKGRS 

TRSKALV 


1070 


9121 


A 


2018 


1 


408 


SNPRVRGGGTHRSGQGAFANMCRGGR 

MFAPT/KTWRRWHRRVNTTQKRYAICS 

ALAASALPALVMSKGHRIEEVPELPLVV 

EDKVEGYKKTKEAVLLLKKLKAWNDIK 

KVYASQRMRAGKGKK/RCGR*ERKEGC 

CWC 


1071 


9122 


A 


2019 


28 


1437 


EERGCFSLPPLACARPL\ISVY\SEKGESSG 

KNVTLP\AVFKAP1\RPDIVELCSNPNLRK 

NNRQPYAVSEL\AGHQTK\AE\SWGTGRA 

GGSKFPEVRGGGTHRS\GQGAFG\NMC\R 

GG\RMFV\PTKTLGRR>mRRVNTrP/QK 

RYAICS\ALA\ASALTSNWVMSK\GHRIEE 

VPE\LPLV\VEDKVEG\YKK\TKEAVVLLL 

KKL\KAWNDIKK\VYASQR\LRA\SKGKM 

RNRRRIPGAGGPCIIYNEDNGIMKAFRNIP 

GNYSA*M*AKLNILK\LAPG\GHGG\RFCn 

WTEKGFSGKL\DELYGTWR*S/RASPQRS 

NYHSFPLHKVMINTONLSRILEKPQRSQRA 

PPGHHAKKIHR\RVLKKNPTEKTLR\IML 

KLKPHMQKTHAAGTTHSSPRPRNHK\LR 

WDKGKLLHQRHLQAKSDEKAAVAGKK 

PAVG\KKGKKAP\VGVKK\QKKPLVGKK\ 

AAATK\KPAPEKKPAEKKP\TTEEKKPAA 


1072 


9123 


A 


202 


80 


518 


VGPLTPNSVLPRGSV/LPTEVGLDALGEG 

LKGLCGPNPVVETTNQGFPMKQGVLTH 

OKVK'b 1 'DQSiTQDoASCYbTCPAAQTA 

AYCSE/ASSVPRKIKKRLQNMLNFWPRE* 

RRLRRSARNKLRRDADFPLCELLLLSLN 

PVRNKIF 


1073 


9124 


\ 










1074 


9125 


A 


2021 


1 


207 




1075 


9126 


A 


2022 


1 


1062 




1076 


9127 


A 


2023 


171 


476 


LPRFQTLRNTETEDHSCCCSGRRRFAAA 
VASRSQ*GNPASLAGSSTTGARSCAPVA 
RTQRCPRCAACGCWRWRTRWICSAKG 
WFAHSQFSARIDWLQFLEW 


1077 


9128 


A 


2024 


1 


781 
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1078 


9129 


B 


2025 


1 


1602 


MGYIO^RIRNHVWLATQNHSTLVTERSA 

VPFLPVNPEYSATRNQGRQKLGRFNARE 

FGNLnOILSESKRRQQARAEQPHSAAAA 

DGVTFSVPVTPHTFRHSYAMHMLYAGIP 

LKVLQSLMGHKSISSTEVYTKVFALDVA 

ARHRQPTRRKAPAVLGQCRAIATRERPG 

WFHVAEVRASRRGRSPTPQCADPGWASI 

SRGVLVCDECCSVHRSLGRHISIVKHLR 

HSAWPPTLLQSGFPGPSRRAAPRAARGP 

TPRTEEAAWAAMALTFLLVLLTLATLCT 

RLHRNFRRGESIYWGPTADSQDTVAGSP 

DHGLLAFAYHRLVRFLLWVLCPGWAFF 

LVNSSRGGVFNPILHPCPRHGQARFAGV 

GRAEDvTFLYHFCAnPWLlU-QLALLAY 

ACMANPSLTPDFSLTQDRVDIEQLDPRG 

RTPLHLATTLGHLECARVLLAHGETWA 

RENRSGWTVLQEAVSTQDLELVQLVLR 

YRDYQRWKRLASIPVLLEKLRKQRSYL 

PGRPLARLRRSVNSSGAVGMIKSESMOR 

WFVGP* 


1079 


9130 


A 


2026 


2 


692 


ENRSGFQSRRRIYSISKQKKKLTFFDVKD 

NT*SWNAVASREECYLGVrnSRTLSGRS 

♦TKDRLRRT* SMPCYSDSM/ISMQELEFR 

HLNTIQKMRCELIRLQHQTELTNQLEYN 

KRRERELRRKHVMEVRQQPKGLKSKEL 

PNKKSSFQGYLQNSQTRQYKALRNHLLE 

TTPKSEHKAVLKRLKEEQTRKLAILAEQ 

YDHSINEMLSTQAVSLLFLGQNKFSAPFL 

PPPE 


1080 


9131 


A 


2027 


1 


2933 


MDDIPQEARQYRHNQAYAYSIQGDGAE 

DDDERTVRFHTRVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFVDQIRKSD 

GTLQEHDGICEIHVAKYAEIFGLTSAEAS 

KDIRQALKSFAGKEVVFYRPEEDAGDEK 

GYESFPWFIKRAHSPSRGLYSVHINPYLIP 

FFIGLQNRFTQFRLSETKEITNPYAMRLY 

ESLCQYRKPDGSGIVSLKIDWIIERYQLP 

QSYQRMPDFRRRFLQHIFVLRERPET 


1081 


9132 


A 


2028 


6994 


7054 


USTSDLYFL*DL*VRaCQTGVLPWFHTT 

TIPRSSLEVNPRFPTYHLCEL/SASYLTSW 

YLSFL1WTMG*LLHLHHTELL*G*SNKSC 

*VLCMEPDTVTAHSAVCTQFW/SNVDKN 

NNVISLRKSFLFF*QSFALVTQAGVQWR 

DLGSLQAPPPGFTPFSCLSLPSSWDYRRP 

LFRPAjNrLYr **RQOrrb 1 OrHH VHH Vu 

VQPGEGFCNCCCVVESGPFKERVG 


1082 


9133 


A 


2029 


411 


713 


TNSLYGLNIYLEIDQHFR>^MKIY\RSNSLI 
L1L1LLHLYCIFALSDL/CSH*PQVAI*KEIN 

TSLVNMAKARLY 


1083 


9134 


A 


203 


63 


552 




1084 


9135 


A 


2030 


3 


84 


SGSTHASGGLQASRWRRAGTSRCSVSSL 
TSTSTASLRGLPTVATGLRSGSWTSHHG 
VAG*GRPTRPVGSRRRDGGERVRVGAL 
CQA 


1085 


7 IJ\J 


A 


^UJ I 


J 




^RWRT? AnT^RP*?V<?ST TST^TA<5T RHI PT 

Oiv W ivIVfWJ 1 OiV^O V OOl^ 1 o 1 o 1 r\Oj-it\\Jxji X 

VATGDYPPPDQASSNLTLSPPPGHTHCG 

NRGQPWPVLGRGGANAAASSSSRPEQG 

GGS/SSFARLSSTHGTPGGGEGVKAVSSA 

*GP\GGLPGTLNLVGGGDVTDASLSALT 

GGLEGlLEKP*AGRCPiTDGNPREEGREP 

RAG 
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1086 


9137 


A 


2036 


247 


1294 


MPNTAMKEKRCLLMGERSGSGKNQAMX 

RSI1FAKLPFARDTRR\LGAT1DVEHSHVR 

FUGNLVLNLWDCGGQDTFMENYFTSQR 

\DNIFVRNVGSFDFKVFDVESREL\EKDMH 

YYQSCLEGHPPRTLPDAKI\FCL\VHKMD/ 

LLVQEDQRD\L1FKEREEDLR\RLSVRPLEC 

ACF\RTS1WG*GRFYKAWVQAFV\YQLD 

FPNVSAAGRLNLRDFUQI1\EAD\EVLLFE 

RS\TRLVISHy\QCKEQRDVHRFEKISNIN 

K\QFKLSCSKL\PASFQSMEVR\NSNFA\A 

FMRHLFT*NTYVM\VVMS\DPVDPFLGPL 

LlNHoi^UrONHrbtl uKbLNurQAl Vrr 

YGVEYCQNALSEKA 


1087 


9138 


A 


2038 


311 


458 




1088 


9139 


A 


2039 


1271 


1540 




1089 


9140 


A 


204 


1 


69 


SGVKNGRGYWGISGGTTNKVSP*SRVS 
♦PMAVSACY*VKNGRGYVVGISGGTTN 
KVSP 


1090 


9141 


A 


2040 


176 


552 


MRSSKQMKPNFPRCSSITVLSVRGMVLF 
LTLACPRFKMSSRTDFRFGNPQVT*GSTI 
CSIFRLPSILSMRTTK/DQGMFIWQFQGM 
RFHF*SSETHLVTFLPPGIM*E*FQSLKPE 
PFSFLLSCYCH 


1091 


9142 


A 


2041 


204 


401 


WHEFTGAENHCKTLPKENF*WCLCKSH 
PSEPKNAAYNRTLCDLGISKSEVSLGTSF 
EMWTSQGQE 


1092 


9143 


A 


2042 


123 


311 


PSRRLLGHPRWALSPHLLLPQRFCSWVS 
FAPASCPODLFISRDRSSVSVGLMKHRM 
LGLAELL 


1093 


9144 


A 


2043 


2459 


3030 


TSPSTSLRPAPIPSPSPSSRPPSSSQTTSAA 

SSPSSAWPKAASRQGA»RCRE*LPSWTS 

QSSPPLKSWGLDSAPPPPLSTCLSASTTR 

GAGAAATPQCSAPCLHR/CDKVPGFAVA 

QCINQHSSPSL\PHSRHPPPAGAPAAAGA 

PATATLEAPARPPPPPQPRVQQSGVAGK 

DADECSACRRPTVMAATGF 


1094 


9145 


A 


2044 


1125 


1695 


DFFSKIDDSHLQVLFENQLLILFFPHFHLN 

0CSNSFLFFFSEMESRSVAQLECTG/AILA 

HCNLRLLGSSDFPALASRVAGTTGTCHH 

TQLIFVFLVETGFHHVGQAGTCMQSQLI 

KGLRENHLNPGGGGCNEPRSRPLRSSLG 

NRVRJLSQREKQNP*DAQVSEKGLNTLEL 

QAKF*GVSHVFPGERA^SL1SQNP*PFWK 

KVIKQVSRLRFKKPQDPFRASQSLRIFQS 

HH*KSWNTYSQQRQVIILFLCLSSYVYFK 

SFSKQGPRTLQIQLCPWAWSTCCRSLRE 

PCTNARVTHLPTLNPRIEDATKQDSFLH 

GMVP1VRQGQHRM*ENAGEFFPWELGL 

WMRGCFAHGTIRLLSFL*PFLSSF*R*SR 

K*SSLKMLDKNSQNNKTHASTSLIICNLP\ 

HLAPKSMATATKSNFKELRFLQQNR*FT 

SSSP/CLK1SY*YYSSLIS1*MTAAIVFCF/C 

FSEMESRSVA/QAGVHWCNLGSLQSLPP 

GFKRFSCLSLSSSWDYRHAPPHPAHFCIF 

SRDRVSPCWPGWSQSPGPHGLPAWASP 

KCWDYSREPPRPGQQYSFSVTRTSLSPIT 

LRLCIAPCPNQAFTDPSRVLHLFVPASSIP 

PNLKVTLKY 


1095 


9146 


A 


2045 


1 


577 


PLKRSDGCNDGRPTRPPTRPDTTVFTSNL 
KQTRMVHLTPEEKSAVTALWGKVNVDE 

STPDAVMGNPKVKAHGKKVLRGAFSDG 
\LAHL\DNLKGTFAHTEVSLHC*QACTW 
DPGELQGSWGNVLVCVAGPITFGKRIST 
PPVAGLPNOEMWLAWCWLNALGPQVIT 


1096 


9147 


A 


2046 


16 


370 




1097 


9148 


A 


2047 


1 


1125 
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1098 


9149 


A 


2048 




1941 


MWKHLWNWVIGSGWKTLDVLEEDRKT 

KENLVLLRDFSSGCDQSIDRNMDSEVQA 

DEFSDRNEEVIGNWSKGQPCYTLAKDLS 

ALCPyPKALWKVELKSDDLGElPLELQR 

LVHGGQVNLDMEDHQDQEYIKPRLRFK 

AFSGEGQKLGSLTPEIVSTPSSPEEEDKSI 

LNAVVLIDDSVPTTKJQIRLADGSRLIQRF 

NSTHRRRAVNGPSNQLPDKPGSPSPFCL 

APLITVCPAADDPSPALWLHLVAARSTS 

QRNGQVLCYLPRKWGAVAVCTSVEACC 

WVFWLLERQNDSGMQLGGPPPSAIFRW 

LAAPAADAPAATSGAGCLATAGGAKTR 

KLALAELYEDEVKCKSSKSNRPKATVFK 

SPRTPPQRTVKNWFQLIAPNAGEDAEQQ 

ELAFIAGGTAKWYSHFGRPFGNLLQRAT 

WNVSRKLLRTTQISGSLRYWGFPGFQAK 

NSLQAPLHGTSQGKKNDYPETAVLPKLP 

REKVSRREKRLASSRCLSLGTKCMSEEA 

FLVITNSSSCSCEGGFPYLIAGKYAQDFG 

LVEEACFPYTGTDSPCKMKEDCFRYYSS 

EYHYVGGFYGGCNEALMKLELVHHGP 

MAVAFEVYDDFLHYKKG1YHHTVGLR\D 

PFHPFEL 


1099 


9150 


A 


2049 


1 


2077 


MTYPENIQIKKITGVQWMVPLKYKEEGS 

KVTTYCNETMTGWVHDVLGRNWACFT 

GKKVGTASENVYVNIAHLKNSQEKYSN 

RLYKYDHNFVKAINAIQKSWTATTYME 

YETLTLGDMIRRSGGHSRKIPSSVPLCSS 

APLDVQLLVSVPAKILGLYGGRMGGMA 

GQKAPFLRAPVIGVSFADSFQPSRLQDSP 

QLFNQGQLLSAAQVGSSGSQRDVNCSV 

MGPQEKKVWYLQKLDTAYDDLGVNSGX 

HFTIIYNQGFEIVLNDLQVGLPFFKYKEG 

GAARVTTY\CNETMTGWGA*CVWGRN 

WA\CFTGKKVG\TASEVNVYVNTAHLICVN 

SQEK\YSNR\LYKYDHNFVK\AINAIQKSL 

TATTYMVEYETLTVLGDMIRRKWWATSR 

KIPRVPKPAPLTAEYSQKl/LLHLPTSWDW 

RNVHG1VNFVSPVRNQASCG\SCY\SF\AS 

MGMLE/ARGIRILTNNSQTPILSPQEWSC 

\SQ\YAQGCEGG\FPYLIAGKYAQDFGLV 

fctAUrr I I u 1 UorL-KiWivbUOrKY YoXobi 

HYVG\GFYG\GCNEALM\KL\ELVHPWGP 

WEVCFLEVYDDFLHYKKGDPTPHTGLK 

RPFSTPFE\LTNHAVU.LVG\YGT*LKPLG 

MEY\WIVKNKLGAPAWGLRNGYF\RIPR 

GTDECAIESIAVAATPQFLNFRGRLPSIFI 

NGSASSCKGGIGIFTDCRLSTSIFRSLQID 

FP 


noo 


9151 


A 


205 


379 


540 


IKKVRNLGPKHPRFSVLLLHVSCSTNGG 
VLL*RSSVPRKIICKRLQNMLNFWPRE 


1101 


9152 


B 


2050 


59 


466 


MSAAMRERFDRFLHEKNCMTDLLAKLE 
AKTGVNRSFIALGVIGLVALYLVIWLPSL 
HLCGFLLWCMAPSPSNGAELLYKRIIRPF 
FLKHESQMDSVVKDLKDKAKETADAIT 
KEAKKATVNLLX* 


1102 


9153 


A 


2051 


1 


915 




1103 


9154 


A 


2052 


1 


3180 


FRAAVAAPVYPALGTAPGGETVPEVNfTA 

AMKJbKrfcRILHUlCNCIVl 1 Ul-LATvLbAK J 

GVNRSFIALGVIGLEALYLVFGYGVASLL 

CNLIGFGYP AYISlKAl ESPNKEDDTVO WL 

\TYWVV\YGVFSHC*NSFSD1\FLSW\FPF* 

LHG*KCGFLVGWC\MAPEPLLNGG*NCS 

KRR1IRSFSFPGSTKSQ1GQVLVKDP*RPR 

PKETADANH*KKPKKSLP*ILLG*KKJCKK 

GGR 


1104 


9155 


B 


2053 


171 


256 


XVDPASSQAMELSDVTUEGVGNEVMV 
VAX* 
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1105 


9156 


A 


2054 


187 


437 


PWS*LGSLPT*QTAVQPAPGRYCVSRRHI 
RPPPGACGPPGGTANGNPEPTELPHPSEG 
NDEKAEEAGEGRGDSTWGGWSWGWC 


1106 


9157 


A 


2055 


2 


165 


NQHHHTLPPPSPHYPHPQ*G*HQRAPWP 

GCWQGPRCRMKGGQHQAEPEGLQPGL 


1107 


91 58 


A 


2056 


1 


506 


SPASQHCHHYPLMMGSSVVRGAFGLPP 

VGPHAPGVGRMCRLLTQ*RPGAGCYRC 

LLRR*RAKLGPRLESAPPHLPPPSPHYPH 

PQ*G*HQRAPWPGCWQGPRVTAR*GGV 

PHPFSEAKVPLLDGPIPSALDWGPWAHP 

NRRAAWPQPP**DQLSRPVRSRVG*GGH 

KP 


1108 


9159 


A 


2057 


496 


1092 


QPAPGQLLCHLATHPNPPPGACGPPGVAG 

QGKPEPTELPHPSEGNDEKAEEAGEGRG 

DSTGEAGAGGGVEP/RP*ASP*HPRPAQK 

TSRCRQQQSRGPPEI*G*HLPPSQPWPHH 

CAAQIPQ*YRGAGCG*ARGYRGCPEEQI 

LPWTRKPDETDLPGPPATRPSPHTAFSEH 

YRQLCDSLPPLTPRVSCSRPLSLLGPLGH 


1109 


9160 


A 


2058 


■ 155 


701 


PGLFRRGLPHPGTGPVQSPFNFP*/PPR/GP 

EAPPP/RSPAPPRSLRGVDGL*PP*PTLLLT 

GRDNWSYXPEAGARQPFGSGGPMDPSPA 

PRE*DHPKAEPSPQKKGAGPLLTVRSRY 

GQGRSQAEGQSKDP*GRTPGVLPGPSPR 

EFPVSVPIVFVFLCRRFFSCKSWIMTLTFL 

PSGVSCGCDK 


1110 


9161 


A 


2059 


1 


506 


DRDAEFYKFLQENDQSQLNFSDSDSSEE 
EEESFHSLPYVLEEA\AFRAAVATT/RGD 
QESAEANKFQVTDSAVFNALVVFNALV 
TFCIRDLTGCLQKLLIGKVAKDSSRMLQ 
PSSSLLWGKJLRVDIKAYLGSVIQLVSCV 
AETVVLAAVLWHISVLVPCFLTFPKQCS 
RE 


nil 


9162 


A 


206 


287 


449 


IKKVRNLGPKHPRFSVLLLHVSCSTNGG 
VLL*RSSVPRKIKKRLQNMLNFWPRE 


1112 


9163 


A 


2060 


9 


2295 


VGCTLRVGVMAAAGSRKRRLAELTVDE 

FLASGFDSESESESENSPQAETREAREAA 

RSPDKPGGSPSASRRKGRASEHKDQLSR 

LKDRDPEFYKFLQENDQSLLNFSDSDSSE 

EEEGPFHSLPDVLEEASEEEDGAEEGEDG 

DRVPRGLKGKKNSVPVTVAMVERWKQ 

AAKQRLTPKLFHEVVQAFQAAVATTRG 

DQESAEANKFQVTDSAAFNALVTFCIRD 

LIGCLQKLLFGKVAKDSSRMLQPSSSPL 

WGKLRVDIKAYLGSAIQLMSCLSETTVL 

AAVLRHISVLVP*FLTFPKQCHMLLKRM 

WVWSTGEESLRVLAFLVLSRVCRHKK 

DTFLGPWLKQMYITYVRNCKFTSPGALP 

FISFMQWTL'HELLALEPGVAYQHAFLYI 

RQLAIHLRNAMTTRKKETYQSVYNWQY 

VHCLFLWCRVLSTAGPSEALQPLVYPLA 

QVIIGCIKLIPTARFYPLRVMHCIRALTLLS 

GSSGAFIPVLPFILVEMFQQVDFNRKPGR 

MSSKPINFVSVILKLSNVNLQEKAYRGGL 

GWSSCYDLNPGSYLHSQAHCIGFPELVL 

PVVLQLKSFLRECKVANYCRQVQQLLG 

KVQENSAYICSRKQRVi>ruVbEv2v^AvbA 

WEKLTREEGTPLTLYYSHWRKLRDREIQ 

LEISGKERLEDLNFPEIKRRKMADRKDE 

DRKQFKDLF\DLNSS\EEDDTEGFSERGIL 

RPLSTRHGVEDDEEDEEEGEEDSSNSED 

GDPDAEAGLAPGELQQLAQGPEDELEDL 

pLSEDD 
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1113 


1 9164 


Ia 


2061 


203 


1383 


MSSFGYRTLTV\ALFTLI\CCPG\SDEKVF\ 

BVH\VRPKEAGRLSPKGSLEWNaSTTC\ 

NQP*SGVGLGDLS*D*GFCWDEQVQLGN 

NYLGLKHFPIDTVLQVCHFTL\SGKQE\SM 

NSNVSV\YQPPRQV1LTLQPTL\VAVG\KS 

FTIECRVPTV\EPLDSL\TLIALFRGVNEILA 

LWRTFRGRAAPAPQGGPQPHSNSTVADR 

RGLAHRKLSPSLAVL\DLMS\RGG\N1FHK 

\HSAP\KMLE\IYETCVRTSPDWSSLVTGG 

VGVACPLFVTSVMLOFIFGVQHLRPASG 

MGTYGVRAAWRRLPNQAFRPIATHGVA 

WPHTTVVTGTQCDSSGLRYQPWLKDCD 

RQQRLGTLPFLARIQTPGLSPVPTVSPPGI 

TMAREGSHHGGPLSLDASLPTLSFTGWH 

EA 


1114 


9165 


A 


2062 


503 
- 


1808 


TTVQEESTVDSQPVPNIDHLLTNIGRTGV 

SPGDVSDSATSDSTKSKGSWGSGKDQYS 

RELLVSSIFAAASRKRKKPKEKAQPSSSE 

DELDNVFFKKENVEQCHNDTKEESKKES 

ETLGRKQKIIIAKENSTRKDPSTTKDEKIS 

LGKESTPSEEPSPPHNSKHNKSPTLSCRF 

AILKESPRSLLAQKSSHLEETGSDSGTLL 

STSSQASLARFSMKKSTSPETKHSEFLAN 

VSTITSDYSTTS^ATYl A*Pril n<5TPP»r;A 

\SVAESKGDEADDERSELISEGRPVETDS 

ESEFPVFPTSLDFREAFPRKTARSXTKSSR 

RNSEGSELSCTEGSLTSSLDSRRQLFSSH 

KLIECDTLSRKKSARFKSDSGSLGDAKN 

EKEAPSLTKVFDVMKKGKSTGSLLTPTR 

GESEKQEPTWKTKIADRLKLRPRAPADD 

MYE 


1115 


9166 


A 


2063 


2 


527 


DPEADSIRAEMSRSVALAVLALLSLSGLE 

AIQRTPKIQVYSRHPAENGKSNFLNCYV 

SGFHPSD1EVCLLKNGK\RIEKV\EHSDLS 

FSKDWSF\YL\LPYTEFHPQLKKDEYALP 

V*THVTLSPAQR*FKWDRGHVKQHHGG 

LKMPHLGWNDSKFLLACFFNIDMLITLT 

LLCTKM 


1116 


9167 


A 


2064 


3 


163 




1117 


9168 


A 


2065 


611 


1432 


TPLHLAVITNQPEIAEALLGAGCDPELRD 

FRGNTPLHLACEQGCLASVGVLTQSCTT 

PHLHSILKATNYN/GYVCI PAT PHPl Pifin 

VTWRRGRWANLRSPGKSLNS*HLEG*E 

NMCAKCLLDAFIKFFQNPDCGFLKFRR* 

DYLFHKRIGERSEG*NRWVYFFPFVLPG 

HTCLHLASIHGYLGIVELLVSLGADVNA/ 

QGWCFLPPTH*VRLLVLML*AEIPNAAIS 

ISNSFWFQEPCNGRTALYLAVDLPNPDL 

VSLLLKCGADVNRVTYQGYSP 


1118 


9169 


A 


2066 


1 


1332 


MVQLSPHYRGDSEDGRKRMVRQRTKPV 

LFFWSDWLGNSPSLTPPQRNPQPAFIGRR 

GGAAEPTAVRAAVPPASAPARKQRAAR 

GPAHPQQRPQLVRAMFNQAAERPQEWA 

MEGPRDGLKKERLLDDRHDSGLDSMKD 

EEYEQMVKELQEIRLEPQEVVPRGSEPWK 

QQLTEDGDSFLHLAIIHEBKALTMEVIRQ 

VKGU)LAFL\NFKTNLQQTPLHLAV1TNQ 

PE\IVEALLGAGC\DLELRDFRGNTP/I ♦<51 

ACEQGCLASVGVLDSSLAPPPQL\HSILK 

GYPTTMGHTCLHLAFYPMGYWGHRG<5F 

LVFLGVLDVKCSRSPCKWPGLPIHLAVXD 

LQNPEPGCSLLFESVGADVQQSLPTQGY 

SPPTQPHPGPPQAPRIQQQLG\QLTLENL 

QMLPRE/SPDEESYDTRVQSSTGVSPEDE 

LAPMDDCGVFGGPRSDVMSAKGLKET 


1119 


9170 


B 


2067 


169 


251 


XPQKEPYVIPFTGCVTQKGQVAGDAGW 
0* 


1120 


9171 


A 


2068 


33 


445 




1121 


9172 


A 


2069 


1 


1428 
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1122 


9173 


A 


207 


263 


525 


IKKVRNLGPKHPRFSVLLLHVSCSTNGG 
VLL+RSSVPKKNKEEAAEYAKLLAKRM 
KEAKEKRQEQIAKRRRLSSLRASTFKSES 
SOK 


1123 


9174 


A 


2070 


1268 


2807 


LPLESLAVQVKQHIDAVARFTGIKNCYF 

GFGGMSTQKPARGC*TRRP\EIWATPGR 

LWELIKEKHYHL\GNLRQ\LRCL\VVDEA\ 

DRMV\EKGPFWLELLHSCFRDASNDS\Q 

YNPKRTKRLFFLATLTLWHQAPARNPFH 

K\KHTICKMDYTAQL\DLLMQKIGHEGAS 

PKVIDLTRE*GPRWET\LTETKIPL*DUEK 

DFLLVTTFLMQYSRAAA*CFANSIS\CIKR 

L\SGLLKV/LLDIMALGPWHGLVWHQEG 

RGLRNLGSILPRLVEDCVLLVATDVGSSGV 

WDlPKVXQHVHPFTRVPR-nSEIYVHRSW 

SNLLRSYQLTGLKS*LLIWGLKDVINFKK 

lYKTLKKDEDJPLFPRADINTWDVVUCERI 

R\LARQI\EESEY\RNFQ\ACLHNSW\IEQA 

AAAL\EIEL\EEDMY*GEGKA\DQQEERR 

RQKQMKVLKKELRHLLSQPLFTESQKTK 

YPTQSGKPPLLV\LAPSKERVCFLSCLSQ 

GRKEEGRTKEARGGPQPGTATAKLQVQ 

FNCPGQVCQ 


1124 


9175 


A 


2074 


I 


408 


SNPRVRGGGTHRSGQGAFANMCRGGR 

MFAPT/KTWRRWHRRVNTTQKRYAICS 

ALAASALPALVMSKGHRIEEVPELPLVV 

EDKVEGYKKTKEAVLLLKKLKAWNDIK 

KVYASQRMRAGKGKKmCGR*ERICEGC 

cwc 


H2S 


9176 


A 


2075 


3 


1434 


fpvaaaglrgawlsplsamacarplms 

vysekgessgknvtlpavfkapivrpdiv 

nfvhtnlrknnrqpyavsel\aghqtk\ 

ae\swgtgraggskfpevrgggthrs\g 

qgafgvnmc\rggrmf\aptqnlgrrwn 

vrrvd-atqnryamcsxalavasaltsnw 

vmsk:\ghrieevpe\lplv\vedkveglqe 

eprklflllkkl\kawndikkv\yasrr 

mrggqrqngetvrripgaggpciiyned 

NGl\IKi>FRNIPGNYSA*M*AKLNlLEALL 

pg\ghggtflafgt*klpfrk\ldelygt 

wr*s/raspqrsnyhsfplhk\mintd\ls 

rnlekpqrsqrappghrgkredpirrvnl 

kknpvlknlrimlklnpickgpccr/rhpf 

faqaqesqssgvdkgicllhqrhlqaks 

dekaavagkqpvvg\ktgkkgcllvfk 

nqkkplvgkk\aaatkkpape\rslqrr 

natteekkpaa 


1126 


9177 


A 


2076 


275 


652 


tvnlcfstflwtvlyftfffakcfqihll 
riylr**lkttnswfmlya\imhvllvqg 
qn*nk:ifsvicqiyllctfiytgif\w*yht 

KG*NKTFTM*NSMY1FGYLHTL!CPKGKI 
KRKHLFATTIC 


1127 


9178 


A 


2077 


63 


290 


ggillsisrpyktkpthgigkykhlikaee 
p\kkkkgkvavrainlgtdynygvlnih 
\ltwvydmtlaesyaqyvhn 


1128 


9179 


A 


2078 


315 


1092 


rprsskrmsgtsekvlclrnntifkqafs 

llrfrtsgekpiysvggillsisrpykskxp 

thgigkykhlikaeepkkkkgkvewrai 

nlgtdyeygvlninhltaydmtlaesya 

plfsttfcnslsh*kseesyamptqnhkk 

wlpvcrdqgqpkcllglkclpthe\rv\ 

vqisglsatfarkfswkiipkpvlp*resg 

I F9+RFHTPRKTSRGRFORFDPF! HRTFW 

akfevatvdpfhcqqwsylsakeksll 

GS 


1129 


9180 


A 


208 


68 


280 




1130 


9181 


A 


2080 


61 


346 


lslffetefcscypglecsgvilahcnfr\ 
lpgfk*fsclslpssawyrypppdpanfl 
vlvetgfhhvgpglvlndplifnldtcy 
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SAKRQFLE 


1131 


9182 


A 


2081 


88 


386 


PHRFGKRRNK-mXLCRRCGSVKAYHLQ 
KSTCGKCGYPXAKRKRKYNWSAKAKRP 
KYHPEPGRMRHLK1VY\RR1QGMGF\REG 
TTP*TOEGOAVASIOVHL 


1132 


9183 


A 


2082 


187 


913 


STNKRSTRPPLGFEMASPHQEPKPGDLIE 
IFRLGYVEHWALYIGDfiYVIHl \APP\^PYP 

GAGSSGVFSV\LSNSAEVKRG\RL\EDW 

GGCCYRGQQTAWDHGVPSPRALEG*SF 

SSAKEMVWFRRLK\YSIV\SRNCEALCSP 

SLRYGQVPAVKQVGKGPRFEVGA^LATA 

LGILVVAGCSFAIRRYQKKSDSLKQPQN 

PVLEAAVGVPVEMSLPRCLQQPDPRALS 

QAFSRSFPLFPSLAGKSMI 


1133 


9184 


A 


2083 


1 


423 




1134 


9185 


A 


2084 


2 


390 


PRVRYRGVITDPQPLMEQPGLGDSRYWL 
SSRLRVSATFWQNPRNHFRCQVQFYGLS 
ENDEWTHDRAKPVTQIVSAEAWSKADC 
GFTSGN*QQGVLSAT1LYE1LLGKATLYA 
VLVSALVLMGMVKRKDF 


1135 


9186 


A 


2085 


2 


1027 


HLPDAAMGPQLLGYVVLCLLGAGPLEA 

QVTQNPRYLITVTDKGDVPEGYKVSRKE 

KRNFPLILESPSPNQTSLYFCARSFEQGY 

EQYFGPGTRLTVTEKRNFPLILESPSPNQ 

TSLYFCASSSSQGRLSPGFNYGYTFGSGT 

QKATLVCLATGUFPDHVELSWWVNGKE 
AHSGVSTDPQPLKEQPALNDSRYCLSSR 
LRVSATFVAQNPRmiFRCQVQFYGLSEN 

TS\VKSYQQGVLS\AT1LYEILARGRPTLY 
CLCW*APLVLMA\MVKEKGFLKAALEV 
ELGAY 


1136 


9187 


A 


2086 


1921 


1991 


SFVIFDANIFFQFIG*SLLSLWM*ALLCLL 
VTEHLYLVSIGHLWCVCVCVCVCVCVY 
DFUPSHFSIDCFAKAIYILRIUIFWIFDAN 
IFFOFIGCLLILCFR 


1137 


9188 


C 


2087 


105 


392 




1138 


9189 


A 


2088 


38 


230 


LYWQKRKGKLLNNLTQG1VADPVR*KK 
FHFKCPSNCPKIHNTESAYAVSFMKYSA 
HVLGSLYEM 


1139 


9190 


A 


2089 


487 


747 




1140 


9191 


A 


209 


465 


1444 


KKGEKDYSWTDHLTVPSPPGPQKELARl 

\GQTFPISLKKMMSASML*ESPLNKGG*E 

T*GPKAPKIQRLVTPTCSSSPNGGRIALK 

KQRT/TRKIKKRLQNMLNFWPRE*RRLR 

RSARNKJLRRDADFPLCELLLLWPCPPAT 

E 


1141 


9192 


A 


2090 


1 


1350 




1142 


9193 


C 


2091 


179 


649 


MFLLVGAPKANTTQPGIVEGGQVLKCD 
WSSTRRCQPIEFDATELHRELKENQNHS 
YSLKSSASFNVlEFPYKNLPIEDITNStLV 
TTNVTWGIQPAPMPVPVWVULAVLAGL 
LLLAVLVFVMYRMGFFKRVRPFQEEQE 
REQLOPHENGEGNSET* 


1143 


9194 


A 


2092 


274 


423 




1144 


9195 


A 


2093 


1 


3849 


MCGGVFATEELAVSAGLKRKMCSVVEK 

RHGDFQVELLLDKLKQKGAIRRALFLYS 

RSPSHSKMMTISRGGLMQCEELIAYLRD 

ESEFRDKLTPITIFMEYRLDYRTAADTTG 

LQPILNQFTPANISRQSGFVLLTCSDQKKI 

YIGDDNPLTLIVKAQNQGEGAYEAELIVS 

IPLQADFIGVVRNNEALARLSCAFKTEN 

QTRQVYCDLGNPMKAGTQHLLSPCTQF 

SMQVFLFHYTASSSVVALDSHRSKPYCV 

N 
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1145 


9196 


A 


2094 


1126 


2034 


RCWRPRTLGFASPPTRPCSPTHAPGCEM 

TPRDWHRVLSFASPLRIEEIFQGYDKTFG 

LKNKKGAKQQKPIKAVTHQVKFGQ/SKS 

TSGSTE*SWKRKLKKDDKKKELQELNEL 

FKPVVAAQKI/RVKGADPKSVV\CAFFKQ 

/^/^/"'Tl/'/^'PkL^/"' V COT IP\I TF Jf\TyVnCXf'\/ 

(jl^C 1 K.OUlvCK.roHULl LObK-MVhKKoV Y 

KLEEVVNKKHGEAEKKKPKTQIVCKHFL 
EAIENNKYGWFWVCPOGGDICMYRHAL 
PPGFVLKKDKKKEEKEDEISLEDLIERER 
SALGPNVTKITLESFLAWKKRKRQV 


1146 


9197 


A 


2095 


1 


213 




1147 


9198 


A 


2096 


2 


170 




1148 


9199 


A 


2097 


3 


764 


PAVVCGRRLISVLEQIRHFVMMPEINTN 

HLDKQQVQLLAEMCILIDENDNKIGAET 

KKNCHLNENIEKGLLH\RAFSVFLFNTEN 

KLLLQQ\RSDAKVTFPG/LVLRNTCCSHP 

LRQSSRALRESDALGS*/GARQHRGRLES 

LSLGIPLEEVPPEEVLH*HRIHYKAQSDGI 

WGGHEIDYILWWRKNVTVLNPDPNEIKS 

YCYVSKEELKELLKKAASGEIKITPWFKI 

lAATFLFKWWDNLNHLNQFVDHEKIYR 

M 


1149 


9200 


A 


2098 


1 


299 


GIPDQEVIGTGYGILDQKASGVKYTKS/D 
FRSPRPDDLSSFQL*VTSHWDLRLIEVTE 
TICKRLLMIACTRRGPAAIDLPRACQRPL 
RHYTTWYTKGSRW 


1150 


920] 


A 


2099 


1 


631 


MDSMPEPASRCLLLLPLLLLLLLLLPAPE 

LGPSQAGAEENDWVRLPSKCEVCKYVA 

VELKSAFEETGKTICEVIGTGYGILDQKAS 

GVKYTKSDLRLIEVTETICKRLLMIACTR 

RGPAAIDLPRLDSGLSFIRSGVRPACILVC 

LLVHRQKCSTVAAPVGT*RH*NGENSAR 

STMCRKVGV^ARCQRTPRACQRPLRHY 

TTWYTKGSRW 


1151 


9202 


A 


21 


918 


1872 


AEKGPPSPGVPSTCLANSP\PPSAGSAAV 

PHSAPPGAAPRRSSRQRPCSPRRCWQEG 

AGVRAGQDGLGGSATRSAAQQSHQRQT 

GP/EGSTGKAKARGSTGRKR*AMGGSAA 

GDGA/PHVLGTGQPRAPPPSTGDGARAG 

NWLAQGSAPTHRRWSTCWEPASPGLPA 

SSNCCTHTWTRNCPGTAPSGTALPGLPG 

RPAPHPEPPPPMPPPP/PPRPGL/PLGSCVF 

L*VERPIWREVLSVPAPPRACVDTSGHE\ 

ASGPS^PVAGTEPSRPWLKQPLPCPPQQP 

RSWLTRRPE/AELHMPPTPLPAYLPGSXG 

VPQSHS*PPATLLR 


1152 


9203 


A 


2J0 


S7 


904 


GGWVAPETPSDPWFPVQRGVGDASVPG 

IGKNVVCEKAATSVDAFRMVTASRYYP 

QLMSLVGNVLRFLPAFVRMKQLISEHYV 

GAVMICDARIYSGSLLSPSYGWFODEL 

MGGGGLKTMGTYILDLLTHLTGRRAEK 

VHGLLKTFVRQNAAIRGIRHVTSDDFCF 

FQMLMGGGVCSTVTLNFNMPGAFVHEV 

MVDVPLLYLKGMVYMVQALRQSFQGQ 

GDRRTWDRTPVSMAASFEDGLYMQSVV 

DAIKRSSRSGEWEAVEVLTEEPDTNONL 


1153 


9204 


A 


2100 


171 


825 


RANPTKPIGCAVRGPWSALKAGCGCQR 
RAUGRLAVVVVARRHVCSPGSGEGKLL 
RARPREEEPPGPLGSGPGRAMDSMPEPA 
SRCLLLLPLLLLLLLLLPAPELGPSQAGA 

EENDWVRLPSKCEVCKYVAVELKSAFE 
ETVGKTKEVIGTGYGILDQKASGVKYTKS 
DLRLIEVTETICKRLLMIACTRRGPAAIDL 
PRACQRPLRHYTTWYTKGSRW 
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1154 


9205 


A 


2101 


2 


527 


PGRAMDSMPEPASRCLLLLPLLLVMLVL 

LPAPELGPSQAGTDENDWVRLPSKCEVC 

KYVAVELKSAFEETGKTKEVIGTGYGIL 

DQKASGVKYTKSISDPPDQDDLSSFQL* 

VTSHWDLRLIEVTETICKRLLMIACTRRG 

PAAIDLAKVGFGIVLHPLWGPGLQCNLS 

VSAGL 


1155 


9206 


A 


2102 


3 


1203 


SSAAEAMRVLVRRCWGPPLAHGARRGR 
PSPQWRALARLGWEDCRDSRVREKPPW 
RVLFFGTDQFAREALRALHAARENKEEE 
LIDKLEVVTMPSPSPKGLPVKQYAVQSQ 
LPVYEWPDVGSGEYDVGWASFGRLLN 
EALILKFPYGILNVHPSCLPRWVRGPAPVI 
HTVLHGDTVTG\VnMQIR\PKRFDVGPIL 

NMLI\SVLEKFGLESLSNGRQQPMEGAT 

YAPKISAGTSCIKWEEQTF\EQKFRLYRAI 

GNIIPLQTLWMANTIKLLDLVEVNSSVLA 

DPKN*REQALIPGS\V1YHKQSQ1LLVYCK 

DGWIGVRSV\MLKKSLTATDFYNGYLHP 

WYQKNSQAQPSQCRFQTLRLPTKKKQK 

KNCCYATMH 


1156 


9207 


A 


2103 


3 


215 




1157 


9208 


A 


2104 


2 


341 


SKPFSLQETYEAKRNEFLGELQKKEEEM 

RQMFVQRVKEKEA/ELKEAEKELHEKFD 

RFKKLHQDEKKKLEDKKKSLDDEVNPF 

KQRKTAAELLQSQGSQAGGSQTLKRDK 

EKKN 


1158 


9209 


A 


2105 


1 


130 




1159 


9210 


A 


2106 


2 


3449 




1160 


9211 


A 


2107 


2 


1609 


FVPPPFVEAYGWGCRKNWNWAGHRGK 

RRVKSAPSPYPTFKGWAVEGRLGLEQRR 

GGPSLAPPPTGLGRARSVTLSLCRRSSSV 

SCAVAPVAAAPVAALADAGAMAATDIS 

RQVGEGCRTVPLAGHVGFDSLPDQLVN 

KSVSQGFC\FNILCVGETGLGKS\TLM\DT 

LFQHQISKGEPATHTQPGVQLQSNTYDL 

QESNVRLKLTIVSTVGFGDQINKEDSYKP 

\IVEFIDAQ\FEALLQ\EDPKVR\RVLQTYH 

DSRIHVCLYFIAPTGHCLKSLDLVTMKK 

LDSKWllPllAKADAlSKSELTKFKlKmS 

ELVSNGyQIYQFP\TDDESVAEIQLNP*TP 

niur \r/\V IVJO 1 J^CJblViVJlNIviVllVJlVruxV^ I a w 

GTVQVENEAHCDFVKLREMLIRVNMED 

LREQTHTRHYELYRRCKLEEMGFKDTDP 

DSKPFSLQETYEAKRNEFLGELQKKEEE 

MRQMFVQRVKEKEAELKEAEKELHEKF 

DRLKKLHQDEKKKLEDKKKSLDDEVNA 

FJCQRKTAAELLQSQGSQAGGSQTLKRD 

KEKKN 


1161 


9212 


A 


2108 


1 


618 




1162 


9213 


A 


2109 


1 


427 


HPVRFFVHRGPHA/DFSLEVVSQWYELV 

VFTASMEIYGSAVADKLDNSRSILKRRY 

YRQHCTLELGSYIKDLSVVHSDLSSIVIL 

DNSPGAYRSHPDNAIPIKSWFSDPSDTAL 

U^LLPMLDALRFTADVRSVLSRNLHQHR 

L 


1163 


9214 


A 


211 


217 


624 


GDELVKREAGMKMLPGVGVFGTG/ELPP 
EVLVPLLRA£GFT\VEALWGKT*GGRRK 
ALLKEMNIAFVHTSRTYDILLHQDVDLVC 
ISIPPPLTRQISVKALGIGKNVVCEKAATS 
VDAFRMVTASRYYPQLMSLVGNV 
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1164 


9215 


A 


2110 


2 


835 


WNSAELGRGGPGAGGAOVIGMMRTQC 

LLGLRTFVAFAAKLWSFFIYLLRRQMRT 

VIQYQTVRYDILPLSPVSRNRLAQVKRKI 

LVLDLDETLIHSHHDGVLRPTVRPGTPPD 

F1LKVVIDKHPVRFFVHKRPHVDFFL\EV\ 

VSQWYELVVF\TASM\EIYG\SAVGRLNW 

DNSRSIL*GGRY\YRQHCTLELG\SYIKDP 

LLWFHRDLS\G1V1L\DNSPGAYRSHPGY 

GGR\DNAIPJKSWVSVTPS\DTALLNLLP 

MLDALRFTADVRSWLSRNLHQHRLW 


1165 


9216 


A 


2112 


2 


846 


RFPLGCFPAQEPQGPVGQPMGAPAGNG 
HGS*SPHFHQGTGKRAALATWF\NQPAP 
ERSPDVKAPAKPRARRIAP\RPRVGVPIRP 
IVRCPTV\RYHTKV\RPGRGFSLEELRVA 

KRAAG*REYRSKLILFPQRSPRAPKKGDS 
S\AEELKLAHPG*PGPGHAPSGTVY\KKE 
KARVITEEEKNFKAFASL\RMARANAPA 
LSAYRAKKSPRKPOKTDVFKPTIK'Pri n 

TWNQSGSHAGSPRGVFRGNNWAWDGA 
SLL 


1166 


9217 


C 


2113 


7J4 


1010 


MKSLNPHLDKIFPHKPLSSLASPSKTLVP 
CHLCDSFTPFKFSPNYLLFPQNHPHTSPH 
LPSPPKDKGISPIYTPHCLGGVITLILCMH 
FYRFVCHLSY* 


J lo/ 




A 


zn4 


2 


227 


ERFRPPl ARV IDVSNGK VH VAE/SCLEET 
uVjLU V Ul V LUAuxLUrrDbHLLr LK.GATL 
AFLNDEVWNLSNVQQGRYL 


1168 


9219 


A 


2115 


3 


487 




1169 


9220 


A 


2116 


I 


489 




1170 


9221 


A 


2117 


2 


221 




1171 


9222 


A 


2118 


353 


512 




1172 


9223 


A 


2119 


1 


1706 


MPRAAIAQTPAPTPAPAAAARGPGRRLA 

ALSSPHLRAAEHDGRCSSETGCHGVLDS 

LASPTPPFRSDERPDQWEQGAGSLTKDW 

KVAVVKVQAVOAAQRQVSPGKRVLCL 

GKRAFKRKVERCPTEPCSPGEDGGSRRT 

LTWDLFGPRPSLAEAAEGHFFLPHHFAV 

FGKQLVVIRCMWLLSQIGPLHYAKRRN 

HLERDVTMKGLYFQQSSTDEEITFVFQE 

KEDLPVTEDNFVKLQVKACALSQINTKL 

LAEMKMKKDLFPVGRE1A\GIVLDVGSK 

VSFFQP\DDEVVGILP\LDS*KTPGL\CESL 

LRVHEPLLGFINPEKVTWXTEAAGSISGM 

GVRAYYSFLHLSFFIFSPGGNQCUMDGA 

KCHLRTIAIQLAHHRGAKVISTACSLEDK 

DPI FRFRPPTARVrnV^I'NJrJK'VMVAPQr'l P 
V^V'i-'CnxJrtj JTirVrv, v iU v oINvjIv vn V/vDoi^LiC 

ETGGLGVDIVLDAGVRLYSKDDEPAVKL 

QLLPHKHDIITLLGWGGHWVTTEENLQL 

DPPDSHCLFVLKGATLAFLNDEVWNLSN 

VQQGKYLS*QSFQLRILKDVMEKLSTGV 

FRPQLDEPIPLYEAKVSMEAV\QKNQGR 

KKPSWFQF 


1173 


9224 


A 


212 


858 


992 


LKSPQRPGMVAHACNHSTLGARGGWIT/ 
R*GQEFKTSLANMAKFHL 


1174 


9225 


A 


2120 


230 


535 
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1175 


9226 


A 


2121 


344 


2631 


GDREGTGRAHTEEGAGAGMHFYDVEG 

VDWDRVQGPRMRGLSSSVQVGRFPAPK 

VSGPLSICVVRQLGLASSRFARSVPFGV 

WKKDLPCLSLLSQSEDELTPFDMSIQVR 

LPFNLRQI*KQYWLGMVAAHAGTEKDK 

NSVNFKNIYVLQELDNPGQ*YFKISFSU 

YENISTLIKEDMGHGSDYSLSEVLWVCA 

NLFSDVQFKMSHKRIMLFTNEDNPHGN 

DSAKASRARTKAGDLRDTGGHISPFS*IG 

T*LLFFYFLFF*1ISIAEDEDLRVHFEESSK 

LEDLLRKVRAI<iTRKRALSRCALSPGQL 

PTLPLNQKQAGRGGFKPPPIKLYRETNEP 

VKTKTRTFNTSTGGLLLPSDTKRSQVGR 

DAFCCCCF*DRVSLCRPGWRGLMLMGF 

KPLVLLKKHHYLRPSLFVYPEESLVIG\SS 

VDHG*VTLTHSAVYGAALC/RYTPRRNIP 

PYFVALVPQEEELDDQKIQVTPPGMWQ 

RYFQGF*TLPILWNHPWTPQGGGTVRLA 

LDVSKKLETGTNCRQVKGLCWGNTGRN 

SKYRRAATTVLLSAVSVTHSATPEQAnAT 

GKMKAIVEKPRFTVYR\SDSFENP\VLQQH 

FRNLR\ALALDLMEPEQAVDLTLAQC*S 

Q*IKRLGSLV\DESKGASLPQPDYNPVEGK 

SYPKRKNTNK*KGLGKKKRPKGWK*FK 

KEGA*RPHIKKGVRWGKVHCAPC*KEA 

CRGLRG^KSGLKXKQELLEAL-nKHFPGL 

DQRPARPAALPAVLPGCPGLVLSQLKCV 

SPELGRVYPT 


1176 


9227 


A 


2122 


599 


1063 


SCSEGLNAVNNLKASRKPKCLSLKWLFL 

FYFP**IDSQAFYPUSKIVKRKKMTHFW 

TLYFMYLFLRQSLALLRPGWSAVAQSQL 

TVALGLiyVLRQSSYVSPPGTWNHRYMP 

PCPAF*NYFCRDGGLPILFRLVLNSWV»A 

VLSPRPLKMLRLQA 


1177 


922S 


A 


2124 


142 


461 




1178 


9229 


A 


2125 


145 


904 


VINLVYLISSPRPELKPVDKESEWMKFP 

DGFEKFSPPILQLDEVDFYYDPKHVIFSR 

LSVSADLESRICWGENGAGKSTMLKLL 

LGDL\APVRGIRHAHRNLKIGYFSQHHV 

GAAGT*TFSACGNLLGTQVFLGRPEEEY\ 

RHQLGFGMGISGELGHASSLPACLGGQK 

EAEVAFCSDGLLPCPNFL\IL\DEPTN\HLG 

HGRAIEALGPCLQTISGVGVILVSHE*SA 

LSRLVCRE\LWVC*GRRRHPCGKEGF 


1179 


9230 


A 


2126 


39 


2220 


GASFPGVPEWNMATCAEILRSEFPEIDGQ 

VFDYVTGVLHSGSADFESVDDLVEAVG 

ELLQEVSGDSKDDAGIRAVCQRMYNTL 

RLAEPQSQGNSQVLLDAPIQLSKITENYD 

CGTKLPGLLKREQSSTVNAKKLEKAEAR 

LKAKLRKRSEKDTLKTSNPLVLEEASAS 

QAGSRKESRLESSGKNKSYDVRIENFDV 

SFGDRVLLAGADVNLAWGRRYGLVGR 

NGLGKTTLLKMLATRSLRVPAHISLLHV 

EQEVAGDDTPALQSWLESDSVREDLLR 

RERELT\SQIAAGRAEGSEAAELA\KIYAK 

LEEIEADKAPARASVILAGLGFTPKMQQ 

QPNPGVSQVAWRMRLALAGALVFARPD 

LLLLDEPTNMLDVRAILWLENYLQTWPS 

TILVVSHDRNFLNAIATDIIHLHSQRIDGY 

R\GDFETFIKSKQERRAQ\QQREYEAQQQ 

YRQHIQVFIDRFRYNANRASQVQSKLKM 

LEKLSELKPVDKES»WMKFP*WV*EAL 

RRPFCSLDEVDFYYDPKHVIFKVRLSVSA 

DLESRICVVGENGAGKSTVMLKLLLGVDL 

APVRG\LRHAHRNLKIGY\FSQHHVEAA 

WT*TSVLVELLARKFPGRPEEEYRHQLG 

RYGISGELAMRPLASLSGGQKSRVAFAQ 

MTMPCPNFYILDEPTNHL\DMETIEALGR 

ALNNFRGGVILVSHDERFIRLVCRELWG 
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MRRRRWTRVEGGFDQYRALLQEQFRRE 
GFL 


1180 


9231 


A 


2127 


45 


339 


PPPRTPSVPAG*LRAS/STPPRSSSSSSSSSP 
RKGLSLRPQEALPPPPCPSCRSSAPSAPR 
GGRGETPNKGTGGSLCQSCHHPPVDVQ 
AVLNKCFEADE 


1181 


9232 


A 


2128 


484 


1879 


FQGQRMAGELKPSCNLLEQS1LLAKGTS\ 

GSSLTALISQVLKAP*VYVFGELLELCNV 

HELAE*ANAAYLQLLNLFAYGTYPDYIA 

NKESLP*LSTAQQNKLKHLTIVSLASRM 

KCIPYSVLLKDLEMRNLRELEDLIIEAVY 

TDIIQGKLDQRNQLLEVDFCIGRDIRKKD 

INNIVKTLHEWCDGCEAXALLGIEQQVLR 

ANQYKENHNR/TLQQQVEAEDVYILPQS 

GNDCRGLRFVSSUGGVRCVHLKHKGD 

AWWEAIEEGEALPGKYRLKGGRSVWA 

AAVRAVCMDQVTNIKKTLKATASSSAQ 

EMEQQLAERECPPHAEQRQPTKKMSKV 

KGLVSSSPLGPAGAAGTHQAVA^RWGG 

rvTvnpirppi qt/^cppox/^dcduopt pxi t 
\j 1 rvVjr r r r 1 v^otir V; 1 V^r or rlV^KJ-rr 1 LL, 

VLFQKNCYSPSPTPSFPSCSLQTQGLHQC 
HPKTGSDTAQLPSRRFLSLCKGLVSLPVF 
LLLPRHFVRLVISRROL 


1182 


9233 


A 


2129 


225 


413 




1183 


9234 


A 


213 


1 


126 


FRAWTRSRSERRRRRKRSSSGSEKFDSK 
K*KKNSSRKKQHEE 


1184 


9235 


A 


2130 


356 


1024 


GRAEPEDLENGEESSAELDYQDPDATSL 
KYVSG*CHPPSGWG/HEDAUVHCVDDS 
GHWGRGGLFTALGKA/SPLKPRKIYELA 
GENEKTLSLGGVLLFPV***KIQDTKGKI 

Vrf Vt 1 l-» YT V INlvolN V JLOvJX l^vJOi llvIW 

RRY/CLAAKKAGKSSVQPPHVLDMPRK 

GFKRVGVPEPTLFGKHPGLQRGHPQPYH 

ILFPLEGKSACPFHSOFFILPSLKDSWCP 


1185 


9236 


A 


2131 


3 


205 




1 IQiC 

1 loo 




A 

A 


2132 


3 






1187 


9238 


A 


2133 


1 


428 




1188 


9239 


A 


2134 


36 


417 


QAFRKFLPLFDRVLVERSAAETVTKGGI 

MLPEKSQGKVLQATVVAVGSGSKGKGG 

EIQPVSVICVGDKVLLPEYGGTKWLDDK 

VCKP**F*KEVRYLQLVVLTNGFFHLQD 

YFLFRDGDILGKYVD 


1189 


9240 


A 


2135 


496 


751 


ISLLNKHPSFFKGGEIQPWSVKVGDKVL 
LPEYGGTKVVLDDK/DV*T**F*KEVRYL 
QLVVSTKGFFHLQDYFLFRDGDILGKYV 
D 
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1190 


9241 


C 


2136 


92 


265 


MSLVURFllKGElWElIYNTrERlSGTSSGM 
GRHHVDAISNSDLFQSTVLSKNCNNL* 


1191 


9242 


A 


2137 


330 


875 


AYAAGFGDSCLIAMSGRGKQ*GKVF\AK 

AKSRSSRAGLQFPGGRVHRLLRKGNYA 

ERV\GAGAPV\YL\AAVLEYLTAEIL\ELA 

GNAARD\NKKT\RIIPRHLQLGHPATTEEL 

NKLA*GRVTICFRGGVPS*TSRAVL\LPK 

KTESSPQGQGQSDFDRYLELPRKRYSNP 

KGSFSEAPLPFQRKS 


1192 


9243 


A 


2138 


25 


414 




1193 


9244 


A 


2139 


I 


65 


RTRGRTRGNLSFI*NHM*QIA 


1194 


9245 


A 


214 


90 


943 


SPLADTFLSSGLGRTASPRPKAEARGTGR 
VRGLRRAVRASPGRMGRSRSRSSSRSKH 
TKSSKHNKKRSRSRSRSRDKERVRKRSK 

GTGSAPRPRPTASTSSGARRASAGSLDE 

KQKARGGGEESGVPSGSEKFDSKK*KKN 

SSRKKQHEE*KNW*QKRVEEELEKRKDE 

lEREVLRRVEEAKRIMEKQLLEELERQRQ 

AELAAQKAREEEERAKREELERILEENN 

RKIAEAQAKLAEEQLRIVEEQRKIHEER 

MK 


1195 


9246 


A 


2140 


293 


444 


SPSGYGR*SEASRRPTWCSQFQLRQPPHP 
EPPKSATWNQTPNIGNLSLPL 


1196 


9247 


A 


2141 


544 


1553 


CQMRSCDRTECSFTTARICLSPLPTAFRT 

HTYGPKSCRSPACDVLGKGRSCRGGWL 

RLASAWCSCARVSAGSALRFPGMESEM 

ETQSAGAEEGFTQVTRKGGRRAKKRQA 

bi^LoAAUbOuDAORMUJ EEARPAKRPV 

FPPLCGDGLLSGKEETRKIPVPANRYTPL 

fCENWMICIFTPIVEHLGLOlRFNl \KSRNV 

EIRTCKETKDVSDSDKRQTDFVKXAFILG 

LSGWKE*HLTLIRL\DDLFLE\SFEITDVKP 

LKG\DHLSRAIGRIA/GAKEGKTKFT1EVN 

VTRTTIVLADVKVHILGNSFQNIKMARTA 

ICNLILGNPPSKVYGNIRAVASRSADRF 


1197 


9248 


A 


2142 


1055 


1223 


SSPGNLNVQEGFRITGL1CY*KQYQY*MC 
FLFLUSLYVCVVFDFLLLLLFCGHPLH 


1198 


9249 


A 


2143 


2 


256 


SPGRTAMRSWSCRPCGGGGLG/SSQGRS 
EPGSSRLGPAPS/CGLTHPCRRGPSCPHPC 
PAGCRTCGGICPGPHPTSRCPPSRNCGQT 


1199 


9250 


B 


2144 


1 


2848 


MARRPRNSRAWHFVLSAARRDADARA 

VALAGSTNWGYDSDGQLLQVTCLSLTG 

o WL. WUAu VrAUoAVrJJ 1 UAALrVorWU 

PAVCCGQEHSDSDSDPEYSTLPPSIPSAV 

PVTGESFCDCAGQSEASFCSSLHSAHRG 

RDCRCGEEDEYFDWVWDDLNKSSATLL 

SCDNRKVSFHMEYSCGTAAIRGTKELGE 

GQHFWEIKMTSPVYGTDMMVGIGTSDV 

DLDKYRHTFCSLLGRDEDSWGLSYTGLL 

HHKGDKTS 






A 




1 


Oj\J 


TLEPCGGCNSCSGPSPACCVAPA*GPAA 

AADPPACLPSLAAAGAGGGSTGTGGKXC 

AGTG/GG*PSCCSGPPWSTPSGRISC/CCS 

LVAATPGREGPSLYTSCS*KR*VCRARCP 

GARQ*WSPGRTATRSWSCRPCGGGGPC 

RRGPSCPHPCPAGCRTCGGICPGPHPTSR 

CPPSCRCRRRERSS 


1201 


9252 


A 


2146 


16 


716 


SVLESKGQRNKGQRKGPVPAQEGSSTG 

FCSVRSGGSASLWOGOGSRTAGVGGGRC 

PGDRTLEPCGGCNSCSGPSPACCVAPA* 

GPAAAADPPACLPSLGRSVCAGGGSTGT 

GGKWRWHRSG*PSCCSGPPWSTPSGRIS 

aCCSLV/CCHTYATSCS*KR*VCRARCPG 

ARQ*WSPGRTATRSWSCRPCGGGGPCR 

RGPSCPHPCPAGCRTCGGICPGPHPTSRC 

PPSCRCRRRERSS 
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1202 


9253 


A 


2148 


123 


488 


LKCNFRLDKYCGGTAMSGGEQKPERYY 
VGVDVGTGSVRAALVDQSGVLLAFADQ 
PIKNWEPQFNHHEQSSEDIWAACCA^ CH 
KGDSHRNVIMWLDHRAVSQVNRINETK 
HSVLQYVGGVMSVE 


1203 


9254 


A 


2149 


2 


321 




1204 


9255 


A 


215 


739 


857 


IIPPSPNSNQLNPP* ♦ ♦FPGNY Y*yFNITQI 
NKDNYKTE 


1205 


9256 


A 


2150 


257 


565 


INKDP1FVPGVWGPYFSA\MVPGFWLNE 
GGQSVTGKLDILSTNTPHPITILGNTNSIL 

KTQLQHQICPFLITSPHIPKTPQTSRTDQA 
SFLCSPSSDSLQILSL 


1206 


9257 


A 


2151 


1 


291 


VADLTLKGMVTGLKLFQDLEYLAILYLA 
TVQAIALGTRFnEAMEAAGHSISTLFLCG 
GLSKNPLFVQMHADITGSNGKNEQSWE 
SCVPETTG*K1L 


1207 


9258 


A 


2152 


1 


1690 


FRDDPRVRARLRAESVYLKFNFRLDKYC 

GGTALSGGEQKPERYYVGVDVGTGSVR 

AALVDNQSGVLLAFADQPIKNWEPQFNH 

HEQSSEDIWAACCVVTKKVVQGIDLNQI 

RGLGFDATCSLVVLDKQFHPLPVNQEGD 

SHRNVIMWLDHRAVSQVNRINETKHSV 

LQYVGGVMSVEMQAPKLLWLKENLREI 

CWDKAGHFFDLPDFLSWKATGVTARSL 

CSLVCKWTYSAEKGWDDSFWKMIGLED 

FVADNYSKIGNQVLPPGASLGNGLTPEA 

ARDLGLLPGIAVAASUDAHAGGLGVIG 

AHVRGHGLHL*GAASDVT\LAV1CGTSS 

CHMGISKDPIFVPGVWGPYFSAMVPGF 

WLNEGGQSVTGKLIDHMVQGHAAFPEL 

QVKATARMPEYILH]*TVTWDLD*GRVQ 

PVGFSFTV*FYMFGPDFHGNRSPLADLTL 

KGMVTGLKLSQDLDDLAILYLATVQAIA 

LGTRFIIEAMEAAGPL/ESSTLFLCGGLSQ 

EA'PLFVQMHADITGMPVVPVARGGSPF 

LCGAAVLGACASGDFASVnEAMAKMS 

KVGKVVFPRLPE 


1208 


9259 


A 


2153 


1 


479 


AATSWGAAQTISSPILDKSLPADISIEDQQ 

CLVFRDVAPQAPVHFLVIPKKPIPRISQA 

EEEDQQLLGHLLLVAKQTAKAEGLGDG 

YRLGE*LLALGPSPMNSHSYFSI*SSFFDL 

CHDPDSLTPSSISVINDGKLGAQSVYHLH 

IHVLGGRQLQWPPG 


1209 


9260 


A 


2154 


284 


604 


RERRDIGGCWSSSSAWGNPREWGFLGN 

DQGRCTGSLRGPTSREHKTLAGPHKRIV 

SWGGSCPRIRGEDGWGCSPRSWLAGAL 

ATF1P*KAPFPR1TPG*RRRPAATYVPPLS 

L*LLGHLTPMWLSRQQRLRGLGDGYRL 

VINDGKLGA\QSVYHLHIHVLGGRQLQW 

PPG 


1210 


9261 


A 


2155 


496 


1579 


NCLNSFSCSMNQMYLLIALMTIEYNLAY 

DSYYlCIHFlFiaVYiaTDFFLQMRL*ILM 

QIFW*GSLFLL**FQLIRDLPFAFSLR*KL 

CPHLLKYKG1LWKQIILVLC*R*ILIILMC 

DLFALSGnVFLSFlMRKFSHL*VTVKFIY 

MSIPRRPVQIL*EHLGLQDIIG1*ILISCY** 

ENRYSIVIPLF/CFA^ILITHFGFFSLF*I*LL 

VFV**F*FNNPNQQYI*F1/CFLSNLTTFFL 

CFLVGGVCFVKGIIV^DHCFHTCFTLHVF 

♦STFIY♦AF^GLE♦FHQ^fNTFW*FV^!SSSN 

CYTLLGT*Q*ICKGKRNNFLYSANLNFI** 

I1HFFLKIVW1DCF*NTNLWLWFFFSSAFP 

ASK 


1211 


9262 


B 


2156 


302 


451 


XEFLFKHPKRTATLSMRNTSVMKKGGIF 
SAEFLKVFLPSLLLSHLLAIGLG* 
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1212 


9263 


A 


2157 


1 


765 


PPLS3PGAHVGRGAPTSAFPPPAAEAHPA 
ARRGLRSPQLPSGAMSQNGAPGMQEES 
LQGSWVELHFSNNGNGGSVPASVSIYNG 

QTPQDTNRASETDTHS1GEKNSSQSEE\D 

DIERRKEVESILKKNSDWIWDWSSSAGKI 

FPPKEFLFKHPEAARPTLQA*G\NRAVMK 

KGGIFSA/ENFLKVFLPSLVLLSHFAGPSG 

LGUYIGKGVLTTSTSTFWMKELGVLTLV 

R 


1213 


9264 


A 


2158 


1 


381 




1214 


9265 


A 


2159 


2 


312 




1215 


9266 


A 


216 


263 


425 


FAFQKFYIYTYF+KHTUWLGAVAHGCN 
PSTX,GGQuGQlT*DEEFETTLDKMVKS 


1216 


9267 


A 


2160 


1 


576 




1217 


9268 


A 


2161 


2 


313 


VSYYFIFHRMEKAHPEPGTWDSFLEKFM 
AGEA^WA*LEEGGCEAEGWWL*RTATL 
CRCPLPASLVSYGSWYQHVQEWWELSR 
THPVLYLFYEDMKEVRPTVMLPPM 


1218 


9269 


A 


2162 


901 


1848 


RRNMELIQDTS\RPNPLEYV>JCGVPLIKYF 

AEALGPLQSFQARPDDLLINTYPKSGTT 

WVSQIL\DM1YQGGDLEKCN\RAP1YVRV 

PFLEFKAP\GIPLRMETL\KDTPAP\RLIKS 

HLPLAXLLPQTLLDQKVKVVYVAAQRKR 

ov/\Voi I rir I il\IvL/\JVV\nriir\j\l W\JL>or 

LGESSLVL*K V VLADS WYOH VOF WWFT 

NRTHPVL\YLFY^EDMKENPEKGRFQKDP 

WSLGGRSLQEKTGDFQWQVHTSFKEMK 

KNP\MT>a.HPTVPPGSSMDH\SISPU>*GK 

GMAGDWKT\TFT\VAQNER\FDADYAEK 

M\AGCSVLSF\RSEL 


1219 


9270 


A 


2163 


3 


287 




1220 


9271 


A 


2164 


75 


301 


AHKKLRAAPLAPMTGTH+KWFVKAGD 
KVKAGWSWVMFPMKMEHTIKSPKDG 
TVKKVFYREGAQANRHHSFSRV 






D 
IJ 








EAPAPPKAEAKAKALKAKKAVLKGVRS 

HTQKRRSACHSPSGGPRHCDSGGSPDIL 
GRAPPGETSVATMLSSKFR* 


1222 


9273 


A 


2166 


153 


370 


LIAGAFRKASGGNMIFRRPKTL*LRRQPR 
*PQKSTPRKNKLGHYAI1KFPLTTESAVK 
KJEETNTLVFTVLV 


1223 


9274 


A 


2167 


842 


1770 


CTPEICCLPAVHRRNWLRNAEPPVWKRH 

JLSPICRKRQGRATKPKRRPWYTTPPTRR 

VRDVALRPYSRH/GRQPHAKKKIRMSLT 

FRRPKTLRLRRQPRYPRKSTPRRNKLGH 

YAIIKFPLTTESAVKKIEENNTLVFTVDV 

HDEQNNILTREAKNRNDNTRNRARTETN 

TETQKNSGYQALISFHSYYSDTSDNKAH 

LVSYQSGQCTYDRLGWNLLIRMTCRSL 

QHTYDIQSTQIASCFHPVSVRVNLRLYC 

ANYGGISAVFMPLRKELLILTRSSNSKVS 

OIJU 


1224 


9275 


A 


2168 


3 


281 




1225 


9276 


A 


2169 


353 


605 


EMAPKAKEAPAHPKAEAKAKALKAKK 
AVLKGVRSHT/RKKKIRMSLTFRRPKTLR 
LRRQPRYPRKSTPRRNKLGHYAJIKFPLT 
T 


1226 


9277 


A 


217 


2 


660 


FVTRPDAGVMRLPLVLLLAVLLLAVLCK 

EARKKVLKQAFSANQVPEKLDVWIGS 

GFGGLAAAAILAKAGKRVLVLEQHTKA 

GGCCHTFGKNGLEFDTGIHYIGRMEEGSI 

GRFILDQITEGQLDWAPLSSPnCIMVLEG 

P/KWPKGVPHVQWRESLHSGPQG/GSFH 

RRKLSLTSI*SWLRWYPVEPL^4PSC 
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1227 


9278 


A 


2170 


301 


946 


PGSYLKPLSWTVALSLRPGFMSRWPCQR 

T T'\17/^DDC"\7T*/^ A CO A C/^ A OT A COl t>I>r\t<' 

L 1 Wv^RKb V 1 (^AbOAoOAoLCAbKLrKUK. 

VERCPHTHAKKRIRMSPTFRRPKTLRLR 

RQPRYPRKSTPRRNKLGHYAIIKVFPLTTE 

\SAGKKNKKNNTPLVHCGC*RPTRHQAR 

QAVKK\LYDSDVWCVTTLiCPDKEKKA 

YVRLAPDYDALDVANKIGII 


1228 


9279 


A 


2171 


1 


1602 




1229 


9280 


A 


2172 


243 


620 


LLTSSKVMNLSLLEVFSA^SSSQRSPSPGP 

NHTSNSSNASNATVVPQNSSARSTCSLTP 

ALAAHFSENLIKHVQGWPADHAEKQAS 

RLREEAHNMGTIHMSEICTELKNLRSLV 

RVCEIQATLREQR 


1230 


9281 


A 


2173 


3 


688 


QRSLFLRVPQSPIPPLLQDPNLLRQLLPAL 

OATI ni MW^vTsJVnTQKTMPVT TA AVXn AC 
^/^.l J-»V^L*lNiNoiN Vl^loXliNCVl-l AAV I V^Ao 

LQSIIHKFLTAGPSAFNITSUSQAAQLST 

QAQPSNQSPMSLTSDASSPRSYVSPRIST 

PQTNTVPIKPLISTPPVSSQPKVSTPVVKQ 

GPVSQSATQQPVTAG/PGPRS/SEPVSPRR 

SSALK*PEKSITWVPIHTS\NSSNGIQMAT 

VVPQEFFLARSTCSLTAGTSSTLO 


1231 


9282 


C 


2174 


1 


1038 


MEDFTTPLSTLASSMRQKVNKDIQDLDS 

ALQQADVIDIYRTLHPKSTEYTFFSALHC 

TYSKSDHVlGSKALLSKqKRTEITTNCVS 

DHSAIKLEFRIKKLTQNRTTTWKLNNLL 

LNDYWVDNEMKAEIKVFFETTQHDQNF 

TKARCIQEHRTPYSQSFKLKAETRDPSSF 

TKNVQKMKRVRDADLAVAALSRLRGK 

VWVKAWPPLRGCRCVLGCCFLAFCIRSL 

MDVKHSCPVCQRELFYYHRLPRPSPRSA 

YLAVRDIGPKMARDTVNLWPQARDPSE 

NASPALLQTHAEKVLVRRVGSGLGTTLP 

RRGDDPTPERQISFLKCLLKKLSHGFGSE 

GAMPEEISH* 


1232 


9283 


A 


2175 


1 


1312 


MGRNQSRKAENSKHESTYSPPKDHSSSQ 

AMEQSWTENGFEKLGFRRKEALYYLDL 

TASCQSQELFQLYAGMSVVGTSMPVQA 

VCPYCGNRIITVTTFVPGALTWLLCTTLF 

LFGYVLGCCFLAFCIRSLMDVKHSCPVC 

QRELFYYHRLRQMELASSARTVVAPSRP 

CAGREGRGDANGKNSSPTAGSAMSSEPP 

PPPQPPTHQA\GVGLLDTPRSRERSPSP\L 

RGNVVP\SPLPTRRTRTFS\ATVR\ASQGP 

VYKGV\CKCFCRSQRA1GFNYPPAGWAG 

PDIFyLWHIS*LWKGGVIVPSGKGDEGHP 

NKMCSHPHPKE*R/IAARPVKVVHHLTL 

APQAPKHE1\WS\GHVISSLGGLVESTPLS 

LCFVGDFAGRRQQTLEDDILPHETGLQR 

\jN\JroKl V orOuivO Y UO AU VOCO V r rJKl o 

TAYGPLOOPLHHLKSIKSI 


1233 


9284 


A 


2176 


75 


411 


PI1TKEHLFYVILVPSSGLDGIQG*SQKEG 

RGLAVPTPVSVAAGLPAASMAEEAADQ 

VGRAALAWLCPAGRRRGFGGEVMRAL 

VASRPDLLTLSASSGWALGSEGRVKASA 

D 


1234 


9285 


A 


2177 


1 


361 


GIKRRSGREATRALITSPPNPFRRPAGQS 
QARAARPTWSAASSAMEAAGSPAATET 
GKYIASTQRPDGTWRKQRRVKEGYVPQV 

DDcrkViVyiiir'TC\/f*CFrCD\/xi/^cr'i>rir»* A I oo 
KKo y I IVl Iv 1 oM .o r oK V N V^oCr y 

LLLSPHPGPEGGEPGPLQGQPNVNLEGE 

REKEAAAGKRKERAEGLSICDS*LRCPW 

EETAQLPSAPQGSRAAPTAASDQPDSAA 

TTEKAKKIKNLKKKLRQVEELQQRIQAG 

EVSQPSKEQLEKLARRRALEEELEDLEL 

GL*GLSPEATAPVTPSRA 


1235 


9286 


A 


218 


151 


414 


ERERESVCVCMCVRVCVCVCLRERERQ 
RQRDKRLCGEMRKIQYVNKLHYI/SKYL 
YIYKYVILQT*TFIHIYIYLYK*ICIHTQMY 
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AVY 


1236 


9287 


A 


2182 


3 


140 




1237 


9288 


A 


2183 


365 


2078 


NLVHCHCLDIFINQAFDMQRDLQITPKR 

LEYTRKKENELYESLMNIANRKQEEMK 

DMIVETLNTMKEELLDDATNMEFKDVIV 

PESGEPVGTREIKCCIRQIQELIISRLNQA 

VANKLISSVDYLRESFVGTLERCLQSLEK 

SQDVSVHITSNYLKQILNAAYHVEVTFH 

SGSSVTRMLWEQIKQUQRITWVSPPAITL 

EWKRKVAQEAIESLSASKLAKSICSQFRT 

RLNSSHEAFAASLRQLEAGHSGRLVEKTE 

DLW\LRVR\KDHAPRLARLSLESCSFTGC 

LCLHRKP\KLGQELGRGQYGVVYLCDN 

WGGHFPCALKSVVPPDEKHWNDLALEF 

HYMRSLPKHERLVDLHGSVIDYNYGGG 

SSIAVLLIMERLHRDLYTGLKAGLTLETR 

LQIALDVVEGIRFLHSQGLVHRDIKLKNV 

LLDKQNRAKITDLGFCKPEAMMSGSIVG 

TPIHMAPELFTGKYDNSVDVYAFGILFW 

YICSGSVKLPEAFERCASKDHLWNNVRR 

GARPERLPVFDEECWQLMEACWDGDPL 

KRPLLGIVQPMLQGI/L*NRLCKSVNSEQP 

NRGLDDST 


1238 


9289 


A 


2184 


2 


468 


GPEAVPHRACSLWLPTPSGPTCPATRHS 

EHEFTFQMWPGCASSSLLCVGTPGEARA 

DHRCMRVTPVHLGLPGWVGGAGARPH 

CCESATPGGPRGCPTP/DDWVAAHIPPSF 

H1C*GNPGCIRGDPRGLLWPLCPMTCVAS 

DKAPALLGSACCSVWSVR 


1239 


9290 


A 


2185 


170 


1224 


PVWRGPAGPTPGIPSTTEKHTRLPSANM 

MVLKV\EELVTGKKNGN\GEAGEFLPED 

FRDGEY*AAVTL\ERQEDLKTLLAHPVTL 

GEPQLRKRETHERAELKKKKLEQRSKLE 

NLEDLEniQL*EK/RKKSRETKVPVLKDP 

EP*IHYGTCWECPTFLKA/SLWENNLPVV 

EKFLSDKNNPDVCDEYKRTALHRACLE 

GHLAIVEKLMEAGAQIEFRDMLESTAIH 

WASRGGNLDVLK\LLLNKGAKISARDKL 

LSTALHVAVRTGHL*GCAEHLIACEADL 

NAKDREGDTPLHDAVRLNRYKMIRLLI 

MYGADLNIKNCAGKTPMDLVLHWQNG 

TKAIFDSLRENSYKTSRIATF 


1240 


9291 


A 


219 


4 


328 


HGVSLLFPRLECNGTISAHHNLRLLS+SD 
SPASASQVAGITGMHHHARLIL/YFLVEM 
GFLHVGQAGLELPTSGDPTLPWPSPKCW 
DYRREPTSPGPQTYIITQSKSSP 


1241 


9292 


A 


2190 


93 


458 


LLLWTMSVIFFACVVRVRDGLPLSASTD 
FYHTQDFLEWRRRLKSLALRLAQYPGR 
GSAEGCDFSIXHSIIQKVKWHFNYVSSSQ 
MECSLEKIQEELKLQPPAVLTLEDTDVA 
NGVMNGHTPM 


1242 


9293 


A 


2191 


1077 


1818 


LLLWTMSVIFFACVVRVRDGLPLSASTD 

FYHTQDFLEWRRRLKSLALR\LAQYPGR 

GSAEGCDFSIHFSXSFGDVACMAICSCQC 

PAAMAF\CFL\ETLWWEF\TASYDTTCIGL 

ASRPYAFLEFDSIIQKVKWHFNYVSSSQ 

MECSLEKIQEELKLQPPAVLTLEDTDVA 

NGVMNGHTPMHLEPAPNFRMEPVTALG 

ILSLILNIMCAALNLQPVQHVYLGQLDLG 

AHAIRKSF1GREKGNILVF*VDMIQ 


1243 


9294 


A 


2192 


1 


999 




1244 


9295 


A 


2193 


1544 


1928 


QKVRGQIREGCLEEVALGSSRPPAHVCL 

GLPTGQTADGKSYVKYQVIGKNHVAVP 

THFFKVLiLEAAGGQI\ELRT^YVMPN\AP 

VDEAIPLEAFLWPIESIERASGVLLFVQNIL 

ARAGSLKAITAGSK 
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1245 


9296 


A 


2194 


2 


1068 


ARGWVPRPKPLAVFVSGREVTLSSAAPA 

ALCPRWIPRRGSFKSLAGRPPLGRSPAM 

RALRAGLTLASGAGLGAVVEGWRRRRE 

daraalgllgrlpvlpvaaaaelppvpg 

gprGpgelakyglpglaqlksresyvlc 

ydprtrgalwvveqlrperlrgdgdrr 

ecdfreddsvhayhratnadyrgsgfd 

rghlaaaanhrwsqkamddtfylskv 

apqvpvhsnqiawnnl\ekysr\sltrsyq 

nvyclh*ghfflprtead\oksyvkyqv 

IGKNHVAVPTHFFKVLILEAAGGQIELRT 
YVMPNAPV\DEAIPLERFL\VP1ESIERASG 
LLFVPNILARAGSL\KAI\TAGSK 


1246 


9297 


A 


2195 


204 


507 


GSPGTRSETREPGAMSQPPAPPPPLPPPPP 
PPEAPQTPSSLASAAASGGL\*SGETGESF 
PGAARIRSVRRVYFSRPPVLSASSVPSAA 
SGTSSNSCWGLRR 


1247 


9298 


A 


2196 




460 


EFKQUHIEHQPNGGASVIHAYSNELSHL 
SPMEMERFARKSLVGS*CSSENENSGSFP 
T*WGI\AHGAATYLP\DFLDYFSFNFP\NS 
PWKMEILGKKDIETTTMSNFHAQSLTVL 

QPGRQSETPSQKKRKKFMIMLSSRWEGE 
TKNKYRRLTN 


1248 


9299 


A 


2197 


199 


769 




1249 


9300 


A 


2198 


182 


2889 


TEKGAAAGTAGSCSRRQHASPQSYGSPA 

SWSFAPLSAAPSPSSSRSSFSFSAGTAVPS 

SASASLSQPEPRKLLVPPTLLHAQPHHLL 

LPAAAAAASANAKSRRPKEKREKERRR 

HGLGGAREAGGASREENGEVKPLPRAN 

DKTOSFDDFSPDQAAAECLSIRKRRILKG 

SCQTGYLRKALFSDTVTLGIKASTYGFW 

GGMIQSIVKGLAETFNFWIHIWELNDLQ 

YISALFACSEEMPDYHLEKQLADKIKDKI 

KERDKEKEREKKKHKVMNEIKKENGEV 

KILLKSGKEKPKTNIEDLQIKKVKKKKK 

KKHKENEKRKRPKMYSKSIQTICSGLLT 

DVEDQAAKGF\LNDNIKDYVGKNLDTK 

NYDSKIPENSEFPFVSLKEPRVQNNLKRL 

DT\LEFKQL]HIEHQPNGGASV1H\AYSNE 

LSHLSPM/EGWERFAEEFVG/L*VFSENE 

NSAAFYVMGIVHGAATYLPDFLDYFSFN 

FPNSPVKMEILGKKDIETTTMSNFHAQV 

KRTYSHGTYRAGPMRQISLVGAVDEEV 

GDYFPEFLDMLEESPFLKCTLPWGTLSSL 

KLQSRKDSDDGPIMWVRPGEQMIPVAD 

MPKSPFKRKRTTNEIKNLQYLPRTSEPRE 

MLFEDRTRAHADHIGQGFERQTTAAVG 

VLKAVHCGEWPDQPRITKDVICFHAEDF 

LEVVQRMQLDLHEPPLSQCVQWVDDAK 

LNQLRREGIRYARIQLYDNDIYFIPRNW 

HQFKTVSAVCSLAWHIRLKLYHSEEDTS 

QNTATHETGTSSDSTSSVLGPHTDNMIC 

AVQVAQl T^Q\/PQ'nT<n UQVVPl nniVUPPI 
A V olW\oJL<L^o V r oL/lVl^Holv X tL.vl^li^ 

ASVRIKEEPVNVNIPEKTTALNNMDGKN 
VKAKLDHVQFAEFKIDMDSKFENSNKD 
LKEELCPGNLSLVDTRQHSSAHSNQDKK 
DDDILC 


1250 


9301 


A 


2199 


2 


122 




1251 


9302 


A 


22 


10 


284 




1252 


9303 


A 


220 


436 


777 


IYSYGKTGPV*KRKNCQSR1KEQNPI1CW 
LQATHLKCKETYKLK/MRKICQANTNQN 
EEIGIL*NSRLYSKNYYQG***KGSILQED 
MTILNMYAPKNRGSGYMRQKLIELQGE 


1253 


9304 


A 


2200 


1130 


1437 


LSRIMKAWFPLFFKIPFRDKVFFLSPPAW 
SAVAQSRLHCSLELVGSINSSISAS*LGW 
EY\RCAPQCPG»FL\FFCRDGALPCCPSV/S 
QVICLP+PPKALGLOA 
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1254 


9305 


C 


2201 


279 


449 


MHPVSCWVIMSCRPLCTRLILSDSPPGPP 
SDICVSRKNPSNYPAMVLPQCrnCII* 


1255 


9306 


A 


2202 


I 


1173 




1256 


9307 


A 


2203 


1 


2112 


MGVELFTPASVMGVKRCCCSIPGQLSGM 

GEPRFSEIDSSVSVRGGWQPRWFLLCGGI 

LSYYDSPEDAWKGCKGSIQMAVCEIQV 

HSVDNTRMDLIIPGEQYFYLKARSVAER 

QRWLVALGSAKACLTDSRTQKDKEFAE 

NTENLKTKMSELRLCCDLLVQQVNKTK 

EVTTTGVSNSEEGIDVGTLLKSTCNTFLK 

TLEECMQIANAAFTSELLYRTPPGSPQLA 

MLKSSKKVNQKYITNKEEFTTLQKIVLH 

EVEADVAQVRNSATEALLWLKRGLKFL 

KGFLTEVKNGEKDIQTALSFSSN/SCT/CI 

WRLGPGDVLTL*RKRRL*RANAAL*LQ* 

SQPVSAFSSLSSP/CGTIFNGKEKGGCKFD 

IFVLMFRLISKKTQTQQALRKRFFEKCLH 

NSYSEPVGSLMHISSGIMVPFSHFEVPAFI 

SRTDTLFEMREDNAYGKTLRQHHGWVV 

RGVFALALRAAPSYEDFVAALTVKEGD 

HQKEAFSIGMQRDLSLYLPAMEKQLAIL 

DTLYEVHGLESDEVLYPLGCLDCCPEGE 

QSWFQKKNVFGCLSQLPVGRGVQLPCG 

HEGPAKENRVWLCMPLAITPESAEAQNR 

DNHLWSSWRVDGELMNDDGLTSALRT 

QITFGMICCVNALSSENKVVASLLTLVRF 

TAAPSLPTLHCVSRHLQVEDPHLVMSVC 

ECGTTISLPEPRSQLQCSTAVSQLEDSRR 

MAEH 


1257 


9308 


A 


2208 


132 


509 


NMVQTTCGPGLMSTPCTGPAQARR+K/ 

WLVVECLSLTGMGPGEGRGQGAAEAEP 

N*VLGTPAGGSGPCPPG1QQTPPSPHQPH 

SQVLSSLSPTPRICPGFLAYLLSLFTPREE 

LQLTQNDTFLAPRV 


1258 


9309 


A 


221 


212 


275 


FL1LNCNSF*KIYPKYKSLIR 


1259 


9310 


A 


2218 


491 


812 




1260 


9311 


A 


2219 


2 


948 


IFKIAFAKFGVWAGEWGREGMGSRKWS 

ARAAAQRAEPRSGRQRVPRALRLPPARQ 

PRQLEPSPRPPAAAPESSPSSSAMAGWN\ 

AYIDNLMADGTACVTGAIVRYQDSEPPF 

WHAVPGK/TRFVNITPAEVGCPWLAKTR 

SSFLR*MGLTLWGGQK\CSVNRGLHCLQ 

EWGIIACDLRYQEPPGGAPHLSIVTCHPR 

LNKDAKSWLMGQRKVSHGGLT\NKKCY 

VEMASHLSGFPSTDLRLVPFPLSPFPTAFA 

PLSLPIHTQTNFYFLGPLPHTPYCCQNHM 

GLGGQGLMGQTPSPTHIPSRVWLEKLLF 

FGVFFFSE 


1261 


9312 


A 


222 


770 


1573 


NHLE1VNLCNVG1SQSFPQI*LKAQATKE 

KINCIPIICLKTFG/TEKYIIKNVKRQYIE*Q 

K1SANHVLSDKRLVFR1YFLKT1TVQY*KD 

KPnK*VKDLNR/HFSKEDTA^MTNKYMK 

RC*KSSTlREM*IKTTMR*TLPHYRWNnK 

KTDNNNC* ♦GCG*TGI\LIHaWLECKIM Y 

P/IFRTV*QFPEKVKQHYPSDAAILLLGIY 

PRNMK/SKCLPKNYTRMFITELLIILKK*K 

QLKC/PIN**W/]K*NDKMW*IHMIKYYSA 

IKRHRVLINA 


1262 


9313 


A 


2221 


259 


941 


PVSWSLNSCRFFFFF*DQSLPSVV/QAGS 

GQ*RNLDSL\QPLASRFK*FSSSRLL\SSW\ 

DYRHMATMARLIFIFLVEMGBTMLARL 

VLNFLTSSDPPTSAFPKWLGLQGVKPNT 

RAVGFN**LGYYSnLYHSNSPGTDLVFIL 

FIYLFTYLFLRQEQNSAAQARVQ*WHNL 

GSLQSPPPGV\H*FLCLSLPSSWDYRCAPP 

HOANFCIF*\RDGVFPCWPGWSRTPDLR 
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1263 


9314 


A 


2222 


343 


600 


MSPLSQFVDGTLLKIQCYYGFTEFHSVAX 
RLECIGMISAHCNLCLPOSSNSPASAS*IA 
GnAP/CHHAPLIFVFL*RQGFTRlYFFK 


1264 


9315 


A 


2223 


142 


583 




1265 


9316 


A 


2224 


163 


1603 


iqagqcgnqigakfwevj\sdehgidptg 

tayxhgdsdlqvldriswyyneatgvgky 

vp\ra1l\vdlepgtmdsv\rsgpfgqifrp 

dnfvfgqvwgqvttwak\ghyteg\ae 

lvds\vldvvrkeae\scdclqgfqlth\ 

slg\ggtgsgmgtllyqqgf£k:eypdri 

mn-nfsvvpnspkcldtvvefynatlsvh 

qlventdetycidnealyducfrtlklt 

tptygdlnhlvsatie/cvvttclrfp\gq 

ln\adlrk\lavnmvpfprl\hffmpgfa 

PL\TSRG\SQQ\YRALTV\PELTPARSFDAK 
NUVIMAAODPRQGPINFNRGLLSSRGSGC 
PMKEGRMKQML»RCKNICVNSSYFCGNE 
SPNNVKNTAVCDIPTSWASKMAVTFMGQ 
♦HSPSQELFK\RI\SEQFTAVMF\RRKAFU-H 
\V\YTGEGM\DEMEFTEA\ES>IMNDLRL*S 
IKQLPRMPTQEEEEDFGEEARKRRPKGR 
APNQLKASQFP 


1266 


9317 


A 


2225 


234 


1374 


KSGGLRRRQRPGRSAAVGEEELPPGMEK 

FKAAMLLGSVGDALGYKNVCKENSTVG 

MKIQEELQPV\GGLGHLVLSPGEWPVSD 

NTIMHIATAEALTTDYWCLDDLYREMV 

RCYVEIVEKLPERRPDPATIEGCAQLKPN 

NYLLAWHTPFNEKGSGFGAATKAMCIG 

LRYWKPERLETLIEVSVECGRMTHNHPT 

GFLGSLCTALFVSFAAQGKPLVQWGRD 

MLRAVPLAEKYCRKTIRHTAEYQEHWF 

YFEAKWQFYLEERKISKDSKNKAIFPDN 

MIAYDALLAAGNSWTELCHRAMFHGGE 
SAATGXTIAACLFGLLYGLDLVPICGLSQD 
LEDKEKLEDLGAALYRLSTEKK 


1267 


9318 


A 


2226 


139 


366 


AMAYQLYRNmGNSLQESLDELIQGSL 
NTYRFCDNVWTFVLNDVEFREVTELIKV 
DKVKIVACDGKNTG\SNTTE 


1268 


9319 


A 


2227 


160 


588 


AMAYQLFRILPLETSFQESL\D*LIQSQQI 

TPPTCPFKPYLQLDRA\INAALA\QRVRN 

R\VNFRGSPKYGTRFC\DNVGDFWYRND\ 

VEFQRG*PEP1KRG*K*KLVA\CDG\KNTG 

LPIPTEWNRKKYDFFYTHLLLFIAFEREA 


1269 


9320 


A 


2228 


918 


1085 


QEKLFI*VLCFNFFSFFFFFFCF17VD*F*FL 
FGKGAV+TLiFVFSSASHRYRQGKTR 


1270 


9321 


A 


2229 


145 


365 




1271 


9322 


A 


223 


86 


427 


SPQIRKQEISI/SLLTDGTILYIENPKESPPP 
KLLKVIKFNKATRFKINMQKSWFLHPR 
N/QFENEFKKILSFGTEPS/RSEYLGINnX 
EV*NLMTK>ID1VEKMKELLSKWKDSPC 


1272 


9323 


A 


2230 


2 


750 


ILGFDLQPPGRRWAAPAV\SGLS\RKVRC 

FSTG*\VRPFA\KLVGPS\VQVYGIEGRYA 

TVALYSAASKQNKVLEVQLEKELLRVAQN 

PRRNPKVACFLFLNPLCESRSIKSEKALN\ 

DITSKKRRFSPPSTTQ/LLNQFCLAGKMG 

PI*ANNPKGVV\SGLFLTMDGVFHSRERV 

PLHSGPLASSFRKESHTLLNLKTVUKEFP 

KVK.GQvLELGAK\TDPSI\LGGMIV\RIGE\ 

KYVDMSVKTK\IQKLG\RAMREIV 


1273 


9324 


A 


2231 


100 


468 


ATEPLAPSERREVSIPLLVPAPLPPPPRPP 
VPSRTRTRPWRRP*ACFPMTLAASCGPT 
RSPWPSQQPIPQPAPVG/PGNIKTLGDAY 
EFAVDVRDFSPEDIIVTTSNNHIEVRAEK 
LAADGTVM 
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1274 


9325 


A 


2232 


228 


721 


LWQLHAAPLGAPGLPRQVIRALRGGEV 

HREGTSAPGRHRRRCGCPVGLEQVLHSL 

QPCVATKTDVATGTDVAMKTGNIKTLG 

DAYEFAVDVRDFSPEDIIVTTSNNHIEVR 

A/REA/ERPDGTVMNTFAHKCQLPEDVD 

PTSVTSALREDGSLTIRAWRHPHTEHVO 


1275 


9326 


A 


2233 


3 


605 


KKLTPVVRSRVERDPRVRRGLRPHPVLS 

SLRPPGQGPAPSVDEPQNLFHLPSGEKIP 

FLFLLLLLFTPPPRPPVLSRPRTRPWRRP* 

ACFPMTLAAICGPTRSPWPSQPAPVA^AG 

NIICTL*DAYEFVVDVRDFSPEDIJV7TSN 

NHIEVRPEKLAADGTVMNTFAHKCQLPE 

DVDPTSETSALGEDGRLTIRARGHPHTE 

H 


1276 


9327 


A 


2234 


229 


510 


KG1IWYINMEEQFVI»1HFL*TRSQFYFVNI 
TFKYIYTHIYVQLYIHVHMICKFIFIYNIFI 
♦IDICRQVIDYRDPRKQLNNCSKFSSLTA 
GV 


1277 


9328 


A 


2235 


203 


334 


SRRDHSFIL*]LHLSIYIHTYMYNYIYMCI 
YMYQRKQYGKTNP 


1278 


9329 


A 


2236 


1023 


1470 


TPKTKHNSNPFSVPHAHKFACSYFFFCLC 

VFMGSKLNLLAIYKNVNSKLYLLRNVIF 

F*FIFTQLFILIYFFYTVLNTQTYFU.FMIFL 

SCSHGICFPILFSLISITGWDLTNNNVRGR 

KYFATVDYYTLKFYIMKIYNSLYASKKK 

KKA 


1279 


9330 


C 


2237 


226 


450 




1280 


9331 


A 


2238 


3 


449 


LLRRVSVTAVAALSGRPLGTRLGFGGFL 
TRGFP/KAAAPVRHSGDHGKRLFVIRPSR 
FYDRRFLKLLRFYIALTGIPVAIFITLVNV 
FIGQAELAE1PEGYVPEHWEYY\RVKELE 
VRKLMHVRGDGPWYYYXETIDKELIDHS 
PKATPDN 


1281 


9332 


A 


2239 


3 


635 


HASAHASAMSLLRRVSVTAVAA! SHRP 

LGTRLGFGGFLTXRGFPKAAAPVRHSGD 

HGKRLFV1RPSRFYDRRFU-KLLRIH\LAL 

TGLPVTIFIALV\NVF1GQAELAEFPEG\YV 

P\EHWGILLRHP1SKMGFAR*FLMIGPEK 

DIMERNNGPSFQIGSLKKAGIYGVKGSW 

EVRKI ♦ WHVEEGDGVP WVLL WRPFDQGT 

LLDHSSRKPTPWTN 


1282 


9333 


A 


224 


35 


397 


FLTGTO WGK/DSPFNTWC*DH/ WNI HRN 

ldlylipyikinlkqltgpnlraktiklpe 
qnigenlcdl*lsrerystk:sitrirkl/d 
tlgfikiknkciskdt1rkr*atdwekifa 

NHVLKG 


1283 


9334 


A 


2240 


811 


1005 


SNFTGKIHK*LTSFKIVNLFIYL/FFETGFH 
SLTRLECSGMILAHCNLRFPESRKLFFFG 
AIDSF 


1284 


9335 


C 


2241 


2S6 


540 


MSPAKATEMLIFGIOCLTAGEACAQGLV 
TEVFPDSTFQKEVWTRLKAFCKLSPNCL 
EIFKEVXRKRERXKLXAVNAEECNVLQG 
RWLSDECTNAV* 
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1285 


9336 


A 


2242 


602 


2067 


SSSSGLALGMQRPLLARLRGTPGRALSA 

PAATGFAELRAAQGMAMAYLAWRLAR 

RSCPSSLQVTSFPVVQLHMNRTAMRASQ 

KDFENSMNQVFCLXLKKDPGNEVBCLKLY 

ALYKQATEGTCKMP\KPG\VFDLINKAK\ 

WDAWNALGSLPQGSCPG*NYVDLVSS\L 

SPSIGNPPSVQVEPGTERDNQLGFETLWT 

SVEDGlTKIMFhfRPNKKKNAINTEMYHEIM 

RALKAASKDDSirrVLTGNGDYYSSGND 

LTKFTDIPP/GVGVEEKANTNA\VLLR\EF 

VG\CFI\DFPKPLDCSGSMGPSCGASPVTL 

LGAYSMPVLLHLDRGTF\HTPF*SP*AQS 

PEG\CSSYTFPKIMSPA\KATEMPFIFGKE 

VNQREEACASRDLFTEGFPWIALFRKKV 

WUl^u*KAhCK.c>rrrl^MALbbroK£VlR 

REREKLHAVK\AEECQCPFQGICWLS\DE 

aTNAWVNFLSQKJKNCDDHLQQHQSM 

SQGRMCCSLCLSSTGTK 


1286 


9337 


C 


2243 


2163 


2402 


MSQAAASHKSKLTPKNQRAPFTLLRKSQ 
OvUPbKubbEEGwWPIQRACRSMETFLP 
QMFQSWHQIYKNVSRDQFFTLSK* 


1287 


9338 


A 


2249 


761 


1178 


LSTPLTSWCWMRRTTPGSPTTRCSCSSA\ 
PGTQPtGGGHQ*RGCHQCVASSPR*A\VP 
ASGPAKLQ*LQQPKTQQRAPATGEHVPP 
VQPSAQ*PHSRFQSSETSRPADGSEQQPA 
RASGPGARRPPHQPRQVINCWLRRC 


1288 


9339 


A 


225 


832 


1043 


LLWWFRLRSSPCGTQQGPWHLVCVYGY 

AG\GWAGPPWHTCPWDPSHCPGTE*CP 

WCVWFCFFCNTYLLVPN 


1289 


9340 


A 


2250 


135 


408 


PHSRFQSSETSRPADGSEQQPARASGPGA 
RRPPHQPRFHPPPSAmAISIECPA*AVMR 
SGSEPRARQEYSLGLWTPSQFLQGILYLA 
RSPT 


1290 


9341 


A 


2251 


123 


578 


TTNNIFKWAKYFKRHFSRDI*MANEHM 

KRCLTSLTIMEMQIKTTIRCHLT/PRMPII 

KKIIKC**GWRETGTL1A^AWWECKIVQ/P 

AFR>TVWQFLKRLSQHPTIPFP/GMCPRET 

KTHIHSKTY/TQMFMAALFIEARKWKQF 

KCLSTNEWTNVVRP 


1291 


9342 


A 


2255 


209 


531 




1292 


9343 


A 


2256 


1 


308 


AKRAQSYAERLRLGLAVIHGEAQCTELD 
MDDGRHSPPMWKNATVHPGLELPLMM 
AKEKPPITVVGDVGGRIAUVVWLYVIHV 
QRWHSWLLVSRLSTLGLYF 


1293 


9344 


A 


2257 


2 


1161 


VRKGTDLGALPVPPPAMNAARTGYRVF 

LVANSTAVXCSELAKRITERLGAELGKSV 

VYQETNGETRVEIKESVRGQDIFIIQTIPR 

DVNTAVMELLlMAYALKTACAR>illG\Vl 

PYIPWSKQSKMRKRGSIVCKLLASMLAT 

AGLTH1ITM\DLHQKE1QGFFSFPV\DNLR 

SLHLFLAFSnQGRKFPNLQEMQVIVG*V 

FLDAGKGGAQSYA\ERL\RLGFWAVHSR 

GEGFSCTKL\DMDDGRHSPPMVKNAT\A 

HPGLELPLMMAKE\KPP1TWGDVG\GR1 

AHVDDllDVDVESFVAAAEILKERGAYKl 

I VMAlnOlLoAfcALrKLIbbooVDbVVVT 

RIHNGESMAYLFRNITVDD 


1294 


^345 


B 


2258 


80 


402 


XVPTVDTYDGRGDSVVYGLRSKSKKFR 
RPDIQYPDATDEDITSHMESEELNGAYK 
AIPVAQDLNAPSDWbSRGKDSYETSQLD 
DQSAETHSHKQSRLYKRKAYDESH* 


1295 


9346 


C 


2259 


272 


409 




1296 


9347 


A 


226 


764 


1016 


LLQAGAHACNPSGFGEAKAGGSTDLRS 
GDQPGQHGETPSLLKVQKVA*RGGAPL* 
SQL/LRGGGGCSEPRSHD+IPAWMTEGDS 
V 
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1297 


9348 


A 


2260 


2 


62J 


mriavicfcllgitcaipvkqadsgssee 

kqlynkypdavatwlnpdpsqkqnlla 

pqtlpsk:snesh\dhm\ddm\dded\ddg 

PCGDSQDSIDSNDSDDVDDTDDSHQSDE 
SHHSDESDELVTDFPTDLPATEVFTPVVP 
TVDTYDGRGDSVVYGLRSKSKKFRRPDI 
QVNPLTDTPDGSD 


1298 


9349 


A 


2261 


67 


1276 


SHASGRRQSTASSGPDSVSGQLQPSQPN 

ADQGKLTTMRIAVICFCLLGITCAIPVKQ 

ADSGSSEEKHF\YNKYPDAVATWLNPDP 

SHKQNLLAPQNXAVSSEETNDFKQETLPS 

KSNESHDHMDDMDDEDDDDHVDSQDSI 

DS\NDSDDVDDTVDDSHQSDE\SHHS\DES 

DELVT\DFP\TALPATEVFTP\VVPTVDTY 

ATDEDITLHMESEELNGAYKAIPWAQDL 

NAPSDWDSRG\KDSYETSQLDD\QSAET 

HR\HQQ\SRLYKRKANDESNEHSDCDW* 

ARTFPKVSREFHSVHEFSSPWRFCLFVAP 

KSREEDNTPLEFRYS\QELDSASSGGQLK 

GGKNTISPLCHLVQKKNGFIAKMKENHE 

MLLSPVYWLKCVSI 


1299 


9350 


A 


2262 


1 




ivi 1 /vr IN oOK V ui VAlNUrrlULN YMV YMF 
LYDSTHGKFHGTVK AFNfSTl VrNinMPITV 

IFQDQDPSKIKWAP/LAKVIHDNFGIIEGF 

MTTVHTITATQTINGPSGXNCHVMAAGL 

SRTSSLSLLAA.AKPVGKVlPELNG!aTG 

MAFHVPTANVSVADLTCRLEKPA/KYDD 

IKK\NTHSSTFDAGAAIVUCDHSVKL!SW 

YDNEFGYSNRWHLMAHNASKE 


1300 


9351 


A 


2263 


2 


5264 




1301 


9352 


A 


2264 


56 


1357 


IRLSVCSSCSTVSRIFFCVASRATSLRTPM 

GKVKVGVNGFGRIGRLVTRAAFNSGKV 

DIVAINDPFJDLNYMVYMFQYDSTHGKF 

HGTVKAENGKLVrNGNPITlVFQERDPSKI 

KWGXDAGUEYVVEXS-nGVFNQPWKKA 

GAH\LQGGAKR\V1ISAPSCLMPPMFVMG 

\VNH\EKYVDNSLKIISNAFLQPPTCLA\PL 

AKG*FHDNFG*SWEGUDHSSMAITGNP 

iNJVl Vi^\OroKO\JNCOKOWAAOL\oKl obL 

GLYWALPKA\VGKGHP*G*TGKLTG\MA 

FPVVPNCQNVSWVDUTCRSRKTLPQYD 

♦HQGRVVKQAVSEGPPQGAILG\YTEAPR 

WVSSDCNSGPPVFPPFDAGA\GIA\LND\H 

FVKLISWYDNEFGYSNRVVDLHGPHGL 

^^UoKlrUl 1 Jbrl^AKUiKUKJL/bii#i AObS 

LPHSDPHHTESPLLTVAM 


1302 


9353 


A 


2265 


34 


476 


LSGGPRRAASCASSAGLLVLLPFMPMVFl 
V\NTKLHRASLPEG\FLSKL\TQQLAQAN 
RQAPPN*FAFNVFPDQV\YSFGGSSEPCA 

RSRLPIQARTRV\YINY\YDMNRGQMWA 

GNNFHLSP 


1303 


9354 


A 


2266 


63 


470 


QQPPPERPAHQFARPPAPFTMQPASAKW 
YDRRDYVFIEFCVEDSKDVNVNFEKSKL 
TF\SKLSFLSNDVK*SFTQLNNFDWL VFS 
LKJLLLIFVSLKRLNSFFIILYSCLGGSDNF 
KHLNEIDLFHCIDPNVSSLYA 


1304 


9355 


A 


2267 


2 


854 


RAFCCVTSRRPASPPLVCTHARSFSVLAP 

LFLHFPLLPDRRSRSFRAVHFWGPRSSPP 

HAAVRLREARRGRDRREFCAESPTGEKST 

SPSSSRRQRGPPTKVRRPPAPFTMQPASA 

KWYXDRRDYVLKWEFVFLNTLRDVVNV 

NF\EKSKTYNFSCLREGSDNF*G1*ME1\D 

LFH\C1D\PNDFQGLKGTDRS1FMFVLRKR 

RIWASSWPKGLTK\ERGKGLIWV\SVDFN 

^NWUCO\VEDDSDEDMSNFDRFSE\MMNN 

MGGD\EVVDYPEVDG\ADDDSQDSDDE 
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KMPYLE 


1305 


9356 


A 


2268 


117 


388 




1306 


9357 


A 


2269 


66 


354 




1307 


9358 


A 


227 


748 


1488 


RLTKRPETFPRRHPKLPTLKTPVAGATPL 

SPSHPDWPVFNPIPLTNRT*PPLQLQLRQ 

PSRSCPETTQGPAISSEAELPVRSPPPPFR 

LFPTPE/PGLSRQWP*EVEGTSRTPFFKAE 

GQK/EGKVKEGKTEGPCSPSRRTRILPPY 

MvJLIi^ur Vn WucviOrNRKS W PFPNLPDQ 

GF*QEREEAMGHIPSPPGIRQRHRTSVQE 

♦GSEIKPK*CPEPGKAFNPRPWGLGLT/TR 

PLPLHSQKSRQDS*NTG 


1308 


9359 


A 


2270 


148 


398 


RPAKRGAAMDGRVQLIKALLALPIRPAT 
RRWRNPIPFPETFDGDTDRLPEFIVQTAS 
YP\PWARTRSSARPISSPPPETSCVLA 


1309 


9360 


A 


2271 


356 


1241 


KVTFLITRLTGPALQVGDPLHQEGEPPPQ 

LITGAFWPEMKRVFGWGGGRGULGRET 

LG\PG\GGCSGEGPLCYWPPPGSPPAPSF\ 

RASPPLEPPNRCPLRSCSLPRSACLCSRNS 

APGSCCRPWASLWSEPPPSPSSQPAPPM 

YIWTLSCAPVAQS+APVTHWTDHPLPPL 

PSPLLPTRLPDDLHHFGPQTLRCQ\SHR\H 

PSHPHRQDCwLL/M*IWT\HLGG\IWAG\H 

SPWT\VIQ\TAGR\PPRDLSPSARPISSP1PE 

TTCAPATWLPGLSCAWQAKFESLIFSLW 

TKLVFAHKRSIS 


1310 


9361 


A 


2272 


2 


178 




1311 


9362 


C 


2273 


88 


228 


MKVDKDRQMXVLEEEFQNISPEELKME 
LPERQPRLQRXTTDDVCRE* 


1312 


9363 


A 


2274 


3 


382 


VDRTIMSDSLVVCEVDPELTEfaRKFRF 

RKETDNAAIIMKVDKDRQMVVLEEEFQX 

FVVYSYKYVHDDGRVSYPLCFIFSSPVG 

CKPEQQMMYAGSKTRLVQTAELTKVQT 

GMWLQSVRERWCGSWV 


1313 


9364 


A 


2275 


89 


636 


KTAELRKEEACGQNNHALPGSLRQSDSL 

VVCEVDPELTEKLRKFRFRKETDNAAII 

MKVDKDPARWWCLEGKNFiCNISPQREL 

\KMGFPRRDKPR\FVVYS\YKYVHD\DG\R 

VSYP\LCF1FPPRPVGCKPE\QQMMY\AGS 

\KNRLV\QTAELTKGVPKSRTT*LTSLRP 

WUQEKLSFLSLISGAGD 


1314 


9365 


A 


2276 


2 


2453 




1315 


9366 


A 


2277 


1 


1008 




1316 


9367 


A 


2278 


1 


884 


MVDKCRYHQRSLHKVSNSESKISSGLLL 

SRLQRRPRGRGDAELRRAGSVKRRQRG 

KMAAAVPQRAWTVEQLRSEQLPKKDIA 

KFLQEHGSDSLLAEHKLLGWIKNVGKT 

ANKDHL\VTA\YNHLFETKPF*GYLKV*S 

KVSEQVKKCERLMKINPKETKSERDPW 

NEG\PPK\YTKSCS*KRGDKTQLFPKRGD 

V\VH\CWY\TGNTrKMGTVF*YHFQTSA 

KKKEKCPSL*GFKVRSRPKLSRGW\DEA 

LLTMSKGEKAR\LEIEP\EWAF\GKKGLPD 

AKIP\PNAKLTF\EVE\LVDID 
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1317 


9368 


A 


2279 


3 


510 


AIRAVAYCADMAQSMNHTTLHQSRIWH 

RIGIKKPRSQTDQSLTGVDPMFLKNMRF 

AKKHNNMGLKRMQANNAKAMSARAE 

A!KALVKPKEAYL*IPNGVSRICLDPLAYI 

AHPIOAKRALARIAKGLKLCRPEALAEA 

RAKDQTKVQGVAPA*A\PAHAPKRTQAP 

TKASE 


1318 


9369 


A 


228 


34 


478 


LSPRLECSGAI*AHCNLRPPGFKQFSCLSL 

S\SSW\DYRHAPPTPQLIWFWYFK*RPGF 

QLVLVQAGLEL\LTL*lPPASASQKaWD 

YQV*APHAVPALYKVSY*EKWFPIMFFA 

PFSWLSLGTEKFVRKVKVAGLGTLPTG 

WALCSLWKY 


1319 


9370 


A 


2280 


9 


674 


lerlqvriacscrdalpgsshasahasea 
lreprlngadmaksknhttnnqnsrkw 
p\rngik:kp\rs\qryefs*rgwppqvslr 

N\MRFAQRSTNKKGP*RRLQANKLPRAM 

SATCPRLIKAPPLKAPRRFKPQDPPKGWS 

RKLDR\LA\YIAQPQGLGSVARCP*LPRGP 

RLXCPPKAKGQGQGQAKAKDQTKGFKP 

RPRVQAPVSVSV\OAPKRTQAP\TKASE 


1320 


9371 


A 


2281 


417 


822 


RENCILLSTRAQSVFNAQGTALWSFQDP 
ATGEGGAGHGGRLMRPSLLPSQGASAC* 
/PRFGESKLAPVGKFPKMCLLELPFLSHH 
LSRGCSGASEGQLCLLEVPATARVGVHK 
PSQSRGLEFSWVLMSDLCSGPPL 


1321 


9372 


A 


2284 


85 


409 


TCGLPMCQKQTVSWGGKTPSLRRFPPQR 
PRPPRGQPPSGARWEH/PPPGTTAPRRSR 
RPSPPARLAGPEP*AKSPLHAANSRGQTK 
UHLWKrLVLVrKJCPNrrrrNrHN 


1322 


9373 


A 


2285 


193 


609 


NQINFCLNGKYTYICIDTLPLYMFNIHTL 

KHINTSVIISLEFAI*HKGQVELHIKITYRS 

N*MWLGHNQRRN/LCPQEGEEIPNEA*IF 

S1IKRQSWPGTVAHACNL1TLGG*DGR1S* 

DQVFICTSLINIVETPSLLKK 


1323 


9374 


A 


2286 


117 


433 




1324 


9375 


A 


2287 


2 


1923 


VETPPQGSVHSGHLGSVVGDPHTGTGN 

AGERGPRGKGARVLALDSGGMDSSPSLP 

LIRTPESSLHEALDQCMTALDLFLTNQFS 

EALSYLKPRTKESMYHSLTYATIUEMQA 

MMTFDPQDILLAGNMMKEAQMLCQRH 

RRKSSVTDSFSSLVNRPTLGQFTEEEIHA 

EVCYAECLLQRAALTFLQGSSHGGAVRP 

RALHDPSHACSCPPGPGRQHLFLLQDEN 

MVSFIKGGIKVRNSYQTYKELDSLVQSS 

QYCKGENHPHFEGGVKLGVGAFNLTLS 

MLPTRILRLLEFVGFSGNKDYGLLQLEE 

GASGHSFRSVLCVMLLLCYHTFLTFVLG 

TGNVNIEEAEKLLKPYLNRYPKGAIFLFF 

AGRIEVIKGNIDAVSDGGPGRGWGSLGV 

SQTSRKSGTCDILRDRIDWGRGGGPREN 

QPESRGRRGPSGRAAWEDKGGGGICGA 

WDFDWE1*DCSIAVEGGGGRCLREAEVR 

FCAHLFRA*RLGWSLVPPLHYSSLLLFHF 

VTKNQSPRRGLYLSPTSCKT*EVKPGLE 

ARSPGSWGPT*A*HRAGPLCPGGVPVCC 

GVGRFGGCRGVGAGWAPVRLTRRCLQ 

AIRRFEECCEAQQHWKQFHHMCYWEL 

MWCFTYKGQWKMSYFYADLLSKENCW 

SKVG 
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1325 


9376 


A 


2288 




1818 


LGEGGGKKGLWDLVAGLHPLGGQQSP 

MGQKGHKDSLYPCGGTPESSLHEALDQ 

CMTALDLFLTNQ\FSEALSYLKPRTKESM 

YHSLTYATILEMQAMMTFDPQDILLAGN 

MMKEAQMLCQRHRRKSSVTXNSFSSLVN 

RPTLG\QFTEEEIHAE\VCYAKCLLQRAA 

LTFLQDENMV\SFIKGGIKVRNSYQTYKE 

LDSLVQSSQYCKGENHPHFEGGVICLGV 

GAFNLTLSMLPTRILRLLEFVGFSGNKDY 

GLLQLEEGASGHSFRSVLCVMLLLCYHT 

FLTFVLGTGNVNIEEAEKLLKPYLNRYP 

KGAIFLFFAGRIEVIKGNIDAAIRRFEECC 

EAQQHWKQFHHMCYWELMWCFTYKG 

QWKMSYFYADLLSKENCWSKATYIYM 

KAAYLSMFGKEDHKPFGDDEVELFRAV 

PGLKLKIAGKSLPTEKFAIRKSRRYFSSN 

PISLPVPALEMMYIWNGYAVIGKQPKLT 

DGILEIITKAEEMLEKGPENEYSVDDECL 

VKLLKGLCLKYLGRVQEAEENFRSISAN 

EKKIKYDHYLIPNALLELALLLMEQDRN 

EEAIKLLESAKQ\NYKNYSMESRTHF*IQ 

AATLQAKSSIENSSRSMVSSVSL 


1326 


9377 


A 


2289 


486 


713 

t 


SKFYLFIYLFYFFVYTYVINIVY1KI*QQID 
LNF1YLFIYLFYFWRQSRAFLSKL*CSGA 
NM iHLbLNLPGSRjNTPAPALQAAG TTG 
M*HHTWI IFVVFVFTFFHMVr?! K'Fr <2I n\ 

] HP? WPSKVLG * QGGWI V 


1327 


9378 


A 


229 


28 


359 


KGKIPWLCG1*PQNEKLM*HSK5LATVFC 
IYRn>l*KNKRlISnsrAEKAIDQIQHTFMNF 

lknf;mktvrklkmdgsilniikeicerpv 
tnm*dgellddfpkigdeaqrpp 


1328 


9379 


A 


2291 


1 


774 




1329 


9380 


C 


2292 


214 


483 




1330 


9381 


A 


2293 


701 


1033 




1331 


9382 


A 


2294 


440 


1383 


SSSWNRAFSRKKDKTWMHTPEALSKHFI 

pynakflgsteveqpkgtevvrdavrk 

lkfarhikksggq\kipkv\elq1s1ygsk 

ns*dpk:tkrev\qhncqlhrisfcaddkt 

dkrmftfickdsesnkhlcyvfdsekca 

eeitltigqafdlayrkflesggkdvetr 

kqiaglqkriqdletenmelknkvqdle 

nqlritqvsappagsmtpkspstdifdmi 

pfspishqssmptrngtqpppvpsrsteik 

rdlfgaepfdpfncgaadfppdiqsklde 

n4/qapemegfkmgltlegtvfcldplds 

RC 


1332 


9383 


A 


2295 


412 


842 


GKVSPPGL*GP*GEQGPLG\PSGAATGLP 

HSLCPEAFASPRSVEYR*DQAQLALWAV 

PL*EGPUPDLVRGVVPGSPVKVPGDEVR 

T/CHSCGRFPRALGQSKTLPPNLPLTTRR 

GVNSEDLPSPVYRAADRGNRFPGAVGG 

SCHR 


1333 


9384 






1 VJO 




RG*SPPPGRSSSPVQP*CA*ARGWGSGPG 
♦HWTCLFLAWQSPQCTGPQICQYPRPLR 
SPRPAGPPGGTSGHSPPDARAPRPRRPAP 
CGRECSSSSGRNAAPLG 


1334 


9385 


A 


2297 


44 


396 




1335 


9386 


A 


2298 


298 


409 
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1336 


9387 


A 


2299 


123 


1221 


KRQLFPLSWAMAASGSRMAQKT\WEVLA 

NNMQEAQSIDEIYKYDKKQQQEILGGEA 

LD*GVRSHHYFKYCICI\SALALL\KMV\M 

HARS/GEGNLEVMGLMLGKA^WDGET\M 

IIMGKFFFCLVEGTXETRVN/SLQAAAYEY 

MAAYIENANQV\GSPENAIGWYHSHPG\ 

YGCWLSGMDVSTOMI \NOOFO\EPFVAV\ 

VIDPTRT1SAG\KVNFGAF\VAHPK/GGYN 

PPD\EGP\SGVPGLFPLNKIEDLGVHCKQY 

YALE\VSYFKSLLGSQNCLELLWN\KIWG 

GIRWSS/SLAGLLNADYPTGQVL*FVLKK 

LEQSRSPSLGRGEFPCWGLETHD\RKSED 

KLAKA\TRSS\CKLPIEA1NHGLMSSQVIKD 

KLFNQINIS 


1337 


9388 


A 


23 


3 


438 


LnSLLSISEKIIENCWV*LSAARS*ALRKL 

AFF*ATRSFF*ARD1LGRFHLFF/CNFFLG 

LLFIDWILSYSSMSFLIHLLHPAGQQQAS 

TICCSIICQANLHTIFWQFVCIRCADYHIP 

LYTGISNLTNDISVCHTNYHPVIGVW 


1338 


9389 


A 


230 


1216 


2017 


HPRGAKYPETNPGFVTLSYVGPPDSRQL 
THSRPSRSENACGHRPGELNWLNCSGCL 

DPLPSLSSPITHTQARPT/DTQAHCPAPCP 
PH*PLALNPQQNFCPEESAAQVGQGEED 
RTSRGWWHGSQPQVGAGK*PLSTGSKA 
QGARLTGGGVPSPRLR*EQALVRCRCRL 
CRLGSCVRSHSLKFIDEAGEAPSAAGLD 
GQGTGRAPGAPEARCPRPAESGEGPGSG 
OAPAEQDPQPRAALRA 


1339 


9390 


A 


2300 


2 


433 




1340 


9391 


A 


2301 


I 


2423 


MAGALAGLAAGLQVPRVAPSPDSDSDT 

DSEDPSLRRSAGGLLRSQVIHSGHFMVSS 

PHSDSLPRRRDQEGSVGPSDFGPRSIDPT 

LTRLFECLSLAYSGKLVSPKWKNFKGLK 

LLCRDKIRLNNAIWRAWYIQYVKRRKSP 

VCGFVTPLQGPEADAHRKPEAVVLEGN 

YWKRRIEVVMREYHKWRIYYKKRVSGG 

GPGRPQSFPPAAAGYRPPRKIPGKGILTP 

ELAPLGPSIQSRADSATVWPQRLLAASLP 

RGRLRKPSREDDLLAPKQAEGRWPPPEQ 

WCKQLFSSVVPVLLGDPEEEPGGRQLLD 

LNCFLSDISDTLFTMTQSGPSPLQLPPED 

AYVGNADMIQPDLTPLQPSLDDFMDISD 

FFTNSRLPQPPMPSNFPEPPSFSPVVDSLF 

SSGTLGPEVPPASSAMTHLSGHSRLQAR 

NSCPGPLDSSAFLSSDFLLPEDPKPRLPPP 

PVPPPLLHYPPPAKQETVPEFPCTFLPPTP 

APTPPRPPPGPATLAPSRPLLVPKAERLSP 

PAPSGSERRLSGDLSSMPGPGTLSVRVSP 

PQPILSRGRPDSNKALLGSFLGSPNSLLPE 

TENRRITHISAEQVKRRFNIKLGFDTLHGL 

QQERAGLQEEAQQLR\DEIEEL\NAAINL 

CQQQLPATGVPATHQRFDQMRDMFDVD 

YVRTRTLHNWUCFWVVSSLKPMAGGLQ 

GLWQGSSLTWAQFSILIRPLFESFNGMVS 

TASVHTLRQTSLAWLDQYCSLPALRPTV 

LVNSLRQLGTS\TSIL\TDPGRIP«/EQATRA 

VTEGTLGKPL 


1341 


9392 


A 


2302 




535 




1342 


9393 


A 


2303 


155 


276 




1343 


9394 


A 


2304 


1 


477 
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1344 


9395 


A 


2305 


221 


2323 


LGLQMHTTSGRIHQAMVTSLNEDNESVT 

VEW1ENGDTKGK\EIDLESIFSLNP\DL\VP 

DGEIEPSP\ETPPPPASSAKVNKIVKNRRT 

WlSIKNDPPS\RDNRVVG\SARARPSQFP 

EQSSSAQQNGSWSDISPVQAAKKEFGPP 

SRRRSNCVKEVDKLQDKREMKRLQQQE 

LREIRAQDVDATHPNYEIMCMIRGFTGS 

LDYRPLASADPIDEHRIYVCVRKRPLNK 

KETQMKDLDVrriPSKDVVMVHEPKQK 

VDLTRYLENQTFRFDYAFDDSAPNEMV 

YRFTARPLVVTIFERGMATCLAYGQTGS 

GKTHTMGGDFSGKNQDCSKGIYALAAR 

dvflmlkkpnykklelqvyatffeiysg 

kvfdllnrktklrvledgkqqvqvvgl 

qerevkcvedvlvklidignscrtsgqts 

anahssrshavfqiilrrkgklhgkfsli 

dlagnergadtssadrqtrlegaeinks 

llalkeciralgrnkphtpfraskltqv 

lrdsfigensrtc\miatispg/mwascen 

tlntlryanrvkeltvdptaagdvrpim 

hhppnqixddletqwgvgsspqrddlkl 

lceqneeevspqlftfheavsqmvemee 
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aqgceggfpyuagkyaqdfglveeacf 

pytgtdspckmkjedcfryysseyhyvg 

gfyggcnealmklelvhhgpmavafev 

yddflhykkgiyhhtglrdpfnffeltn 

havllvgygtdsasgmdywivknswg 

tgwgengyfrirrgtdeCaiesiavaatp 

IPKL 


1403 


9454 / 


^ 2360 


84 


326 


dkayqcsdcdk/elhsvtlvsr*svlsm 

HQS1HIWKKKHCFLK/CHKAFSQ*SALII 
KQRIHVAQn*ICCIWESLQPEVVL 


1404 


9455 / 


i 2361 


635 


1170 


rlfkcilglltfppdsshpqlpgespgsfe 
ksrcpgcwphpaqphqsrwa\gpacssy 
sgvlqg*epqi*slqhgrggggrtggle 
ketrtgsrisdtalgg/eagpcpcgqlph 

LrUrrrAAHUACjrYlP/FKGPGGSGYLHP 

hgsaklgsnqgamkqagrtvgsagsqg 
saefhk/^lwt 


1405 


9456 A 


i 2365 


2 


333 


epvcatwknrtpeptrqcrpaekqrasa 

1 ynv^cUKi^ru WKrl<J<boUrrHKrKG 

thdvsd*pk\tncreakgeeagsglptgt 
giggskpsnrlrstthttpgtvfnt 


1406 


9457 


i 2366 


208 


491 


kqsqvwcvlwsergllgldppnpsacg 
gdrls/rtsavppvp*s*nssahgpggrp 
gkpqgwg*tvtsgrsvagkpgvpsnrr 
cflpphpwlldn 


1407 


9458 A 


2367 


2 


1010 

] 
] 


pqpaqpcpgkelrtvvngsqmllvllwl 
swlphwgal\slaevvsra\sfpgp\selq 
lrrtskipkslrkrxyedllnpgcgpnqs 
nvedsntdl\vpapavri\ltp\evrlgsgg 

HLHLRISRAALPEGLPEASRLHRALF\RLS 

PTASRSWDVTRPLRRQLSLARP\HGPALH 

LRLS\PPPSSQSD\QLLAESSSARPQLELHL 

RPQAARGRRRARA\SNGDHCPLGPGRCC 

RLHTVRASLED\LGWA\DW\VLSP\REVQ 

VT/LCA1GACP\SQFPGRQKMHAQESKTN 

[>APALKAPNTVPKRP\CLVPRQLQ1PWVL 

rtSKRPDTGVCFQDUSD*LVKPKTCHLH 
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1408 


9459 


A 


2368 


68 


430 


HVLTAHPPPHRLGPGPQGRSGMGRELV 
GPTVCLSSLPRLAASFPRPPA^GLGPQQV 
QVVNGGCWPCRGYGEGTQAPQPPS*VG 
DPGEPNPQAPGAQSSTPKPAHIPPPTQEA 
GRRWEGKWFF 


1409 


9460 


A 


2369 


694 


872 


VCPGTGGE*GLWGQLGGLPKETPLKPM 

DAFTGSGLKRKFDDVDVGSSVSNSDDEI 

SSSDSA0SCDSLNPPTTASFTPTSILKRQK 

QLRRKNVRFDQVTVYYFARRQGFTSVPS 

QGGSSLGMAQRHNSVRSYTLCEFAQEQ 

EVNHREILREHLKEEKLHAKKMICLTKN 

GTVESVEADGLTLDDVSDEDIDVENVEV 

DDYFFLQPSA\PKRRRALLRASGVHRIDA 

EEKQELRAIRLSRHECGCDCRLYCDPEA 

CACSQAGIKCQVSVDRMSFPCGCSRDGC 

GNMAGRIEFNPIRVRTHYLHAIMKLELES 

KRQ\GAAQQPQ\*GALPDCQLQPDRSTGP 

♦DPLTWHLIPAWLQAHASGSQYSRQSQP 

HSSRDRRMARSSCFSSASJRCTPEALSRA 

RLRLVGRWLOEEVIIHLHIFHINIFI 


1410 


9461 


A 


237 


3 


463 


GTRFLHSFLSSLKHGCGPSLLLAALLLLS 

PGDGA\VRCDTPAN\CTYLDLLGTWVFQ\ 

VGSS\GSQRDVNCSVMGP\QRKKK*VVY 

LQK\LDTA\YDDLG\NSGHF\TIIYMMQGFEI 

VLNDYKWFAFFKDVTDFISHLFMQLGT 

VGIYDLPHLRNKAGY 


1411 


9462 


A 


2370 


2 


295 




1412 


9463 


A 


2371 


2 


345 




1413 


9464 


A 


2372 


156 


1437 


GIETRRPWGRPYVAWLLWMDALVEDD 

ICILNHEKAHKRDTVTPVSIIL/PGDESVAX 

SHFALVTPYEDIKKRLKDSRKRTSF\LKK 

R1RFLEEKL1/GSDLKKKQVT*GRE\QVNK 

AYHAYREVCIXDRDNLKSKLDKMNKDN 

SESU.KVLNEQLQSKEVELLQLRTEVETQ 

QVMRNLNP\PSIQTGEVGKVGAGDL\KIH 

GFGNQELELMRKECSDLKIELQKAKQTD 

PYQEDNLKSRDLQKLSISSDNMQHAYWX 

ELKERKCLN\LHLVTSSYKLELLRKT*KT\ 

STAIKK\ACAP\VGaVEDLGRDSTKL\HL 

DGFLLATYARHPPLLPNGKALCHTTSSP 

LPGDVKVLSEKA1LQSW\TDNERS1PNDG 

Y/DAFREHSSYGQNSLEDNSWGIFQSPPK 

/SQSETAFGETKTKTLPLPNLPPLHYLDQ 

HNQNCLYKN 


1414 


9465 


A 


2373 


28 


405 


FLYDPAPPFLS1YP\KELKVES*1DTCTLIFI 
AALF/LIGKRWK*PKYPLTDEWINKA^WY 
INTIEYY/SHLKRKDILTHYTTWVNREDLI 
LSEISQSQKINTVESTYMRYKYISNS*IS1G 
TSYKSHRV 


1415 


9466 


A 


2374 


1414 


1607 


DRVSLWLPRLECSGAISAHCNLCFSGLS 

NSPTSASRVAGTTGACHHTLLI*FLFVFV 

VVVFETES/HLWLPRLECSGAISAHCNLC 

FSGLSNSPTSASRVAGTTGACHHTLLIFV 

FLVEMGFHHVGK 


1416 


9467 


A 


2375 


558 


985 


KKDPRWALYSLYVYKFLHFSYSSAKNP 

DGCFFQKVLNGFTKFFCKEQYCKLLKLY 

FYRLFALLWILCLSGFLKFFFYSEIMELV 

LAAAGALLFaGNFIIYDTHSLMHKLSPE 

EYVLAAISLYLDIINLFLHLLRFLEAVNK 

K 


1417 


9468 


A 


2376 


664 


937 


VLL1LFSNIN1FL*SLPYSFFFIGEDNGSWV 
LAAAGVALLFCGDSSSMDTHSLDGINWS 
PEEYVLAAISLYLDIINLFLHLLRFLEAVN 
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1418 


9469 


A 


2377 


1 


739 


DPTPVTPRSSLKNDSTNGSSVASVATVHIE 

WAPLRKVYSILSLQVLLTTVTSPVFLWF 

ESVRTFVHESPALILLFALGSLGLNFALT 

LNRHXKYPLNLYLLFGFTLLEALTVAVV 

VTFYDVYIILQ\AFILTmVFFWFDCVYS 

YQSKKDFS\KFGAGLFALLVG*LCLS\GF 

LKVFFFYSEIMEUALANAAGAPPFPVDFII 

\YDTHS\LMHKL\SPEEYVLAAISLYL\DII 

NLFL\HLLRFPGSQLNKK 


1419 


9470 


A 


2378 


272 


1668 


AMSQGSVnFRDVAlDFSQEEWKWLQPA 

QRDVYRCV\MLENYGHLVSLAGLSISKP\ 

DVWSLLEQGKEPWAWGKREVKRDLFS 

VSESSGENQGLFHQKNV1YDGLHPSI*1M 

ERNSKVKAPVYSSFKGGWKCKDHTEML 

QENQGCIRKVTVSHQEALAQHMNISTVE 

RPYGCHECGKTFGRRFSLVLHQRTHTGE 

KPYAORACGKTFSQISNLVKHQMIHTG 

KKPHECKDCNKTFSYLSFLIEHQRTHTG 

EKPYECTECGKAFSRASNLTRHQRIHIGK 

KQYICRKCGKAFSSGSELIRHQITHTGEK 

PYECIECGKAF\RRFSPLTRHQSIHTTKTP 

YECNECRKAFRCHSFLiKHQRIHAGEKL 

YECDECGKVFTWHASUQHTKSHTGEKP 

YVCKVCNKSFSWSSNLAKHQRTHTLDN 
PYEYENSFNYHSFLTEHQ 


1420 


9471 


A 


2379 


1322 


1644 


HLELFLGIRGIKMFVGWTNE*EEKAGLN 
GSRL*SQHFGKPRWVDHA.RSGVRDQSV\ 
VJV^HOK. 1 boH^iCN J K 1 SWAWWRAPVVP 
AT+EAEVGGWLEPRGGGCSEAVSGAF 


1421 


9472 


A 


238 


12 


362 


DRVSLLSPRLECNSAIPAHCNPCLP/GFK 

QFSCLSLPSSWG*RCLPPRLANFLY/SLVE 

IGFHHVGQAGLKLLTSCDPPTSA/FPKCW 

DYRHEPQ/WPDL*LTSF*GYRYEDSFDFL 

PKVPI 


1422 


9473 


A 


2380 


319 


724 


EASLDLAPNISPPKTSCLPTGSCCSFTQT 

WMPQSKVFIHGPEQGPWDWALGTDLTA 

LPFKARNMPNLDTAGLPSIALRLTVNHR 

RSPGSQELSCLPDSCLSQ/PPQPC*GSLLP 

LEYKCTPKEALRK*KRLSFLFV 


1423 


9474 


A 


2381 


38 


704 


SSEEEQRSFSSWHQGDEPAVTWKWLPK 

VPPRWRFSHFPLDSPWHFLLQTAVTPLP 

QISAAPPKPLLPPTSPLAFFSSLLTDLPYL 

HPQGFSAGATA\NKAS\HNRTRALQSHS\ 

SPEGKEEP*TPYPPELEYIP\RKRGKNPHG 

KLVGTGLGHSAFPCGYSFLFHPSPKRGS 

GTRDRVEGRLKARQMIRVCSNN/AGEYE 

EARRFKGLSSQ\SGPVPPDV\GSGVQT 


1424 


9475 


A 


2382 


107 


449 




1425 


9476 


A 


2383 


68 


422 




1426 


9477 


A 


2384 


54 


859 


lrrgrsretneefppptvqvqgpgpqree 

kqktkmakfvirpataadcsdilrlikel 

akyeymeeqviltekdlledgfgehpfy 

hclvaevpkehwtpegysl*lrhvhgps 

vymdgrggn*kilytik:*miminedtal 

vgfahvliypmnpwdwqsylyledfsw 

MSGY\KGLG1GSEILRN\LSPGCQ*RCR\CS 
SK\HFLVA\EWQ*THPITFYMCRRGASDLS 
Q*RRGWETCSKIGQGSTWLKIGQPEGVR 
ECCLLGWTTSHSYF 


1427 


9478 


A 


2387 


112 


861 


NPGAAKMPAYHSSLMDPDTKLIGNM/A 

HLLPIRSQFKGPAPKRDTTRIPDIVDEAIFL 

PSGPNVFFNKNYElKNEADRTLfYITLYISE 

CLKKLQK\CQFPKAQGEK\EMYTLGIPLN 

FP1P\GEPGFSHFNANLCPNPANK\QEDEV 

VMRA\YLPTSLRPRTLGLKTL*EKFFGPS 

RMDKPQQSGA^nrWLC*RDSFMNKSL\SG 

PWTIEREPGAAHRLPRGPGAAFFQQDVT 

OSFCLYFSKVFIQKRRRACLYLKNS 
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1428 


9479 


A 


^ 2389 


1 


395 


AKAKMADVLDLfTEAGGEDFAMDEDGD 

ES1HKLKEKAKKRKGRGFG/SR*VWGKW 

GRVA**GRSYGFWSPHPPHRNNGRKEEF 

SVISCMSLIEEGSRARMREDYDSVEHDG 

DEPGPORSVEGWILFVTOVHEEA 


1429 


9480 


A 


239 


3 


153 








A 

A 




I«f0 


83 1 


CLSGTDEi SIEubM ADVLDLHEAGGEDF 

AMDEDGDESlHKLKEKi^KRKGRGFGS 

EEGSRAltML*DYDSVEQDGDVPGPQRS 

VEGmFVTGSP*RKPPEEDIHDKFARIM 

GEIKNISSSTFDRRTG/YILKGYTLSLNIBT 

YKEWVQAAMEGLNGXQDLMGQPISVDWC 

r vKUrrJ(v\ulUwUOi<KKbR\SrORiy^ 

GPLLSRCSLQDSIWTMAALGQIGLGWEL 

CCVYI 


1431 


9482 


A 


2391 


2 


442 


FYVILISVRELYLCHHLPFLCAGVYMTNS 
AMKVFLIVVLVIVKITVLEFKKLSWPGAV 
VWF*GLILYTHI*T17NTHI*VQNVCYYIL 
QRNK*FHRFCINIKSWLOAEPHACNPSTL 
GG*HS*\rr*AQKFETSLGNIVRPCLYKKY 
KN 


1432 


9483 


A 


2392 


2 


425 


RRANPPSISPSAQDSRVTVPGEGPGSP/G* 

PSRPVS/GPA/PGSGGLRGGSSAPATPLGE 

APSPSA\GPTPALQPCDPGAGP/GTARPG 

QTASAAPAPLPPRRGAGAPP\QAGREGG 

PCGEEERPPSGREKVSC*KRQTGPGQRR 

ADK 




QA9A 


A 




M 




AC 1 AADLIAGTTiSEAGPHMENQP/GEVA 
GPAGPPTPSWAPRIPLAPPWRAAAGRDP 
AT/GQEDSQ*PTPGCPSWPPWPTQLSPSA 
AGSPIHIAPPIQGFHSQLLS+RSPGTEEP^E 
ANKLPPWTGHREPEPHPGLPGHPCAAGS 
IGHWHLLLLCPLATLHGERQRHLHPGQR 

OVJ^vi V^^OK J rrMoAviV^lJLrAAroolLA^N 

LSTQLCSAARPRSMPASRMRM 


1434 


9485 


A 


2394 


US 


187 




1435 


9486 


A 


2395 


93 


584 


KHSASAAQALPGTLGACTGSGGLRGGSS 
APATPLGEAPSPSA\GPTPALQPCDPGAG 
PVLPGQVKLPQQ/PPAPLPPRRGAGAPPP 
PEIPSGSSFQGYWEGGAQTPGLLPAQRPL 
PPPFPALGSGCSALEEG*ATGTRGHKGGS 
CS^GLWGEPGRAGKHPPHLLL 


1436 


9487 


A 


2396 


46 


438 


LQKRVGDWLGEAPPWGWVGSHRCRAR 
TARPGQTASAAPAPLPPRRGAGAPPLAR 
VPAPPCCAQRAPPSSSQPGRNQ* ♦ AASGP 
WRPPR/PGREVGTCGEEERPASGREKDS 
C^ERQTGPGQRRAVKMTQTIR 


1437 


9488 


A 


2397 


455 


1241 


ARELRAGGFYVVPHRGLEMPETALEAG 

VSGVGLQHLPH/HLGEAPSPSAWPDTQR 

CSRVIPVQGPVLPGQVKLPQQ/PPAPLPP 

RRGAGAPPLRDLARVPAPPCCAQRAPPS 

SSQPGRNQ**AASGPWRPPRQAEKESNC 

GEEERPASGREKDSC*ERQNGARSAAGR 

QAKESPQTSRPPDGEPACEVAGPAGPPTP 

SWAPRSPLAPPWRAAAARDPATGRRTV 

SDPHRPAHHGLPGQHSYLLQLQDHLSIH 

SPIOGFHSQLLS 


1438 


9489 


A 


2398 


2 


328 


PLFSDNGKKRGLALDGKLKHEDTNLASS 
TIVKEGANKEVLGILVSYRVKVKLVVSR 
GGVAPETDVPVDTNLIEFDTNYATDDDIV 
FEDFARLRLKGMKDDDYDDQSTRP 


1439 


9490 


A 


2399 


2 


417 


EIRAFCAKSLE*KSHKRNSVRLVIRKVQF 

APEKPGPQPSAETTRHFLMSDRSLHLEAS 

LDK/EVRQYADICLFSTAQYKCPVAQLE 

QDDQVSPSSTFCKVYTITPLLSDNREKRG 

LALDGKLKHEDTNLAFSTIGKEGGH 
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1440 


9491 


A 


24 


497 


752 


DGVLLLLPRLECNSAILAHRNLRLP/GFK 
RFSCLTLLSPWDYRHLPPRLAIFFVFLVY 
V Or MH V u I Au Lb\LL# i oK' oAKr Krr M A 


1441 


9492 


A 


240 


3 


423 


GSTHASARMAVMAPRTLLLLLSGALAL 

••*^Nl*^lf A cotton ATixrr'Xrrt*c*^etr%r\^n ^r^nrfwt 

TQTWAGSHSMRYFYTSGSRPGRGEPRFI 

WIEQEGPEYWDQETRNVKAQSQTDRVD 
LGTLRGYYNQSEDGSHTIQIMYGCDVGP 
DGR 


1442 


9493 


A 


2400 


188 


340 


GGALLKDPLGGPNLPGGGKDKFFSFWG 
AF*NPPGDFWEGTFFLGGGILGP 


1443 


9494 


A 


2401 


117 


457 




1444 


9495 


A 


2402 


39 


447 




1445 


9496 


A 


2403 


3 


1359 


FPGRRFRGGAGILAAGEEAASEPRTERA 

AGARTMGEKPGTRVFKKSSPN\CKLTVY 

LGKRDFVDHLDKVDPWDGWLVDPDnr 

TMKDRKVFVT/LSPCAFRYXGREDLDVU. 

GLSFRKDLFIATYQXAFPPVPKPPRPPTRL 

QDRLLRKLGQHAHPFFFTIPQNLPCSVTL 

QPGPEDTGKACGVDF\EIRAFCAKSLEEK 

GHKGTSVRLVIRKVQFAPEKPGPQPSAE 

TTRHFLMSDRSLHLEASL\DKELYYHGEP 

LNVKCSTFTNNSTK\TVQGRFKVSC*GQ\ 

VADIWPLSGTAQYKCPVAQLEQDDQVS 

PSSTFCKVYTITPLLSDNREKP\CLAL\DG 

KLKHEDTNLVXSSTIVKEGANKEVLGILV 

SYRVKVKLVVSRGGDVSVELPFVLMHP 

KPHDHISLPRPQVSAAPETDVPVDTNMLIEI 

DTNYA-nODDlVFEDFARLRLKGMKDDD 

YDDQLC 


1446 


9497 


C 


2406 


933 


1070 


MKRNKNILYYGTNKLYNTNNLLNNFINI 
LVSSLGLSERSFYRYIL* 


1447 


9498 


A 


2407 


138 


1166 


VVAMAQVLRGTVTDFPGFDERADAETL 

RKAMKGLGTDEESI\LmLTSRSNAQ\RQ 

EISCS/AFKTLFGRDL\LDD\LKSELT\GKF 

EK\LIVAL\MKPSRVL*ML1ELKH\ALKG\A 

GTNEKVL\TEIIASRTP\EELR\A1KQVYEE 

EYGSSL\ED*RWLGDPSGYYPAGCWLV\ 

LLQANRDPDAG\IDEA\QVEQDAQALF\Q 

AGEL\KWGTDEEKF1T1FGT\RSWSSF*GK 

VFDKYMTISRISKLRETIDREVrSGQFRSQ 

LLLGCCGILFRRYTSPTLQETnYAMKEA 

GTDDHTLIRVMVSRSE1DLVYIPGREF\R 

KNFCHPPPYSM1KGRYIWGTIKKALLL\L 

CGEDD 


1448 


9499 


A 


2408 


1 


498 




1449 


9500 


C 


2409 


14 


394 




1450 


9501 


B 


241 


1 


540 


MPVNKHKRHDTIAESLITPNVTTDSVKD 
CIKELGNRLFLWTQGCSSHVATVAPPTA 
PROLRV KS A V Rr LPLG G W AA AMEGEPr 
PVFFRRRI OFPf 'NIFFVP<?nPRTI FFVTA^ 

LGWDLDSLDPGEEEAAELHQIRCQESWE 
FASSPFCALKLDTSDWDSTNSRIIKGCHQ 
EWTGNSCGH* 


1451 


9502 


A 


2410 


2 


353 




1452 


9503 


A 


2411 


1 


349 




1453 


9504 


A 


2412 


123 


195 


SWKPSFSAN*HSNRKPNTACSHS 


1454 


9505 


A 


2413 


240 


743 




1455 


9506 


A 


2414 


284 


672 


GGWEGLTDTSYRRAPAGIRPVLQRKEQT 

VIFAVLQPLLV1PR*TASGVDLQQTA/GRP 

AEERPVRRKTKKQNATTSKSTKGTPTQK 

PHSNVIRFKDERDMDEAGNHHSQQTNT 

GTENQTTTCSHSYVGVEQ 
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1456 


9507 


A 


2415 


579 


1383 


VGSCAFYLAVSVFLAPRPFLHLLQLGAD 

E\ARSWDFLRSPEEVFmi4MDmPNHTIH\I 

NNMNDKIKKEELKRSLYALFSQFGUTVV 

DIVALKTMKMRGQAFVIFKELGVSSTNA 

LRQLQGFPFYG\KPMR\1QY\AKTGSD11\S 

KMRGXTFADKEKKKEKKKARTWDQTAT 

TTNKKP\GQGTPNSAIP\QGNSTTQIPQ\VP 

DYPSKLNFYSLNKLTQRETNEMMLSHA 

V*ISSTWPSSEVPSGYPGRHD\IAF\VEFEN 

\DGQAGAA\RDALQGF 


1457 


9508 


A 


2416 


1186 


1451 


DLLKVLHEKPKLARRSGSHL*PRyHFGRL 
RWKDCIKPGVQDHSGQYRESPSLQNIKK 
KIIWAWWCMPIVPTTQAVKVGGSLELK 
RLRLO 


1458 


9509 


A 


2417 


1 


412 




1459 


9510 


A 


2418 


298 


532 


MGSWSLPGRTLWKEKVRFLKSKERTNP 

GSNFFSFPGSQHTREERSQECLSLPVLPS 

YLATRLSLPDSCPLKGRKAH*QRHSE1*L 

MGFEPGWPGKL*GWIELAFLLGCLHLTL 

PLPCPTPLPPKSTICSGCFSLSIALCFNKQF 

AVTK 


1460 


9511 


A 


2419 


5 


977 


VRGGLAAGRGRGSAGAAPVVVAAMLG 

AWAVEGTAVALLRLLLLLLPPAIRGPGL 

GVAGVAGAAGAGLPESVIWAVNAGGEA 

HVDVHGIHFRKCIPL*GRVGRASDYGMK 

LPILRSNPEDQSCYQTE\RSN\EETFGYESP 

IQREGGLTCWSLKFAEWYFAQSQQKVF 

DVRLNGHVWKDLDIFDRVGHSTAHDEI 

IPMSIRKGICLSVQGEV\STLYTGNSNME/F 

VKGYL*P1PKVCAL\Y1MAG\TVDDVPKL 

QPHPG\*ERKKGEEEEEE\YDEGSIPKKNR 

PIKNGGQSGP\RHNPTP*ASDNSSLMFPIL 

W^GVFIPTLFCLCRL 


1461 


9512 


B 


242 


232 


387 


MEGEPPPVEERRRLQEELNEFVESGCRT 
LEEVTASLGWDLDSLDPGEEEAAE* 


1462 


9513 


A 


2420 


1 


453 


RNSEKEVEKRKVALQEAKLKAKGLNPD 
GTPALSTLGGFSPASKPSSPREVKAEEKS 
PISINAKTVKKEPEDRQQAS\KSPYNGYN 
NRRSRSGTYSSRSRSRSRSHSESPRRHHN 
HSSPHLKAKHTRDDLQSSNRHGHKRKK 
SRSRSQSKSR 


1463 


9514 


A 


2421 


19 


434 


QRGNYSFEIVAMACINLASKIEEAPRRIR 
DVINVFHHLRQLRGK\RTSYIYQSLGDVE 
WYIEMKLSSWQQTPSPLILDQNYINTKN 
QVIKAERRVLKELGFCVHVKHPHKIIVM 
YLQVLECERNOTLVOTAWVVHDGIT 


1464 


9515 


A 


2422 


171 


437 


TSNFYYLSYNNRRSRSGTYSSRSRSRSRS 
HSESPRRHHNHGSPHLKAKHTRDDLKSS 
NRHGHIRKKSR\SRSQSKSRDHSDAG*KH 
RLE 
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1465 


9516 


A 


2423 


21 


1855 


FPGRRFRLRWACVRLAKTMASGPHSTA 

TAAAAASSAAPSAGGsssarnrrrn t 

GGILIGDRLYSEVSLTIDHSLIPEERLSPTP 

SMQDGLDLPSEIDLRILGCELIQAAGILL 

RLPQVAMATGQVLFHRFFYSKSFVKH\S 

FBlVAMACrNLASKIEEAPRRIRDVINVF 

HHLRQLRGKRTPSPLILDQNYINTKHQVI 

KAERRVLKELGFCVHVKHPHKIIVMYLQ 

VLECERNQTLVQTAWNYMNDSLRTNVF 

VRFQPETIACACIYL\AARALQIPLPTRPH 

WFLLFGTTEE\EIQEICIETLRLYTRKKPN\ 

YELXLEKEVEKRKVALQEAKLKAKGLNP 

DGTPALST/LGVGFSPASKPFIHQENVKA 

GRRKSPIFHLMWKDSSKKEPGG*D/RQA 

FPKALYNGVKEKDS/RRRSRNSRSAS\RS 

RSRTRSRSRSHTPRRHYNNRRS\RSG\TYS 

SSPRSRSP\SHSESPRRHHNHG\SPHLKAK 

HTRDDLKSSNRHGHKRKKSRSRSQSKSR 

DHSDAAKKHR\HERGHHR\DR\RERS\RSF 

EEVP*KARHHGWPVRSGTWARAQGADL 

SSSLWSPAIQFLGFGPIYQCDGMGLNPKT 

IKRKTGLGFDFLETPPRSS 


1466 


9517 


A 


2424 


1 


1566 




1467 


9518 


A 


2425 


328 


889 


glrtpaaylycgtvrtagvaaasryqg 

dniyvknldds1dderlqkefspfgti*s 

akgmmegghsk:\gfgfr/icfsspeeask 

agtelngrtvatkpsyvalaqpkeecq 

ahlsnqhmqrmasvravpnhvmnpyk 

pappsgylmtgipetqnrpprpgavghpc 

npstlggqegkntgsgdrdhpg 


1468 


9519 


A 


2426 


1 


2262 




1469 


9520 


A 


2427 


365 


2419 


fsipvdfcpsalaprspppgsgpqprhsls 

sshgkvaacgpagsraemnpsapsypm 

aslyvgdlhpdvteamlyekfspagpil 

sirvcrdmitrrslgyayvnfqqpadae 

raldtmnfdvikgkpvrimwsqrdpslr 

ksgvgnihknldksidnkalydtfsafg 

nllsckvvcdengskgygfvhfetqeaa 

eraiekmngmllndrkvfvgrfksrke 

reaelgarakeftnvyiknfgedmdde 

rlkdlfgkfgpalsvkvmtdesgkskgf 

gfvsferhedaqkavdemngkelngkq 

IYVGRAQKKVERQTELKRKFEQMKQDRI 

TRYQGVNLYVKMLDDGIDDERLRKJEFSP 

FGTITSAKVMMEGGRSKGFGFVCFSSPE 

EATKAVTEMNGRIVATKPLYVALAQRK 

EERQAHLTNQYMQRMASVRAVPNPVIN 

PYQPAPPSGYFMAAIPQD*DR\AAYYPPS 

Q]AQ\LRPSPRWTAQGART\HPFQNMPGA 

IRPAAPRPPFSTMMIPASSQVPRVMSTQR 

VANTSTQTMGPRPAAAAAAAIPAVRTV 

PQYKYAAGVRNPQQHLNAQPQVTMQQ 

PAVHVQGQEPLTASMLASAPPQEQKQM 

LGERLFPLIQAMHPTLAGKITGMLLEIDN 

SELLHMLESPESLRSKVDEAVAVLQAHQ 

akeaaokavnsatgvptv 


1470 


9521 


A 


2428 


2 


237 




1471 


9522 


A 


2429 


68 


866 


gstgavtaatataataagasaplglpv 

ylpaprstapapspaasallflvltppsrp 

erlpshqqppsatmatapynysyifkyiii 

gdmg\vgksallhqftekkfmg*fvph 

tigcwnlgtrimeslvgqkikl\qiwglr 

qgq\erlravyt/rayyrgaagalmvy 

ditrrstynxhlsswltrcqgispnpkyw 

**fsign*sqiwrpqrdvtyee\akqfaee 

ngllfleasaktgrrivedafplracpr 

kiyoniodgklgs 
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1472 


9523 


A 


243 


1124 


1394 


ACDDWNRMDKSHLHPPPPPFPRDPDYV 
GPSPGTRSPPPTSGSRSPRNRSAPPAPPAA 
PPQVQARPP*H\SPPDKRKRPNCRTRGSP 
PWFRS 


1473 


9524 


A 


2430 


229 


593 


SLICFAVGVGDCAEFWVTRLAPRAEKRR 
LAPAVPPHHQDERGGTSTiPHFHNLSHGF 
WVTFPALLPQYD1LPLNSFLHEIQEPSLG\ 
SGLGPFSCNTYLISFSSTCHLAPVINLWA 

i->r vj/\o 1 ivi 


1474 


9525 


A 


2431 


594 


829 


PCALVLPLRPYATIC*GMLPWLLLGHLQS 
RAFAVALDHILF*VL/CHV*IPSILTKIFEN 
GYFVISVLLMRNILSSSALL 


1475 


9526 


A 


2432 


1479 


1734 


LKVN1SLGMVGHACNPSTLGSQE*ATVP 
LILYFLNKLAFTSHCGITLNSFLHKIQEPS 
LG\SRLGPLSCNYHATALQPGQQSKALS 


1476 


9527 


A 


2433 


30 


508 




1477 


9528 


A 


2434 


338 


853 


EGRGFGRAGLPPLCIAALFQFKMNYMPG 

TA\TLIED1\DKK\HLVLLRDGRTHIGFL\RS 

IDQFANLVLHQTVEVRIHVGQK/YTGDIPR 

GIFVVR\GENV\VLLG\EIDLEKESDTP\LQ 

QVSH*RKFLEEQKGWNQ\QTKL\EAEKL 

ICVQ\ALKDRGLSIPRADTFDKDLFFCPEA 

VGS 


1478 


9529 


A 


2435 


357 


893 


TVFQIWANHPGQRPARQLCPVHLLGGQS 

HQEPRH\TSNSEPSRASASLRRLTPLKPTG 

IGPGSQILEDRDFRAFT* WGD YFWGKGA 

PACLIQDGVKGQWAGPHSGVGGVGWP 

APRACPPVFSPQGPQSSACGCQYYLSPRP 

KAYPQGWGRGGDPPGQNVRSSVCDLRC 

CMWTLNCTCSF 


1479 


9530 


A 


2436 


233 


566 


RLLFLVRKRMISFSAPPLMLPFSFYFFVC 
PAARTARKRKPSPEPEGEVGPPKINGEA 
QPWLSTSTEGLKIPMTPTSSFVSPPPPTA* 
PHSNRTTPPEAAQNGQSPMAALIL 


1480 


9531 


A 


2437 


219 


702 


ARKVRARAAGLESRTGSTGPRPCATRC 

WRCTSTATRGPSRASFKKEPALTAVART 

ARKRKPSPEPEGEVRAPLRSTEKAQPVGC 

PHSTEGLKIPMTPTSSFVSPPPPTASPHSN 

PGPHRLESGPRMGQFPIGSPDLSSRQFRG 

QSCSKDANQVHSTTRRNSN 


1481 


9532 


A 


2438 


173 


1136 


ALEGAGKSRGFWRAGLGQQAQDRARH 

AAGRCTSTATSGPFESKFKKEPALTAGR 

LFGVFEGQRGQPGLKAVCKNSKGKGSP 

LPEPRKVKSGPLKIQRRGPSRRL/SPHPQR 

GSRSP ♦ LLHPLLCLRHHPLPHLIPTGPHRL 

KRPRM ASPPWQP*S* ♦QTMQGASHASKD 

ANPG\SLPTTRKE*PTVGPSSVLL*TKERL 

GPKRGGGPREQATQEDWEPVHPASLPDF 

LFGQPVAPLCCTLCHERLEDTHFVQNCPS 

VPSU1KFCFP\CSSQGIKQQGS\SGEVY\CP 

SG\DKCPSCGLPMSPWA\FMQGEIATI\LA 

GDVKVKKERDS 


1482 


9533 






1 




r 1 KrK 1 6 YtK^C^OYLLLrr Vr blVLEVLAR 
AISQETEIKSVQMGKEEVjaSL\FVCVYI 
YA*ENPVESTK 


1483 


9534 


A 


244 


171 


512 


CTVGVRCTVFPTEHKLPAVESHLIVSRSE 
SVINKI*ANQIWEH/IKK:nHHEEVGFlLGM 
QGWLNIRKAPTEIYHTNR/SKDKNHMIILT 
a)*EKAFDKl*HYFILKTLDKLGI*GNF 
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1484 


9535 


A 


2440 


611 


1203 


ERLLRVCLALGSAGTADDVKLHPVSCA 

DTARSTPGTSAPSTSGTSAPFTPGTSAPST 

PGTSAPSTPGTSAPSTPGTSAPSKPGTSAP 

STPGTSAPSKPGTSASSTPGTSAPSKPGTS 

APSTPGTSAPSKPGTSAPSTPGTSAPSKPG 

TSAPSTPGTSAPSTPGVPQHPPHRGPQHPP 

SRGPQHPPHRGPQHPPSRGPQHPPHLGP 

QHPPSRGPQHPPHQGPQHPPSRGPQHPP/ 

PPGTSAPSKPGTSAPSTPGTSAPSKPGTSA 

PSTPGTSAPSKPGTSASSTPGTSAPSKPGT 

SAPSTPGTSAPSKPGTSAPSTPGTSAPSKP 

GTSAPSTPGTSAPSKPGTSAPSKPGTSAPS 

KPGTSAPSKPGTSAPADPGVL 


1485 


9536 


A 


2441 


447 


920 


GWHWFLASQKSLLKPPLSRNPCVLVSCH 

MAQSWARTQEFLCPMCPTT/CAQSGTGT 

ESCFPNPN*VLGAGAPQPDQRCHKAGPF 

SS\PGFRLPSSRH\GGPVLPGTLGPPGPPG 

RPPHKPSNEQRDAGQQLQLPPPACPQGK 

LPQLPFCLKFYSLPELPH 


1486 


9537 


A 


2442 


1 


374 


LRKDDTQIREAFHIFVQSWRPALPSLPSL 
PLARALAETLNQPFGSGLITPSGILLKSQ 
MLDFSWPNRTANHSAPS/rVVRPAEGLC 
GTYLALGANGAARGLSGLTQVLLNVLN 
♦NRNLSDSLARGR 


1487 


9538 


A 


2443 


1 


315 




1488 


9539 


A 


2444 


3 


2027 


NSRVDDFVARARMAAENEASQESALGA 

YSPVDYMSITSFPRLPEDEPAPAAPLRGR 

KDEDAFLGDPDTDPDSFLKSARLQRLPS 

SSSEMGSQDGSPLRETRKDPFSAAAAEC 

SCRQDGLTVIVTACLTFATGVTVALVMQ 

lYFGDPQIFQQGAWTDAARCTSLGIEVL 

SKQGSSVDAAVAAALCLGIVAPHSSGLG 

GGGVMLVHDIRRNESHLIDFRESAPGAL 

REETLQRSWETKPGLLVGVPGMVKGLH 

EAHQLYGRLPWSQVLAFAAAVAQDGFN 

VTHDLARALAEQLPPNMSERFRETFLPF 

GVRPPLPGSLLHRPDLAEVLDVLGTSGPA 

AFYAGGNLTLEMVAEAQHAGGVITEED 

FSNYSALVEKPVCGVYRGHLVLSPPPPH 

TGPALISALNILEGFNLTSLVSREQALHW 

VAETLKIALALASRLGDPVYDSTITESMD 

DMLSKVEAAYLRGHINDSQAAPXAPLRP 

VYELDGAPAAAQVLFMGPDDFIVPMVS 

SLNQPFGSGLITPSGILLNSQMLDFSWPN 

RTANLSAPSLENSVQPGKRPLSFLLPTVV 

RPAEGLCGTYLALGANGAARGLSGLTQ 

VRFTPWLAFFSREPSCGLDCRCLS*QSNL 

1 r^\/r\ccr*D ACXC\\/<^riiJT>rM>'H>vr\cc/*\/^ 
Lv^ VUoci^KAC 1 5 WUOWKL/K Kl\.Uoo(jO 

CPWVHGSRRTNNFlIAVlCDPRSPnAAftA 
TIL 


1489 


9540 


A 


2445 


83 


310 


IFQCTKFTWDSQITPRLFHPAPPTWCRPL 
PVSG*RRVRGW\TTRQGSGGGRGPAPLS 
SQAPPKGPVPFQWHLRAEG 


1490 


9541 


A 


2446 


1 


1833 




1491 


9542 


A 


- 2447 


3355 


3951 




1492 


9543 


A 


2448 




975 




1493 


9544 


A 


2449 


3 


132 


GRFSSESSPRAVGPPPAPHRGHVQRCCVS 
PTGLLIWKELERPFC 


1494 


9545 


A 


245 




293 


FLRWSLALSPSLECSGAISAHRNL/RLPGS 
TNLPAVSTSRVASTVGMATAPGLNFCIFS 
REG*VKHVGPGCLELP\TSSDPLPLVSPK . 
LRDYRPEPLCLA 
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149. 


5 9546 


A 245 


0 : 


2 173- 


% TDLKRCTYYETCATYGLNVERVFQDVGl 
IDSAVPCS\AQKVVALRKKQQLAIGPASH 
CPNSPK\HWAVSAASIPAVHI\TQATANGG 
GKAFSDYSSSVPSTPSISQRELRMETIAAS 
STPTPIRKQ\SKRRSNIFTSRKGADLDREK 
KAAECKVDSIGSGRAIPIKQGILLKRSGK 
SLNKEWKKKYVmCDNGLLTYHPSLHD 
YMQNIHGKEIDLLRTTVKVPGKRLPRAT 
PATAPGTSPRANGLSVERSNTQLGGGNR 
GRGVV*iCGWVSLTGADVGTFEGFNGR 
RERELLGFQSVQAQILASLQGCLQCQGQ 
DFDLGNQNAALAVQAVRTVRGNSFCID 
CDAPNPDWASLNLGALMCIECSGIHRHL 
GAHLSRVRSLDLDDWPPELLAVMTAMG 
NALANSVWEGALGGYSKPGPDACREEK 
ERWIRAKYEQKLFLAPLPSSDVPLRQQL 
LRAWEDDLRLLVMLLAHGSKEEVNET 
YGDGDGRTALHLSSAMANVVFTQLLIAV 
GESRASSLP*PRSS*PCSLKATSSFLPYNQ 
SLSSHVLPTVNMCFLLQYGVDVRSRDAR 
GLTPLAYARRAGSOECA 


1496 


9547 , 


K 2451 


329 


3294 


ESEEILWGEQLAGGPPQQFALSNSAAIRA 

EIQRFESVHPNIYAIYDLIERIEDLALQNQl 

REHVISIEDSFVNSQ\EWTLSRSVPELK\V 

GIVGNLSS\GKSA\LVHRYLTGGP1VQGG 

SPLKGGGLRSEIAADGHSYLLLIRDEGGP 

\GELQYAAW\VDAMVFA^WSPCEDGITFS 

KTVYNYFLRLCSFRNASEVPMVLVGTQ 

DAISAA\NPRVIDDSRAR\KLSTDLKRCTY 

YET\CATYGLQCGSVSFQ\DV 


1497 


9548 / 


V 2452 


493 


955 


TLCTYILISEVISLPGTAFIQRKGLGLRPS 

QNNAYSLSQTSPGLIIFLRVQGKFDLNLA 

LVLFFSGGTESRSIA\QLECSGMTSAHCN 

LRFLGSSYSPASAS*VAGTTGACHHAQLI 

FLVFLVEKGFHRVSRDGLHLL/NLVIRPP 

QPPKALGLOA 


1498 


9549 P 


^ 2453 


158 


720 


PPPCRAKQHQTKTKKRPXQRATSNVFAM 

FD\QSQIQEFKEAFNMIDPDQI>GFMD\RE 

DLHDMLASLG\KNPT*WSILDAMMMRA 

PGPPSNFTPWFPHHGFGEE^NGHQIPE 

DVHRKMPFACFE*KKPLGTIR\EDYL\RE 

LLTTHGGIGFTDEEVDELYREAPY*PKRG 

NFNY\SEFTRILK\HGA\KDKDD 


1499 


9550 


L 2454 


2332 


3329 


VAGATGTHHHAWLILSFLRWSLTLSPRL 

ECSGTFSAHCNFRLLGSSNSPASAS*VAR 

ITGAHHHTRLIFVFLVETRFHHGGQVGL 

KLLTSGDPPASASQSTGITGVSHHAWPY 

FKLFCRDGVLLCCPG*SQTLGLKQ\SSCQ 

SFPK*LDYRCEPPRPTNL*RCL\RDRVPYL 

TTSPVRSRGGTRM/EKEVPEQRLAGSRM 

GQELTQQPSTETSWSLGRRRTKSPLF*IFF 

MFLRRSL/NSVTQAGVQ+HNLGSLQPPPH 

GFKRLSCLSLLSSWDHRCTPPCLDNF*1F 

GRDG/GFTMLARQVSNS*PQ\GPPTLASQ 

SSGNTGLSHCNQPVAPIFAPR 


1500 


9551 A 


2455 


566 


1037 

] 
] 
I 
1 
< 


3STLSPSLPGFCPENSNKCKFNTLLTAES 

LKLPQDLSFDPSQKPTQVRHUESPPGEG 

PP\SRAPQKNSHEIR\NCLM\KCIFL*LGR 

V1KAQTPTLLF\SPGLGMSPAARPRSFPGG 

U.GEVGAGTISVPSTLTPSTSETTLPQPRY 

jMKLADADVGKKKKK 


1501 


9552 A 


2456 


349 


6791 

< 
1 
I 
( 
F 
I 


iLGHWGNRVCLSEALGLAELHPCPGNE 

/GPQRQG*GLAVLILA1ILLQGTLAQSIK 

3NHLVKVYDW\QEDGSVLLTCDAEAQN/ 

STWFKDGKMIGFLTEDKKKWESGEVM 

>RDPRG\MYQC*RDHRNKSKTTSQVLFT 

jMCSGTCI*/DLNAAT[SGFPLWLICTVSL 

WLAFGVWriAVGQGWSSASPRASDKQT 

XP\NDPAPTQPLKDPRKMTQYSHLOGN\ 
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QLRKN 


1502 


9553 


A 


2457 


356 


505 


WTGGKKKAGWMPKKE/SVICLAQ*CMP 
VIPATQEAETGKLLEPRSSRSAWET 


1503 


9554 


A 


2458 


35 


359 




1504 


9555 


B 


2459 


102 


431 


MUYRDLISHDEMFSDIYKIREIADGLCLE 
VFGKMVSRTEGNIDDSLIGGNASAFGPE 
GEGTESTVITGVDIVMNHHLQETSFTKE 
AYKKYIKDYMKSIKGKLEEQRPDR* 


1505 


9556 


A 


246 


466 


743 


LNHAVQEMIVKIELTQHMYINFHGIKLEI 
NKGKKFGKL1HLWKLNNTVLSDQ*VKA 
EIQKGNKEIVLRWNKKEGMMYQNT/W/ 
DVAKPVLRADAW 


1506 


9557 


A 


2460 


I 


581 




1507 


9558 


A 


2461 


88 


779 


stwavrgsrgwgvgwgggggshdemf 

\sd1yk\1rgdrgrglcleggrgrwvsrt 

e\gn1ddsl1ggkcpplkgp£grrvperh 

qlitgvxdivmnhhlpgnkfsqkeaskk 

vhqritmksi\kgk:l*rtrdpeksktfl* 

QGAAEQIQAHPLPNFQKLTSFFAGENMN 

prwawvllldyre\dgwcpp*ydfllrd 
glemekmltnvgnyfgsitlssitgllpc 
hptoppgt 


1 ^HR 




A 
r\ 




17 
14 


ISO 


♦♦errglirtygldmcsqsfcqyakdigf 

IKLD 


1509 


9560 


A 


2463 


46 


371 


fvilgkrcrgalgclksqveeatggtre 
hadweslvpplqactvawesrdagssr 
lsaescnfydlqnrclfsysrvcsnrhg 
l\irkyglnmcrqcfr\qyakyigfi 


1510 


9561 


A 


2464 


1 


591 


gllqaegpwrssgeaafreitmeiwlla 

waispvalsestdpetwqsrcedrhflf 

kflvigsagtgkscllhqfienkfkqdsn 

htigvefgsrvvnvggktviaqiwdta 

gqerfrsvtrsyyrgaag/allvyditsr 

etynslaawltdartlaspniwilcgn 

kkdldperevtfleasrfaqenelmfle 

T 


1511 


9562 


A 


2465 


3 


495 


grdrvmaetydflfkflvigsagtgksc 
llhqfienkfkqdsnhtigvef\gsr\van 
lggeepvklqviw\dtagqqtgfagktyt 
slaawltvdartlaspnivvilcgnkkdl 
dperevtfleasrfaqenelmfletsalt 
genveeaflkcartil>ncidsg 


1512 


9563 


A 


2466 


1 


2022 




1513 


9564 


A 


2467 


3 


715 


reqarprrhiaalsgrdrvmaetydflf 
kflvigsagtgkscllhqfienkfkqdsn 

HTlOVbFGSRV VNVGGKTVKLQI WU J A\ 

gqerfrsvtrsyyrgaag\allvyditsr 
etynslaawltdaltpvqpqktgaflc 

G\NKK*PGPLEREVTFLE/APSRFAQE1nAE 

LMFLET\SALTGENVKKAFLKCARTILNK 

1DSGELDRERMG\SG1QYG1ASLRKLRQP 

rsaqavapopcgc 
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1514 


9565 


A 


2468 


3 


953 


VKMALVASVRVPARVLLRAGARLPGAA 

FGRTERAAGGGDGA\RP\FGSQRVLVEPD 

AGAGVAVMKFKNPPVNSLSLEFLTELVI 

SVLEKLENDKSFRDVILTSD\RPGVFSAGL 

DLTEMCGNRSPAHYAWVLERPVQELWL 

RLYQSNLVLVSAINGA\CPAGG\CLVALT 

CDYRILADNPRYCKGIQIRPKVGIICPFW 

G*KETLGKNLLGPGGGESA\LQVG\LLFP 

PAGRPCKVGMVDQVWSPEKQVQS1G\LS 

AIAQWMAIPKPMAHKXLTKAIMRKGQGP 

PAWSRKGYADVQNFWSFISKDSIQKSLQ 

MYLERLKEEKG 


1515 


9566 


C 


2469 


1 


■ 774 


MKEVVYWSPKKVADWLLENAMPEYCE 

PLEHFTGQDLINLTQEDFKKPPLCRVSSD 

NGQRLLDMIETLKMEHHLEAHKNGHAN 

GHLNIGVDIPTPDGSFSIKIKPNGMPNGY 

RKEMIKIPMPELERSQYPMEWGKTFLAF 

LYALSCFVLTTVMISVVHERVPPKEVQP 

PLPDTFFDHFNRVQWAFSICEINGMILVG 

LWLIQWLLLKYKSIISRRFFCIIGTLYLYR 

GITMYETTLTAPGMLCNCSPKLCGDCEA 

OLR* 


1516 


9567 


A 


247 


243 


935 


IPVGELYPLLEDGIAAFIEWNPTHEALWE 

PQEQQETQGPKSKHGEAPVGASWPFRR 

GFGEARPPPPVRPTLIHAWKSS*P1CLFSL 

RHCHQALPGGTLDKWPSSPRG/GCSPRT 

PGVTQQARRLSPHRVAG*QSSSGACPW 

MSRSSAPFPFLTPSQSPRAA\L*VRKTKSP 

GTGEHRLWTGLGAGGVSARPVVKHSAG 

PGGIHGGRAPGAEQRSGLWKAGCWGSV 

RASAPGP 


1517 


9568 


A 


2470 


263 


62] 


EVRLLSRPWPHEHEHGPWPLTIIKWDFP 

DY\RQWKIEG\TPFRKTI\QKKLGCKKGLR 

D\PWG\RNEA\WRYMGGFAK\SVSFS*CIL 

FKGFKWGDLLAFVVAVRELEYLPGESP* 

IKDKKHH 


1518 


9569 


A 


2471 


I 


225 




1519 


9570 


A 


2472 


99 


493 


TASPAPPQAFRRSSSLSKIRESIRRGSEKL 
VSRLRGEAA/RRTSRVSVDQVGICEP*HQ 
QNRQPTPPPPPFCSRTFHGSHLPCDTHRS 
NPVLERSLVEGGHSWIHSFPPCCPLCRM 
KRDMSLNTLNVDAPRAPG 


1520 


9571 


A 


2473 


70 


299 


AVGSVHAGVQQWVSGGVGPPVGSAGPP 
GRKPRJL*RGPSEDPARRNAPAIERLSRRR 
GRCSARGLRGRDQEECQPGRT 


1521 


9572 


C 


2474 


129 


602 


MFERIVXADEHVIDQGDDGDNFYVIERG 
TYDILVTKDNQTRSVGQYDNRGSFGELA 
LMYNTPRAATIVATSEGSLWGLDRVTFR 
RUVKNNAKKRKMFESFIESVPLLKALKD 
GQRFNPHLHFAFEGPFIRPLVKITPTQFLY 
LWFKTACLSNNLSA* 


1522 


9573 


A 


2475 


38 


1523 


RRVARPGNAEPAKERRDVSRGRARRDL 

AGAERKAGVSERGDSGRRRPNPSIPSAA 

AGMSHIQIPPGLTELLQGYTVEVLRQQPP 

DLVEFAVEYFTRLREARAPASVLPAATP 

RQSLGHPPPEPGPDRVADAKGDSESEED 

EDLEVPVPSRFNRRVSVCAETYNPDEEE 

EDTDPRVIHPKTDEQRCRLQEACKDILLF 

KNLDQEQLSQVLDAMFERIVKADEHVI* 

PKGD\DGRQPFYCHRTGGTYDIL\VTLDN 

QTRSVGQYDNR\GSFWRLALMYNTPR\A 

ATIVATSVEGSLWGLDRVTFRRIIVKNNA 

KKRKMFESFIESVPLLKSLEVSERMKIVD 

VIGEKUR\DGER*ITQGEK\ADSFYIIESGE 

VSILIRSRTKSNKDGGNQEVEIARCHKGQ 

YFGELALVTNKPRAASAYAVGDVKCLV 

MDVQAFERLLGPCMDIMKRNISHYEEQL 

VKMFGSSVDLGNLRAVGVPHPTSLLSVT 

PKPSGQPQNTYRKQT 
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1523 


9574 


A 


2476 


1 


912 




1524 


9575 


A 


2477 


3 


806 


EEFAAVSERIHEQVRDRQLENEYVCRVE 
GEFPTEEVTCKEPILVVSYKVGVCRVDP 
ROKPCETVFQRLSYNGQSSWRCRPLTG 
RTHQIRVHLQFLGHPILNDPIYNSVAWG\ 
PSRGRGGYIPKTNE\ELLFVPG*AEHQAK 
QSLDVLDLCEGDLSPGT/LTDSTAPSSEL 
GKDDL\EELATA\AQKMGGK*AEAA?QE 
LDTIALAS\EICAVETDV\MNQETDPTLCK 
MPAGATGSLAPRPCDVPTCPNAIKGQAL 
STFHPMPAWAQDDWQKD 


1525 


9576 


A 


2478 


184 


793 


DFLLLVLTGLYIYRKSKIHKVLE*IIEFINV 

TSYKVNIQKDIAILRTSQKH*KTN*KYKA 

KY\LEIN*TNQDFYNENYKTLLRKVKDN 

LGKWniPYSSTGKLDIVKMSIILRLFYKT 

NAITGIVPK/HSFVKINPEIPKLVYGNMGN 

K1VWY*CKKRQMNQEAEITSAKRKPWS 
L 


1526 


9577 


A 


2479 






bALKKUAUAls.AUKi'LiAr Al ALvjuVi * v" 

EKGPAPP*NGWTGLGAGPPAWRARPRPS 
PPEFSQFSLSYNMS*AKVGG*EHGSTAPG 
EGG/P*RICGGGPPPPNPQRQGQSPGTSP 


1527 


9578 


A 




Do 




QIK/SFCKKDQTMCCLQETYLTCKDTHR 
PKVKG^KNl 


1528 


9579 


A 


2480 


502 


834 


RRLPTGILAGRVSAAVKPTHRTQNSLLQ 
QRITPRPWRGGSHL*SQHFGKPRQADHL 
SPGV/PRVSPG*RGETPSLQRIQTLAQVLC 
CAPVVPATREVEVGGSPEPGRSRLQ 


1529 


9580 


A 


2482 


1 


220 


VNMRDRFGQIMIENLRRRQCELAGVETC 
KSLES\RIESLEFLDEM*/LLEQLM/RHYCL 
CWATKGGNELGLKEITY 


1530 


9581 


A 


2483 


98 


394 




1531 


9582 


A 


2484 


1 


381 




1532 


9583 


A 


2485 


1 


645 




1533 


9584 


A 


2486 


10 


1228 


AAPAEPGRALPSSVAFSLWLAPSPAARR 

PRFHVPGGAQLPGTVHARWPARQRVESSI 

\TSCCSTSSCDADDEGVRGTCEDASLCKR 

FAVSIG\YW\HDPYIQDL\VRLSKQR\KAP 

EINRGYFARVHGCSVQLIK\AFLR\KTEC 

HCSNCSNLGGQGMGSPPFWXRLKDEDLS 

SQVNIFEVDFPMIVRRKLHSIKWLAFPLS 

SPILELHSEDTLQMASDCICXDGHILDSKR 

YAVIGADLRDLSELEEiCLKKCNMNTQU 

PTP*IAECVLVYMTPE\QSANLLKWAA\N 

SFERAMFI\YYQQVNMGDLFGQIMIENLR 

GRPV/CDLAGVET\CKSLESQKERLLS\NG 

WENICHRPVRT*LEFVPPGLPSKLK*SR!E 

SLEI\LDENWELLEQL\MRVHYCL\CWATQ 

RRK*SLGLKEITY 


1534 


9585 


A 


2487 


3 


247 




1535 


9586 


A 


2488 


1 


922 


MQLKPMEINPEVSARCTATRRARGRGR 

GSRVADRFGFAFFFAFAFQMLNKVLS\R 

LGVAGQWRFVDVLGLEEESLGSVPAPA 

CALLLLFPLTAQHENFNRKKQIEELKGQE 

VSPKVYFMKQTIGNSLGPLGPNSTQGPNI 

ICDQLGFEDGSVL\KQF\LSETKKNVPLKD 

RAKCF\EKNEAIQAAP*MPVGTGKAQCR 

VDD\RVNFHFYSG*PTVDGPPSMNLDGP 

"MAPRPWTHrsPDl OFDTLLKNDASXKVCRR 

NSPEREQRRSPASSARGFSCKGSLNALW 

GGICWIFPSFPFKHGKYITPPCQSKMLQY 

L 


1536 


9587 


A 


2489 


18 


255 


NWISFLPWHYSHFEVYERYDSVL*IPFSL 
LQ*PIENVYPK1*KKKSTSSNKIALVLSGT 
YKNSLEPRSGASSVLWFTPNL 
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1537 


9588 


A 


249 


1 


372 


RALAVSMLGAWPGPWALDWGPYSMTA 

RHGTFSL*APYPDPCPAGPPPAPRQQGK 

APSGCGGRSICSGRLPSVVWPLMPAWQR 

PS*/GGGLHSAPNARKAQAYPGCLPFYLP 

\LPGLLSGWSAGFLC 


1538 


9589 


A 


2490 


2 


568 


ERGRKMAVESRVTQEEIKKEPEKPIDRE 

KTCPLVLRVFTTNNGR\HHEMDEFSRG\N 

VPSTELQIFPLAVMDATLKELTSLVKRV\ 

YPEARKKGTHF\NFAIVFTDVKRPGYR*F 

SFLQS^GGLAS'nMSGRKGTVDDSHEPLQ 

SQ\KF\QIGDYL\DIANYPLPNRGTHPPS\G 

RMRPILNFYLLFVEFIFPSVM 


1539 


9590 


A 


2491 


3 


506 


FFFFFLKTSTLSFITTHCLQIQREGPGAEG 

AAVAGGAPRGAEGPAATSTETGGSAGD/ 

AAPSPP/RGLPSIC*QEGPGPFWGDPNARQ 

WPGGRGRREAWRGLRAGSGESHQVGP 

WPASRSTGGGSGQVGGAGERLGEDSGL 

GQVKATRWGLSPPPAALEEAVANTGPSP 

PC 


1540 


9591 


A 


2492 


3 


639 


APEFPGRHLLLTOLCSLASLIOTRMVHI T 

PEEKSAVTALWGKVNVDEWGGKALGVR 

LLWVLPWDPKRSFEVLWGNLSQLPECC 

♦WGKPLKVKGSMAKEKVLGCPLSDGLA 

HLGQPSKGTFAHTEVSLHCDK\LHRGSL 

KNFRLLG\NVLGLCCLAHHF\GKRISTPP 

VQAU*SRKLVGLVLAKCPWPHKYHLKL 

AFLAVQFLFKGFLWSLKTNY 


1541 


9592 


C 


2493 


2!7 


396 


MSEETAKEVMRAYLQQLRQETGLRLCE 

KVFDPQNDKPSKWWTCFVKRQFMNKSL 

SXPGO* 


1542 


9593 


A 


2494 


79 


778 


NPGAAKMPAYHSSLMDPDTKLIGNM/A 

HLLPIRSOFKGPAPFCRDTR IPDI VDF AIFl 

PSGPNVFF\KNYEIKNE\ADRTL\IYITLYIS 

\ECL\KKLQK\CQFPKAQGGGKEMFYAGE 

STNFSHFLGEPGFFPL*PPFYAQTWPTTQ 

EDEVMRALFTTQLRVQETGLVRLCGESFS 

DP\QNG*TPAKW\WTCF>AKRQF\MNKSL 

SGPGTVEGSPGQPTVFPEALGQHFSSKM 

LHNLFAHS 


1543 


9594 


A 


2495 


I 


471 




1544 


9595 


A 


2496 


1 


1524 




1545 


9596 


A 


2497 


2 


719 


RPQRAGPVRRAGVMALLDLALEGMAVF 

GFVLFLVLWLMHFMAlIYTRLHLNICfCAT 

DKQPYSKLPGVSLLKPLKGVDPNLINNL 

ETFFELDYPKPLFFS V APMKRIEKTQM* ♦ 

P*CSTY*YEVLLCVQDHDDPAIDVCKKL 

LGKYPNVDARLFIGGKKVGINPKINNLM 

PGYEVAKYDLIWICDSGIRGTMEMPMSL 

EQSYDPNVRDPIYRNNGDADGQHLVLH 

DFYQQGSGPKCSLINA 


1546 


9597 


A 


2498 


200 


370 




1547 


9598 


A 


2499 


295 


1546 


CVLLDLALEGNVPVFGFV\LFLVL\WLM 

HFMAIIYTRLHLNKRATDRQPWSKLPGV 

SLLKPL\KGVDPNLINNL\ETFFELDYP/IC 

KFNLHTMLFD*YEVLLCVQDHDDPA1DV 

CKiaLGK\YPN\VDA\RLFIGGKKVG\INP 

KINNLM\PGYEVAKYDPIW\ICDSGIR\IFP 

DTLTDMVNQMTEKVGLWHGLPYVADR 

QGFAATLEQVYFGTSHPRYYISANVTGF 

KCVTGMSCLMRK\DVLDQAGDFIAFA\Q 

YIAKDYFMAKAIADRGWRFAMSTQVA 

MQNSGSYS1SQFKSR\MIRWTKLRINMLP 

ATIICEPISRMPLLPSLINWDGQAHVHVFR 

WDIMVFFYG/CHCLXAWFIFDYIPTPGVS 

QGGXTLCFSKLGLMQSPWFIRESMTIYIFL 

SALWDPnSWRTGRYRLRCGGTAEEILD 

V 
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1548 


9599 


B 


25 


922 


2057 


^ XTQTDSPWFMISEKQRNFNAESTIGSHIH 
GPRIVAGLHAPTLMEEDEDALQETVRAS 
IRKEQRNSRHDGGDGIRKAHAAIPRESRS 
MKRSPRKEVKKKRWNRPKMSLAQKKD 

o\/ Af^W A cm t> A r\'t^n a a i?ca 
K V AvisJv Aor LKAv?bRAAbS>' 


1549 


9600 


A 


250 


13 


475 


NGSSLRSPRLR*SRTIPQSS*VAG1TGAHH 

HARLIFFFFFFFETESCRVSQAGVQWRDL 

GSLQALLPGFTPFSCLTLQSSWDYRHPPP 

RPANFLYF**RRGFTVLARMVLIS*FRDP 

PASASQSAGIIGVSHRARPRGRLLAPSYI 

CRNRGLEG 


1550 


9601 


A 


2500 


3 


331 


GAILAHCNLRLP/GFKQFSCLSLPRHS*TS 
Q*PLTSRLPMVRHG*VKKSEG1LCSLPPC 
rr*VPTSSAPMPWPSRQWERSSRTMTVlS 
SSQLMALGPSCPQRDGSPTSSP 


1551 


9602 


A 


2501 


15 


310 


DRVSULSPRLECSGAILAHCNLRLF/GFK 

QFSCUSLPSSWDYRRAPPHLANFLYF** 

RRFFRH/GCPGWSLLSSGN/PATLAF*KC* 

IN I OJncrr HrAKMnl 


1552 


9603 


A 


2502 


3 


467 


PAPQSLLSARHVSALPTPAS/R/RCSGLPP 

MTPKTMPRAA^GSPLCVPARRRSSEPRK 

NSAMmALLVDIKLEPLAVTPDAA/SQPLl 

uurLiut CDTPE AHV AVGSESRPLIDLMT 

NTPDMNKNVAKPSPVVGQLIDLSSPLIQL 

SPEADKENVDSPLLK 


1553 


. 9604 


A 


.2503 


2 


273 


FASIPANSSRPLSNISKSGRMGHAMLRPA 
LPAGPVGASSWQAKRVSESSQLNKTRSIR 
RRHSCLNSKTKVMPTPTNQFKIPKFSIGD 

SPKA 


1554 


9605 


A 


2504 


1 


472 


VGRVTVHSTPVRRSSGPGPQSLLSARRV 

SALPTPASRRCSGLPPMTPKTMPRA VGS 

PLCVPARRRSSEPRKNSAMRTEPTRESN 

RKTDSTLVDVSPDRGSPPSRVPQALNFSP 

EESDSTFSKST\PLIDFC3DTPEAHVAVGSE 

SKPLIDLMTNTPDMN 


1555 


9606 


A 


2505 


759 


1664 


TAGCGLGCASGPQAGHPATAGPQTLLPS 

AGGRAWSSCPPRPALHRWPAGWEGCG 

YRRWS/RAASYSPWKNKVLLIKPFSIRYK 

AQ\SNSYDKPTYQSPSRRSLSAA*IPTHP* 

SLLSSRGCERRCAPTMRQPGAADTEPMC 

YHSWPHHSLLFLPSSCLWGAGVEDKEL 

VPLWRVFLPGRRSWFPSSQKSRCLSHSC 

LGGCQVSRRGKFEQQNLSSVPDSPGKNK 

HHGKISGPTCLSGGPGESVPIVHRLSESS 

SQPGPALCPASRSFQCOSAQGQ 


1556 


9607 


A 


2506 


1 


377 


ASRRCVSGLPPMTPKRCPGRGSPLCVPAR 
RRSSEPRKNSAMRTEPTRESNRKTDSRL 
VDVSPDRGSPPSRVPQALNFSPEESDSTF 
SKSTATEVAREEAKPGGDAAPSEVGGLL 
BPRSSGPAWEMM 
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155-: 


^ 9608 


A 250i 


f : 


J 21 1: 


I illladekfdfdlslssssaneddevffg" 
pfghkerciaaslelnnpvpeqpplptses 
pfawsplagekfvevykeahllalhies 
ssrnqaaqaakpedprsqgverfiqesk 
lkinlfekekemkksptslkretyylsds 
pllgppa^gesctahaasqaatqrkpgt 
klllpraasvrgrsipgaaekrtarmpk 
grrkrk*qvlf*g*gccgg*geg*gcge 
agssriaxpkkeipaspsrtkipaekeshr 
dvlpdkpapgavnvpaagshlgqgkra 
ipvpnkvnneifadsvfshfap\lglkktl 

LKAPGSTSNLARKSSSGPVWSGASSACT 

SPAVGKGLCCTPVCPARPARPLHSCCCK 

MTPSRPWLMWQCREGLECP*GSGGTWV 

\RHSCDRRAGRGSGQSPRPHFGSSEVLG* 

TWRPGERTGDSPDSSTPKLSRAQRPQSC 

TSVGSSRH*CCVORVTVHSTPVRRSSGP 

APQSLLSAWRVSALPTPASRRCSGLPPM 

TPKTMPRAVGSPLCVPARRRSSEPRKNS 

AMRTEPTRESNRKTDSRLVDVSPDRGSP 

PSRVPQALXNFSPEESDSTFSKSTATEVAR 

EEAKPGGDAAPSEALLVDIKLEPLAVTP 

DAASQPLIDLPLIDFCDTPEAHVAVGSES 

RPLIDLMTNTPDMNKNVAKPSPVVGQLI 

DLSSPLIOLSPEADKENVDSPLLKF 


1558 


9609 > 


\ 2508 


68 


2331 


LLTALSMEEGGGRDEPSASRAGDVNMD 

DPKKEDILILADENISTFDLSLSSSSANED 

DEVFF*PFGHKERC1AASLELNNPVPEQP 

PLPTSESPFAWSPLAGEKFVEVYKEAHL 

LALHIESSSRNQAAQAAKPEDPRSQGVE 

RFIQESKF\KINLFEKEKEMKKSPTSLKR\ 

ETYYLSDSPLLGPPVGNEPRLLASSPALPS 

SGAQARLTRAPGPPHSAHALPRESCTAH 

AASQAATQRKPGTKLLLPRAASVRGRGI 

PGAAEKPKKEIPASPSRTKIPAEKESHRD 

VLPDKPAPGAVNVPAAGSHLGQGKRAIP 

VPVNKLGLKKTLLKAPGSYSNM-QRKSSS 

GAWWSGASSACTPQPVAKAKSSEFASIP 

AN*LPGLCPNISKS\GRMGP\AMLRPAL\P 

AGPVGUSSWQAKRVDVSELAAEQLTAP 

P\SASPTQPQTPEGGG\QWLNSSCAWSES 

SQLNKrTRSIRRRDSCLNSKTKVMPTPTN 

QFKIPKFSIGDS\PDSSTPKLSRAQRPQSC 

TSVGRVTVHSTPVRRSSGPAPQSLLSARR 

VSALPTPASRRCSGLPPMTPKTMPR A vn 

SPUCVPARRRSSEPRKNSAMRTEPTRES 

SRKTDSR\LV\DVSPDRGSPPSRVPQALNF 

SPEESDSTFSKSTATEVAREEAKPGGDA 

APSEALLVDIKLEPLUVTSDAASQPLIDL 

PLIDFCDTPEAHVAVGSESRPLIDLMTNT 

PDMNKNVAKP\SPWGQL1DLSSPL1\QLS 

PEADKENVDSPLLKF 


. 1559 


9610 A 


2509 


1 


353 

( 


DVQLEGAKIGSTEITFTPEKIKGGIH'AAY 
nCTAGSVCLLMQVSMPSVLFAASPSQLH 
LKGGTAFKVAQDMATAAVRCIKKEIRDL 
YVNIQPVQEPKDQAFGNGNGIIIIAETSTG 
CLF 


1560 


9611 A 


251 

1 


986 


1401 ] 

1 

1 


LEQGCNLFLHKHS*LGEVFFFVCFRRSFT 

LVAQAGVKWGDLGSL/HKLPSSLSLPSS 

WDYRHPLPRLA/NFFVFLVKMGFXTVLA 

UVIVSIS*PRDPPTSASQSAGIIGVSPRAGP 

/AGILN4FCRWNISNKPkGAVlEKKKKK 
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1561 


9612 


A 25K 


) 2S 


> 126: 


> TKVSELLCGSQRLFFLPLWRRLCRCGLG 
PRVSPMAGPRVEVDGSIMEGGGQILRVS 
TALSCLLGLPLRVQKIRAGRSTPGLSIMT 
*RPQHLSGLEMIRDLCDGQLEG/VE1GSTE 
ITFTPEKIKGGIHTADTKTAGSVCLLMQV 
SMPCVLFAASPSELHLKGGTNAEMAPQI 
DYTVMVFKPIVEKFGFIFNCDIKTRGYYP 
KGGGEVIVRMSPVKQLNPINLTERGCVT 
KIYGRAFVAGVLPFKVAKDMAAAAWR 
CIRKEIRDLYVNIQPVQEPKDQAFGNGN 
GniIAETST\GCLFAGSSLGKPGFNSDKVV 
lEAVAEWLLANLRHGGTAVDEYPARPSLI 
VFHGH*PKGVS\RIKTG\PV\TLHTQT/API 
HFAEQIAKG*ILL*RNPEDEEDA\AKDTYI 
lECQGIGMTNPNL 


1562 


9613 y 


\ 2512 


900 


1189 


SQHFGRPRRADHLSSGVQDQPGQRGKTP 
SLLKIQKLAGRGGSLL*SQLPRRLRQREN 
RLNPGGGGCSELRSRDCTPAWATEGNS 
VS\KKNK*KKKKK 


1563 


9614/ 


^ 2513 


1710 


2221 


SPLLDVYFKTRLLSRGRREPACTLRLNTI 
GTLLSHCPLGIQGPHPGPSGKTCGPFKPR 

OAGLPGYAGlSGSPGRPLGAOAn*ri<;r;v 
IGESNYFVHCMHPRGPGSPHL/PGG*GLQ 
PKPPRPRLPSSSGSTTGLGDRKPCSYSO 


1564 


9615/ 


V 2514 


205 


295 


GCNGNKDSCGPIAPSSGDILLLTVKRSLP 
R*NFSP\CA\PCSSSSKRAMCSRVCSPWGL 
♦CGPIAPSSGDILLLTVKRSLPR 


1565 


9616/ 


^ 2515 


1 


927 




1566 


9617/ 


I 2516 


932 


1688 


KGFKNPTFPCEIPAGQTHKPHHHNKHSS 

PPVQKLKLQKMKKNEVYVETFSYPESYS 

PTLPVSRRENNSP\SNLPRPSF\CMEEYQR 

AELNEEDPIA-SARTPSPWHPSDFSEVHNCQ 

PYYAS\DG\ATYGSSSGU.CLGNPRADSIH 

NTYSTDHASAAPPSVTRSPVENDGYIEE 

GSITKHPSTWSVEAVVLFLKQTDPLALC 

PLVDLFRSHEIDGKALLLTHGVTVLPEAT 

WGVKLGTGL*SLC\YLH*PDLKQGKCL 


1567 


9618 A 


2517 


3 


179 




1568 


9619 C 


2518 


140 


490 


MAWFHDMNPQSIALIPPATTEISADSQLP 

uirvUObbOVKUVbLVLPEXSMFEDASVS 

EGRGTQIEENPLEENILAGEXASQTGDSG 

NEXANRGDGSDVSSQTPQTSSDWLEXX 

XLX* 


1569 


9620 A 


2519 


194 


405 

• 1 


KKILWKKIFWRGKQHLKLVTVVTTAAN 
flGDGSDVSSQTPQTSSDWLEQVHLV*TA 
FMWGSKWIYRYRSVC 


1570 


9621 A 


252 


303 


551 ( 

^ 
1 


5EGIKSCKSDENSGLAPGQHGETPSLLK 
^KLAGYGGACP*SQLLRRLRQENCLN 
W^LGGGGCSEPRSCHCTPAWTTEQDSV 
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1571 


9622 


A 


2520 


1 


2046 


MRQNSGGNVHLPAAHLVLCGLVPNRPW 

TGKNKNKRHHLGCIPQPPTLAKIAKAAK 

GSAGNFRYPULGSFPANWVFMNFFQSK 

ATLDFNLICSLNVKDVAEVFQKWLKIEG 

ICKCHCLSEKTKQNMGNTTTKFRKALIN 

GDENLACQIYENNPQLKESLDPNTSYGE 

PYQHNTPLHYAARHGMNKILGTFLGRD 

GNPNKRNVHNETSMHLLCMGPQIMISEG 

ALHPRLARPTEDDFRRADCLQMILKWK 

GAKLDQGEYERAAIDAVDNKKNTPLHY 

AAASGMKACVELLVKHGGDLFAENENK 

DTPCDCAEKQHHKDLALNLESQMVFSR 

DPEAEEIEAEYAALDKREPYEGLRPQDL 

RRLKDMLIVETADMLQAPLFTAEALLRA 

HDWDREKLLEAWMSNPENCCQRSGVQ 

MPTPPPSGYNAWDTLPSPRTPRTTRSSVT 

SPDEISLSPGDLDTSLCDICMCSISVFEDP 

VDMPCGHDFCKGCWESFLNLKIQEGEA 

HNIFCPAYDCFQLVPVDIIESVVSKEMDK 

VRLTKQGSNTSGSDTLSFPLLRAPAVDC 

GKGHLFCWECLGEAHEPCDCQTWKN\W 

LQKITEMKPEELWGVSEAYEDDRQ/CVC 

*VMN*TAKPCANCKSPIQKNEGCNHMQ 

CAKCKYDFCWICLEEWEKT 


1572 


9623 


A 


2522 


2 




WRLTKLSMRLR 


1573 


9624 


A 


2523 


159 


627 


LGRMQDPQGGQMRWAYSLTFAKDVCQ 

LGLSHYFAGAASGGCAQARCGPGPRR* 

GPPAPVPSPSPLALPPMGTRKLHPGMWT 

ALH/VRIPA^PGKEGCVQLIGEISCVLLQK 

ASWSEASTLCPAKGAIPNGAAFHQRCGR 

PEAHLGHRLSLAPPREPVET 


1574 


9625 


A 


2524 


3 


307 




1575 


9626 


A 


2525 


1053 


2813 


RTWEKAPEQADLTGGALDRSELERSHL 

MLPLERGWRKQKEGAAAPQPKVRLRQE 

VVSTAGPRRGQRIAVPVRKLFAREKRPY 

GLGMVGRLTNRTYRKRIDSFVKRQIEDM 

DDHRPFFTYWLTFVHSLVTILAVCIYGIA 

PVGFSQHETVDSVLRNRGVYENVKYVQ 

QENFWIGPSSEU3LIHLGA*1SPCMRQDPQ 

GLSFIRSAREREKHSACCVRNDRSGCVQ 

TSEEECSSTLAVWVKWPIHPSAPELAGH 

KRQFGSVCHQDPRVCDEPSSEDPHEWPE 

DITKWPICTKNSAGNHTNHPHMDCVITG 

RPCCIGTKGRYVCVPASAAGLWAQSIAL 

GCEITSREYCDFMRGYFHEEATLCSQVH 

CMDDVCGLLPFLNPEVPDQFYRLWLSLF 

bliAU^ V 1 L»il*nULVoILr 1 v LRDLEK 

LAGWHRIAI1YLLSGVTGNLA\RA1FT PYR 

AEVGPAGNSQFGILACLFRGSSSRAGQIL 

GAALACLLQACWLWVLFLFHLWGLLP 

WDLTTFAHIFGGSSVALFLSFAFLPYISFG 

KVRPVPETLPDHHLSGGLPRASWLAWW 

SSSTSILSAVSRVSSSPASPFTOKLL 


1576 


9627 


A 


2526 


1 


936 




1577 


9628 


A 


2527 


I 


1023 




1578 


9629 


A 


2528 


157 


512 


LG*LQPPPPGFKRFSCLSLSSSWDYRMRH 

HAWL1FVFLVEMGFT\LISASRVAGITGM 

RHHAWLIFVF/CSRDGVSTCLGQAGSQT 

PDLKVICPLGPPKSAGITGVSHCSWPVIY 

VLSTLLHAVRNVLFKRTFPLKSSSFLSYD 

KEIFPILIGLKFYLVTLTSFVKGHILLK 


1579 


9630 


C 


2529 


11 


133 


MFCSLQPTDLRKEXMNLQTLRLRSSNKH 
QRFPGLPRGLCD* 
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158C 


) 9631 


A 


253 


3 


( 40] 


STFGFQGTGWETRWGPT*PGVSAWSLVP 

SPVLETPDLERGKRAHLGVATAGGPAGP 

YRLSPHTLSSRKEGKGEAASKGTEAELM 

TIGIENSTCQSCLSPSFSHYFWSPRGAGP 

KAMWLVGDRKGATKNDKRGY 


1581 


9632 


A 


2530 


361 


f 676 


> KVVTLIILILQRRKWGA/PGSDPKSPCCSD 
SKGQASFTAP*CSYLYTADGRLGLAWG* 
GLNRSAMTSNPDQTHLVAQTSGKPERK 
HKVSGFLVKVIPATAYDNG 








OCT 1 


156 


> 683 


MKLRQRWRHPAHFSGTGKMIGEGTQVS 

VGTGVTVDTGVGCLSTSSHYANRNADT 

FRCLCRKRCQRLLKSQRRGVKKSCISVP 

HRQLSQALQAMRDSSEPWALSIKSLFRE 

DEALASKHYRRNAPRAALRQFLSDFHR 

DCLNVFKTKYHTLMYMGRTIMRCEPCA 

CGGEGKKNVLF* 


1583 


9634 


A 


2532 


427 


458 


KNSQYTPLTLIQMMGF*FFVF/ERQSHSV 
VEAGVQSCSHGSLQPLPPGSSNPPTSASR 
VAGTTGAHHHDLLIFLFL*RRGFALLHRL 
VSNSWRSRDSAWPSAFPKWLGLWDVEA 
TTPRPGLFSHLVAG 


J584 


9635 


A 


2533 


57 


463 


ARTPLQGAGGLVLSRLLSLPLPGLSPLPT 

VSCARWPLCPRPWSSLPGFWDSWHCNH 

RTGHRTGPGGLDTQSA*VNKL1WGKGN 

HL*PQATAQLWP\QLGGWQGWTRPS/RW 

WPLSSPHC*PGYRSLKDSFANTFLLF 


1585 


9636 


A 


2534 


3 


469 


RKTTTATMTSLCRKVNGGHAG*ETLRRL 

LVVYPWTQRFFDSFGNLSSASAIMGNPK 

VKAHGKKVLTSLGDAIKHLDDLKGTFA 

QLSELHCDKLHVDPENFKLLGNVLETVL 

AIHFGKEITPEVQASW/QEDGDWSGQSP 

VLQIPLSSLAMMOSCOG 


1586 


9637 


A 


2535 


41 


676 


APSPRRPWGHFTEEDQGLLSTSLWCKVN 

NVEKCWKEKTPGKGSLVVYP\WT\QRFF 

D\SFG>ALSSAF\AHHGQTPKVKAHGK\K 

VLTFLGRCQQSTLDDLKGTFAQLNSELHC 

DKLHVDPENFKLLGVNVLVTVNLAIHFGK 

EFTP/ERLQASVAQKMGD\*SGQCPVLQ\I 

PLSSL\PMMQSFSR1RLLFLQAITNNKSIS 

AKRSHMIFFSSFFYIFLNI 


1587 


9638 


A 


2536 


107 


331 




1588 


9639 


A 


2537 


386 


1074 


NNPEWRTUYVDKENGEPGTRWAKDG 

LKLG\SGPSIKALDG\RSQVS\TPRFGKTF 

D/APHPALPKAT*KGFGELSTGATEKSVK 

DPGDPLKQKNGPAFSGPKKMDLKKDCL 

KQKS\SVSWPSGLMPNPRNKTKFFPLQIL 

LDF*GVFD/LCPEEHPDLRHLPPLS\GV\PL 

M1PLTTIEREL*KSWFQLGPPFHLWKDGP 

LPPWGIPICLQFSFQGISVRTWGVNDLPPV 

CCDIDI 






A 

A 


2538 


1 


359 




1590 


9641 


A 


2539 


1 


483 


FQLEVTPQNITLNPGFGGPVFSWRDQAV 
LRQDGVVVTINKJCRNLVVSVDDGGTFE 
VVLHRVWKGSSVHQDFLGFYVLDSHRM 
SARTHGLLGQFFHPIGFEVSDIHPGSDPT 

KPDATMVGNLQKDYSKDPWHGAEVSCW 
FIHNNGAGLIDGAYTDYIVPDIF 


1591 


9642 


A 


254 


1833 


2126 


EKRKKRGFFKTKPLLKCPGPWGESRFW 
GPPKGKSQV*G/HI*MGPNLGERWKKGP 
KRPKKPKTKGPPPFGVHPPKRNRPHLG/ 
WPGGPTLKKGKNNLGFC 


1592 


9643 


\ 


2540 


3 


310 


EVRANLSSQALRMWLDYGFVTPLTSMSI 
RGMADQDGLKPTIDICPSEDSPPLEMLGP 
[IRTFVLSALQPSPTHSSSNTQRLPDRVTG 
"/DT*VVT*PYVLCWNLC 


1593 


9644 i 


\ 


2541 


I 


1482 
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1594 


^ 9645 


A 2542 




? 288i 


> SMDGAMGPRGLLLCMYLVSLLILQAMP 
ALGSATGRSKSSEKRQAVDTAVDGVFIR 
SLKVNCKVTSRFAHYVVTSQVWrrANE 
AREVAFDLEIPKTAFISDFAVTADGNAFI 
GDIKDKVTAWKQYRKAA1S*EKA\GLVR 
ASGRTMEQFTIHLTVNPQSKVTFQLTYE 
EVLKRNHMQYEIVIKVKPKQLVHHFEID 
VDIFEPQGISKLDAQASFLPKELAAQTIK 
KSFSGKKTSNGSHSRRFQGHVLFRPTVS 
QQO 


1595 


9646 


A 2543 


159 


1222 


. NNSGVMPEMPEDMEQEEVN1P**GGFW 
VTGCHWGFLGRAVHKEFVQQNNUWHA 
VGCGFMIRARPKF*TG*ICWDSNAV\HHIA 
HDF\QPHV1VHCAAERRPDVV\ENQPRCL 
PLQLNVVDASGEFMKGKAAACLGSISPF 
YI*AQVFVF*WEPNPPY\REEDIPAPLN\L 
YGQTOLDGRKGCPWRNHLGAAVLRIPI 
LYGEVEK\LEKKCCELLMFE*KCQFSQQS 
PAKQWIHWQARGSPPHMSKDVAPLCAR 
Q\LAEKRMLDP\SIKGTF\HWSGNEQM\T 
KYEKGMCQLPDA\FNLPSSHL/RDPITDSP 
VXLGAQRPRNAQLDCSKLETLGIGQRTPF 
RIGIKESLWPFLIDKRWRQTAVFH 


1596 


9647 > 


K 2544 


211 


463 




1597 


9648 > 


\ 2545 


188 


366 


SCQSACQKNGKIILRLQLLGP*DRLEDTL 
LNTHGLLQSQILCQFCFLCTCQQKVLRIS 

K. 


1598 


9649 > 


\ 2546 


1257 


1441 




1599 


9650 1 


i 2547 


74 


733 


MAWKSGGASHSELIHNLRKNGIIKTDKV 

FEVMLATDRSHYAKCNPYMDSPQSIGR 

VQLVVGDGRMGYAEEAPYDAIHVGAA 

APVVPQALIDQLKPGGRULPVGPAGGN 

PNVGASIPGSRMASIQNEALWMGGDIRA 


1600 


9651 / 


^ 2548 


45 


972 


TVQPHVSGSGGDGSNSGSYSGDASGAV 

TVWEVVSLLGKLLGTVVALKVVLYLLR 

VCLAMAWKSGGASTSNELIHNLRKNGIIK 

TDKWFEVMLATDXRSHY/SQKCNPYMDS 

PQIK*GFQ\ATISCSTHCNAYALRNFLFW1 

QL\H\EGSLKLFDVGSGKWESLLACFUR 

MVG\CTGK\VIG\IDAH*RS* *DDSVKLMF 

REGTIPTLLSFRGGVQLVCGGMGRMGVY 

A\EEAPYDAIHVGAAAP\VVPQ\ALIDQLK 

PGGRLILPVGPAGGNQMLEQYDKLQDG 

SIKMKPLMGVmVPLTDKEKQWSGGMI 

VKATSA 


1601 


9652 


2549 


2 


478 




1602 


9653 A 


255 


70 


380 


YSNNPKDRKGETGINEKTNNKMVDLSS 
YTSVITLNF*ML*/D/iaN*KFVKSP*KKPT 
LCCLLETYFKYGIGGLKVKRWRKI*HAH 
TIGKKTLVAIUTKHTSELS 


1603 


9654 A 


2550 


392 


1245 

1 


CTFIXVFLLLRIWYRNMLLKNSVTPLPS 

CHPSAQCLGTLMRALSQVFRDAWAVWV 

ASVDVVENEEASASIIVKMTDSFTEQAD 

QVTAEVGKLLGEEKVDAMLCVAGGWA 

GGNAKSKSLF\K]^ACDLMWEAEHYWTSD 

HLPSHL/ALTKHLKEGGLL\TLAG\AKAA 

LDGTPGMIGYGMAKGAVHQLCQSLAGK 

MSGMPP\GAAA1AALP\VTLDTPMNRKS\ 

MPE\ADFSSWTPL*FLVETFHDW1TGKNR 

PSS\GSLIQ\VVTTEG\RTELTPAIFLGUSV 

PMRWPAOKSH 


1604 


9655 C 


2551 


60 


2661 


V1SWLSCLSNITVWN1SPVLLSFFGGNSU 
3HLXKIPEEEPFLTPLLSSSPSGFXPHVPR 
^LRSQSATV* 


1605 


9656 A 


2552 


1 


513 





306 
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2343 LLGHEEQTRKGKRKAKAAGMVLSQGLL 
TFRDNEAIEFSQEEWKCLDPAQRTLYRDV 
MLENYRNLVSLGIFSKCEIKELPPKKESN\ 
KEKYSRQ*CWKDMKSHRHTKIFCFRETQ 
KNVHDSQCLWKHD*RHYKRVRVTYKO 
KSH/CVEETMPG*KG*CHKSQPC*KSSLG 
LNPAVT/CLPRTCQPISKPEGKIYKYDHM 
EKSVNSSSLVSPPQRISSTVKTHISHTYEC 
NFVDSLFTQKEKANIGTEHYKCSERGKA 
FHQGLHFnHQIIHTKETQFKCDICGKlFN 
KKSNLASHQRIHTGEKPYKCNECGKVFH 
NMSHLAQHRRIHTGEKPYKCNECGKVF 
NQISHLAQHQRIHTGEKPYKCNECGKVF 
HQISHLAQHRTIHTGEICPYECNKCG\KVF 
SRNSYLVQHLIIHTGEVKPYRCNVCGKVF 
HHISHLAQHQRIHTGEKPYKCNECGKVF 
SHKSSLVNHWRIHTGEKPYKCNECGKVF 
SHKSSLVNHWRIHTGEKPYKCNECGKVF 
SRNSYLAQHLIIHAGEKPYKCDECDKAF 
SRNSH\LVQHHRIHTGEKPYKCDECGKV 
FSQNSYLAYHWRIHTGXEKAYRCNECGK 
VFGLHSFLAHDPKIH\TGEKPFKCNECGK 
AFSMRSSLTNH\QRLHTGEKHFKCNECG 
KLFRDNSYLVRHQRFHAGKKS 



517 



STRTQNVLGEKGRRIRELTAVVQKRFGF 
P\AESLRYKLLGGLAVRRACYGVLRFIM 
ESGAK/GCEVWSGKLRGQRAKSMKFV 
DGLMIHSGDPVNYYVDTAVRHVLLRQG 
VLGIKVKIMLPWDPTGKIGPKKPLPDHV 
SIVEPKDEILPTTPISEQKGGNAEPPAMPQ 
PVPTA 



495 



861 



INPPPPRLSFQRSAAARWPVQISKKRKVF 

VA\NGILSKLNLNEFL\TREL\AEDG\YSG\ 

VEVRVTPTRNRKSFIFSHQKHRMVLGEK 

G\RRIR\ELPUVVQKSF\GFPRGAAVELY 

A*KRWPT*/RGLCAICPGQSLCVYKPS*G 

G\LAVRRAL/CYGVL/RGSFIGEVGPKGCE 

VCGCLGKLRGQRA*NP*SFVDG\LMIVHS 

GDPV\NYYVDT*\VRHVLLRQG\VLGIKV 

KIMLAWDP\TGKIGPKKP\LPDHVSIVEP/ 

RRDEILPTTPISEQKGGKPEPPAMPQPVP 

TA 



718 



IFLQAGCLKLVIRSKAGDISHVDTHCQTV 

HP!CAVSISTMTE>4TPFLTLSPALSP1FNNL 

PFQCIEK*YLILTLIFLIAYEVESLCL*SVF 

LIYKIFL*PLSNFCCL*V/LLYIILNLLFYY 

MYFPTPLFMKSNFIKVL*KVKGFTF*KCS 

QIYLFFHGYWVLCLGWECLSYTFITIFFQ 

YFLLV1FNFHV*FIL1FF1HDMK 



811 



GSGGNHSVCCDTMEGGGGSGDICTTGVL 

AGFFGAGGAG\YSHADLAGVPLTRMNPL 

CPYVLNWDPRYLVQGYKMKFIFTLPELIK 

TRGQDLKLAFFTIGGCCMTGAAFGAMN 

GL\RLGLKETQNMAW\SKPRNVQILNNG 

*LGKGAL\WA\NTLGLWALLY\SAFGVVII 

EKTRGAEDDLNTVA\AGTPAG\LLYTCTG 

\GLRGIA\RGGLTGLTLS\SLLCnYNTWG 

AHGKGSLASNSSLWKVFAQPP 



210 



V1IRLPIGKKLFRCKPG*TWAPPGIL*SGR 
PRSSSSSPF*N*MHFLFERESSFHRCKWK 
AGITCVKSWYP 



353 



RWGFTQLLRRLRQENHLNRGVGGCSEP 
RLOTPAWATE^DSVL 



wo 01/88088 
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1614 


9665 


A 


2560 


128 


687 


THVLWAFPGARVHLQTGSWRAGVAAA 

ALALGGQASLSYARGKES*GHSPPPTHT 

HKAASGGREKAVSPSVAWVSHGPSPLLS 

EYTSSQVKGHSGPGPDPVVTHL/WAPFP 

DQLPPSPCPPLSRKEPEPSPLSHPPQGVTP 

GQAQIGQLRTSGLWGHKRGGWARAEG 

APVSLLLRGPFDGPATVSEAOR 


1615 


9666 


A 


2561 


246 


410 




1616 


9667 


A 


2562 


1 


414 


AWHEETHKVDLGLPEKKKNKKVVKEPE 
TRYSVLNNDDYFADVSPLRATSPSKSVA 
HGQAPEMPLVKKKKKKKKWSAALGKE 

W^DCrkCtfl T>I DXITQD+VXVITi DDPHDl^P*^ 
V KKol^OIvLfivLKIN 1 or V lYl i LiKr r i^lNJvK o 

PKRR*SSOSSRSOL*KGRKRRRGKRGG 


1617 


9668 


A 


2563 


198 


531 


RNNPLLSLLALCLVHSSHLICWALPDEG 
GGQGKERALNSRKIATFFLSSQGTQFGQ 
WDTAGFENEDQKLKFLRLMGGFKNLSP 
SFSRPASTIARPVHMALGKKAADSLQQNL 


1618 


9669 


A 


2564 


190 


510 




1619 


9670 


A 


2565 


1 


1977 


MEVDFKIRKVGQWTITLQEHPVSVLLFIE 

ETHPENKPTSTAVEESHISRDTVMVNFQ 

CQLDWSKGYLEAYLTKINSICSHRFLLD 

GSVTCHDETGSSRDARDTVGTGVRVND 

ESVEQLGLRRTMWLGICRGAAMAAVST 

VTAFAGRPRPGRSRNPRGWAGDSKWTS 

GSRRSWLSRGGGElSPTGMmCTHFWYL 

GLPEKKKKKRWKEPETRYSVLNNDDY 

FADVSPLRAtSPS*\DVAHGQAPEMPLVK 

KKKKKKKGVSTLCEEHVEPETTLPARRT 

EKSPSLRKQVFGHLEFLVRGKRKNKKSPL 

AMSHASGVKTSQ\DPRQGEEETRVGKK\ 

SKKHKKEKKGGPGPHSLXPVQDPWFCEA 

REARDVGDTCSVGKKDEEQAALGQKRK 

RKSPREHNGKVKKKKKIHQEGDALPGH 

SKPSRSMESSPRKGSKKKPVKVEAPEYIP 

ISDDPKASAKKKMKSKKKVEQPVIEEPA 

LKRKKKKKRKESGVAGDPWKEVVFPSE 

MDFAVGELRETDTDLEVVLEKKGNMDE 

AHIDQVRRKALQEEIDRESGKTEASETR 

KWTGTQFGQWDTAGFENEDQKLKFLRL 

MGGFKNLSPSFSRPASTIARPNMALGKK 

AADSLQQNLQRDYDRAMSWKYSRGAG 

LGFSTAPNKIFYIDRNASKSVKLED 


1620 


9671 


A 


2566 


1781 


2148 


VRRFAAAVATLPPGAAPSG/PAPGT/PGP 
QTR1PGFPWPPLCPLMSGSLGP*TRLLLV 
PPAPQGPAGSPGPIQAGRGLAAPPPQPLS 

PSRGPCAGSSWELRLEGLSDWGTCPVPC 
PCHYIHPPKN 


1621 


9672 


A 


2567 


I 


345 




1622 


9673 


A 


2568 


1 


582 


SGRALHASWAAGGVGAYSGRLRSDALE 

GESFANLSFSSASDAEFDAVVGYLEDIIM 

DDEFQLLQRNFMDKYYL\EFEDTEENKLI 

YTPMFNEYISLVEKYIEEQLLQRMPEFNM 

AAFXTTTLQH/HIRDEVAWAmFGNAGST 

FHK1FLGF*RKCFLDYRAEKES\RGL\DLS 

SGLV\VTSLCKSSSL\PASQNNLRH 


1623 


9674 


A 


2569 


2 


705 


GSVGAATVRPQPNALRCRLRSRAGRSPV 

LVFGVGIKQPPCPSKKAKnCTTKKRP\QR 

ATSN\VFAMFDQ\SQIQGVQRGPFNMIDQ 

VNRDGFHSDK/EKVLHDMLAS\LGKNPH* 

WHYLDA\M\MNEGPKGPFKFHQCSLTMF 

WLRKLNG\TRSPEDCHPETAFCFAFD*KK 

A'nGTHFRKDYLRRSC*PTHGGIRFPD/ER 

EVDELYRGGTLLDQKKGNFQITFEFHTA 

SWKHGSQRPKMT 


1624 


9675 


A 


257 


238 


512 


HMYVPNLRTSKYMKRTLIELKGEIDSNTI 
LVGDFNTTLSTMGRTFR*DISKETEDLHN 
TVDPMDLTD/SAELSTQQQQNTLSSQAH 
GIFSRTE 



308 



wo 01/88088 



PCT/USOl/14827 



1625 


9676 


A 


2570 


1006 


1022 


TRNSFLFFIYIYLFLRMGSCSVAQGWKCS 

GTILG\HCSLCLRLPG\SSNSPTSASHVAG 

D/SHGMCRHARLIFAFLVEMG\FHPCWP 

GLGLELLTLRV1HPTLGLPKCWGL*AGG 

SAKIGRRAQIG 


1626 


9677 


A 


2571 


668 


863 


TFCFFSDLKYSLASCENHLVCFLFVCFAF 
I'N irl^JL^l VNA^iXrSVKVl bLLrrlri 
VLIIT 


1627 


9678 


A 


2573 


258 


579 


FKQICLFLLLFFEMESCSVT\RLECSGT1S 
AHCNLHLP\GSSDSPASASPVTGITGTCH 
HAQLIFLYFYYMTGFRHVAQVGVELLG\ 
♦AIHLPWLPKVLGLOAPAPDL 


1628 


9679 


A 


2574 


157 


371 




1629 


9680 


A 


2575 


1 


1431 


MHKAGLLGLCARAWNSVRMASSGMTR 

RDPLANKVALVTASTDGIGFAIARRLAQ 

DGAHVWSSRKQQNVDQAVATLQGEGL 

SVTGTVCHVGKAEDRERLVATAVKLHG 

GIDILVSNAAVNPFFGSIMDVTEEVWDK 

TLDINVKAPALMTKAVVPEMEKRGGGS 

WIVSSIAAFSPSPGFSPYNVSKTALLGLN 

hJTLAIELAPRNIRVNCVLAPGLIKTSFSRM 

\LGEPEDCAGIVSFLCSEDASYITGETVVN 

LSVMFTGGGVCRAASWKEGGTGTPRTP 

RESPRQREPGETSSTDTQENKVWNGLPA 

NPQRPAAEGPVRRKTNKQKGIASTSAKD 

SINIRTGKDIHTKTPSIGHQHQRPKVDKT 

YTQLKEHVLTHCKEAKNLDKMLNEWLT 
RMKNLEKSLNDLMELITTVQELHEGYTS 
FNS 


1630 


9681 


A 


2576 


201 


398 




1631 


9682 


A 


2577 


195 


434 




1632 


9683 


A 


2578 


150 


284 




1633 


9684 


A 


2579 


1 


625 


MHKARLRGHCARAGKSVRLASSGMTRR 
DPLTNKVALVTASTDWIGFAVAQRLAQ 
DGAHVVVSRRKQQNVDQAVATLQGEG 
LSMTGTVCHVGKMKDWERLVATGFSPY 

IN VoN.1 AL.L.VjW\V^ IxL-rlilLXAxKrHiKVuN^JL 

APG\LIKTSFSRMLWMDKEKEESMKE\TL 
RIKKVMSPEDCAGMVSFLCSEDASLHSL 
GKTVVVDG\GTPSRL 


1634 


9685 


A 


258 


167 


408 


DRRITRSGVRDQPGQHGETPSLLKIEKVL 

AGHG/GQAPVCGGRSYLRRLRQENRLNP 

GGRGCSEPRLRMCTPA*VTVRDSVS 


1635 


9686 


A 


2580 


84 


1413 


ARKSVRMASSRMTRRDPLTNKVALETA 

STDGIGFAIARRLAQDRAHVFVISRKQQ 

NVDQ\AVATL\QGEGLSVTGTVCHVGKA 

EDRGAAWWPPAVKLHGGIDILVSNAAV 

NPFFGSIMDVTEEVXWDKTLDIVNVKGPK 

P*MTKAVVPEMEKRGGGSW1VSSIAAF 

SPSPGFSPYNVSKTALLGLTKTLAIKNLAP 

RN1RVNCLAPGLIKTSF\SRMLW\MDKEK 

EESMKETLRMRRLGEPEDCAGIVSFLCSE 

DASYITGETVVNLSVMFTGGGVCRAAS 

WKEGGTGTPRTPRESPRQREPGENQARS 

SPRMALRPEFPPESASTSWMGPEPVGNR 

ERPCKPARKVGASPRALRRLGSATRMLS 

RAALRAGVGARAPRPGGGRGAHATATV 

WSGLASAAALTARALLKRSLACAAAPQ 

RCGWRRLLCSSLGIRGSGWPCPPWSSI 


1636 


9687 


A 


2581 


1 


560 


MVYRQNQLPSSCAPEMGREDGLRALHP 

AQPPPPRAQQSPPPPLSA/PEEPPPPRAQQ 

SPPPPLLTPHRRHPQSFPAPSAPSALSRQR 

PGLYSAVTFSGSLSGPRTSTCTPSPASSPS 

AHGLGHIHTDAGVCSLEAQEEAKAPGG 

RGPSCSAHGALGPTCTSGVAGDSGPVVG 

SQERALDPRROGLOH 



309 



wo 01/88088 
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1637 




A 

A 




/ / J 


l4Uo 


1 Ir VAT V WAl^rt IjrrrL^jnD*.^! riJr* VJOLf/L/ 

GTRTTGTA/PPCLGFQGDPDPVHPAPAPP 

DW**FPNMGQPGPPPPFPTWRAQLQLLK 

SSVNMRGHRWEy^VPSGPHLPEQlSLSEL 

GHSHKPLFLRQNPNPTVPWDVMLPFPLL 

NLLYGKMWNWVSLDLWGCHRNEEWRP 

TNIILLAPWRHGRLQLKGAGARGRQLPQ 

1 1 1 PAI 1 1 ILVGYFMSF 


1638 


9689 


A 


2583 


3 


560 


GVPPKSASKFLCTRKGKGRWAQSPPPST 

AVPPPRAQQSPPPPLSAQKyKPPPPRAQQS 

PPPPLLTPHRRHPQSFPAPSAPSALSRQRP 

GLYSAVTFSGSLSGPRTSTCTPSPASSPSA 

HGLGHIHTDAGVCSI-EAQEEAKAPGGR 

GPSCSAHGALGPTCTSGVAGDSGPVVfi^ 

QERALDPRRQGLQH 


1639 


9690 


A 


2584 


189 


608 


AFLTFNKJLHRTDTCRGNKPHPPPPPGSK 

VRKRTWGFAPPGPGSPWASLPHGLPPTA 

GRQGRGR/EGGGPRGGPGKGSAQPSSGT 

RAWRKPMGGCLTEDGPYGGPKGLWP*T 

TNG*K/PPGARPWPPLPLGCPLEPRHPVL 

GP 


1640 


9691 


A 


2585 


2 


847 


LKMAAEEPHQQKQEPLGSDSEGVNCLA 

YDEAIMAQQDRIQQEIAVQNPLVSERLE 

LSVLYKEYAEDDNIYQQKIKDLHKKYSY 

IRKTRAXDGNCFYSGFRILPLGRHCWDDS 

KELQRFKAVSAVPRARVDLGCSQ/WGFT 

*ISQF*GIFHNKFHGT*LSRWRKQTSVAD 

LLASFNDQSTSD\YLWYLRLL\TSGYLQ 

RESKFFEHFIEGGRTVKEFCQQEV\EPMW 

\KESDHIH1\MALAQGLNGA1QGEDMDRG 

EGGTTNPHIFPEGSEPKGYLLYRPGHYDI 

LYK 


1641 


9692 


A 


2586 


468 


1191 


DVSRVGCLPPSRAMOWTLALLRRGSAV 

SALASGLVEEPMLGPPFHPTPRFKAVSA 

KSKEDLVSQGFTEFTIEDFHNTFMDLIEQ 

VEKQTSVADLLASFNDQSTSDYLVGYLR 

LLTSGLL*GPRASSSSTSSKGGRDCPKEF 

CQ\QELEPM\*KESDHHSHHCAGPGPSAC 

PSRVGVHGTAAEGGNHQSAHLSLRASEP 

KVYLLYRPGHYDILYKIGLGSSPLLPCCP 

PLPGARHVTEVFLWL 


1642 


9693 


A 


2587 


1 


326 


HSVNRKRLNRNARRKAAPRIE/CVRGLG 
FRVAVGLGRDGPRDDGSAMSLFAGSSHI 
RHAWDHAKSVRQNLAEMGLAVDPNRA 
VPLRKRKVLTWQGLGPCLLYSSPAILT 


1643 


9694 


A 


2588 


879 


1528 


AAGAVVSAMPKAKG\KTR*\QKFGYSTL 

DHAKSVRQNLA*MGLAWDPNRA\VPSR 

KRKVKAME\VDIEEEA*KNLYRKPYVLN 

DLEAEPSLPEKKGNTL\SRDLHLTMYRY 

MV\ENHGE\DYKAIA\RD\EKNYY\QDTPK 

QISELRSNVY\KRFYPAEWQDF\LDSLQ\K 

RKMEVKVPGLHHSCPSAEASPGPSEAG 


1644 


9695 


A 


2589 


\ 


310 




1643 


9696 


A 


259 


660 


1200 


LTVGKKNRKQQQHQPKSPHGKPHLKGQ 

QPSKVQIEDKFLGR*GKELKNPFTTQKG 

QSGFVYSKLIHNTSYRQGHSPGWRLRW 

MN*QK*ASEGG**QTSLS*RSTL*PNILER 

IPELKDWFSKIR\RQK*KRIKRKEENLQ*V 

WGYI*RPILQITGIPERRVEISMHWVRAC 

SFSSVKFVIP 






A 






7l/\ 
/ lO 


QAI nPI PVli'PIc'PPPPPPQPPPP WVPPPOT 

EVGGACSALAQSPSEKLDPACLKPLS*S* 

IRRRRPTPAMLFRLSEHSSPEEEASPHQR 

ASGEGHHLKSKRPNPCAYTPPSLKAVQR 

I\AES\HLQSYSAILNENQGFRGREDELGE 

FWXELGYPPJEEDEEEEEDDEEEEEEEDSQ 

AEVLKVIRQSAGQBCTTGGQGLEGPWERP 

PPLDESERDGGSEDQVEDPALSEPGEEPQ 



310 



wo 01/88088 



PCT/USOl/14827 















RPSPSEPGT 


1647 


9698 


A 


2591 


39 


370 


RGWSLVQTPNPRFKNVPGPPTPQVIAEC 
EESQCGGLGTLGGL*LSPGP\G*TDSRGPP 
MMPSEAQGGGAASKGPLGPPQAAGIHQ 
GTPLKMGEALEGQAGQTAGPRVQDGL 


1648 


9699 


A 


2592 


229 


358 




1649 


9700 


A 


2593 


257 


386 




1650 


9701 


A 


2594 


217 


398 


KAWWNLLRKSEPKSCGS*GGLSTSRERL 

VECSSPLGLGYCG**LCHLQEPHYGSLH 

RMSS 


1651 


9702 


A 


2595 


1 


3386 




1652 


9703 


A 


2596 


442 


2093 


CGFLQMGTVINHNIPGPEGYWHFHFFNF 

KALLARAAVGAARGIHIHRCGLTKRPDA 

RRRRVAGAQGREPAISLPGDRAAGARAT 

RTRGPGPAPKMPAIAVLAAAAAAWCFL 

QVESRHLDALAGGAGPNHG\NFL\DNDQ\ 

WLSTVSQYDRDKYNWNRFRDEVEDDYF 

RNWWPNKPFDQALNDPSKDPCLKVKCSP 

HKV\CVTQDYQTAL\CVSRKHLLPRQKE 

WGTWAQKHWGLDL*ILVK\CKPC\PWV 

QSAMV\CGSRWATPNSIPSCK\LEFHACS 

TGQK/SFATLCDG\PCPCSSQSLEPPICHKG 

RKGVPCTDKELRNLASRLKDWFGALHE 

DANRVIKPTSSNTAQGRFDTSILPICKDSL 

GWMFNKLDMNYDLLLDPSEINAIYLDK 

I Jbr CI Ivr Lr IN bCU or KJJ UKJ^r LN N t WCJLL 

PSQNPGGLP/CAQNEMNRJQ\KLSKGKSL 

LGAFIPRCNEEGYYKATQCHGSTGQCW 

CVDKYGNELAGSRKQGAVSCEEEQETS 

GDFGSGGSVVLLDDLEYERELGPKDKEG 

KLRVHTRAVTEDDEDEDDDKEDEVGYI 

W 


1653 


9704 


A 


2597 


1 


844 


LHQQAAVAWLPTSFLPSQEHCCSTEWR 
APQPAASGVHGICFA>TU>FASSTVSTEVS 
GSFCYLPAP\WVYGFLL*TERPLAWWCL 
GKYWLQELLGCHPVPLAML*DCLALLK 

VPMrjQPTHr*]^ A TVTPPPT HI PI7PA A A 

AAHTSSPSSSCRCKGCLGWVWPGGSAP 
GPLGPLSFDPWTVSHQSGPSPAAPGPTTS 

GLRSFLLSHTHHSTCPPHLLQTGMPRSPL 
ISIDADSSPPRIHRLRGQGHFSGLAKGGQ 
R 


1654 


9705 


A 


26 


238 


446 


GFVVSLDSR*GQWESRSSIHA\VTN*ASS 
SSSSSSSSSVFSRWYPRFIEYLHKDIQSTG 
QKSPDAWVAGG 


1655 


9706 


A 


260 


I 


680 


EQCRSPARARLQPQPDPASTEAERRTPYP 
GSIGAPAGEGKVPGLVIYLLWPWQNQDE 

AT PQPAVQT QPOWriT PI AVMTM^sAn 

GGRAFAWQVFPPMPTCRVYGTVAHQD 

GHLLVLGGCGRAGLPLDTAETLDMASH 

TWVALAPLPTARAGAAAWLGKQVLVV 

GGVDEVQSPVAAVEAFLMDEGRWERR 

ATLPQAAMGVATVERDGMVYA^SGGNG 

P*HGPPGPGT 


1656 


9707 


A 


2602 


144 


520 


IGKEEIKLLLFPDNLMEYTVNF*MYKPLE 

US*FSKVTEYQVNTEK/SNCIYT*QLQIE 

NE1AKT1*FMIASKS1KYLEISLTKCNMCW 

RDILCICIGRLSIIKVLVLPKLMCGGEKIF 

NPNPTGFW 
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1657 


9708 


A 


2603 


105 


440 


RSTPDPVCLGIRSSGCRTADFREP^MLLS 
DRSSGSFVSEEYPAV*SVSLPLLGECLPV 
RLLRDGHSW*HDSDSS*VFKMADNFPA 
GFHRLGRSGDGRAEHRRCCLASQRCC 


10 JO 


y /try 


A 

A 




1 


1047 




1659 


9710 


A 


2605 


1 


690 




1660 


9711 


A 


2606 


210 


424 




1661 


9712 


A 


2607 


651 


835 


PRWSRFPDLVICPPRPPKVLGLQA*A1VC 
ASISITKMWLRNAGLTSSMNWPRRSARV 
LSVS 


1662 


9713 


A 


2608 


198 


755 




1663 


9714 


A 


2609 


1 


1305 


MMRAHAPPTAVPACTAPRAPPPRDHRA 

GIAREALGRTGRSGFRDCLGTREVALQA 

REKAQAAAWQGEAGCSAHWVRHTRGA 

APEGRPRVPRAAGVLTGCTVFRRTWIQR 

DAQIQARQERWAKGESGPWGELRGLAT 

QPAVRASGRRGRRLERQDILEVFRCLAA 

SWNGGFGAVKPPEVADARSGLGSGDSF 

CLVSVSLTKTAKKGLELKQNLIEELRKC 

VDTYKYLFIFSVANMRNSKLKDIRNAW 

KHSRMFFGKNKVMMVALGRSPNSDEYK 

DNLHQVSKRLVRGEVGLLFTNRTKEEVN 

EWFTKYTEMDYARAGNKEGFHC^AWD 

PG\PLEQ\FPH\SMEPQLRQLGLP'nALKRG 

V\VTLLSD\YEVCKEGDVADPRARASRS* 

KLFGVMRWLNFKVTIPNYMWDSQSGRF 

OQIGKTD\LPESA\SEFPEESDSEDDD 


1664 


9715 


A 


261 


1 


403 


RTRGQLNRGVYGPRRSLSVPSTLAGAPL 
AGRLDETSGEEQTLTLCGGKMSGPTQPP 
AEGTEGTAPCGGAPVPPPNMTSNRRLQQ 
TKAQVEEEVDIIPVNGDNVLGRDHKLRE 
LDDRS\DALQARA*PFESSAAS 


1665 


9716 


A 


2610 


319 


632 


GEPNISGMSLPWGGPSGSTGMPAPAMPL 
PAMTPQC/C*GQGPV\GPCAS/CASA/CFR 
CGL*AGRFaG/PCPGHC*CFYFSNSVFPN 
VECMGLREPAVLPAFHLGEEAGRISSGQ 
GRSQNLPA 


1666 


9717 


A 


2611 


156 


621 


LHVPMELQSHSKDEVSPTYLGMSLPGVA 

PLGSTGDASPCHAPPRPWTPQCSKGQGP 

CCAP/WCP/CCP/CPPCPWSHGCL*LLCDP 

CPPPALPAAEGQQPLCKLASAVSGVVSR 

LGNFATCPWPLLMRPASSPRWKAGRTA 

GSLRPIHSTLGNTEFEK 


1667 


9718 


A 


2612 


1 


585 




1668 


9719 


A 


2613 


1 


1047 




1669 


9720 


A 


2614 


1 


1674 


MRSQGEVRRYLKRQSCRFGLGSREKDM 

VTPSASSVCLIDEQIPAAGESYDIIDPRSK 

HKFKIHTYGSPTFCDHCGSLLYGLIHQG 

MKCDTCDMNVHKQCVINVPSLCGMDH 

TEKRGRIYLKAEVADEKLHVTGKACSSR 

SSIVGRHLDEGYTDIKAGPQLDAFLCISS 

QPPFGKNAIIITSSSSSIJTLLKHGPRRFYSF 

ASCSCMSSTVSVTNPKJLGKGFIDSVWV 

TCHPGPMDCDWRADMGWGPVRLCIWF 

S 
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1670 


9721 


A 


2615 


3 


2089 


RPQLPGGGKRWLGGTMADVFPGNDSTA 

SQDVANRFARKGALRQKNVHEVKDHKF 

lARFFKQPTFCSHCTDFIWGFGKQGFQCQ 

VCCFVVHK\RCHEFVTFSCPGCG*GDPTL 

DDPRRQATRF\KIHTVYGSPTRCDH/CVGS 

LLYGLIHQGMKCDTCDMNVHKQCVU.N 

VPSLCGMVHTEKRGRIYLKAEVADEKL 

HVTVRDAKNLIPMDPNGLSDPYVKLKLI 

PDPKVNESKQKTKTIRSTLNPQWNESFTF 

KLKPSDKDRRLSVEIWDWDRTTRNDFM 

GSLSFGVSELMKMPASGWYKLLNQEEG 

EYYNVPIPEGDEEGNMELRQKFEKAKLG 

PAGNKVISPSEDRKQPSNNLDRVKLTDF 

NFLMVLGKGSFGKVMLADRKGTEELYA 

IKILKKDVVIQDDDVECTMVEKRVLALL 

DKPPFLTQLHSCFQTVDRLYFVMEYVNG 

GD\LMYHIQQVGKFKEPQAVFYAAEISIG 

LFFLHKRGIIYRDLKLDTVMLNDSEGXHIK 

IA\DFGDVQGNT*WDGSHGPGTFCGTPD 

YIAPEIIAYQPYGKSVDWWAYGVLLYE 

MLAGQPPFDGEDEDELFQSIMEHNVSYP 

KSLSKEAVSICKGLMTKHPAKRMGCGPE 

GERDVREHAFFRRIDWEKLENREIQPPFK 

PKVCGKGAENFDKFFTRGQPVLTPPDQL 

VIANIDQSDFEGFSYVNPQFVHPILQSAV 


1671 


9722 


A 


2616 


I 


1136 


MTQISNIKQPFAMQHRFFISLLHWTLQIV 

YPALFLGLCERGRNGRCDQVPEGSVLSL 

LVWVVPGLAFPEVAPGTCGTSYVPDAG 

LHGPEVESKLGLDPGSMTGTQPTRTPAQ 

PAAAEPPALTGPGRVHQEQAVLACGFLG 

lYHLGAASALCRHGKKLVKDVKAFAGA 

SAGSLVASVLLTAPEKIEECNQFTYKFAE 

EIRRQSFGAVTPGYDFMARLRSGMBSILP 

PSAHELAQNRLHVSITNAKTRENHLVST 

FSSREDLIKVLLASSFVPIYAGLKLVEYK 

GQKWVDGGLTNALPI\LPVGRTVTISPFS 

GRLDISPQDKGQLDLYVNIAKQDIMLSL 

ANLVRLNQALFPPSKRKMESLYQCGFD 

DTVKFLLKENWFE 


1672 


9723 


A 


2617 


118 


1018 


VTARPRASRLKGLVQHGSVPGLHCATA 

RMKHINLSFAACGFLGIYHLGAASALCR 

HGKKLVKDVKAFAGASAGSLVASVLLT 

AP/EKKLEECNQF\TYKFS\EEIRRQSFGA 

VTPGYDFMA\RLRSGMES\ILPPSAHELA\ 

QNRLHVS1\TNAKTRENHLVSHFFSS\RED 

PQLRSLLSPASFVP\1YART*SLVEYK\GQ 

KWVDGGLTNALPHPCPVGRTVTISPXFSG 

RLDISPQDKGQLRSVCL1SAKQDI\MLSL 

ANLVRLVNQALFPPSKRKMESLYQCGFXD 

DT\VKFLL\KENWFGIKC1KVL 


1673 


9724 


A 


2618 


60 


388 


GLDSFSATETRRTHTNTEPHSQSQEPSNG 
EPQKEEPAAESRDPTPGQQTEEDQDTAEI 
PVRDMEGDLQELASVKHRG*ILDLGS\SV 
KVKUPKEEHCKMPEAGEEQPQV 


1674 


9725 


A 


2619 


1 


4123 




1675 


9726 


A 


262 


72 


276 


AIQFSVYICVPGICISPDRERKRDRGKDG 
GRHRTRWRQGE*KGEVGRERRRGRER\ 
DKQRURDRlYSPU 


1676 


9727 


A 


2620 


71 


547 


KQIPSLPISRPSVLAVMVTMTLKVGAPP 

MLFIQRSVVNSPSCSSESRTTVYFWPPSV 

SPFMTKLDQSLPTRTPTSAGVMLRKVFP 

PTSREKPTCFSSNA*KELP*GWQESGCSR 

C^CrL^bRbTCKAoClNcoANAKuhAVCV 

LGARVVFLFTSETGNS 


1611 


9728 


A 


2621 


241 


452 


ENVMLCIIRAKEKNHMITLSYTVKAFGXK 
LKTFFMIYKNKPQKTLSMIRREGNTFNPI 
KGRFEKNS/AGNHLNGIGLNAF/PIKSEKK 
VEYLLLFFQFSIILEI*INA1K»EK*IKGRFE 
KNSEVTLY 



313 
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1678 


9729 


A 


2622 


1014 


1432 


SARLSLPKCWDYRREPPCPASFLYLKNII 
LYURAKEKNRMlTLSYTVKAFGKIENFPi 
MIYNNKPQKMLYMMRTEGNTSNPIKGR 
FEEPTCfNIILNRHKIGCFSIKSEKKVEYLL 
LLF*FSnLEL*VNAIK*EKLIKY 


1679 


9730 


A 


2623 


55 


316 


NFWGGGAPKAPPPKKGFFPKIPRGVLNR 

PPQKEKKLFFPPPVKLGPPKDFLKRAPP* 

TPKKFFFPPKP/YKFLGGGGPKSPPPKJCR 

VFSQNPPRGFKSPPPKRKKIIFPPPRKIGPP 

QGFFKKGPPPLFIFFCLFPAFMETTCPFSK 

SLSKKFTKTK 


1680 


9731 


A 


2625 


1 


963 


PTRPPNFHSPHPTSPAAVGSAALRCSGRR 

RSLEVATSLPHPSPGPRPAADVKMSSSEE 

VSWIS\WFCGLRGNEFFCEVD\EDYHPGT 

NFNLTADLNKQVP\HYRTSSKP*SLDPEPD 

\EEL\EDNPN\QSDL\IEQAAEMLLWDLIH\ 

ARYIPLPTRRHRPRCLGKVPSKGDFGWC 

\PRVYCENPANCFPIGLSDIP\GEAHGESS 

YCPQ/CAMDV*HTPSQSRQPSTRMGA*L 

RATGFPSHGSFMVAIPELPGPKRPAQPSF 

VA/RGFLRGFK1H\PMAYPAGSFQGRPAT 

FKKPQFKTDSLIPSPTCPAVFCLFLSFLPT 

LSGTLYGF 


1681 


9732 


B 


2626 


44 


403 


MKALILVGGYGTRLRPLTLSTPKPLVDF 

CNKPILLHQVEALAAAGVDHVILAVSYM 

SQVLEKEMKAQEQRLGIRISMSHEEEPL 

GTAGPLALARDLLSETADPFFVLNSDVIC 

EFPFQAM* 


1682 


9733 


A 


2627 


159 


309 


IGPSLALGSKVFLQKKQSLLFIRCWLIQA 
LQDLWPQGVVNTAEMGWA*QMG 


1683 


9734 


A 


2628 


545 


2302 


AACAPSPRTESSTVSSLPLLQECLLGAMK 

ALILVGGYGTRLRS/LTLSTPKPLVDFCN 

KPILLHQVEALAAAGVDHVILAVSYMSQ 

VLEKEMKAQEQRLGIRISMSHEEEPLGT 

AGPLALARDLLSETADPFFVLNSDVICDF 

PFQAMVQFHRHHGQEGSILVTKVEEPSK 

YGVVVCEADTGRIHRFVEKPQVFVSNKI 

NAGMYILSPAVLQRIQLQPTSIEKEVFPI 

MAKEGQLYAMELQGFWMDIGQPKDFLT 

GMCLFLQSLRQKQPERLCSGPGIVGNVL 

VDPSARIGQNCSIGPNVSLGPGVVVEDG 

VCIRRCTVLRDARIRSHSWQESCIGGSGG 

SWKLLTIDQDLMVAQFSTPSLPPTLKVG 

FLPSAGKEQSVLWVSLEEAEPIPDIHWGl 

RVLQPPPRARECAEVRMENVTVLGEDVI 

VNDELYLMGASVLPHKSIGESVPEPRIIIH 

DGGFAEEAVLVVHQVLVDTGSTTGEGM 

RTALHVPTALPTTKLWGPLLADLWAQG 

WDTAEMGGGSCCLGRCRGQVRQDLFQ 

LGQLIGTDIIRIWGVVGSVKSEVAEDVMP 

LEYSQPTTLLFLRLLTRPSPRFP 


1684 


9735 


A 


2629 


124 


1315 


RARGRARRWECAAGTGQAGCRHLRAR 

DTPSTSAGAMKALILVGGYGTRLRPLTL 

STPKPLVDFCNKPILLHQVEALAAAGVD 

HVILAVSYMSQVLEKEMKAQEQRL*IRIS 

MSHEEEXPLGTVGPLPLARDLLSETADPF 

FVLNSDVICDFPFQAMVQFHRHHGQEGS 

ILVTKVEEPSKYGVWCEADTGRIHRFV 

EKPQVFVSNKINAGMYILSPAVLRRJQLQ 

PTSIEKEDLPIMGKEGQLYAMELQGFWM 

DIGQPKDFLTGMCLFLQSLRQKQPERLC 

SGPGIVGNVLVDPSARIGQNCSMGPNVSL 

GPGVVVEDGVCIRRCTVLRDARIRSHSW 

VLESCIVGWRCRVGQWVRMENVTVLGE 

DV\IVNDEL\YLNGASVLPHKS1GESVPEP 

RUM 


1685 


9736 


A 


263 


166 


396 


PQIPPPPGIPRKRENLSREPGG/PNPWGG* 
A*FPLLEfCFLGKKNLGPPPGGGPTPFPPF 
NPNLLGGPKGGDQKAGKKP 



314 
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1686 


9737 


B 


2630 


162 


276 


MGRRANESLNVLIVYHFLFQKGVCQRL 
QLVQVVLQHLLX* 


1687 


9738 


A 


2631 


2 


292 




1688 


9739 


A 


2632 


3 


2111 


SSCGLGGQHOLGAARVRSLFKEARARA 

PCIVYIDEIDAAGKKRSTTMFGFSNTEEE 

QTLNQLLVEMDVFYAKIEELKLVNRRAE 

TGVSLSRCSTQK*KS*NWCILITVFYAAIE 

ELKLMYPYHGVLCSSRRKLSSCSNKEMT 

QSEKSQA*YRMTPLGMGTTDHVIVLAST 

NRADILDGALMRPGRLDRHVFIDLPTLQ 

RKGVALSPRLECSAAITTHCGLNLQGSS* 

GARTTMGVRRRAG*FLTESRCVAKAGV 

QAAISAHCNHHLPGEA/RKIFEQHLKSLK 

LTQSSTFYSQRLAELTPGFSGADIANICN 

EAALHAAREGHTSVHTLNFEYAVERVL 

AGPHGFQLWESSGFLPEEWGQLLCQTLQ 

NTPGFSPTALRGREDWRCLCLTENLFSC 

NHLLLCGNRKAFYNSSKAGRTEWEPQA 

S*KKIHDVLECSGPRADSSCTEWTLTDV 

WK1*DRK*SLTRTAKKSK1LSKEE0KWA 

FHESGHALEGWMLEH/TEAVMKVSITPVR 

TVNAALGFGQXMLPKDQHLFTQ/ESSFERR 

F1ALGGRAS\EHFSLNEVTS\GAQDDLRK 

VTPIAYSMVKQVGMAPGIGPISFPEAQEG 

LMGIGRRPFNQGLQQMMDHEARLLVA\ 

KAYRHTEKVLQDNLDKLQALANALLEK 

EVINYEDIEALIGPPPHGPKKMIAPQRWI 

DAQEEKQDLGEEETEETQQPPLGGEEPT 

WPK 


1689 


9740 


A 


2633 


2 


2416 


FQANMAVLLLLLRALRRGPGPGPRPLW 

GPGPAWSPGFPARPGRGRPYMASRPPGD 

LAEAGGRALQSLQLRLLTPTFEGINGLLL 

KQHLVQNPVRLWQLLGGTFYF^rrSRLK 

QKNKEKDKSKGKAPEEDEEERRRRERD 

DQMYRERLRTLLV\1AVVMSLLNAL\STS 

GGS1S\VNDFVHEMLAKGEVQRVQVVPE 

SDVVEVYLHPGAWFGRPRLALMYRMQ 

VANIDKFEEKLRAAEDELNIEAKDRIPVS 

YKRTGFFGNALYSVGMTAVGLAILWYV 

FRLAGMTGREGGFSAFNQLKMARFTIVD 

GKMGKGVSFKDVAGMHEAKLEVREFV 

DYLKSPERFLQLGAKVPKGALLLGPPGC 

GKTLLAKAVATEAQVPFLAMAGPEFVE 

VIGGLGAARVRSLFKEARARAPCIVYIDE 

IDAVGKKRSTTMSGFSNTEEEQTLNQLL 

VEMDGMGTTDHVIVLASTNRADILDGA 

LMRPGRLDRHVFIDLPTLQERREIFEQHL 

KSLKLTQSSTFYNSQRLAELTPRFSVADIA 

NINCNEAALHAAREGHTSWHTLNFEYAV 

ERVLAGTAKKSKMLSKEEQMCVVAFHES 

G\HPLVGWMLEHTEAVMKVS1TPRTNAA 

LGFAQMLPRDQHLFTKEQLFERMCMAL 

GGRASEALSFNEVTSGAQDDLRKVTRIA 

YSMVKQFGMAPGIGPISFPEAQEGLMGI 

GRRPFSQGLQQMMDHEARLLVAKAYR 

HTEKVLQDNL\DKLQALANALLEKEVIN 

Y*/EDIEALIGPPPHGPK\KMAAPQRWA^S 

DAQREKQYLGXEEETEETQQPSLGGEEPT 

WPK 


1690 


9741 


A 


2636 


350 


1256 


LCLFPLPARKMATNFLAHEKNLVDKFK 

YDDAERRFYEQMNGPVAGC/ASRQENG 

ANTVILRDIARARENIHKSLAGSSGPGASS 

GTSGDHGELVVRIASLEVENQSLRGWV 

QELQQAISSLEAR\LNVLEK\TWPG\HRAT 

GPQ\TQHVSPMRQ\VEPPSPRSPPTPAEG/ 

DARDDDIALF\GSDNE\EEDKGGGTSLRE 

E/RGFREFPGEKRPKKPRLVxAQLSFLLG* 

NPW\DR«KDMAQLEACVRSIQ/LGTGRS 

WGASKLGAPWATGIRKXLQIQCVVEDDK 
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VGTDLLEEEITKFEEHVQSVDIAAFNKI 


1691 


9742 


A 


2637 


1 


304 


GKTFDTFCPLGPAJLVTKDSVADPHTLKI 
CCRVNGKVVQSGNTNQMVFKTEDLIAW 
VSQ\DVILTGTPPGVGVFRKPPVFLKKGD 
EVQCEIEELGVIINKW 


1692 


9743 


A 


2638 




927 




1693 


9744 


A 


2639 


3 


847 


PSGSDFAAAVVPRLDAVTGASAQAPAA 

LDLPPREP*LSAGGPVAAAAAARALAAQ 

LPVLPRSEVTFLAPVTWPDKWCVGMN 

YVDHCKEQNVPVPKEPIIFSKFASSIVGP 

YDEVVLPPQSQEVDWEVELAVVIWKRK 

ASTSR*SGKGGLPVQSAAEAPAPASPSSD 

LTHQHTVPAVPDTRKQSASLLPDTAFPF 

THLWLALATNMG*QLRDPLP*VLVSPMI 

♦PPVWPNPLPP*ATDAMAHVAGFTVAH 

DVSARDWQMRRNGKQWLL*KTFDTFCP 

LGPA 


1694 


9745 


A 


264 


3 


413 


SSYRWPSFPILKTCRGPMAPSLSFPGSFLS 

GLSVPLPLHHPPCPT*LKAAYPNCQLWP 

FLASVAPDTAPPECPSCFFLLQRAQA/PPF 

LLDLFPYDC*GLCCT*PHQPRGNPLTPRQ 

GLWLGLKTHCMGTKAGPGIPR 


1695 


9746 


A 


2640 


2 


562 


ITPRFHLCISDPHNLKJCCRVNGEVVQSS 

NTNQMVFKTEDUAWVSQ*VTRAVLSAP 

LHLPHMWRLT»ALHLWLWPLSQPLVSL 

GPFALLQ\FVTFYPGDVILTGTPPGVGVF 

RKPPVFPQGRFSEKQREQGPPKPLAGLPS 

DLRSTGLCMCV*RKGLTLSWPALLQKG 

DEVQCEIEELGVIINKVV 


1696 


9747 


A 


2641 


867 


1476 


LVPVLRRPLPLTSRPASPNSAQEDRLPPP\ 

RRQEVNWEGELAGVIGKKGKPIKATDA 

MUHVGGVFTVAHDVSARDWQMRRNGK 

QWLLGKTFDTFCPLGPALCDQVTGVAD 

PPWLK\ICC\R\mGEMVPERQTPNQMVIS 

RQRT*JALGLPSLVTLLPPGDVIPNLGPPH 

LHPGVGVFRKPPVFLXKKGDEVQCEIEEL 

GVIINKVV 


1697 


9748 


A 


265 


646 


1333 


EPGMWQSPPSIGCPHRGTGQASCA\SPPS 

TGLS*IPAFPGWRPA\WHLHPLLTSPCTC* 

L*SLGVFPVPPPQPWSTPSQDLDNDIFPV 

PPSYRWPSFPILKTCRGPMAPSLSFPGSFL 

SGLSVPLPLHHPPCPT*LKAAYPNCQLW 

PSSASVAPDTAPPECPLLLCFRGPGSPILL 

TSPICLLRTLLQLSSPASGESHYPQGRAV 

GWAEKPSAWSTRSLALGFPMNNNEN 


1698 


9749 


A 


2651 


28 


352 


VRVWVGNAGCRLCFRADGVASGVGCA 
WDGDRMCLPESVFIRAPVLSVSTAGPQSS 
QGSSGRSATPGEGAQGINRTLPSPALPSP 
PMAPPPSYLVGTSPAPHSDDGCWP 


1699 


9750 


A 


2652 


1198 


1889 


LKLPIFRDLKVQCGWVELENRLTKMLLS 

TSVLSCFSSRPNMSEVSCNKRYDYLEWP 

EYFMAVAFLSAQRSKDPYSQVGACIVNS 

ENKIVGIGYNGKPNGVHN\SLFP*RRTPK\ 

NKLDTKYPYVCHAELNAMLNICKFRPDV 

KRPEVCMFALVPPGK^NGGLSLII/LQAGI 

ICRKLIFHVLINYPG*LTGATA\ARLLF*YG 

PGVTF\RKFIP\KCSKIVIDFDSINSRPSRKL 

0 
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1700 


9751 


A 


2655 


1099 


1712 


CALGEGNSGHRAFSKDRARLRPGWWSG 
RAKDELGKPKPLGPS*RRADRR*GQSAC 
UoorroOrur/ 1 ulJOAKuKU' AAKrurKA 

RRRRLGPSGEDRSCQMGTGEEHHGRLW 

GLSVGPAPKPESAPSSLTCPREETPGRGR 

PPAPQFQSLARSHGIRGAGDKPTEEKSLL 

PQQRHRGGASSVGRGPLX3FFPLEEAPLP 

YPWPPNLQ 


1701 


9752 


A 


2656 


1 


900 




1702 


9753 


A 


2657 


465 


1269 


TSSSCSCHPPPNACCRGTSSVLSQKAGQ 

APHLPGPTGKPLRSSGSLRAVRAPGPIGG 

GQAPWSDPPVLQAPPRPPQAPRGSWRG 

AGPRQPGRDAAPRMLLPFQPRYRTLQPQ 

RLLMPKKNRlArYE\LLFK\EGVMVPKX\D 

VPIPKHPELADVKNAPNLRVMKPMQVSQ 

GRGGYVKGQF\AW\RHF\YWYLTK*GSK 

CQLHTEAARLGQP/DIIP-PRTRAL+PATG 

HLSMRARSLEVQRPTAAPSGPSWLSLLQ 


1703 


9754 


A 


2658 


1 


433 




1704 


9755 


B 


2659 


140 


480 


MVFEFLYKMCDVMAAYFGKISEENIKN 

NFVLIYELLDEILDFGYPQNSETGALKTFI 

TQQGIKSQHQTKEEQSQITSQVTGQIGW 

RREGIKYRRNELFLDVLEKVNLLMSPQG 

S* 


1705 


9756 


A 


266 


268 


926 


ASCTPFPTLPVRGRLGYNPDSPGTSNAH 

WAGDNEMSLVGLGPVTKPYPHGALPQG 

WGSWWVRGLSRTPAVTLSQGLCSCVLE 

TCWGPGEGAWFLSPQSVMCDLESPRSPA 

DPQ0GSLGVYGLASSWTNVQPTWNTSR 

IGSACQA/RSEFNKSHLnFLEGET*GPQIC 

GGGVPPKPHYKAPMQSPGPILWTQPRAP 

PTGAIYFFLQMGGPPWRFSLFGVGG 


1706 


9757 


A 


2660 


100 


1674 


SAAMIGGLFIYNHKGEVLISRVYRDDIGR 

NAVDAFRVNVIHARQQWRSPVTNIARTS 

FFHVKRANIWLAAVTKQNVNAAMVFEF 

LYKMSDEMAAYFGKISVEENIVKNNFVVH 

YMELLDEILEFGYPQEFRD/SGALKTFITP 

AGHSRSSGFRQKEGSSQFTSQVTGQIGW 

RREGIKYRRNELFLDVLESVNLLMSPQG 

QVLSAHVSGPAnWMKNYLSGMPECKF 

GMNDKIVIEKQGKGTADETKQEPGSNQL 

UDDCTF/HTQCVRLSVKFDSERSISnPPD 

GEFELMRYRTTKDIILPFRVIPLVREVGR 

•nCLEVKVVIKSNFKPSL\LG\QKIEVRIQPP 

LNT\SGVQVICMKGKAKYK\AGENSFVW 

KIKxRMAGMKESQIQRRGFELLLTNDKK 

KWGC/RPPFPMNFEVPF\APSGLKVG\YL 

K\VLNPKLNYSDHDVIKWVR*\IGR\SG1Y 

ENSACKATRQLAQLPQPPFLQQVQVPLL 

PQTTHQVSPSLPALLPSPLHQARSLRSGP 

KQHYKVGPVEPALGLPGQGEF 


1 TAT 






Zoo! 


I 






1708 


9759 


A 


2662 


303 


774 


DPKSCGRWRRGRNGNGELADLQAESHR 

ARAAGRGLPGALARVQPEAAAAEVGAR 

CGRGAUENSIDFVSRELCAHSIRKLQAH 

VLLIKAVHGYFDPRENYSDKESLSFMIDT 

MKSTLKERFQFVEVPGNHCVHMSEPQH 

VASIISSFLOCTHTLPAQL 


1709 


9760 


A 


2663 


572 


902 


GALARA*PPQQRWVSCPR/GVP/GAL*RE 
FTMFLSLQAENSIDFISRELCAHSIRKLQA 
HVLLIK^VAQAGAQRSQLTGYGSLTWA 
CrPLl rVKSHGTAPPHrLLHbror 1 huLrr 
SMTLLPGGLPKKDLES 


1710 


9761 


A 


2664 


1 


398 


PNPLSTQMGTSGGKLGHQELLEYSPGGGP 

PPGPRKQFHCSPPPPNPASGKKGH/SPPPL 

/SPHSFSKVKFNQPAPPPPNTPTPKQERKS* 

LKMLFNFSAPVDPTPAQMAPPGLFVPSP 

SPPLHRLPPOAWGQRHSQQ 



317 



wo 01/88088 
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1711 


9762 


A 


2665 


119 


496 


TGAVSFQMPEETQTQDQPMEEEEVETFA 
FQAEIAQLMSUINTFYSNKEIFLRELISNS 
SD/GEPMGRGTKVILHLKEDQTEYLEERR 
IKEIVKKHSQFIGYPITLFVEKERDKEVSD 
DEAEEKEDN 


1712 


9763 


A 


2666 


1 


235 




1713 


9764 


A 


2667 


1 


2424 


RKVREASGKSAARWAGPSLYKAGAOV 

ARQLLQRPGVAVPLVLCGHLAKMPEET 

QTQDQPMEEEEVETFAFQAEIAQWISLII 

>nrF*LETKRSFLRELlSNSSDALDKlPVLN 

A»HDPHSIRPLGKEL\HITLLPDQTKIRTVL 

TIVDTWNLE*PKAD\LINNMLGtlA/RSLGT 

KAFMEALQAG\ADISMIG\QFGVGRYPA\ 

YLVAEKVTVITKHNDDEQYAWVESSAGG 

\SFTVRTDTG*TYGSVG'nCVILHLKEDQT 

EYLEERRIKEIVKKHSQFIGYPITLFWEKE 

R\DKEVTDDAPQEKEDKEEEK\EKEEKES 

EDKPEIEDVGSDEEEEKKDGDKJCKKKJCI 

KEKYIDQEELNKTK\PAWTRNPDDLTN\E 

EYGEFYKSLTNDWEDHLAVK7HFFQFEG 

QLEFRALLFVPPTVLPFD\LFENKKKKN\ 

NIKLYVRRVF1\MDNCEEL1PEYLNF\IRG 

VGDSEDLPL\NISREMLQQKPKF*KFSRK 

NFGPKKCLELFTVELAEDKENY\KKFY\EQ 

FSKNIKLGIH\EDSQNRKKLSELLRYYTS\ 

ASGDEMVSLKDFCPR\MKENQKH1YY1T 

GETKDQVANSAFVERLRKHGLEVIYMIE 

PinPYPVPni WFFNPnvTi \AQ\/TVT?r:i v: 

LPEDEEEKK\KQEEKKTKFENLCKIMKDI 
K\EKKVEKVVVSNRLV\TSPCCI\VTSTYG 
WTANMERIMKAQALRDNSTMGYMAAK 

EGILVIWLKETAPPSNSAFSLNENPRTHAT 

R\1YRMIKP\GLG\IDEDDPTADDYQWLLV 

TEENPP\LE\GDDDTSRMEEVD 


1714 


9765 


A 


2668 


524 


797 


AVSPSEGEQERGEKRAGA\CGSRL*SQHF 
VRPRWADHLRSGV*DQPGQHGETPVST 
KNTKISWAWW*ASV1PATREAEAGEWL 
EPRRRRLQ 


1715 


9766 


C 


2669 


102 


323 




1716 


9767 


A 


267 


599 


1420 


SHLPSLSLLPRJPPEVIVGSERGPVVFPCP 

WGSCWGLSRTPAVTLSQGLCSCVLETC 

WOrObOAWrLISrQbVMCULESFKbrADr 

/RGWKFRVYGLASSGQMCNHLEYSRML 

VLARHSELISPTYSFFEGETEAQRG*GIPP 

KPHSRSNAEPGPYTGTHTWPLHTGTFTF 

SSQMRGPSGLLDSGGWIKTEGDKEKAPG 

LMGLKDRDTGTCYGCVCSKCPGQGLQA 

GGVLYLAQPPALIRLPNGPRPARARERR 

DWHHREETGFLLDEATLUCARP 


1717 


9768 








804 


TPTRFSnWAOnAftPnTFnPI l 1 1 ai pri 

TFSPLLSFPTVGTKCGNPLWAPKPCPALA 

APSGCRMTWKEQGRKMGVNC/PRPVAA 

CMCV*TGKRPPSPMFLPSPRFSSETRRAA 

RGSSELPWVAGAWSASSSDSPLPRSTAP 

RRSVCTHCGLTQPTRHACQKGAGVCVR 

GPRSEAKGGWRGRALLLLAATPCPLSCP 

NLGLPAKVTPEQGLVRRGGRPAGP 


1718 


9769 


A 


2671 


1 


787 


LNSRVEPRVRSRTMETKPVITCLKTLLIIY 

SFVFWITGAILLAVGVWGKLTLGTYISU 

AENSTNAPYVLIGTGTTIVVFGLFGCFAT 

CRGSPWMLKLYAMFLSLVFLAELVAGIS 

GVVLRHEIKDTFLRTYTDAMQTNYNGND 

EVRSRAVDHVQRSLE/SCCGVQDVYTOJW 

STSPYFLEHGIPPSCCMNE\T\DCNPQDLH 

NLTVAATKV\NQKGCYDLVT*FSWETN 

MG\IIAGSGRLGI\AFSQLIGHAGWACC\L 

SRFHHGPiQY 
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1719 


9770 


A 


2672 




670 


YKVLIFT/SPCSA^DQLCSALCSCFRPKDT 
PR /I Rn/APPHF^RTni HI AA/VPVI TAT T 

SYHNYLDKTKQREMVYRLEQGLIHRCP/ 

RQCVVALSICSVEMPDIIIKALPVLVVKL 

THISATASMAVPLLEFLSTLARLPHLYRN 

FAAEQYASVFAISLPYTNPSKFNQYIVCL 

AHHVIAKPLHRLQPSPHLAMRWASGSAS 

SPRWRTSPSLCEAGALPPALALDGIACQ 


1720 


9771 


A 


2673 


1 


154 




1721 


9772 


A 


2674 


237 


410 




1722 


9773 


A 


2675 


1 


414 




1723 


9774 


A 


2676 


1 


6371 


MPDSCGLHIPAAHAAPSRDARJAGLSAR 

GRHRnrPSKLPRRPSAQCRYRKCGSRF 

RRRPGARGVRLSPRRGGPERGGAAREGF 

SGASWSTMAKPTSKDSGLKFKFKII I GI 

GTPRPNPRSAEGKQTEFIITAEILRELSME 

CGLNNRIRMIGQICEVAKTKKFEEHAVE 

ALWKAVADLLQPERPLEARHAVLALLK 

AIVQGQGERLGVLRALFFKVIKDYPSNE 

DLHERLEVFKALTDNGRHITYLEEELAD 

FV 


1724 


9775 


A 


2677 


1 


5405 


MAKPTSKDSGLKEKPKILLGLGTPRPNP 

RSAEGKQTEFIITAEILRELSMECGLNNRI 

KJVllij vlCbVAJv 1 KJU'fcbnAVEALWKAV 

ADLLQPERTLEARHAVLALLKAIVQGQG 

ERLGVLRALFFKVIQG/DYPSNE\DLHE\R 

LEVFKALTDNGRHITYLEEELADFVLQW 

MDVGLSSEFLLVLVN\LVKFNKLVTLDE 

VQSQRNGFKMICLUCVRTASSWDIEWS 

LARLLDAVGLANMCL\PAESLPLFIV 


1725 


9776 


A 


2678 


1 


5469 


GASWSTMAKPTSKDSGLKEKFKILLGLG 

TPRPNPRSAEGKQTEFIITAEILRELSMEC 

GLNNRIRMIGQICEVAKTKKFEEHAVEA 

LWKAVAULLV^rcKi LbAKllAVLALLKAl 

VQGQGERLGVLRALFFKVIKDYPSNEDL 

HERLEVFKALTDNGRHITYLEEELADFV 

LQWMDVGLSSEFLLVLVNLVKFNSCYL 

DEYIARMVQMICLLCVRTASSVDIEVSL 

QVLDAVVCYNCLPAESLPLFIVTLCRTIN 

V 


1726 


9777 


A 


2679 


35 


239 


SPSSQPP\PVIPH*PVCKQPTSCRSPRKRV 
LNLVGGGEGAASY 


1727 


9778 


A 


268 


1755 


2524 


VPWGNPGSESVGLPGGRGLVTAPAVFLP 

PKPAPGFGAQHVRSRK/PSRRGQLIRAA 

WLTGSPVRPGQEMLGAGRGGASGRAG* 

Or Ar Y KisJ^ob AbAKU AOHrbbONCc>J>bu 

SGSTWSSSWGSGSGSSWGSRGLSQEMV 

EEVUHFIQGGAG^AGGTLQWALVSNLG 

FGVRQGDDIVVVTLIGLHGSIEDGAGVQ 

GRSEAMEPRQAG/RGTEGWLGGHSSETP 

HPPAGTSFCNLRPTVSREAAPAGRRGAE 

SQTSLPSTSA 


1728 


9779 


A 


2680 


118 


359 


AVCKQPTSCRSPCCPSPGCQASPC*AFRR 

r IJI//*^D A /^Eik A A T /^D/^li^C/^f2f\Kt/^D13 CCDI> 

JLcl/^KAvir *A*ALur UlvOvul^NCr Kborr 

PSP/CPLLKYGQNCG*KCPQRLLH 


1729 


9780 


A 


2681 


229 


455 


TMQGSLNKPLPSP*PRAATK1PNP/SPSPP 
PQPAPQTTPHSILSTKAMTPVTIQALFSRI 
VRYLCDCRRDSLTQSF 


1730 


9781 


A 


2682 


1 


373 
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1731 


9782 


A 


2683 


72 


1031 


GCPRLILLRGRSGLEPGTFRKMAAARPSL 

GRVLP\DSSVLFLCDMQEKFRHNIAYFPQ 

IVSVG\SRMLKVARLLEVPVMLTEQ\YPQ 

GLGPTVPEAGD*GPSAAWQKTCFSM/CC 

LPLQQELDSRPQLRSVLLCGIEAQACILD 

PRSYPGLALTSLYPQNmWDLLDRGLQ 

VHVVVDACSSRSQVDRLVALARMRQSG 

AFLSTSEGULKLVGDAVHP\QFKEI\QKU 

KEPAPDSGLLGLFQGQNSLPPLNSNPALR 

EDHPPVHPGPQWEARFPPSLGFPRVGAIP 

PGSCRPLVGGGQWCCLPIGQLLPEMQM 

RLLETGWEMG 


1732 


9783 


B 


2684 


1 


792 


MGVLPSYFWDEEAEAQEGICLSLKQRM 

PVGRAGHSGHFLADATSRALARRREEW 

GKQEERGVKESSESTNTTSRMKTPKEDV 

RPGMTAFEPEALGNLVEGRTSIDSILKTV 

SNSFSLGACCLLSFHVLLDGTAGRGSDR 

DEQNAHSVVPEQQARAHHHPESHIHLM 

GDESACIAYIRTRSTWTLAASHAPPSRRD 

PCLAPPGWQMADRPLHRSGAPSVLPHSQ 

DTDTEMNQERYMNASISFPKPPHSTSQQ 

VLFIOPGEEREI* 


1733 


9784 


C 


2685 


10 


126 




1734 


9785 


A 


2686 


2 


370 


HCIQQILEAVLHCHQ/MGVVHRDLKXPGE 

KKNQTLGRAVLLSFT*RRLQSLGLHQLH 

SLAPSAGTSWISLLILMVSVAGFAGT/PG 

YLSPEVLRKDPYGKPAf^DLWACGG*RFS 

GPLPGVILYILLV 


1735 


9786 


A 


2687 




1593 




1736 


9787 


A 


2688 


3 


1607 


IPGSTISCSSVKPVLCLHSAARACKWSLG 

SGAEQQRLSPGPPVPSLTCLPSARMATIT 

CTRFTEEYQLFEELGKGAFSWRRCVKV 

LAGQEYAAKIINTKKLSARDHQKLEREA 

RIXCRLLKHPNIVRLHDSISEEGHHYLIFD 

LVTGGELVEDIVAREYYSEADASHCIQHl 

LEAVLHCHQMGVVHRDLKPENLLLASK 

LKGAAVKLADFGLAIEVEGEQQACVGF 

AGTPGYLSPEVLRKDPYGKPVDLWACG 

VILYILLVGYPPFWDEDQHRLYQQIKAG 

AYDFPSPEWDTVTPEAKDLINKMLTINPS 

KRITAAEALKHPWISHRSTVASCMHRQE 

ARGPA*KKFN\ARRK\LKGAILS'nMLA\T 

RNFSGGKSGGNKKSDGVKESSESANTTI 

EDEATKVRNQEIIKVTEQLIEAISNGDFES 

YTKMCDPGMTAFEPEALGNLVEGLDFH 

RFYFENLWYRNSKPVHTTILNPHIHLMG 

DESACIAYIRIT\QYLDAGG1PRTAQSEET 

RVWHRRDGKWQIVHFHRSGAPSVLPH 


1737 


9788 


C 


2689 


6 


167 


MXXXXXXXXXXXXXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXXXXIS 
KH* 


1738 


9789 


A 


269 


3 


389 


GVSPCWPGWS*TPDLK*STRLGFPRCWD 
YRLLEVDPCTGHSLYL*KDPPVLPLPAEG 
CDYQGKEYALSSCCDKSYLLPDYRTKFL 
CCHPERGTWKLGTVGGCYAPIQSFGIAD 
EQAWLQHGSGAVYLC 


1739 


9790 


A 


2690 


310 


593 


LQVISEYLFWRINFFLFLF*TVSLSVAQA 
RVQWRDPG\SLQPLLPGFKRFLASASRV 
ARVTGAHHLHAQL/ILYF*VETGFHHVG 
QAGLELLTSGK 


1740 


9791 


A 


2691 


58 


481 


LQVISEYLFWRINFFLFLF*TVSLSVAQA 

RVQWRDPGSLQPLPPG\SRDS*ASASRVA 

RVTGAHHLHAQLFCIFK*RQGFHPGWSG 

WSSNLPDLQANPAASALPKVPGITGTSPL 

HPPWSINFKNIKIWNQETSILVFFRL 


1741 


9792 


A 


2692 


1 


398 
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1742 


9793 


A 


2693 


3 


267 


AMVGGGGVGGGLLENANPLIYQRSGER 
PVTAGEEDEQVPDSIDAREIFDLIRS*AW 
PLTPQPAYWYPGPSSCQGCYRCFLESLT 
MRN 


1743 


9794 


A 


2694 


1 


942 




1744 


9795 


A 


2695 


3 


707 


AMVGGGGVGGGLLENANPLIYQRSGER 

PVTAGEEDEQVPDSIDAREIFDIRRCWAR 

AOoUUbK W Ocl^' I KAAuUAAo yv^u V r 

GRGF*VGKGAiESLFLHFPQ\HRFLNDP\E 

HSLTLEELNVVEQVRVQVSDPESTVAVA 

FTPTIPHCSMATLIGLSIKVKLLRSLPQRF 

KMDVHITPGTHASEHAGKCGLVVRVLA 

RAPPKQSEASPLHRSLWARLEMGNCVSE 

lARDSSVWVIA 


1745 


9796 


A 


2696 


2 


604 


ARSHRISGGGSAMVGGGGVGGGLLENA 
NrLli v^KxUxivKjrV 1 AubLUtv^VrDolUA 

REVF\DLIRSHQMTPEHP\LTLEELNVV>J£ 

QVR\VQVSDP\ESTVAVGFPKPTHSGTCR 

HGPPLIGLS\1KVK\LLRSLPSAFSRWDVA 

HLLPGDPLPQEHAVEQATLQIKEAGV/AT 

ALGRTPHLLEVVN\QCLSSPAPGTWAFV 

PLSLA 


1746 


9797 


A 


2697 


79 


690 


KVSKAIAGCLRNYGVCLAHLRTWAIPEP 
JrlvMlNr V VdrLtO WMLiV] i W L>oUr JrLiAUM 
YPTLOPFOYL\EEVHIS\HV(iOAMI NF^^F 
NSFHPDTRKSMHXRECGFHFASKPD'RNK 
VGLCQAPQNTGLGWNWKEGEVKRARS 
LCIRIPLPFARISFRQGKPHVEQIT/RGKFR 
LVNSEGKL^ADGSPMGNPRHSPMTVQHH 
HDTYQEGEHRKP 


1747 


9798 


A 


2698 


1 


405 




1748 


9799 


A 


2699 




1437 




1749 


9800 


A 


27 


244 


309 


NPKGQKDREAPLSRSVFVLKIKIKRAFAL 
LLHGRF*PSTPAASASPASKSPRGSGKAL 
ASALFYIVQLTK 


1750 


9801 


A 


270 


555 


1181 


RGPMERPKQMTAVHCQGHQRGDSEIRN 

FRCHGPNSCTRWGSPPHASASFSTCL*N 

KPKYFPWGISFLSFFLSRRSUDSVAQAR 

VQWCNLGSLQPLPPRF*QFSCIRLLSS*D 

YRCMPPCPAmYL*F**RQGFn*ARLVLN 

Q*PPnPP\/l ACOCA/^lT/^VCI4r\ADTI7I7I P 

FETTFfiSWAHAGVQWHDLSSLPPPPPRF 
KRLSCLSLSSS 


1751 


9802 


A 


2700 


78 


399 


FIHRPSDSGPPAERSPCRGRVCISGKKHS 
YPSCWYPLPKHTASCPISTSILTPLPLNDL 
RIPLMWKDTEYFKNKGDLHRWAVFLLL 
QLGEHIQDTEMIIVDRTLTYCI 


1752 


9803 


A 


2701 


2 


368 


VVAGALGCSWLGIGAGFLSGREGACRR 
ERGQQQTGTPLPSSLPLLPSLEKRAGRTA 
ATKARLDTLCLEPPLQLAFPPGDPTYPVr 

EGV*QELQRDKGSFCPLPKSWPPL*RGG 
GARLQLARNRGWFPVWKGRGLQKGAG 
TAADRHTPAFLSPSPPFSGKASWENSCH 
QSETGHSVPRAPSAAGLSSWGPHLSSLR 

FLFLPCLGSRQAPGAAVGRGKFVTAARG 
GLTGVAEG 


1753 


9804 


A 


2702 


1 


588 


VRAGELDQALGRPFTLSISNQYGDDEVT 

HTI OTFSRFAT WMF AT WOT FFHM^K 

REGGWVEPLGRTGVCHFY*RPLFQDYV 

EGNVAGERAAWLSLLISALLPGQWKQC 

CDEIMKIETPAPRKPPQALAKQGSLYHE 

MAIEPLDDIAAETDILTQREGARLETPPP 

WLAMFTDQPALPNPCSPASVAPAPDWT 

HPL 



wo 01/8808S 



PCT/USOl/14827 



1754 


9805 


A 


2703 


46 


1825 


AAAGSETGLGSCLEGKGPAEGSGDSSRQ 
AHPCLPLSLSSLLWKSEDTTELQRKLDHEI 
R\LRKGPC\KLLANLLPSEKQALEA\TKSL 
LVaNSRIL\SYMGEU,QRVRKEA\QLLGKT 
SRRPSDSGPPAER\SPCRGRVCISDLRIPL 
MWKDTEYFKNKGDLHR\WAVFU,LLQL 
G\EH1\QDTEM1LVD\RTLTDISF\QSNVLF 
AEAGPDF*TCGLELYGACVEEEGALTGG 
PKRLATKL\SSSLGRSSGRRVRASLNSAG 
GSR/GAIPFMLPTPEVGGPRYHLLAHTTL 
TLAAVQDGFRTHDLTLASHEENPAWLPL 
YGSVCCRLAAQPLCMTQPTASGTLRVQ 
QAGEMQNWAQVHGVLKGTNLFCYRQP 
EDADTGEEPLLTIAVNKVMGPLVETRVR 
AGELDQALGRPFTLSISNQYGDDEVTHT 
LQTESRGSTCRAW\MEAL\WQLFFDMSQ 
WKQCCDEIMKIETPA\PRKPPQAL\AKQG 
SL\YHEM/ALFEPLDDI\AAVTDIL'nQREG 
ARLETPPPW\LAMFTDQPALPNPCSPASV 
ArArJJW 1 HrLr WUKrRrrDL\DAVPPDH\ 
RFAPI PTF<IF^PRTT?ni 1 C\Atcnr\ 

Oi n/\OLrM\J^ f\r Ltr 1 roOOl IVl Jvwl^Lt^/UVvlV^ 

PRTWLQSPV 


1755 


9806 


A 


2704 


1 


370 




1756 


9807 


A 


2705 


1 


363 




1757 


9808 


A 


2706 


. 158 


301 


IIMTLAEDLLCSAAQNSRLSAQRTQAGW 
LL!SALMTLGNSL*KVYIP 


1758 


9809 


A 


2707 


182 


395 




1759 


9810 


A 


2708 


1 


434 


SSYIPSFS1QIQLFPTHTFTL*HPVSWKNC 
RK*TRENLK/ITAELEIFQEG1KVLETLVT 
VAEEHHRAQLVACLLPILISFLLDENSLG 
SATSIMRNLHDFALQNLMQIGPQYSSVF 
KSLVASSPALKARLEAAIKGNQESVKVK 


1760 


9811 


A 


2709 


112 


501 




1761 


9812 


A 


271 


80 


599 


SIQEKRSLGGEQSPTFLKELQEGTSWLLM 

AKLYEAVTFKDVAVIFTEEELGLLDPAQ 

RKLYRDVMLENFRNLL/SQWGINHAMEI 

LSTS*GKEKLWVMGTSSQ*ERNLGGKIQ 

TEMETNVPEAGTHEEFSCKQIWEQIASDL 

TRSQDTTISNSQLFEQDDNPSQIKARLST 

VHTR 


1762 


9813 


A 


2710 


1298 


8400 


FPTNTTFPLLKVCYRFHYAEPAVPGHCR 

AGVRREGADWGTGSADKQRGPFFLLDY 

GKVWLVPCAQQNDVREKQKTLVEQLLSL 

LNSSPGPPTRKLLAKNLAILYSIGDTFSV 

HEAIDKCNDLIRSKDDSPSYLPTKLAAV 

VCLGSLYKKLGRILGNTFTDTVGNILKA 

MKSAESQGRYEIMLSLQNILNGLGAAAA 

PCHRDVYKAARSCLTDRSMAVRCAAAK 

CLLELQNEAIFMWSTDLDSVATLCFKSF 

EGSN 


1763 


9814 


A 


2711 


2107 


2424 


TTRYLKKTSTTGQRKKRGRGNGSFPTEN 
LVPSGTVTGSQQLGPPFR*N/HTEECWGP 
PTADGRAGKGPRQQPGRAQRIYRWDPS 
DGTTWHHHRPCG SRGTDQPETK 


1764 


9815 


A 


2712 


1 


368 


FRREGRPAGAGAGFADSGGAPSSCCGPT 

VRPVAATAENVLHVRGAFQEFPVCQAG 

VQWRNHGSLRPPPP\GSSHPP1SAS*VVET 

TGMCHHVWL1F**NFFVETGSPYVAQAL 

ILLMLGIKTL 


1765 


9816 


A 


2713 


1 


278 




1766 


9817 


A 


2714 


188 


406 
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176-3 


f 9818 


A 271! 


> \21 


J 91^ 


\ PRAGGCGGSGRVTACLCACATLVWPPR 
FQEVLLVLSGLVHARGCTYSQLWSRSHP 
FCCSRGPLAMAGILFED1FDVEGY*PEGQ 
CrV W 1 JiL.oJtU-nUcofcbrKJVlULiLuVNlv 
PVDLGDKFR\LVIASTLYEDGTLDDGEYN 
PTDDRPSRADQFEYVMYGK\VYRIEGD\E 
TSTEAATRL\SAYVS\YGGLL\MRLQGDA\ 
NNL\HGFEVGLPRVYLLMKKLSLLNLAL 
NQPSLPSHSGRGHCSSLSGQPLFAHLLRK 
GWLTVHRWRHL 


1768 


9819. 


A 2716 


1 


2415 




1769 


9820 i 


A 2717 


2 


964 




1770 


9821 i 


\ 2718 


276 


482 




1771 


9822 i 


\ 2719 


329 


3354 


PVRQFIFPKLPIRHCLEAEVGGRGQTCAP 

PRKWAVPIGLHSRSATSQSGCGGGRSWL 

CbbLKMAAC^PPRGIRLSALCPKFLHTNST 

SHTWGHSVQLLEUG*CLWIPbVNAKQl 

WGLTKQWKNDHICLTFTDNGNGMTSDK 

LHKMLSFGFSDKVTMNGHVPVGLYGNG 

FKSGSM\RLGKDAIVFTKNGESMSVGLL 

SQTYLVEVIKAEHVWPIVAFNKHRQMIN 

LAESKASLAAILEHSLFSTEQKLLAELDA 


1772 


9823 j 




1191 




VbMKKNQCKNSSNSNGLCVICPSNNHTS 

SPTRVL\TWMNCLELHKYNV*IWIGKXII 

*TQENGKTQSEENKNNIKVLQELKDKVA 

GHKKNLTDLNAPKNTLLEFHNAFTSINS 

RK/DKSDERISELEDWVSNIRWTKVN*NE 

i^iUMuu wuullviKriLt^l J OISEREVEKSN 

NLENVVQDIIFESFPNLARKANSOIOE 


1773 


9824 / 


\ 2720 


1135 


1476 


HGVSLLLPRLECTGHA^ISAHCDPRLPGF 

E\RFSCLSLP\SSW\DY\RHAPTHAQAKFCI 

FKWRRGFSHVGQAG*HFYFPSQVLGTN 

MEDFFLTGLILHGLFQEDSNAPYSFKWG 

SLR 


1774 


7 OA J r 




Ann 


- I^^J 


ACYALNLPPKHTDIFYFFFIYFFCRDRGP 

RY1TQAGLKFVDFK*ILPPWPYQSVG1ISV 

SH\PPGPH*CILNAINKNYRYRN*LLY/IQ 

YPMLFGVFLRQGFAVT/SAAVQWYDHG 

SMQPQLPGLRWFSHLSLLSGWEHRRTPP 

RLG*FCIFSRESFVMLPRLVLNSWGSNDT 

PALASQSVVITGMSHHAPAFPMLF 


1775 


9826 C 


2125 


95 


310 


MREYNLVVLGSGGVGKSALTVQFVQGI 
FVEKYDPTIEDSYRKQVEVDCQQCMLEI 
LDTAGTLSPRLTTYRT* 


1776 


9827 A 


2726 


1 


1101 




\ni 


9828 A 


2727 


53 


772 

] 
1 


IPRSGITGSEGDYPVYKSMCLTAPSMALS 
RSSVFKQITSLREYKLVVLGS*GVGKSAL 
rVQFVHGIFVEKYDP\SIEDSYRKQVEVD 
CQQCMLEIL\DTAGTEQFTAMRDLYMKN 
GQGFALSIFYLQLQSTF\NGLYRDLEGNQ 
[LRV*GTREA^MFPMILVGNKCDLEDERV 
VGKEQGQNLARQWCTLALLESSA/RRSE 
[QVNEVL\YDPVRQINREYnTVEKKKP*K 
MSMSTLLGPIVRRQL 


nn 


9829 A 


2728 


377 


615 ' 

1 


^AQCSF*DTASCLLVKRKMRLDAVAH 
AYNPSTLGGRGGWiyTRGQEFKTSLANM 
^KPVSTKNKKISRVWWHNRNPSYSGG 
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1779 


9830 


B 


2729 


I 


1224 


MPTVGKAQARRRTRDTLLLDITQVLIDQ 

SPRKDTGLAQQTGVIVPSKGIVKYWRAQ 

LKGDMKYASPAFELFYFSVRAQSTDGIV 

TLLDPTTREDCDISSAPNPEVRTQRQAEV 

AGVGLLAVKVPRDEEGVLGGAPGPQKR 

SRVCGEPTLQRRSGPLPVARPGSRCPPPT 

SVSSPVPEDEYGRTVVMIRLDNPGISGRT 

IFNNPPFI FKOl PfiFPSFM^^PYT nPPOVT F 

LLRDPREDVMLLLNQTPTTAEKQAVLQ 

AAEIFRNEQQISYNTSKGKKGDRECEEIA 

ETPFQIGSEAVPLDNPDWNSSSSAGEWK 

RRHFLICILEGLERTKAKFLNCSKLSMVD 

QKPDENPAAFMERLREALIEQTSLSPDSV 

EKQLILKDKFVTQSASNIRRKLQKQAIGP 

ISTLKNLLK* 


1780 


9831 


A 


273 


193 


310 




1781 


9832 


A 


2730 


877 


1536 


SWDYRNFYIFW*RWGFTMLARLVSNS*P 

Q/CDPHTSASHSAGITGMSHCAWS*TLNF 

FSYELFFSFTSALS*KDHCKGGHNMGCQ 

FT*MHQ *L*EKPP*LLF\ETESRSVA/QAG 

VQWRNLGSLQPPSPGFKRFSCLSLPSSW 

DYLRTPPRPANCCCIFSRDGVSPCWPGW 

SQSLDLVICPPWPPKVLGLQA 


17510 




A 


'ill 1 


J 


643 


RLtbDLUKKQSLAPVGVRVETYFTVVL 

WTITMGIQG\GSVLFG\LLLVLAVLC\HS\ 

GH*PCQCAT^GFLPQTADCQKQPFNCSS 

GFWMRVFITQKLGYQVYNKVCWKFEHC 

NFNDRHNPA*RKMGLTILLCKKG/LRCN 

FTF\RT FNfifrT^T V^FIfTVI I I CVP^ TJPU/ A 

AAWEPSIPKSNTRECFLTKLPRSLRSSVF 
PLGWPHSKGI DIFOMGSWI r.lCF 


1783 


9834 


A 


2732 


11 


431 


RHLLAAPPPAPPAAAAAAALSHCLRSSG 
RLAPHTSRRLPRWKRRVNALKNLQVK 
CAQIEAKFYEEVHDLERKYAVLYQPLFD 

krfeiinaiyepteeecewkpdeedeisee 
lkekakivdekjcvdeekedpkgipefw 


1784 


9835 


C 


2733 


257 


358 


MILLVFLPXHQVFLERXQESEILHHLNTL 
ADVL* 


1785 


9836 


A 


2734 


2 


387 




1786 


9837 


A 


2735 


64 


467 


PAAWLPILVAARQLTVQMMQNPQILAA 
LQERLDGLVETPTGYIESLPRWKRRVN 
ALKNLQVKCAQIEAKFYXEEVHDLQRKY 
AVLYQPLFDKRFEIINAIYEPTEEECEWK 
PDEEDEISEELKEKAKIEDEKKD 


1787 


9838 


A 


2736 


I 


795 




1788 


9839 


A 


2737 


1 


982 




1789 


9840 


A 


2738 


2 


138 


SARGAASCSSRCCCRCRPESLPAQLRAA 

WLPILVADIWSSYNMADIDNKEQSELDQ 

DLDDVEEVEEEETGEETKLKARSA*LFR 

MM\QNPQILA\ALQERLDG/LWVETPT\G 

YIESLP\RWKRR\VNALKNLQVKCAQKE 

TQ\FYE\EVHDLERKYAVLYQPLFDKRFE 

IINAIYEPTE/EKECEWETR*RKDEDFGGN 

WKEKGQrEDEKKDE\EKEDPKG/lFPEFW 

LTVFK\NVDLLSDMVQEHDEPILKHLKDI 

KVKFSDAGQPMSFVLEFHFEPNEYFTNE\ 

VLTKTYRMRSEPD\DSDPFSFDGPE1MGC 

TRVPR*DWKKGKNVTLKTIK\KKQKHKG 

RGTVPYCDLKPVSNDSFFNFFGPLPESSL 

RSGDLDDDAEA\ILAADF\EIGHFYRERIIP 

RSVVNn\GEAlEDDDDDYDEEGR*RSG* 

GRLAPHTSRRYLEFLQHGRH 
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1790 


9841 


A 


2739 




435 


PRARAERPAPASCSSPTSTRTTPDTEDVC 

IVERLFSSSLVAIVSLKAPRKLKVCHFKK 

GTEICNYSYSNTILAVKLNRQRLIVCLEE 

SLYIHNIRDMKVLHTIRETPPNPAGLCAL 

SINNDNCYLAYPGS*SGEAGAGQLLFAN 

FNQDNTVDTEDVCIVERLFSSSLVAIVSLK 

APRKLKVCHFKKGTEICNYSYSNTILAV 

KLNRQRLIVCLEESLYIHNIRDMKVLHTI 

Kb J rrNr AuLCALblNNDNCYLA YrOoA 

TIGEVQVFDTINLR 


1791 


9842 


A 


274 


831 


1102 


HFGRPRQVDCLSSGVQDQPGQHGEVQS 
VL!CL\KKLAGHGGAHL*SQLLWRLRHEN 
HLNLGGRGCSEPRWCHFTPAWTTEQDS 
V*NNNNNNK 


1792 


9843 


A 


2740 


3 


438 




1793 


9844 


A 


2741 


1 


1336 


MLLRLQRIKTLRPPGCPHPMTTCSAGTLS 

AVPCVSPRQVFVFERRFCLWHSHVEMFT 

HVLPFVISADTEDVCIVERLFSSSLVAIVS 

LKAPRKLKN^CHEKKGIAEINCNYSYSNTI 

LAVKFNRQRLIVCLEESLYIHNIRDMKVL 

HTIRETPPNPAGLCALSINNDNCYLAYPG 

SATIGEVQVFDTINLRAANMIPAHDSPLA 

ALAFDASGTKLATASEKGTVIRVFSIPEG 

QKLFEFRRGVKRQVSICPLAFSMDGXMF 

LSASSNTED/TVHIFKLETVKEKPPEE\PTT 

WTGYFGKVLMASTSYLVPSQVTOEMFNQ 

GRAFATAARLPFCG\HKNILLG*PT]QKIPR 

LLVGAA\DGYLYMY\NLDPQEG\GECAL 

MKQHRLDGXSLETTNEILDSASHDCPLVT 

\QTYGAAAGKAYTDDLGAVGGACLEDE 

ASALRLDEDSEHPPMIIRTD 


1794 


9845 


A 


2742 


152 


1616 


VQPDPPSRARPPRPGPLAARPAMNLASQ 

SGEAGAGQLLFANFNQDNTEVKGASRA 

AGLGRRAWWSLAVGSKSVGYKFFSLSS 

VDKLEQIYECTDTEDVCIVERLFSSSLVAI 

VSLIC\AP\RiaKVC\HFK\KGTEICNYSYS\ 

NTILAVKLNRQRUWCLEENSLYINHNIRD 

MKVLHTIRETPPNPAGLCALSINNDNCY 

L\AYPGSATIGE\VCQVFDT1NLRA\ANMI 

PAHDSPL\AALAFDASGT*LUTASEKGT 

VIRVFSIPEGQKVLFEFRRGVKRCVSICSL 

AFSMDGMFLSASSNTETVHIFKLETVKE 

KPPEEPTTWTGYFGKVLMASTSYLPSQV 

TEMFNQGRAFATVRLPFCGHKNICSLATI 

QKIPRLLVGAADGYLYMYNLDPQ\EGGE 

CALMK\QHRL\DGSLGKRPNE\ILDSA\SH 

DCPLVTSDITAQLAGKGTYVPSSPTETCP 

TRDDVLGAVGGACVLEDVEGPALRXLDEDS 

EHPPMILRTD 


1795 


9846 


A 


2743 


122 


1162 


LGLEGDGGASQWVGGRQRLQDCRNRSL 

QGSPETLIPP/SLQITVPSRTCFP/SLQVGL 

T/FPPRAVPSAAAALGRNLRL*RGWHRRI 

IPPWVASISRAASSWG/TKPPLFKVPSQPE 

TLGETWVIAKMAGTYGGSRNTLPRSPGG 

NFRSTVPR*VQTTPRQPGAGLPKPVWA 

TSSD*QASRSSPGRSRKDGPDSFPALPVS/ 

RGEPESPSLQPPPPSTR*PSRLRGPRP\PSA 

L.O Or LKAr bH AC2ot> 1 or oKWl l orKJVlLK 

APARAPPCPSPTLVPVSTPSPPFP*RWSQ* 

SGHTPGRFFPCSPPRIRASACASLSGTTD 

GSTAYQIAHAPHHVFLTSLRAFLRLAGS 

CTNHG 


1796 


9847 


A 


2748 


54 


188 


NMTKLQWSKNLLLLKMLIKERETQRK 
GGSS*KSTQGAKGGAPR 


1797 


9848 


A 


2749 


572 


857 


GQKKGFSMGG*GEKGSLGNPSWGTAGG 
QAPVPPQGLTGTRFTQGSSG\TAGPPAST 
FCLGGHGAVVGTYGRQMYMYEFVFCS 
VGVAOKKDLCPRE 
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1798 


9849 


B 


275 


53 


403 


ALVTEFQETHSQDAIEHVLANLANFAYD 
PSNYQYLRQLQVLHLFLDSLSEENETLV 
EFAIGGLCNLCPDRANKEHILHAGGVPLI 
INCLSSPNEETVLSVITTLMHLSPPGRSFL 
P* 


1799 


9850 


A 


2750 


3 


127 




1800 


9851 


A 


2751 


1 


359 


LILVKAAAALDTGHLSPWFGVRCAFQNP 

GRRGCS/PEGKQLQSRV1*G*EFQSTAAC 

EEHYMASIRRSYSPSLSVCTSPLPSVLDIL 

PPTDLYFEQHSP1L*LKVKGSLH*RSSPLR 

KES 


1801 


9852 


A 


2752 


1 


1270 


MGATTMDQKSLWAGVVVLLLLQGEMG 

FCYVARAGLELLGSRSPPASASQSAGITG 

SAYKLVCYFTNWSQDRQEPGKFTPENID 

PFLCSHLIYSFASIENNKVllKDKSEVMLY 

QTINSLKTKNPKLKILLSIGGYLFGSKGF 

HPMVDSSTSRLEFINSIILFLRNHNFDGLD 

VSWIYPDQKENTHFTVLIHELAEAFQKD 

FTKSTKERLLLTAGVSAGRQMIDMSYQV 

EKLAKDLDFINLLSFDFHGSWEKPLITGH 

NSPLSKGWQDRGPSSYYNVEYAVGYWI 

HKGMPSEKVVMGIPTYGHSFTLASAETT 

VGAPASGPGAAGPITESSGFLAYYEICQF 

LKGAK\TRGSRDQQVPYAVKGNQWVG\ 

YDDVKSMGDQGSVL*RFKTWGGAMIW 

SIDMDDFTGKSCNQGPYPLVQAVKRSLG 

SL 


1802 


9853 


A 


2753 


385 


570 


KLGTEQDKGGR11LLVWAKLHQLSY*HI 
RVLSIGGN*GPGEG*MGMPGVHLLFFRT 
KIRIQI 


1803 


9854 


A 


2754 


1 


1022 


MTLAPSDQDLFVFRSGPPAAAGMPCLFF 

PEVPFCTRVHQPTGRDOSKNLLNELFIAC 

PGGLMAQGPLDPTESSVPNTKALCGIFS 

DVAATAENRQTFMQSAIQFtRKYNFDG 

LDIDWEYPGNRGSPADTQQLFTILLKEM 

YEAFEQESTRSKKPRLLMSAAVSAGKGT 

lETACQIPEMSSSTPSRKEPPRVWNAPWE 

VPYVYKGNQWIRYDNSKSFTLK/AVLPH 

SKDKV*TTEFFALLCLSPAHGKFTQAEPK 

SGGDRASGLLQSTHLYPGHQLVAPIITAA 

PGGGSTGGSGFCTGKSKGLYPWPHSKH 

AFYNCVDEHTYEEACQEGLVFD'ASaSC 

CNWA 


1804 


9855 


B 


2755 


143 


867 


XVVVLLLLQGGSAYKLVCYFTNWSQDR 

QEPGKFTPENIDPFLCSHLIYSFASIENNK 

VIIKDKSEVMLYQTINSLKTKNPKLKILL 

SIGGYLFGSKGFHPMVDSSTSRLEFINSH 

LFLRNHNFDGLDVSWIYPDQKENTHFTV 

LIHELAEAFQKDFTKSTKERLLLTAGVSA 

GRQMIDNSYQVEKLAKDLDFINLLSFDF 

HGSWEKPLITGDNSPLSKGWQDRGPSSY 

YNCEICCGVLDT* 


1805 


9856 


A 


2756 


2 


394 


CSAHSTALRVVRNHFYFTITATQVHKGS 

SSHPCTDRGNEMMASSPQPSAFGIPGWG 

AR*PAPAPLPHRRGLPGSVTG*WRPIVGQ 

♦/PSPHTHCKASTKAQPEGPGTPPP\GKPS 

WKELPESHKKSLAPSFP 


1806 


9857 


A 


2757 


499 


1592 


QPSQPFLSAGLNQTVPWGTCLHRAELSP 

STVENSSQLDFVEDVWNSSYGVNDSFPDG 

DYDANL\EAAAPCHSCNLLDDSALAFF1L 

NQCSWGILASRTGLFMPFR\PFFRWQLCP 

GWVPVLGTAGCGAVAFFQHLWVPVFGP 

QGYGS\TRSSALL*LGATGVWYGSAFAQ 

ALLL\GC\HASLGHRLGAGQVQG\LTLGL 

TVGIWGVAALLTLPVTLAXSGASGGLCTL 

1YSTELKALQATHTVACLAIFVL\LP\LGL 

FGA\KGLKEGIGLMGPGPLDEISLWA\WF 

iFWWPHGVVLGLDF\LVR\SKRLLLSTCL 

AQQALDLLLNLAEALAILHCYGTPLLLA 
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LFCHQATRTLLPSLPLPEGWFFHLDTLGS 
KS 


1807 


9858 


A 


2758 


1541 


1830 


KRFLHLHQGHTSGKGSRGFHLCCCGFSS 
KSP/GS*PGAGGASSSSQSKSPGPRPARV 
RRRLWVRAPPATSQEEASAGRRVRPPSS 
VHVNIPPPSVRPA 


1808 


9859 


B 


2759 


4 


1698 


MGDFNTPLSTLDRSMRQKVNKDIQELNS 

ALHHMDLIDIYRTLHPKSTEYTFFSAPQR 

TYSKIDHIVGSKALLSKCKRTEIITNCLSD 

HSAIKLELRIKKLTQNHSITWKLNNWLL 

NDYWVHNEMKAEIKMFFETNEIKDTTY 

QNLWDTFKATLNQEEVESLNRPITGSEIQ 

AMINSLGTKKLQDQTDSQPSSTRDDMIV 

YLENPiVSAQNLLKLlSNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSKLPFTIASK 

IIKYLOVQLTRDVKDPFKENYKPLLNEIBC 

EDTNKWKNIPCSWIGRINIMKMAILPKVI 

YRFNAIPIICLPMTFFTELEKSTLKFIWNQ 

KRACIARSILSQRNKAGGITLPDFKLYYK 

ATVTKTAWYWYQNRDIDQWNITEPSET 

MPHIYHYUFEKPDKNKKWGKDSLFNK 

WCWENWLATCRKLKLDPFLTPYTKINS 

RWIKDLNVRPKTINTLEENLGNTIQDIGM 

GKDFMSKTPKAMATKAKIDKWDLIKLK 

SFCTAKETTTRVNRQPTEWEKIFAIYSSD 

KGLISRIYKELKQIYFCKKTTPSTSG* 


1809 


9860 


A 


276 


842 


2432 


SLiSCSEGSSPKASGPSS*EHCPAKPLGPG 

TWPLLTPGPESGGGG\PDVGLR\GQPMN 

AAPV*SSPCL*N/PGFLTPSGVSSV*MPVL 

LKEPAFQMAEKAPNGAVCAP/SFPASTS 

GLWSPAVGVPRSRSLHGSALPWGHAPR 

Q/SGYPGQSAPAGCGPRPPGGGSRSPPGR 

SVPGSGAWRWPRGRSEACTAPRAWRSA 

LGESCGPAGSGA*AW*WQTAPSPHWGW 

rGS***VGHLLRAGCAPCWPCLGTGCTG 

LPSRSGHKSLSLSVQQVQWLIRFFFPLS* 

M*KPAACLPS*RERPSCAHWTAGGVMG 

FLSV*SVIR*SLSHCLAAESSPHPGAPGQG 

TATQIGGGGSRYVQRG*NHRPCRS*PIQR 

PCGQAGSGGRVASTWCAQ*QTPPGSHSP 

PTANREINPGPAAAADTRSCWGHKRSW 

RGWRGLAPWRLGFGSPWNSRDQGPAGI 

PAARRGGPTFGFLAHGPR*RRTPRDGRE 

GGKGAGAKPSETLTRSPPVWRGKRGSA 

NGFLSWVQILQYFAAGNGIWEMGRGLRI 

L 


1810 


9861 


B 


2760 


1 


1044 


MGRNRSRKDENSKNQSASSPPKDRSSSP 
ATEQSWMENDFDELTEVGFRRLNQEEV 
ESLNRPIRGSEIEAIINSLPTKKSPGPDGFT 
AEFYRRYKEELVPFLLKLFQSYEKEVILP 
NSFYEASIILIPKPGRDTTKKENFRPISLM 

FIPGMQALFHIQESINVIHHINRTKDKNHI 
IISIDAEKAFDKIQQRFMLKTLNKLDDMI 
VYLENPIVSAQNLLKLISNFSKVSGYKIN 
VQKSQAFLYTNNRQTESQIMSELPFTIAT 
KRIKYLGIELTRDVKDLFKENYKPLLNQl 
KEDTNKWKNIPCSWIGRINIVKRATLPK* 
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1811 


9862 


A 


2761 


1331 


2175 


TEPKTKTT*LSQ*MQKRPLTKFNNPSC*K 

LSIN/IVLEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIVYLENPIISAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNNRQTESQ 

IMSELPFTIASKRIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPCSWIGRIN 

IVKMAILPKVIYRFNAIPIKLPMTFFTELE 

KTTLKFIWNQKRARITKSILSQKNKAGGI 

TLPDLKLYYKAIVRKTAWYCYQNRDID 

QWNRTEP*E1MLH1YNYL1F 


1812 


9863 


B 


2762 




2898 


MRQKVNKDTQELNSALHQEDLIDIYRTL 

HPKSTEYTFFSAPHHTYSKTDHIVGSKAL 

LSKCKRTEIITNCLSDHSAIKLELTIKKLT 

QNHSTTWKLNNLLLNDYWVNNEMKAEI 

KMFFETNKNKDTTYQNLWDTFKAVCKG 

KFIALNAHKRKQERSKIDTLTAQLKELE 

KQEQTHSKASRRQEITKIRAELKETETQK 

TLQKINESRSWFFERINKIDRPLARLTEK 

KRKKNQIDAlKNDKGDITTDPTEIOTn 


1813 


9864 


A 


2763 


3 


668 




1814 


9865 


B 


2764 


64 


1242 


MINSLGTKKLQDQTDSQPSSTRDDMIVY 

LENPIVSAQNLLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSKLPFTIASKn 

KYLGVQLTRDVKDPFKENYKPLLNEIKE 

DTNKWKNIPCSWIGRINIMKMAILPKVIY 

RFNAIPIKLPMTFFTELEKSTLKFIWNQK 

RACIARSILSQRNKAGGITLPDFKLYYKA 

TVTKTAWYWYQNRDIDQWNITEPSETM 

PHIYHYLIFEKPDKNKKWGKDSLFNKWC 

WENWLATCRKLKLDPFLTPYTKINSRWI 

KDLNVIIPKTINTLEENLGNTIQDIGMGK 

DFMSKTPKAMATKAKIDKWDLIKLKSF 

CTAKETTTRVNRQPTEWEKIFAIYSSDKG 

LISRIYKELKQIYKKKTTPSTSG* 


1815 


9866 


B 


2765 


287 


898 


MNIMAKILNKILANQIPQHIKKLNHEDQV 

GFIPGMQALFHIQESINVIHHINRTKDKN 

HIIISIDAEKAFDKIQQRFMLKTLNKLDD 

MIVYLENPIVSAQNLLKLISNFSKVSGYK 

rNVQKSQAFLYTNNRQTESQlMSELPFn 

ATKRIKYLGIELTRDVKDLFKENYKPLL 

NQIKEDTNKWKNIPCSWIGRINIVKRATL 

PK* 


1816 


9867 


B 


2766 


■ 


1443 


MKLPEEASGSNICCYAIFAVLQPLLVIPK 

ETVSGVDLQQTPTDLQLSDLTPGRKTNK 

QKGIASPSTKRTSTPKPHLQANAQRFCH 

HQACVTRVPKGSTKHGKEQLVPATAKT 

CQIVKNINAMKKLHQLTEIQITIREYHKH 

LYANKLKNLEEMDKFLDTYTLPRLKQEE 

VESLNRPIMGSEIEAIINSLPTKKSPGPDG 

FTAKFYERYKEELVSFLLKLFQSIEKEGIL 

PNSFYEASULIPKPGRDTTKICENFRPISLK 

NIDAKILNKILANRIRQPIEKLIHHDQVGF 

IPEMKGWFKKCKSFNVIHHINQTNDKNH 

MIISIDAEKAFDKTQQPFMLKTLNKLGTI 

RQKKEIKGIQLGKEEVKLSLFADDMIVY 

LbNolVSAQNLLKLISNFSKVSRYKINLQ 

KSQAFLYTNNRHMESQITSELPFTIDTKR 

IKYLGIQFTRDVKDLFKENYKLLLNEIKE 

DTNKWKNIPCSWIEESIS* 


1817 


9868 


A 


2767 


1 


966 




1818 


9869 


A 


2768 




216 




1819 


9870 


A 


2769 


3 


2074 




1820 


9871 


A 


277 


721 


1027 
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1821 


9872 


, A 


277C 


> 1 


1632 


MHCILPTPSGSGSFPVYTSQSQPKTPGAF 

SGTLSVREPLSPEPDVLLPGSAKCAALC 

WFVSVLDAASPVTRWPVSRSPWECRCV 

PSPPVREAPVSPPFQCAPPPYTDCLSPYL 

YEYTVCPSPCARVPIPSSTHPWEYKVPPP 

HAERLCPVSEDPPCLCNWKTRAAGARES 

SLVPCPYAARYPPSPPRVAWSSHFSYRG 

LSPSLGPNKPGNPRGPSESPAAAASRPRA 

AAASAPPPGAARLPASPTPRLARDRGVS 


1822 


9873 


A 


2771 


842 


2353 


TEPKTKTT*LSQ*MQKRPLTKFNNPSC*K 

LSIN/IVLEVLARAIRQEKEIKGIQLGKEE 

VKLSLFADDMIVYLEWIISAQNLLKLISN 

FSKVSGYKINVQKSQAFLYTNNRQTESQ 

IMSELP\FTIASKRIKYLGIQL\TRDVKDLF 

KENYKLVPLIKEIREDTNKWKNIPCSWIG 

RMNIMKMAILPKVIYRFNAIUKLPLTSFT 

KLEKTTLKFIWNQKRARIAKSILSQKNK 

AGGITLPDFKLYYKAIVTJCTAWYCYQN 

RDIDQWNRTEP*EIMLHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLTICRKLK 

LDPFLTSYTKINSRWIKDLNVRPKTIKTP 

EENLGNTIQDIGMGKDFMTKTPKAMAT 

KAKIDKWDLIKLKSFCTAQETTIRVNRQP 

TEWEKISAIYSSDKGLISRIYKELKQIYKT 

KTNNPIKKWAKDMNRHFSKEDIYAAKR 

HMKKCSSSLAIREMQIKTTMRYHLTPVR 

MAIl/RIKSGNNRCWRGCGEl 


1823 


9874 


A 


2776 


3 


2077 




1824 


9875 


A 


2777 


3 


1038 


TAEGTWIAVRRLRLEGTGGEMSRVPAFL 

SAAEVEEHLRSSSLLIPPLETALANFSSGP 

EGGWMQPVRTVVPVTKHRGYLGWMPA 

YSAAEDALTTKLVTLLRGPRHHLRSSLP 

TRVIVVTLLSPAMGTLLAVM\DGKCS*IA 

KRTAAVSCHLPPSFLKPPSSEVLCILGAG 

VQAYSHYEIFTEQFSFKEVRIWNRTKEN 

AEKFADTVQGEVRVCSSVQEAVAGADV 

IITVTLAT\EPILFGEWV\KPGAHINAVGA 

SXRPDWRELDDELMKEAVLYVDSQEAAL 

rwfc^OUVLLbuAbirA'AubK'FKGVKPSP 

A^CEKTPRCSKSLGMAVNEDTVAAQTHP 

MIPWSSGK 


1825 


9876 


A 


2778 


2 


2037 




1826 


9877 


A 


2779 


3 


194 


TFFFQVKPDG\TYVKPL\SNKLTYG\TMV 
FVRSFLVGEAARALSVKACTIAIRYSAVR 
HQSEIKPG 


1827 


9878 


A 


278 


615 


2182 


PQVIRPPWPPKVLGLQGLLTFRDVAIEFS 

QEEWKCLDPAQRTLYRDVMLENYRNLV 

SLDTSSKCMMKMFSSTGQGNTEVVHTG 

TLQIHASHHIGDTCFQEIEKDIHDFVFQW 

QENETNGHEALMTK/YQKVDE\CTERHD 

QRHAGNKP\LICMSLDQAFIRICLKCTYFT 

PKGKLVIKLRRLSTMLS/HVSASQRISCRP 

KTRISNKYRNNFLQSSLLTQKREVHTRE 

KSFQRNESGKAFNGSSLLKKHQIIHLGD 

KQYKCDVCGKDFHQKRYLACHRCHTG 

ENPYTCNECGKTFSHNSALLVHKAIHTG 

EKPYKCNECGKVFNQQSNLARHHRVHT 

GEKPYKCEECDKVFSRKSVTLERHRRIHT 

UbKPYKQCVCDKAFRVRDSHLAQHlVlH 

TfiFk'PVK'^Tsfpr'r5K"n?\AniHi t vmui^vi \ 
I vjcivj' y iv^iN c^oi^ 1 r V u^jmjuJL* v iwri v la 

HTGEKRYKCNECGKVFNHKSNLACHP* 

TSIPGRETFmVMECGQGFWRKSNLER 

HHRLHTGKKS*KC/EICKVFRQQSNLAC 

HHRLYTGEKPYKCEECDKSFQFQITP 


1828 


9879 


A 


2780 


1 


903 




1829 


9880 


\ 


2781 


133 


402 




1830 


9881 . 




2782 


2 


242 
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1831 


9882 


A 


2783 


26 


2225 


> RFRAGAADLDCHCHLGRCLLRCQLVVA 
MNPDLRRERDSASFNPELLTHTLDGSPE 
KTRRRREIENMIL\NDPDFQHEDLNF\LTR 
SQRYEVAVRKSAIMVKKMREFGIADPDE 
IMWFKNFVHRGRPEPLDLHLGMFLPTLL 
HQ\ATAEQQERFFMPAW\NL\EnGHFIAQ 
TEMG\HG\THLSRLSETTATYDPETQEFIL 
NSPTVTSIKWWPGGLGKTSNHAIVLAQL 
ITKGKCYGLHAFIVPIREIGTHKJPLPGITV 
GDIGPKFGYDEIDNGYLKMDNHRIPREN 
MLMKYAQVKPDGTYVKPLSNKLTYGT 
MVFVRSFLVGEAARALSKACTIGILYSA 
VRHHSEIKPGEPEPLILDFQTQQYKLFPL 
LATAYAFQFVGAYMKETYHRINEGIGQG 
DLSELPELHALTAGLKAFTSWTANTGIE 
ACRMACGGHGYSHCSGLPNIYVNFTPSC 
TFEGENTVMMLQTARFLMKSYDQVHSG 
KLVCGMVSYLNDLPSQRIQPQQVAVWP 
TMVDIN\SPESLTEAYKLRAARLVEIAAK\ 
NLOKFVIHRKSKFVAWNI TQvni vdvac 

EAHCHYVWKLFSEKLLKIQVDKAIQAVL 

KE/SLCLLYSLYG\1SQ\NAGDFLQGSIMT 

GP\QITPSNPAV*RELLTLIRSDAVALVDA 

FDFQDVTLGSVLGRYDG\NVY\ENLFEW 

AKVNSPLEPKAEVHGIFTRHLEVHCQSQA 

LEVFTRDKFKSGFQKAPVWQLQILWESF 

SNSNRL 


1832 


9883 


A 


2784 


6] 


241 




1833 


9884 


A 


2785 


60 


341 




1834 


9885 


A 


2786 


70 


428 


PRPPPGVSPOFOGFGGDTKFNLIEILFVVL 
TFSV*AQSGDPAAPPRSGP/RPGGRGERE 
G*NEKSPVLPQCWGGWRHHPPSAALLW 
ALIW 


1835 


9886 


A 


2787 


38 


243 


TPSTIDKSLTSLIKKK\ICA*INNFRDKKGN 
IAKDIPEM*KIIREYYENIHANTFENLGDI 
DKNKIDQN 


1836 


9887 


A 


2788 


2 


114 




1837 


9888 


C 


2789 


50 


214 




1838 


9889 


A 


279 


403 


933 


OORWOOGWWOAWGGOPVPOEVGFWF 

LLSWLLSRLLGVPAQGPARGEVDPRPGS 

RGARGGCSASAAPPARASPGRPCCWNG 

SRPPAQHRRTSPATRVGEAGQGEVRGVR 

RLPAPLLQAVQPRLSDRSYPAAPARPTA 

TSP/APPPSPAPKAPIVGALS*GTADPGSD 

SYPPSRSHAPRP 


1839 


9890 


A 


2790 


1 


624 




1840 


9891 


A 


2791 


2 


851 




1841 


9892 


A 


2792 


1 


1116 




1842 


9893 


A 


2793 


53 


1408 


HRCCLWTFQCLSISLGITFLIKEGKIEGKL 

EPAREGPYLVLLTTETAVLLISmPTTSNS 

NPTLERFCGLGAEVTGKDPMGFFKVLRQ 

SLDADEGTAVDIQSFRPQKDFGRRRTLE 

ECHVTGKGGTGTKMSNRWCREASHAG 

SWYTASGPQLNAQLEGWLSQVQSTKRP 

ARAIIAPHAGYTYCGSCAAHAYKQVDPS 

ITRRIFILGPSHHVPLSRCALSSVDIYRTPL 

YDLRIDQKIYGELWKTGMFERMSLQTDE 

DERSIEMHLPYTAKAMESHKDEFTIIPLL 

VGALSESKEQEFGKLFSKYLADPSNLFV 

VSSDFCHWGQRFRY\SYYDESQGEIY*SI 

EHLDKMGMSIIEQLDPVSFSNYLKKYHN 

nCGRHPIG\VLLNAITELQKNG\MNMSFS 

FL\NYAQSSQC\RNW\QDSSVSYAAWEHS 

RATEALNPOGCHLPHSSYSVRGSPA 
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1843 


9894 


A 


2794 


53 


699 


SLPSLTPPGSRQPPAGRLLNTEHHINEHIL 

KvIVCl rkl XICCQON/fDCTVl^ Ar\TQF»nCTI?C\/ri 
M YbLULiNooo^^MrblMvAl^ 1 oUviErlrE.V U 

GEMPNHLLPIKAHVE\DLG\MDDEGDDD 
PVP\LPNVNAAILKKWQ\WCT/HPHKDD 
PP\PPEDDEEQRKSVPDDIPVW\DQGIPGK 
FDQGTLF*NSFLGLQTYFRTSKGLLDVTC 

EEEEAQVRK\EN\OWCEEK 


1844 


9895 


A 


2795 


162 


522 


WVRRGTISPARQRQDGVGAAPANYAKV 
LEWQLAPSPRHKCQQRPGTHLGCDSIGP 
LSPVGLPGLKG*PDNSSEGCPSS/QALPVP 
SSPGHPGSGGPKGQARSLLNCRGCPINW 
QHRCCRKI 


1845 


9896 


A 


2796 


2 


1214 


QPFQGSGCVIAILGRKMFSSVAHXLARAN 

PFNTPHNLQLVHDGLGDLRSSSPGPTGKP 

RRP\R>ALAAAAVEEQYSCDYGSGRFFIL 

CGLGGIISCGTTHTVALVPLDVLVKCRMK 

V\DPQKYKG\IFNGFSVTLKEDGV\RGLA 

KGLAPTFU.GYSMQGLCKFGFYEVFK\VL 

YSNMLGEENTYLWRTSLYLAASASAEFF 

ADIALAPMEAAKVRIQTQP\GYANT*EGI 

or rK.LllUirwOL\K.AFY KOWVLLWMRQl T 

YTMN*SSPCLERTV*SHCTSLGVPKP\RSE 

\CS\KPEQTGCNHLVAGYMARVFCA\1VSH 

PC*FVWYLVLNKE*SVAVS\LLVFSVTLD 

FKGVWVKGLFARIIAMIGTXL'HALQWFIYY 

S VKGYFRT/LPRPPPPRDGQSLLNNKFGL . 

TD\/\7DCVrM\/r\ 

1 r V VKoivi^lVU 


1846 


9897 


A 


2797 


276 


728 


CFGFVFPRSWPYGPLSTGDVPKLGPPN* 

AMGGFRPGVKPQVSLPGFAGGHACSPAS 

LPSGPGPAPPRACLPSPRGGRKSLGAPGG 

FPPGDSHGAPCSRVVTVSPGNDLKPGHS 

PRTLQRGGSLPGRRWVWSCGWCPVW 

WPVLSASISGWI 


1847 


9898 


A 


2798 


451 


1030 


VPEALSPFEMEGPQFPTMCCCSAPPAMP 

r r 1 1 \* v^r onAAAO V rOr HivL' OOLAr 

AGRS*APAGAFWGQGPAQRGEPAYSSK 

GGAAASTQRVL*HRRGHRGDASRGGQP 

GDQNLQ*KLCSSRAEGGAVSQPGWPAL 

PHAAGEPLASALPGLHAAQAPAPAWSG 

PTriRSCSGNSGKIFPSSCLDSCFPPS 


1848 


9899 


A 


2799 


1 


933 




1849 


9900 


A 


28 


1230 


1820 


QEYRPSQTPHLALSPERVAPGRRAAGRL 
APEARAPRGSP/LPPHRVSEKTIRVWFH 

STPLMSLHRARLESSSTGSSFPADSAKPV 
PLAVVSLDSR*GQWESRSSIHA\VTN»AS 
SSSSSSSSSSVFSRWYPRFIEFLHFDIQSTG 
Q/RITSROHPPR/DLRDALF*LNSRIPL 


18S0 


9901 


B 


280 


73 


207 


ELGTQLRTCTTLSGLASQVEAHHSLVLS 
HLKTLLWKKISNTKYS* 


1851 


9902 


A 


2800 


I 


1563 


MRREGFKFSRSKVFVQDEMTKKWHKSD 

LHWVSRIQCTVLGVLTNATEMRSLLPIES 

LFLIQCFVVSGASRNEATDCSGECYSSM 

RETRGSKECAAARFIKVKGKVLQKVESY 

KLYHPYFLANWFSASFSKVGKLVEMRG 

QEEETLGTFAHVLMFQAASSRALVLPPT 

MQLELQNFGNTCSYRKPNMASSMRSLF 

SDHGKYVESFRRFLNHSTEHQCMQEFM 

DKKLPGIIGRIGDTKSEIKILNSIGGNGAGEl 

DLQ1LSKVQ\AQYP0\VCIQH*SCLRPSAG 

TNWPNYKELVAXKTSNLENVKFAWHKE 

LYYVKDIPAT\LKFFHSL\LGTNAKMLIIV 

CVQGSSGW\DKLW\KKYGSRF\PQ\DDLC 

QYITSDDLTQMLDNLGLKYECYDLLSTM 

DISDCFIDGVNENGDLLWDFU.TETCNFNA 

\TAPPDLR\AELGKDL\QEPEFS/ALRKEG 

KVLFNNTLSFUVIEGITIQSOKYIOKLYFE 
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QLESLIYFHIKITNSSH 


1852 


9903 


A 


2801 


. 1 


6750 




1853 


9904 


A 


2802 


3 


91 


KKNIN*EILN*KQMEEPTLYVGNFPIQLT 


1854 


9905 


A 


2803 


3 


7501 




1855 


9906 


A 


2804 


3 


3223 


PPPEAAVVAFEWLKTSTLTGLHPQLPLSL 

PQPECALPYLVRAFSRGDYMGRIQEVG 

WVTAGLVIWAGTCYYIYKFTKGRAQSV 

RTLARNGSTVKMETVVGVQSQTLAINEA 

EIKTKPQVEIGAETGARSGPRAEVETKAT 

AIAIHRANSQAKAMVGAEPETQSESKVV 

AGTLVMTEAVTLTEVKAKAREVAMKEA 

VTQTDAEAGKIVKXEAVTQTKAKAWAL 

VAKTEAKREAMTQTKAETHILAEKETEI 

NRVMV 


1856 


9907 


A 


2805 




374 


NYFLSLRFDWHSSKS*GHPTCVHCF*yTK 
NE/CASCHCGAGLLGFLGGSGEGASHPC 
PSCLPLEYRSLHCSLGHCGECMPGASGW 
GPWTGPGHCPNLCQDKGSKRISWRVGR 
NGWGRPSFDNAPVAL 


1857 


9908 


A 


2806 


162 


789 


AGOMGVSGSAERCLSCLl IPl AT WSlIFTsII 

LLYIPNGHTFYASSNKLTNYVWYSERI*L 

SGlMVMLlVTTVLLVLEhfNNNYKaCQSE 

NCSKKYVTLLSIIFSSLGIAFSGYCLWISA 

LGSCP*AiaLAPLMGWGVCF*RALLGRF 

LTDS\SlWDSVPGNLAHVVEWNnLFSIUT 

LSGWQVIICLIRWMQLSKILCGSYSVIF 

QPGII 


1858 


9909 


A 


2807 


1 


3282 




1859 


9910 


A 


2808 


136 


447 




1860 


9911 


A 


2809 


3 


3593 


SSDPRPSSFWLVWVGLWSMVWRVPPFL 

LPILFLASHVGAAVDLTLLANLRLTDPQR 

FFLTCVSGEAGAGRGSDAWGPPLLLEKD 

DRIVRTPPGPPLRLARNGSHQVTLRGFSK 

PSDLVGVFSCVGGAGARRTRVIYVHNSP 

GAHLLPDKVTHTVNKGDTAVLSARVHK 

EKQTDVIWKSNGSYFYTLDWHEAQDGR 

FLLQLPNVQPPSSGIYSATYLEASPLGSA 

FFRLIVRGCGAGRWGPGCTKECPGCLHG 

GVC 


1861 


9912 


A 


281 


276 


565 


WTSSVSTGQSDQA/GPAPAUQMQRPGC 
GPSPVPGGWLE^RDGQAGMGAAAAPA 
WVLLCIPAGQGPLPGPRLPFHIPILKFCYC 
GILVEKKEPRGCF 


1862 


9913 


B 


2810 


85 


• 283 


MEKTELIRRSAWRVISSIEQKTDTSDKKL 
QLIKDYREKVESELRSICTTVLELLDKYLl 
ANATNPEX* 
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1863 


9914 


A 


2811 


1 


932 


KAKSRSKEVGLASRPRRRGSSRGSSRCG 

SALALALLALRPGPGPGPAPAMEKTELI 

QKAKLAEQAES/RYDDMATCMKAVTEQ 

GA/QSLSNEERNLLS\VAYKNVVGGRRS 

A\WRVISKHPSRKTDTSDIC\KLQLIKDYR 

MLIPESKWFYLVKMKG *FTFR\YLCLEV A 
CaDDRJC\QTIDN\SQGAYQEAFU)ISKK\E 
MQPT\HPIRLGALLLTFSVFYYEI\LNNPE 
ACLHAWLKTAF*WRAIA*LDTLNE\DSY 
KDS-nLlMQLLRDNUJPLWTSDSAGEECD 
AAEGAEN 


1864 


9915 


A 


2812 


199 


214 


PPSPLNSSTCCLAKTDEK*CKEKGSHLLH 


1865 


9916 


A 


2813 


1 


2176 


QGPLKFMDAGIE\FSQDEWKCLDPAQRT 

LYRDVMLENYRNLVSLGICLPDLSVTSM 

lEQKRDPWTLQSEEKIANDPDGRECIKGV 

NTERSSKLGSNAGNKPCKNQLGFTFQLH 

LSDLQLFQAERKISGCKHFEKPVSDNSSV 

SPLEKISSSVKSHLLNKYRNNFDHAPLLP 

QEQKAHIREKAYKCNEHGQVFRASASLT 

NQVIHNADNPYKCSECGKVFSCSSKJLVI 

HRRMHTGEKPYKCHECGKLFSSNSNLSQ 

HQRIHTGEKPYKCHECDKVFRSSSKLAQ 

HQRIHTGEKPYKCHECDKVFNQIAHLVR 

HQKIHTGEKPYSCNKCGKVFSRHSYLAE 

HQTVHTGEKPYKCEECGKAFSVRSSLIT 

HQLIHTGRKPYKCKECDKVFGRKCFLTS 

HQR1HTRERPYGCSQCGK1FSQKSDL\*R 

HRKTHTDEKPYNGNKCGTAFREFSDLTA 

HFLIHSGEKPYECKECGKVFRYKSSLTSH 

HRIHTGVBKPYQM/CNRCGKVFSRSSNLV 

CHQKIHTGEKPVKCNQCGKVFNQASYL 

'TT3Urr\IIlJ*T"/^1?f>lSVl>#^Ol<^/**^ V ACD/^/^Oi^l T 

I RHQilil 1 OtRr I KCoIvCOlvArKOCoOLl 

AHLAIHTEKKSHECKECGKIFTQKSSLTN 

HHRIHIGEKPYKCTLCS*GLSVTILTLHSF 

RGFHHEGPYKLC/DGKTIIMSSSINQHQ* 

VHTKWKSYK*NVCDTGFIKACQITGHHH 

ITVEDESTQMNCVYLGYYSRTIAIEHDRI 

YTRSNSVSGSLIUYDIA 


1866 


9917 


A 


2816 


26 


736 


EPIPVTPDHRLVTMTHIVANLLSCQQRPR 

LPNYEMLKEEQEVAKNLGAPQKPCLPEC 

PPVIH\IR><E\TSWPDHVRLVPvv\HrL^ 

HLLRLGFIRFA\YSVKSLRDRK\MVGEVN 

RGPKA*CLHRQSA*KIWGPDFG\HLHEP1 

LAHQSSPPKFWVVPGPAI\DREASL\RPG 

ALPVTaiPRTLVSSIPRPAPRGQEVLPLTCI 

PLTPPSIPRPVPTAESCISPLSSHAFLQWH 

SIKQCFW 


1867 


9918 


A 


2817 


748 


1637 


DIMESGFTSKDTYLSHFNPRDYLEKYYK 

FGSR\HSAESQ1LKHLL\KNLFK\IFCLVDG 

VEGETCUVDIGFWAPLILSSSSSCFVESF* 

GRlVRSLDYFRTQEPGRELGRKW>iLEGKE 

AROl FDWVPPMVTPMCLNLERETEVKG 

PRRRRKKLK\QAVKARCLKM*M*TQKPS 

HLGAVPL\PPG*TAVPQAHLCLGCPPCPR 

PPQPTCKGASGTLGQPYLKPRGPSLVIM 

DAAQEQPTYMIGEQKFS\SLP\LGREAVK 

A\AVKEAGYTIEWFEV1SQSYSSTMANN\ 

EGLFSLVARKLSRPL 
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1868 


9919 


A 


2818 


1 


1538 


MENPIVKSLAKARERLEDSKLEAVSDNN 

LELVNEILEDITPLINVDENVAELVGILKE 

PHFQSLLEAHDIVASKCYDSPPSSPEMNN 

SSINNQLLPVDAIRILGIHKRAGEPLGVTF 

RVENNDLVIARILHGGMIDRQGLLHVGD 

IlKEVNGHEVGNNPKELQELLKNISGSVt 

LKILPSYRDTITPQQVFVKCHFDYNPYND 

NLIPCKEAGLKFSKGEILQIVNREDPNW 

WQASHVKEGGSAGLIPSQFLEEKRKAFV 

RRDWDNSGPFCGTISSKKKKKMMYLTT 

RNAEFDRMEIQIYEEVAKMPPFQRKTLV 

LIGAQGVGRRSLKNRFIVLNPTRFGTTVP 

FTSRKPREDEKDGQAYKFVSRSEMEADI 

KAGKYLEHGEYEGNLYGTKIDSILEVVQ 

TGRTCILDVNPQALKVLRTSEFMPYVVFI 

AAPELETLRAMHKAVVDAGITTKLLTDS 

DLKVKTVDESARIQRAYNHYFDLIIINDNL 

DKAFEKLQTAIEKLRMEPQWVPISWVY 


1869 


9920 


A 


2819 


1 


1749 


EFVLNYEPRVCRWGCSAAPVAEGEQRR 

RGATGSGGSGOAEAAEVRAAMQQVLEN 

LTELPSSTGAEEIDLIFLKGIMENPIVKSL 

AKAHERLEDSKLEAVSDNNLELVNEILE 

DITPLINVDENVAELVGILKEPHFQSLLE 

AHDIVASKCYDSPPSSPEMNNSSINNQLL 

PVDAIRILGIHKRAGEPLGVTFRVENNDL 

VIARILHGGMIDRQGLLHVGDIIKEVNGH 

EVGNNPKELQELLKNISGSVTLKILPSYR 

DTITPQQVFVKCHFDYNPYNDNLIPCKE 

AGLKFSKGEILQIVNREDPNWWQASHV 

KEGGSAGLIPSQFLEEKRKAFVRRDWDN 

SGDELDTIKFDRHEIQIYEEVAKMPPFQR 

KTLVLIGAQGVGRRSLKNRFIVLNPTRFG 

TTVPFTSRKPREDEKDGQAYKFVSRSEM 

KADIRAGKYLEXHGEYEGNLYGTKIDSIL 

EWQTGRTCILDVNPQALKVLRTSEFMP 

YVVFIAAPELETLRA\MH\KAVVDAGIHH 

PRL*PNSDLKKTVDESARIQRAYNHYFD 

LDPSINDNPRPKPFEKNLQTAMEKPENGPP 

QWVPQSAWVYLMIO 


1870 


9921 


A 


282 


1466 


2353 


rnvhlnllihfilyfkinvfhidfplggek 
nsgvlgfqavqkqprgsffl\pr1pq*qn 
lrigi*kgrrgpgsgpwpagdtqqhpsk: 
gkglpplpacpsl**qqgrrcscgpggrl 

GS*GCKHPECQWSQRGVRPLSVPLFQP\P 

PGTGAGPTSWASASGSGAGACQPGS/PL 

GSVHTGSPSQAKSPPSRVK*QECQHPTH 

VSSPVSRRPGFPKLPG\GNRAGPAAPSPP 

RDTPAAPPPRPGPPSPGSLAQDAPGRSLP 

PPRTRRPAAQSPRPRSASESEAARRGPVR 

RSRTGREEKSG 


1871 


9922 


A 


2820 




230 


FATLYPLKIFIFPKAFNPWREVGPLCPPPK 
/CKGPSPKSPGW/CLNRPPIGKKLIPCKPR 
LTWAPPRIL*NGPP 


1872 


9923 


A 


2821 


170 


303 


RPLRGTPC*CAAWASSWWGCCSACCSH 
CCLLGPCWHSGPCSA*WAFWCSGG 


1873 


9924 


A 


2822 


208 


547 


AAPGAMGPWPDRLCGSALPSCRLPCYSS 

ASVSLRCAAENTFTQAGPCCWAWPHRA 

HQDFPLQIPFRHLEAPRCSPPLSAWPPRH 

LLPAGDPDLQQEPPG1RGAP*RPLRGTPC 

CGS\CGVAAGVRGCGPVWL*HPEPADSH 

TATAEPRI*AAPGAMGPWPDRLCGSALP 

SCRLPCYSSASVSLRCAAENTFTQAGPC 

CWAWPHRAHQDFPLQIPFRHLEAPRCSP 

PLSAWPPRHLLPAGDPDLQQEPPGIRGAP 

LSLRRRLLL 


1874 


9925 


C 


2823 


48 


173 


MVRKRMEMKMRKLSQLRASGQLKMM 
RMXMSIPRSRRPRGIX* 


1875 


9926 


A 


2824 


183 


423 
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1876 


9927 


A 


2825 


147 


588 


TLAFFLIPCIGSPACPTMSDAAWDTSSEIT 

TKD\LKEKKEVV\EEAENG/REDRPCLTG 

NAENE\ENG\EQEA*QLR*DEE/EREGRLG 

REGGREGRKEG*LVEEEDGRLKIEEAES 

ATGKRATE\DDEDDDCRYQRSRRPDEDD 

LDSKKAKS 


1877 


9928 


A 


2826 




77 


SGRPFFFFFFFFFFF*CKGFLIGYM 


1878 


9929 


C 


2827 


175 


351 


MKLIQLSCQPFNSRHHVLKKKPLTFMILS 
HFQASLSSIFGFCSSLFRQSSFFSNILFF* 


1879 


9930 


A 


2828 


56 


380 


KYLVDQHAGSPPVKNILAEAVQNIVQIL 
H*ElQKSVNHRYML*KLDTDSL**niQLQ 
VEPTILGIKVDVYKHEYKDKDGHSDFSNY 
SSHQVFFLFLLIFNKDIMMAIN 


1880 


9931 


A 


2829 


3 


129 




1881 


9932 


A 


283 


134 


385 


CQIMDGMLAIQAWPTPQQVASNGTGLN 
PNAKVWOFIAPfiNTnATPVTHnTPR^W 

HEIAATSGAHPEGNAEVPQKiYVKNMK*C 
I 


1882 


9933 


A 


2830 


472 


756 


SSADSKCTLTIGKPAKSRVQLCHKEETFP 
NQTNAYRTCVD*CLMSPTLLGTSTF*SQ 
MIIIRVVPICMPNIFLnSC*VLCIRKPVSEL 
PHLLGF 


1883 


9934 


A 


2831 


1 


170 




1884 


9935 


A 


2832 


1243 


5595 




1885 


9936 


B 


2833 


2177 


3174 


MGKTTPMIQSRPSFDTWELQVPPSTCGD 

YNSSFIKELRASQSNVIKPPGPVKLKESV 

VENHAVLSYAVEEEHAYLGPTVKPDDK 

AKTLSYEPLSSATVSTGSLLSYENTDLSL 

TDPESFSEHMDDSKQESTTSKEEETNUSS 

IVPSTQDIYQRQNSSDVHKSLLPAVDETT 

CGHTHFQQMIDKALYQSGKPETGHGIME 

EPELTLISTTDTSIAEMDFANLTLEEKSElN 

EAKCFFQQSKTRLKRLKRVKHATFLPLA 

1 Jb AoU Y r A V bbLoifcJCr RTASTETrRRLTP 

VPGSLQEAFIKRKKSFMERSHQRQKEIR 

NKIHVSENSQIKTVKEKPSISSIL* 


1886 


9937 


A 


2834 


2268 


2547 


KYLVDQHAGSPPGKSLCCLEKSQRMMM 
ISQNLDVVLRV*TADDAK*EKCVPILANL 
FFQVSNLLHnVLVYHLLKVCVTTCSFIH 
CRQQRFMNV 


lOOf 




A 




137 


71o 


TTTMSSKKAKTKTTKKJU*\QRATSNV 

MFDQ\SQIQGVQRGPFNMIDQ\NRDGFHS 

DK/EKVLHDMLA\SLGKNPH*WHYLr>A 

M\MNEAPGPIQFSPCFL\TLFG*GSLNGHQ 

IP*RCSFRKRLAFALDE\EATGHPFREDYL 

I*QKGGNSNYHRSFTRHPNWKAPKAOR 


1888 


9939 


A 


2836 


2 


437 


LVIIESDLERAEERAELSEGNKSDSWKNN* 

E*WIRP*KH*WLQRISKCAELEEELKTVT 

NNLKSLEAQAEKYSQKEDRYEEEIKVLS 

DKLKEAETRAEFAERSVTKLEKSIDDLE 

DKFLCFTSPKTPSSSWMSHLSELCICLFSS 


1889 


9940 


A 


2837 


1 


834 


GSRVRRAAAGLSHCSPPARLPSGAMAGS 

SSLEAARRKIRSLQEQADAAEERAGTLQ 

RELDHERKLRETAEA\DVASLN\RRIQAW 

FEFEFfiFVPfCFRI ATAFXOKT \EFAFKAA 

DESERGMKVIES\RAQICDEEKMEIQEIQL 

KEAKHIAVEDADRKYEEVARKLVIIESDL 

ERAEERAELSEG\QVRQLEEQLRIMDSDL 

OCALMAAEDKYSQKEDRYEEEIKVLSDK 

LKEAETRAEFAERSVTKLEKSIDDLEEKV 

AHAKEENLSMHOMLDQTLLELNNM 
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1890 


9941 


A 


2838 


9 


1108 


PDRATRPRPRARPADPALVLGPLAAVTM 

GAGKKKMRMLKLDKENALDRAEQAEA 

DKKAAEDRSKQLEDELVSLQKKLKGTD 

R*TGQIL*RLSKMPKEETWNWQEKKATD 

AEADVVASLNR\R1QLVEEELDRAQERLA 

TAL\QKLEEAEKAADE\SERGMKVIES\RA 

QKDEEKMEIQEIPT*KRAKHIAEDADRK\ 

Y dJd V AKlSX, VlIboU\LbrCKubOAJbLSbOK 

CAEA*KEEFENI ♦PNNFFVHl Pfi<?RI RK 

YSQKERPDMEEEIKGPFPDKA+RRLETR 
AWSFA\ERSVT*NLEKSIDD\LEDRAVTL 
QETEVQSHQRRSWDHALNGYDFHISFFA 
SLLPRLPRRSWMSHLSELFHLSYSPADPG 

SLS 


1891 


9942 


A 


2839 


3 


268 




1892 


9943 


A 


284 


305 


1129 


DICKEYEVMYSSSCETTRNTTGIEESTDG 
MILRPEDLSYQIYDVSGESNSAVSTEDLK 
ECLKKQLEFCFSREKLSKDLYLISQRDSD 
IFl w I AANMEEIKKLTTDPDLILEALRS 

TTPIEEVKGLFKSEYCPKVISCEFAHNSD 

WYITFQSDTDAQQAFKYLRKEWKQFKA 

RP1LAGIKAINTFFC*EWSSNNGILESIVHP 

I*TQAQYASPVFMQPVYNPHQQYSVYSI 

VPQSWVSKSYTLL 


1893 


9944 


A 


2840 


500 






1894 


9945 


A 


2841 


1617 


2086 


GLAASSRKHQMVDDADAVGGPGGPGM 
AGCDGLPGGFGSDIRPRLWLWLGPRLW 
SS*RGT\NIILASVPKKLLLM/DCYALARD 
RTATLGNTFDAISKTASNWIPDLWKETVF 
TKFPYQEFTDHIWKTHTRVSKQKTQVP 
AVATTAAROTMEGOAPVEYI 


1895 


9946 


A 


2842 


55 


665 


AMAEDHGLSNGDGPVEVTQGLELLVSA 
AAQDIVLLDGIQGLFLTLQFDNIWVWDH 
rLulvLFHKVrKOOObKQHLAVPGQHPL 

MEL\DLEHQSSTVPGVPMTICSUFWPLSN 
LLPRTA*ASFSSG*NLPICS1TFPV*SASSY 
VGERHRHWGYLSDGSTRLSMAKTKAA 
VLPVPD 


1896 


9947 


A 


2843 


43 


548 




1897 


9948 


A 


2844 


1 


876 




1898 


9949 


A 


2845 


222 


482 




1899 


9950 


A 


2846 


3 


218 


SLFQLKTTKTQSRVMGAIYDSSWFQEDR 
QAAERFTDRSTHLRLRNAEAAA*TKPAQ 
GPGSIPILPATPSSL 


1900 


9951 


A 


2847 


322 


452 


LCCSI*IYLN/NLLIC*QSFSVLK*DFRVD* 

KKKNPRMSHRVLNI 


1901 


9952 


A 


2848 


3578 


5288 


TESREHFSPWYSVTAARRPQVASKAEEN 

LLMVLGTDMSDRRAAVIFADTLTLLFEG 

lARIVETHQPIVETYYGPGRLYTLIKYLQ 

VECDRQVEKWDKFIKQRDYHQQFRHV 

QNNLMRNSTTEKIEPRELDPILTEVTLMN 

ARSELYLRFLKKRISSDFEVG\DSMVS*E 

VKQEHQKCLDKLLN+LAFLSCYHGREU 

GLYVTMEEYFMRETVNKAVALDTYEKG 

QLTSSMVDDVFYIVKKaGRALSSSSIDC 

LCAMINLATTELESDFRDVLCNKLRMGF 

PATTFQDIQRGVTSAVNIMHSSLQQGKF 

DTKGIESTDEAKMSFLVTLNNVEVCSENI 

STLKKTLESDCTKLFSQGIGGE\QAQAKF 

AIKPQVQAWINSFFSVFHMIEEEEFNDYE 

ANDPWVQQFILNLEQQMAEFKASLSPVI 

YDSLTGLMTSLVAWELEKVVLKSTVFNR 

LGGLQFDKELRSL\IAYLTTVTTW\TIRDK 

FARL-SQMWTiL\NLERVTEILDYWGPNS 

GPVLTWRLTPAEVRQVLALRIDFRSEDIK 
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KAALVS 


1902 


9953 


A 


2849 


233 


801 


WTLTGSNLYFYCSLFIFSVLPDQDVSLV 

*ICYLSLPLDIVCFCNVKIQFFFU.SLESYY 

♦FLTIFPHCFYFLLKTPFKHRELFILVFGL 

LKIFQ/LC*FFYLILLLRFYFINFCFLLDLF 

LFWIFIWYFVIFACSWFIGVSLKFLLVPL/ 

CSFFLRCRHSPLF»GAS*TDLY1LGCIPFP* 

V \^L,L, w cr CO VJ L> 


1903 


9954 


A 


285 


1053 


1403 


TFTQDSAGSLVVHSPMTSIWKTAESVDQ 

GHFPIIILILFVYLLFETGSHSVTHATMQW 

CDHSSLQPQTP/SGSGDPPTLAC*VPGIIG 

MCHHTWLIFTPFAETGSHHVPRLVSNSP 

LA 


1904 


9955 


A 


2850 


170 


494 




1905 


9956 


A 


2851 


70 


1474 


RESGTWQPGKAGTQTGAKFWEVISDEH 

GIDPTGTYHGDSDLQLERJNVYYNEATG 

GKYVPRAVLVDLEPGTMDSVRSGPFGQI 

FRPDNFVFGQSGAGNNWAKGHYTEGAE 

LVDFVL\DV*RKEA\ES*DCL\QGFQLTHS 

LGGGTGSGMGTLLISKIREEYPDRIMNTF 

SWPSPKVSDTVVEPYNAILSGH\QLVEN 

TDETYC1DNEALYD1CFKTUCL\TTPPF\G 

DLNHLVSATMSGVTTCL\RFPGQLNADL 

RKVAVNM\VPFP\RLHFFM\GGFAPTDQA 

GASQASTRALTVPRSSPKQ\MFDA\KNM 

MXAACDPRAWAAYLDGLPPCFRGPHVPJL 

KEVDE\QML\NVQKQKQPAIFVE\WIPQQ 

CEKRAVCDIPHLRGLKNVRPPSFGKQAR 

PIPGAFSKPHLPKQFHGPCFRRKALPSFIT 

GGEGMDEM\EFHPRPESNKND\LVSEYQ\ 

/^■VXl^T^ ATT A d?\C/^d?C/^DCI r> 7 A 

Qi\\^uA 1 AJib\fcOtrbOKoLuRK.VA 


1906 


9957 


A 


2852 


284 


359 


QQEANPSAPLQHVSTSNC/CVLTCCKGA 
EGLASCCYCHCLCNECCQGACGPDTHL 
AHCCRCQHSSKPPGGPRI/ASTQTCYY*C 

PCRLPGGSRT*CLASCPYHWCPWTSLPG 
SPVPNKAPP 


1907 


9958 


A 


2853 


295 


478 




1908 


9959 


A 


2854 


I 


1167 
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1909 


9960 


A 


2855 


3 


1328 


SGILGTTTPSFPVGVVLRVECPLCPGPAP 

MSVPAF1D1SEEDQAAELRAYLKSKGA\E 

ISEENSEGGLHVDLAQIIEACDVCLKEDD 

KDVESVMNSV\VSLLLIL\EPDKQ\EA\LIE 

SLaEKLGPNFREGEPPRLLRLQFVKATF 

STGMD*EILPVKIHSVICSL\IKV\AASCG\ 

AIQYHPQLEPGIKFRKWDFLNWNVLTTG 

KKSTPLLKTTFMKALVDCKKSDAASKG 

M\VELLGSYPGGQCFPRARVDAHR\CIV\ 

RALKDPN\AFPFD\HLLTLKPRQVFWKGE 

LI/HIVPF*PNFVSA*MGHHMSRFYPD*LR 

TFH*IPLGPVTMDPGIWPKMRLLFLLWG 

MGQ*ENR\EISFWTTMPARNFRIGA\DD\V 

EAFVIDAGKELKMVYCQNWSRPQRKVV 

VSHSTHR\TFGK\QQWQQTV/YDTLNAW 

KQNLNKWKNSLLSPSGYLKFLCL 


1910 


9961 


A 


2856 


377 


2393 


FSLECLGHENR*D*IT1YK1TSLGTGKVFN 

KIQHPmKNKK*KTLNKLGIEGNFLNLlK 

GIYEEPMVSIILNGEGLDYFPLRSETRQG 

CLLWPFLFN/IVLDSQERAIRQENKIKVI* 

VGKEEV*LNR\MGDDMVVLCIV1QGK\1* 

KIQRHDLLINKFSKVTGYRI/NICRKLVIF 

H1*YQLNKSQNDVKKTI*FSTMVKLGGL 

C/RVIPTLWESEAERLLEARRPAWETVRS 

HLYKNKQTKNNKQTKN/TLDVMTLICRL 

SYSEAEV*GWLEPQSSKLQ*AITGSLQSS 

LDRQS*TLTQKKTKKKRKKLTASERVKY 

QY>I*GSRMID/PHLSSN*LLENSA*GQFQ 

WGGKIVFFIK*CLETW1STWQNNGNWDS 

YLlLHIKrNSELT*DLNVRANIVSIFKEN/M 

GVNLSDFELGNDFLNK*/PLKTQATKEEN 

R*IKIKTICVSKDN1KKAKIQPTE*DNFF*N 

HVLVKGGlCI*NM*RTVTIlIKRHnQFLKI 

QQGVWN*QFSKGGYTKGPLRHMEKVSQ 

PSLA1REMQMRSTMRYHLT\PLE*1YNQS 

DNIKCW*GCREIGTLMHCWW\YPRDIKT 

NVYTKTCAQMFLPALFI*AQK*NGP*FLS 

\LTSALTKTWHIHT/MEYYSSQ*KKEMKV 

LIWPPTTMEKPLEKPYPSEECPRHERPTY 

YMISIYMKCPRTGEYI 


1911 


9962 


A 


2857 


3 


445 


gefadsf/ssmgspvnaqdfctdlavssa 
nfiptvtaistspdlqwlvqpalvssvap 
sqtraphpfgvpapssgaysragvvk™ 
tggraqsigrrgkveqetdqledeksal 
qteianllkekeklefilaahrpacknpd 

DLGFPE 


1912 


9963 


A 


2858 


295 


1622 


demsvagselftaacgtgnsphlcpeha 

rsrrlspsvlf*dfctdlavssanfiptvt 

aistspdlqwlvqpalvssvapsqtrap 

hpfgvpapsagaysragvvktm\tggra 

\qsiwqegarweqvrnf*rtlpgnvgag 

weaapemqep$tedeat*wgllahp*lg 

alapspfhpnsdsefsp*evls*flp*vsy 

rmlsdwallcslaedlilnasht*sata 

gqkwfhsgvpgsreaagasstgvgewr 

♦wqtlllnvglfl*lf*lspeeeekrrjrr 

ernkmaaakcrnrrreltdtlqagrys 

vgcsflklkgkvgrlehkgp*vrlclya 

fplslciq\etdqledeksalqte1anllk 

EKEKLEF1L\AAHRPCLARFPU>GPGAFPE 
EMSVASLDLTGGLPEVAH'PESEEAFm.P 
LLNDPEPKPSVEPVKASA 
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1913 


9964 


A 


2859 


3 


1467 


phlqratekprlsrrprrseravtvllps 

sasqrppvsaprplarlcltatmmfsgf 

nadyeasssrcssaspard\slsyyhsp\a 

d\sffsmgspvnaqdfctdlvavssanfip 

tvtaist\spdl\qw\lvqpalvs/slwaps 

qtrapstfsesppptagawsragvvktm 

tggraqsig\rrgkveqls\peeeekrrir 

r\ern\kmaaakc\rnr\rr\eltdtlqa\ 

etdqlednrksalqteianllkekeklef/ 

lslaahr\pa\ckiplidLglprke\msvgs 

\ldltgglpegs\tpe\seeaftl\pllndpe 

AQGPQWEPVQGGISRHGS*KURGPFDUF 

LFPSIHPGPSGFLRTARSWPDMGPILGPF 

YGRQIRGAFSHSGSLGMGAHGHRGWEP 

LCTPVVTCTPSCNCLHVFPRFHLPRG*LL 

PQLCSCPPQGQQQQ*AFL*LAQLTHAAG 

PVRGQGRGGSRHPQVPLPELVHYREEKH 

IFPRGFL 


1914 


9965 


A 


286 


259 


506 


PGYRRGHGGAAEGRQEPAARHNPAVRE 
DADGGD/RPRSAACPGTSTAPPGT*GS\G 
QAHRDGARPAPAPRPSHPSAGPAAGPSG 


1915 


9966 


B 


2860 


1 


196 


MAEGNHRKKPLKVLESLGKDFLTGVLD 
NLVEQNVLNWKEEEKKKYYDAKTEDK 
VRVMADSMQEKQX* 


1916 


9967 


A 


2861 


1 


988 


MGSLEGNHRKKPLKVLESLGKDFLTGVL 

DNLVEQNVLNWKEEEKKKYYDAKTED 

KVRVMADSMQEKQRMAGQMLLQTFFN 

IDQISPNKKAHPNMEAGPPESGESTDALK 

LCPHEEFLRLCKERAEEIYPIKERhfNRTR 

LALIICNTEFDHLPPRNGADFDITGMKEL 

LEGLDYSVDVEENLTARDMESALRAFAT 

RPEHKSSDSTFLVLMSHGILEGICGTVHD 

EKKPDVLLYDTIFQIFNNRNCLSLKDKPK 

VUVQACRGANRGELWVRDSPASLEVAS 

SQSSENLEEDAVYKTHVEKDFIAFCSSTP 

\KYSWCCHLEEVFRKHCSQ 


1917 


9968 


A 


2862 


12 


914 


GSFQRCKKGQRLFPMAEGNHRKKPLKV 

LESLGKDFLTGVLDNLVEQNVLNWKEE 

EKKKYYXDAKTEDKVRVMADSMQEKQR 

MAGQMLLQTFFNIDQISPNKKR**IGVTE 

AEIT1YVLQYPAAHPNM\EA\GPPESGRIL 

PDCLK\LCPH\EEFLRLCKERAEEIYP1KER 

NNRTRLALIICNTEFDHLPPRNGUDFDIT 

G\MKELLEG\LDYSVDVEENLTARDMES 

ALRAFATRPEHKSSDSTFLVLMSHGILEG 

ICGTVHDEKKPDVLLYDTIFQIFNNRNCL 

SLKDKPKVnVQACRGGEC 


1918 


9969 


A 


2863 


12 


1353 


GSFQRCKKGQRLFPMAEGNHRKKPLKV 

LESLGKDFLTGVLDNLVEQNVLNWKEE 

EKKNKYYDAKTAEDKVRVNdUDSMQEKQ 

RMAGQMLLQTFF\NIDQISPN\KKAHP1M 

EAGPPES\GESTDALTLCPHEEFLRLC*RK 

ELKEIYPIKGRRKQPHTAGLFFI\CITEFDH 

LPPR\NG\ADFD1TGMKELLEG/LWDYSV 

GVGRRFLTARGM\DSAL\RAFATRPEHKS 

SDSTFLWLMSHGULEGICGTVHDEKKPD 

V\LLYDTIFQIF\NNRNLPQV*RDKPQGSSI 

VQ\ACKO\ANi oOIM W V uu^or v\oL><jK w 

PSSQSSGEPWRKDAV*QDPHV/ERRDFIG 

FPGSFKRPHNRAPWERPAQWGSIFITQNLI 

TCLPRNIPWCaHTLEEVFRKGTAIHLEnrP 

R\AKAQM\PTIERTVR*QGYFYLFPGEFE 

NWEGHKOPSPSLNPTFKEAPFFVTACIF 


1919 


9970 


A 


2864 


66 


392 




1920 


9971 


A 


2865 


131 


551 


KIRGVSCPSAPKSGEQTGQHHNINTGFHP 
LPLGAVTSPVPQGPGDRLCPPPSSPEPAQ 
PAQ/C*PCSDSGRSPGPGPGKAVm^APC\ 
PEPSVFCLQSPGFEPPWVLAAHPPSSERR 
ASSSGLDDDLPAOETGNGSGATRTCS 
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1921 


9972 


A 


2866 


943 


1109 


LMVLSDFIFKLKI/WPGAVAHACNLSTLG 
GRGRWIT*GQQFETSPASIVKPPSLLKI 


1922 


9973 


A 


2867 


. 112 


1078 


ESSRQALLAKPLSACAEQPARAEVGAAT 

ALPVRWASGEMAPSGSLAGPLAALVLV 

LWGAPWTHGRR\TNVRVITDEN\WRELL 

EGDWMIEFYAPWCPACQNLQPEWESFW 

E\WGEDLE\VNIAKVDVTK\QPGL\SGRFII 

\TALPnYH\CKDGEF*AVIQGPRTKKDn 

NFISDKEWKSIEPVSSAVFGPGSVLMSSMS 

ALFQLSMWIRTCHNYFIEDLGLPVWGSY 

TVFALATLFSGLLLGLCMIFVADCLCPSK 

RRRPQPYPYPSKKLLSESAQPLKKVEEE 

QEADEEDVSEEEAESKEGTNKDFPQNAI 

RQRSLGPSLATDKS ' 


1923 


9974 


A 


2868 


I 


448 




1924 


9975 


A 


2869 


1 


536 




1925 


9976 


A 


287 


I 


2072 


FRRSPSPAAVSLGLGVAVVSSLVNGSTF 

VLQKKGIVRAKRRGTSYLTDIVWWAGTI 

AMAVGQIGNFLAYTAVPTVLVTPLGAL 

GVPFGSILASYLLKEKLT^ILGKVGCLLSC 

AGSVVLIIHSPKSESVTTHAELEEKLDQS 

RVGGLPCASLLVMLAAAHLLDPCRPMG 

PPTSWSTSASAPCWADTPCLPPRASGWR 

PKTSCnTRPVREPSACAWYSWPCSAAA 

SSSSSGTRNKALECFDSSVFGAIYYVVFT 

TLVLLASAILFREWSNVGLVDFLGMACG 

FTTVSVGIVLMRVFKEFNFNLGEMNKSR 

DTWRQSSPLIVAPRDHFHLERGVQFQNM 

NSVMGSHLVMVALSPGVDFIPQPDDPAA 

LLVTELFANRLVSGYAPATGLQGTILQY 

GNTLMEVMPKICRLPRHECGSPGP\PGSC 

APPPSPHSTR/RRPPRSAD/CGPCKGTGTR 

RERAPGAG*AEAAGPGEGGVGAGAANA 

GAGAADAGAGGADAGAGGAGAGAGG 

AGAGAGGAGAGAGGAGAGAGGAGAG 

AGGAGAGAGGAGAGAGGAGAGAGGA 

GAGAGGAGAGAGGAGAGAGGAGAGA 

GGAGAGAGGAGAGAGGAGAGAGGAG 

AGAGGAGAGAGGAGAGAGGAGAGAG 

RAGAGAGGAGAGAGGACAGAGGAGAG 

AGGAGAGAGGPVAGAGGAVCSQTIFTR 

SHGGLHLWRPC 


1926 


9977 


A 


2870 


1 


5193 




1927 


9978 


A 


2871 


1 


356 




1928 


9979 


A 


2872 


1 


401 




1929 


9980 


A 


2873 


151 


5459 


AGARRRGRGGEEAPLLPGLAAAEPPRAR 

PDGLAEPAVRGRRVGSGPRGTMSAKVR 

LKKLEQLLLNDGPWRNESALSVETLLDV 

LVCLYTECSHSALRRDKYVAEFLEWAK 

PFTQLVKEMQLHREDFEIIKWIGRGAFGE 

VAVVKMKNTERIYAMKILNKWEMLKR 

AETACF\RENRDVLVNGDCQ\WITALHY 

AFQDENHLYLVMDYYVGGDLLTLLSKF 

EDKLPEDMARFYIGEMVLAIDPIHQLHY 

VHRDIK 


1930 


9981 


A 


2874 


1 


764 


MEKIPILRSLRAREQQAGKDVTLQGEHQ 

HLPEPGCQQTVPLSVGRRPPDTPGPETNS 

MEAAPGSPPGEGCPACSRCLRWEPPPGR 

PCE*PEESPAGT/PAPCPCGSPG\GPAAQS 

LPPLPG/PLPQPSRPSPANSGPAPGHRHPEG 

GAGQAAEGQ\GPRGQPRSSLQTSP\PRPL 

AAPVPMA\PRGLAWQDVSEPPP\GCSGL 

NSSQKSPLSERPGPPVSGEA/GP/DGSSHS 

AQRLQPPNRAGSGLESVSVSLEGQSRGA 

RD 
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1931 


9982 


A 


2875 


1 


1641 


MKVCSSIAEVSDTTNPPSRTNSGHMTSV 

LKQALKDPCRTRHYRLVLWTLERTEVL 

DLFIERFCMTGGNSPICYLKAYHTNLYLS 

ADAEKVREAIDEGIAAATIFSPSRDVVVS 

QSQLRVAFDGDAVLFSDESERIVKATLD 

RFFEHEKAHENKPLAQEQGSTSFPDKVE 

AFRSPSVPLPITGHSANVYQTPTCARRRT 

TRPLVNWELIPRDNPPLPPRQAFRDLGQS 

PAFSDAVATTSAVPFGGDCHLSEVRGAE 

TRQPAFAMKRPKEPSGSDGESDGPIDVG 

QEGQLRSSKLEKAEVLQMTVDHLKMLH 

ATGGTGFFDARALAVDFRSIGFRECLTE 

VIRTPTIWLLPGRSKAVESQSQQFTGAHS 

TLOEPTAKKxA'SNFQVYMDIKIGNKPAG 
c^cvn T T? ^nvvPMTTPMPi vK/frTu/QT^rjT 

v^i V A '^'-'t^^JLy V vrivii 1 lilNrl^ I Mv^l li/oJvVjLr 

GFKGSSFHRllPQFICQGSDFTNHGGTRG 

KSIYKKKFDDENFIFKHTGPGLRRHGTK 

CPMAHLALMEASKGQDQHPLLRRKERA 

QQVHDVVKLTRGRGRGISLKRIARSLCK 

DKETGLCTLTWH 


1932 


9983 


A 


2876 


1 


949 




1933 


9984 


A 


2877 


185 


339 




1934 


9985 


A 


2878 


673 


1085 


GEPTAKK\A*SNPQVYMDIK1GNKPAGC1 
QTLLRSDWP^4TTENFLYMCTH/SKGLG 
FKGSSFHRIIPQFICQGSDFTN\HGGHQGS 
AQXHGTKCPMAQFGPHGGLKRAGPAPSS 
TVGKERAQQKQGESAITSQPRSWKLT 


1935 


9986 


A 


2879 


141 


1959 


PRPANLLKKGGQITMSATVVDAVNAAP 

LSGSKEMSLEEPKKMTREDWRKKKELE 

BQQKLGNAPAEVDEEGKDINPHIPQYISS 

VPWYIDPSKRPTLKHQRPQPEKQKQFSS 

SGEWYKRGVKENSIITVKYRKGACENCG 

AMTHKKKDCFERPRRVGAKFTGTNIAP 

DEHVQPQLMFDYDGKRDRWNGYNPEE 

HMKIVEEYAKVDLAKXRTLKAQKLQEEL 

ASGKLVEQANSPKHQWGEEEPNSQTEK 

DHNSEDEDEDKYADDIDMPGQNFDSKR 

RITVRNLRIREDIAKYLRNLDPISAYYDP 

KTRAMRENPYANAGKNPDEVSYAGDNF 

VRYTGDTISMGQ1\QV\FAWEA\YDKGSE 

\VHL\QADP\TKLELLYKS\FKVKJC\EDFKE 

QQKES1LEKYGGQEHLDAPPAEL1XA\QT 

EDYVEYSRHGTVIKGQERAVACSKYEED 

VKIHNHTHIWGSYWKEGRRGN\KCCHSF 

SKYSYCTGEAGKEIVNSEECIINEITGEES 

VKKPQTLMELHQEKLKEEKKKKKKKKK 

KHRKSSSDSDDEEKKHEiaKKALNA*EA 

P\IEEEMEAYRMK\RQRPDDPMASFLGO 


1936 


9987 


A 


288 


1 


390 


ITLGPDSIIGIWSGNQHKQDPYIASMEHH 
TDWVNDIVLCCNGKTLISASSDTTVKVW 
NAHKGFCMSTA'KDT+ASSLSGNKDSIYS 
LAMNQLGTIIVSGSTEKVLRVWDPRTCA 

1^1 \AV1 irJUTH'MVK' Al 1 1 
N.L*Mlv.itflUll 1 Uvi V JV/\Lil.jLr 


1937 


9988 


A 


2880 


711 


1140 


GVGVCFFPVPSSLRVLGRWAAFCALPGR 

SLRKSRSLWGWTGHTQS*EGELPWKAG/ 

WQRCFWRGGGRQTLPLTCSPRTRGCRA 

AQEGAGCKARGAWWVRSPGRAGRPLR 

RGGSRVTLNSQMGSDATGETEWIKEMK 

PKKKKKMS 


1938 


9989 


A 


2881 


1 


649 


MAGALVRKAADYVRSKDFRDYLMRVT 

LIVSRVGSSSTSFQGGLGAGMGVEPLDP 

HENLYVDFYRGFIHNCQNLEANKMSFG 

RSQSEKAAYYLVPTTQRSGICGKIMELVE 

RSVVARVEHFWGPVANWGLPIAAINDM 

KKSPEIISGRMTFNVQPRNWLLFACHATN 

EVAQLIOGGRLIKHEMTKTASA 
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1939 


9990 


A 


2882 


1 


389 




1940 


9991 


A 


2883 


27 


554 


LAVGCRGVGLGVIGSGKRQQRQGPLGV ' 

SVSAQPCAGALVRKAADYVQSK\DFRD 

YL\MSTH\FWGPVAN\WGLPIAA1NDMK\ 

KSPGDYSVGRMTIAALC\CYS\LTFME1LP 

YKVQI*PLNWL/LCFACHGTNEVRPSFIQ 

GEGRLIPNTRMDLKRASGINQWGKGKN 

KVFEGDSLCPGCC 


1941 


9992 


A 


2884 


1 


162 


QCAEKIASNPKIVVAMAKESVNAAFKIT 
LPEGVDDRKEGMTPFVEKRKANFKDQ 


1942 


9993 


A 


2885 


1 


196 




1943 


9994 


A 


2886 


148 


427 


CLLGFTHHSASHDQPLPAGAGGTQRLTR 

AVGKSLAMEMVLTGDRISAQDAKQAGL 

VSMICAVETL*CLLGFTHHSASHDQPLPA 

GAGGTQRLTRAVGKSLAMEMVLTGDRI 

SAQDAKQAGLVSMICAVETLVGGAIQC 

AEKIASNSKIVVAMAKESVNA 


1944 


9995 


A 


2887 


1 


1484 


EATLTRPRPAGGPAAGWVCPSAKTSGQL 

GAGFTFSPLERHCPLSPSHLAVHPAGAGP 

VQQANREAPASPIFGLACCSGPVPDLNA 

AGTPRIFTSPTLRPXLARGANFEYHAEKR 

GKNNTVGLIQLNRPKALNALCDGLIDEL 

NQALKTFEEDPAVGAIVLTGGDKAFAAG 

ADIKEMQNLSFQDCYSSKFLKHWDHLT 

QVK\KPVIAAVNGYAFGGGCELAMMCD 

IIYAGEKAQFAQPEILIGTIPGAGGTQXRLT 

RAVGKSLAMEMVLTGDRISAQVDAKQA 

KJL, V \o JS. J \ur r u l\j W1S.E.AJ v^r WJbtvl AoIn o 

KIVVAMAKESVNAGRSPNLSECIYLEGV 

AVPRACRWLEAGYSEESILKERRLLSPE 

VFGKVVLPWERMLAPALEPQRLPPSAHL 

DLLCLASCKERAWNEQSQRRSWCRPRP 

ALALVLSFLVFILGYFSLFAAPLPPHSLSS 

RAQFAISPFIQFLSLLGAVGYRSVTFGGH 

SRAVGSARSPLGQCL 


1945 


9996 


A 


2888 


1 


946 


GRGVQRAMAALRVLLSCARGPLRPPVR 
CPAWRPFASGANFEYIIAEKRGKNNTVG 
UQLNR\PLPVNWLCDCL\ID*LNQGLK1F 
EEDPAVGAIWLTGGDKAFAAGVADIQGK 

KPV1AAV\NGYAFGGG\CELCH*CVDIIL/ 
YAGEKAQF\AQPEIUGNLPRVRGGTQED 
SPVPVGKSLAMEVMV\LTGDPDPQPQDA 
QASRVLSSKICP\VETLVEEAI\QCAEKIA\ 

QM^IflWAMAlf PCX/MA APCKilTI TcrsciTf 

\EKJCLFYFNLWPLDDRERRG*PRFVGKE 
KGPTFKDQ 


1946 


9997 


A 


2889 


1 


384 


VRDYNLTEEQKAIKAKYPPVNRKYEYL 

DHTADV/QW1VLHRA*IYFFRLHAWGDT 

LEEAFEQCAMAMFGYMTDTGTVEPLQT 

VEVETQ/GWGEEFSLSKHPQGTEVKAITY 

SAMQVYlN'EENPEVFVIIDI 


1947 


9998 


A 


289 


1 


1050 


FRVNMQDGGPSPAEHSKAEESAGMEAR 

FLGLPDAAGSSGPTPARRCPAPRPAGVS 

YVIRDEVEKYNRNGVNALQLDPALNRLF 

TARRDSIIRIWRVNQHKQDPYIASMEHH 

TDWVNDIVLCCNGKTLISASSDTTVKVW 

NAHKGFCMSTLRTHKDYVKALAYAKG* 

\ELVASAGLDRQIFLWDVNTLTALTASN 

NTVTTSSLSGNKDSIYSLAMNQLGTIIVS 

GSTEKVLRVWDPRTCAKLMKLKGHTDN 

VKALLLNRDGTQCLSGSSDGTIRLWSLG 

QQRCIATYRVHDEGVWALQVNDAFTHV 

YSGGRDRKIYCTDLRNPDIRVLICEEKAP 

VLKMELDRSADPPPAI 
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1948 


9999 


A 


2890 


1 


332 


RDYNLTEEQKAIKAKYPPVNRKYE*DDL 
QSLLFHFLDEWLYKFSADEFFIPREVKVL 
SIDQRNFKLRSIGWGEEFSLSKHPQGTEV 
KAITYSAMQVYNEENPEVFVUDI 


1949 


10000 


A 


2891 


3 


425 


SFMAQEEEDVRDYNLTEEQKAIKAKYPP 

VNRKYEYLDHTADVQLHAWGDTLEEAF 

EQCAMAMFGYMTDTGTVEPLQTVEVET 

QWHADEFFIPREVKVLSIDQRNFKLRSIG 

WGEEFSLSKHPQGTEVKAITYSAMQVY 

NE 


1950 


10001 


A 


2892 


91 


598 


LKNRRRSRPSIRQSIGSTSVSRWLTSLFTY 

LDHTADVQ*V*REFIPLKPRQ*ED*MFQS 

WLHAWGDTLEEAFEQCAIVIAMFGYMTD 

TGTVEPLQTVEVETQGDDLQSLLFHFLD 

EWLYKFSADEFFIP\GWGEEFSLSKHPQG 

TEVKAITYSAMOVYNEENPEVFVIIDI 




10007 


A 


2893 






MTDTGTVEPLQTVEVETQGK*LQV\LLF 

HFWDEWLYKFSADEFFIPGKLCAIVF*K 

RL*RPGAVAYACNPSTLGSRGRWIT*GQ 

EFETSLTNKEVKVLSIDQRNFKLRFNNGW 

GEEFSLSKHPQGTEVKAITYSAMQVYNE 

ENPGSFCDHWTFKTTQKIKRLPTGKK 


1952 


10003 


A 


2894 


220 


345 


LKKEKSLMEKHFF*QTDSSVSNLE1CNHE 
rSDIVNSLQWAMVS 


1953 


10004 


A 


2895 


1 


281 




1954 


10005 


A 


2896 


83 


425 




1955 


10006 


A 


2897 


1 


3600 




1956 


10007 


A 


2898 


1 


197 




1957 


10008 


A 


2899 




963 




1958 


10009 


A 


29 


376 


610 


FPAFWESQVRWIASASGVQDQPDQYGEl 
LFLLKLQKLGGHGG/IR*EDHLSLGGQGC 
KEPRLYHCTPAWVTEHYLVSKK 


1959 


lOOlO 


A 


290 


1 


366 


FPNSSRLIWPECNRIKEESLVSASPGSFCK 
r n JLLIJLAL.OL»OL/lj V uLM VcLOLtvLOLr L 
GLGFDLGVGLGIGUGVKLGLSDGY/GLG 
FRLGLGL*AGLVLGLGIRVGLKPGLGLE1 
FVGLILCICI 


1960 


10011 


A 


2900 


49 


247 


DLTRNHSPLQTVHDVRWFMIFFQV*YRR 
IKFVKRNASPSGI*NII*TINTFVCIYK*1FR 
YKNMHI 


1961 


10012 


A 


2901 


1066 


1768 


NPQSSSSEGSR*DFPRLTVTNRLLVQRSE 

VTQAPGQYTVDVEGHGCTFIQATLKXYN 

V LLr IsJvAbOr bLbLblbRbLLr UCr 'P/RQ 

VNLQYTGIRNKSSMVVIDVKMLSGFTPN 

PCHPIEELENKGQSDED+KSKNDPCSFSY 

LENVFG\QPDSFPFFC*AEQPLCSTFQPGP 

SHGLTDYYEKEEYALAFYQHRTWPVSE 

♦DKAITRRVGEAISCNKLILLYQTWKKIM 


1962 


10013 


A 


2902 


620 


1124 


ETPAPCLQAWVPQACREGPLAFRELLGG 
VLALSTPGERCSVSVSEFETRARCTQ/PC 
WGPSPKFLSPPHAKPAITLRPELKEAPWP 
APSLGPPGGLSTPPSGIPCPPQCCQGHVA 
LCROLRPSPW*TE*PVCWKMPRCPEKLP 
PGIFGNETYLVPIVNWPTGTSFLSTY 


1963 


10014 


A 


2903 


2 


399 


WKESQGRCEW*VARGL*ADLT*GFHWH 

LPGAPPWGLLTGGGQGRGHGHRGGWA 

LSGRPP\RGFHWHLPGAPP\WGLLTGGG 

QGRGHGHRGGWALSGIPPRLQSFQVWA 

ESPLPQLPWGCVAGISVHTGVSWLP 
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1964 


10015 


A 


2904 


73 


867 


GRAEQTSDTHFFASTSACSHNLTMSCPN 

YCSGNSNSGSLRTSRHIPLTSIDLCPTSVS 

CGDVLYLPTSSQDHTWVTDNCQETCGE 

PTSCQPVHCETGNLETSCGS/SHC/CTTCP 

OrC(^0borLrAJ>FFSSSCLPVSCRTTEVC/ 

RPAAVRPLRAVVQ*FTSP*GDCVAQCL\R 

PQFCLSKSCQPQNLLTSGCQPSSCLAYRP 

QSLHWSSSLRPLGPLFSGCQPLTHVFST 

VSSHLALEHGSPNICFLQSSILLHRSSSRA 

V \^oo/VL»r 


1965 


10016 


A 


2905 


1 


478 




1966 


10017 


A 


2906 


800 


1209 


LFSSGAVPQRTSPHQAPKNM\QT\SGRLS\ 
NVAPP\CILRKNPPSARNGG\HET*CPNSL 
NSl^QQLVDLKLTVDGLEKEVRDFYFSKL 
RDIELICQEHESENSPVISGIIGILYATEEVG 
FAPPEDDEIEEHQQEDQDEY 


1967 


10018 


A 


2907 


1 


3961 


MSSKHLKSEQIKDQIRVPVISLIPKJHSAQ 

EEQLSSTAVCSCPARVFCAVTKVVAVFQ 

MWMLHDLVQMVPRSLQWLPHIFTLFSN 

PLILYHSHELSAPSFAEQRECKLAYMPVS 

SASAHHLLLQAFDFNLSVSLSSLARNML 

ANSASVRIUKGGKVVNDDCTHEADVYI 

ENGIIQQVGRELMIWRGQGKLVIPGGIDT 

STHFHQTFMNATCVDDFYHGTKVMLLF 

AK.uur Lr Or t* JLLLOLLQ IKLMASL AKS 

D 


1968 


10019 


A 


2908 


48 


308 


NPRCGPGGSRFVSSWCSVFPEAGGG*RIC 
EPGMRGAGYKQRGMGS*SKGPFAFIMPF 
PRPRPGFVLPPPPHLPDLNKGPHFSQKKK 
KK 






A 




1 
J 


Z14 




1970 


10021 


A 


291 


49 


418 


FMINPPMQVGRYRNIINLTTNIYQKPLAP 

VIL/HGEIFKIFLTGIGVTQRYPLSPLPFKV 

FLAALDRK+REGAGEEVNGIENKRIKLSF 

VSDMIVYVENSKEKNGQLLELMRGICKT 

ATKLQKL 


1971 


10022 


A 


2910 


312 


387 




1972 


10023 


A 


2911 


3 


216 


NCLLRPKNKSVRWGPGAGAALLRPSPA 

ALGAGSRACSVPPAAPAQTPRPQVSAPA 

WGPGRAARGSGRMERRMKAGYLDQQV 

PYTFSSKSPGNGRLARXTLIGPLGKLMDP 

GSLPPLDSEDLFQDLSHFQETWLAEAQV 

PDSDEQFVPDFHSENLAFHSPTTRIKKEP 

QSPRTDPALSCSRKPPLPYHHGEQCLYSS 

AYDPPRQIANQVPCPWCPLDSRPYSPFPG 

QSNGIS*DPLAPPSPTLAMGTSGNIAPSSS 

SPWDICHSFTSQGG/APG/HPSQAPYQHQ 

LSEPCPPYPQQSFKQEYHDPLYGTGGAS 

QAVGTRGGGSMGAQ/RYPGAGVVIKQE 

QTDFAYDSDVTGCASMYLHTEGFSGPSP 

GDGAMGYGYEKPLRPFPDDVCVVP\EKF 

EGDIKQEGVGAFREGPPYQRRGALQLW 

QFLVALLDDPTNAHFIAWTGRGMEFKLI 

EPEEVARLWGIQKNRPAMNYDKLSRSL 

RYYYEKGIMQKVAGERYVYKFVCEPEA 

LFSLAFPDNQRPALKAEFDRPVSEEDTVP 

LSHL\DESPA*PPYSGLAPRPSVRAPGHA 

RYPPRLQPRRPGLRSRPPLGAPAVRREG 

AAGWSGG 


1973 


10024 


A 


2912 


119 


444 


GFGVGTTPALTCPVTPSYSPKARPS*T/EL 
EPPSRCPQPCQTLGPQAEGNQMSSAPSL 
ASPPSKQPPLMANRCCCVPRSRIHLCGIQ 
NRLGFWDSREERGGDATWVSVSD 
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A 


2915 


1 
■ 




UAL'UuUArKLoOrur Ar^rOrooALMMr 

SSCPWRTGALGPSPAGSRALGRCTSSVG 

PGSRWLTRTSSPGCAYQNLENDEDGAQ 

ASPEPDGGVGTRLGPGIPAE/PSIRSFPVV 

LQHHSAAAPSAPTTPAAAGPNTL*SRRT 

AEWCWPPSCSCCLGPGADPGRRGNWRR 

PPLPRCLORQSSSCRAFLLLVPGV 


1975 


10026 


A 


2916 


355 


511 


LFLETESCFVAQAGARWAVITHCSLKL/L 
GPCNPPISAL*VARTTGMSHHTEP 


1976 


10027 


A 


2917 


1815 


2152 


INKEMSGQARWLTPVIPALWEVKVVDH 

LRPGVRD\HQPGQQSETPVSTriQK*ARY 

GGMCL*S*LLRRLTQQNHLNQGGRGCSE 

LRSRYCTPAWARQSKTSSQEKKKEKEM 

PW 


1977 


10028 


A 


2918 


315 


480 




1978 


10029 


A 


2919 


1 


1845 




1979 


10030 


A 


292 


5 


377 


FMINPPNQVGRYRNIINLTTNISQKPLAP 

VILyHGElFKIFLTGIGVTQRYPLSPLPFKV 

FLAALDRK*REGAGEEVNGIENKRIKLSF 

VSDMIVYVENSKEKNGPLLELMRGLSK 

NATKLQKLI 


1980 


10031 


A 


2920 


407 


802 




1981 


10032 


A 


2921 


914 


1134 


QESLLLQFTKSSSCPSETTSARTLLSILLS 

AFWAKPFNKSLGSSKLSHIFLSSSDPSK/A 

VPTSAYYPVPKSLPH 


1982 


10033 


A 


2922 


1 


447 




1983 


10034 


A 


2923 


218 


544 


SGFSLSLRGSISFSL/CFKVGMCVTYPRCY 
C*S\PVP*KPLIKPGWVSELPKPMNWASC 
SRTLASFLLQAARSHPWTPMKMETMEQ 
SKLRSQPCKPAAGAVDPRAVVHGT 


1984 


10035 


A 


2924 


3 


260 




1985 


10036 


A 


2925 


1 


534 




1986 


10037 


A 


2926 


198 


562 


LKCGKOWSDPITSPOTESOl LfiSSOOni 

HQQRHLQGP*K*NRDSPLCFSLSSCP1PK 

TYTNRHILLP/SSSKSLCKFL*PA*ISPQKM 

GFSFLSQSVCKFSKLLCSASLIKLKAFNSl 

QVTS 


1987 


10038 


A 


2927 


72 


270 




1988 


10039 


A 


2928 


325 


535 




1989 


10040 


A 


2929 


492 


696 




1990 


10041 


A 


293 


346 


489 


QLQAMAIFEYLKKTFLRPGTVPHSCNPS 
TL\GGRGGW1T*GQELEASP 


1991 


10042 


A 


2930 


822 


1759 


SSAEPSPPSSPAPSQQTAAAGAPPLCAVS 
PMASASGAMAKHEQILVLDPPTDLKFKG 
DG*VFIRPEQYYTV*KWCKRSKRHGPFR 
P\FTDVVTTNLKLRNP\SDRKVCFKVKTT 
VPS/RRYCVRP\NSGr\IDPGSTVTVSVML 
r U YDPNxbRoKHKFM VQTIFAPPNTSD 
MEAWAVKEAKPDELMDSKLRCWFEMP 
NENDKLNbMEPSKAVPLNASKQD\GPM 
PKPHSVSL\NDTETRKLMEECKRLQG\EM 
MKLSEENRHLRDEGLRLRKVAHSDKPG 

QTQTAQPOn'MVTQPM PCT 1 WVIA AII?ir^PP 
o 1 o 1 /\ortsJJi\ V 1 OrVUrol^JLW Vl/VAir JUrr 

LGKFIL 


1992 


10043 


A 


2931 


2 


417 


FVAQQLQGDSLHFMQALYGQHFPIEVR 

HYLSQWIESQAWNTYDRCPMELVRCIR 

HILYNEQRLVREANNGSSPAGSLADAMS 

QKHLQINQTFEELRLVTQDTENELKKLQ 

OTQEYFIIQYQESLRIQAQFGPLAQLSPQ 


1993 


10044 


A 


2932 


1 


855 




1994 


10045 


A 


2933 




810 
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1995 


10046 


> A 


2934 


22^ 


i 260€ 
• 


» TMAVWIQAQQLQGEALHQMQALYGQH 
FPIEVRHYLSQWIESQAWDSVDLDNPQE 
NIKATQLLEGLVQELQKKAEHQVGEDGF 
LLKIKLGHYATQLQNTYDRCPMELVRCI 
RHILYNEQRLVREANNGSSPAGSLADAM 
SQKHLQINQTFEELRLVTQDTENELKKL 
QQTQEYFIIQYQESLRIQAQFGPLAQLSP 
QERLSRETALQQKQVSLEAWLQREAQT 
LQQYRVELPEKHQKTLQLLRKQQTIILD 
DELIQWKRRQQLAGNGGPPEGSLDVLQS 
WCEKLAEIIWQNRQQIRRAEHLCQQLPIP 
GPVEEMLAEVNATITDIISALVTSTFIIEK 
QPPQVLKTQTKFAATVRLLVGGKLNVH 
MNPPQVKATIISEQQAKSLLKKENTRND 
YSGEILNNCCVMEYHQATGTLSAHFRN 
MSLKRIKRSDRRGAESVTEEKFTI\LFESQ 
FSVGGNELVFQVKTLSLPVWIVHG\SQ\ 
DNNATATVL\WD\NAFLQEPG\RVPFAVP 
DKVLWPQLCEALNMKFKAEVQSNRGLT 
KENLVFLAQKLFNNSSSHLEDYSGLSVS 
WSQFNRENLPGRNYTFWQWFDGVMEV 
LKKHLKPHWNDGPILGFVTKQQAHDLLI 
NKPDGTFLLRFSDSEIGGITIAWKFDSQE 
RMFWNLMPFTTRDFSIRSLADRLGDLNY 
IjI I VhrUKrKIJV V Yi)K.y Y 1 rVrCESATA 
ICS/V LDG Y VKXPOIKO VVPPPVTsi A Q a n a n 

GGSATYMDQAPSPAVC/PPQAHYNMYP\ 
QNPD*VLDTDGDFDLEDTMDVARRVEE 
LVLGRPMDSQWIPHAQS 


1996 


10047 


B 


2935 


123 


219 


XPPTGMTMDKSELVQKAKLAEQAERYD 
DMAAA* 


1997 


10048 


A 


2936 


1 


1815 




I99S 


10049 


A 


2937 


1 


510 




1999 


10050 


A 


2938 


107 


961 


VVGLGRKRSSRSGASLGRVFVPCSPPTG 

MTMDKSELVQKAKLAEQAERYDDMAC 

SSERHVTEQGVHERLQPKKRNLLSWAYK 

NVWGARRFLPGRVISSIEHENREGMKKK 

QQMGK\EYP*EDRRQNLQDICK*CFWEL 

L\DKYUPN/AVTQPES*GVLL*KLKGGYF 

RYLSEVAS*DNKQTTVSNSQPGFTREHF 

EISKKEMQPTHPIRLGLALNFSVFYYEIL 

NSPEKACSLAKTAFDEAIAELDTLNEESY 

KDSTLIMQLLRDNLTLWTSENQGDEGD 

AGEGEN 


2000 


10051 


A 


2939 


208 


1178 


EGRGHLARSFARKGLCSLQPSHGRVSRD 

LGRYKKCILPIRLWIEKQEEHWTWSQGM 

TMDKSELVQKAKLAEQAERYDDMAAA 

MKAVTEQGHELSNEERNLLSVAYKNVV\ 

GARRSSWRV1SS1EQKTERNEKKQQ\MG 

KJEYREKIEAELQDiaNDVFE\LLEQISLFP 

NA I v^f 1<JCVKVFLLEK*KGDYF\RYLF*K 

WQS*RQQTQPTCVETPQQSLPRKQFE1SK 

KEMQP\THPIR\LG\LAPKFPQSFYYEIPia 

PLKFCAW*AWAKTALCFRHFD*SNLLNL 

DTLEWKSUKDSTSDSWQLLR\DN\LTLW 

DIRKTRGDEGDAGEGEN 


2001 


10052 


c 










2002 


10053 


A 




1 
I 




JblHlKCOOJrAvLAAPAMGLELFLDLVS 
QPSRAVYIFAKKNGIPLELRTVDLVKGQ 
HKSKEFLQINSLGKLPTLKDGDFILTE/SA 
NRSVYLQGGCWHITEMRFSKCKAEGPA 
KSRSAILIYLSCKYQTPDHWYPSDLQAR 
ARVHEYLGWHAD 


2003 


10054 


\ 


2941 


2 


310 




2004 


10055 . 


^ 


2942 


205 


454 





J 
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2005 


10056 


A 


2943 


5 


437 


AQESRDCGDHDRATALQPGQQSEILLLQ 

YQTPDHWYPSDLQARARVHEYLGWHA 
DCIRGTFGIPLWVQVRRANLPFLSFPLAP 
VPSLQLHVKLCTDKTLSVLGSASILRCSI 
HTS 


2006 


10057 


B 


2944 


307 


447 


XSAILIYLSCKYQTPDHWYPSDLQARAR 
VHEYLGWHADCIRGTFGIPL* 


2007 


10058 


A 


2945 


2 


384 




2008 


10059 


A 


2946 


1 


1278 

* 


MPGLGFREKKGGSRTVIPASRGCGLPAPI 

LCTKWELPLSGSSRCLAAAALQGTVWT 

AESSSLTPAFQSRGWGLIPYFPARRDPAT 

AAAHTALSAFTAIPAVLAAPAMGLELFLN 

DLVSQPSRAVYIFAKKNGIPLELRTVDLV 

KGQHKSKEFLQINSLGKLPTLKDGDFILT 

ESLAILIYLSC\KYQTA\DH\WYP\SDLQGF 

GARVHEVPWAWVHADLHPVGTFWYYP 

WGVQGVWGHSLGVQVPEEKVGTQTRT 

AMDQALQWLEDKFLGDRPFLAGQQVTL 

ADLMALEGS*CKPVALGYELFEGRFRL\ 

AAWRRXRVEAFLGXAELCQEA/HTSllLSiL 

EQAA\KKTLPTP\SP\EAYQAMLLRNRPGS 

PEGSGMGAKEISNKDSFCYLLAPFYLSLL 

PQSLLSKLQCEALHRQRHSSVLWQVLLL 

LRCKHT 


2009 


10060 


A 


2947 


298 


456 


N1YQLE*K*FKNGQVWLGAVVRACNPST 
LGGRWIPWGQEFGTSLANMVKPRLY 


2010 


10061 


A 


2948 


59 


190 


ARSFHSDAPQGHLECHWCPGVLEL*GHR 
NPDTCPHLEQGISSK 


2011 


10062 


A 


2949 


319 


460 


HFSYIHWFYTEKYKIKITHQDYLQKFIIY/ 
CTEEKH A YH ♦PNKILFIT 


2012 


10063 


A 


295 


2008 


2438 


WSLHRPRGPLLWHMPRVPPPLTGL*SSP 

HDSVGPQPWKSPPTTSFNSPDPPENVQN 

HPGKPVAKSPFVPQRNGH/PPKROTWGS 

STCWGEVIRSGSPPPPTVKPVWPTSCEFGS 

VLPPEDETVFP\PHFPVSLILFAISFALVCG 

D 


2013 


10064 


A 


2950 


78 


3703 


FQELGAREPFGNMYDADEDMQYDEDD 

DEITPDLWQEACWIVISSYFDEKGLVRQ 

QLDSFDEFIQMSVQRIVEDAPPIDLQAEA 

QHASGEVEEPPRYLLKFEQIYLSKPTHW 

ERDGAPSPMMPNEARLRNLTYSAPLYV 

DITKTVIKEGEEQLQTQHQKTFIGKIPIML 

RSTYCLLNGLTR\RDLCELNECPSDP\GR 

YFIIVNGSEKVUAQRKMATNTSFCRLQK 

TDSKYAYT\GECRSCLENSSRPTSTIWVS 


2014 


10065 


C 


2951 


162 


293 


MGNLLKVLTCTDLEQGPNFFLDFENAQP 
TESEKEIYNQVNVAL* 


2015 


10066 


A 


2952 


286 


1327 


AGAKFFP*F*KVADAQPTESEKEIYNQV 

NVVLKDAEGILEDtQSYRGAGHEIREAI 

QHPADEKVAKKKAWGAVVPLWGKLKK 

FYEFSQRLEAALRGLLGALTSTPYSPTQH 

LEREQALAKQFAEILHFTLRFDELKMTN 

PAIQNDFSYYRRTLSRMR1NN\YPAEGEN 

EVANELANRMSLFYAEATPVMLKTLSDA 

TTKFVSENKNLPIENTTDCLSTMASVCR 

VMAGNT\EYRSQILQNEETVSFLSWRAM 

VGCS*YSYDHRTSSGEAFCLKLPKFDMK 

GCIKVLKDQPPNSVEGLLK\SLR\YTTKH 

LEWMRLPPSKLKSMLPITILGIKHPAVDR 

ROYSAMTENAVF 


2016 


10067 


A 


2953 


75 


478 


AVKMCDFT*DQTA*FKEAFQLFDRTGDG 

KILYSQCGVDPKSDENWVKVLDFEHFLP 

MLQTVAKNKDQGTY+DYVEGLRVFDKE 

GNGTVMGAEIRHVLVTLGEKMTEEEVQ 

MLVAGHEDSNGCINYEELVRMVLNG 


2017 


10068 


A 


2954 


2 


343 





347 



wo 01/88088 



PCTAJSOl/14827 



2018 


10069 


A 


2955 


34 


353 




2019 


10070 


A 


2956 


2 


303 




2020 


10071 


A 


2957 


1 


999 




2021 


10072 


A 


2958 


255 


528 


ARYKIHTGKGTDSGETGKVLSHSAPCGR 
CSRPWARHPDRSMPHKRFIVDTNQLLSS 
CPATSISTSSSVNVLPRCD/FPEDQTAEFK 
EAFQLFDRTGDGKILYSQ\CGDVMRALG 
QNPTHAE\VLKVLGNP\KSDEMNVKVLD 
FEHFLPXMLQTVAKNQDPGSPMGFMSKE 
LRVFYKVEGNGTWMGAEIRHVLWTPCn 
KLTEEEVEMLVAGHEDSN\G\CINYEAFV 
RHTPVGVTGPWAGASSAWC 


2022 


10073 


A 


2959 


26 


518 


AVKMCDFTE\DQTAEFKEAFQLFD/RKPG 

DGKIPCTAQCGDVMRALGQNPLPNAEW 

LKAPGEPPRSDDMSVKEH\DCEHFVLHIL 

QT\VAQNQG\QGTY\EDYVEDFRVFDKEG 

NNGTWMGAVEIRHVLVTLGEED^QRKKV 

EMLVAGP*RTANGLVSNYEELVRMVLN 

G 


2023 


10074 


C 


296 


165 


290 


MCHRAGPASLSAGQFIHIFLVTPMAAPRI 
SAVCGPESRHQG* 


2024 


10075 


A 


2960 


453 


744 




2025 


10076 


A 


2961 


736 


1062 




2026 


10077 


A 


2962 


295 


782 


pllcnpdpgwywwvkqeseiskesqem 

darpkldlgfkegqtiklcignitnkkgg 

askprtarggglsllpppp*gk:vtipppss 

A/^KLPSTNHVTPPSIPKSNHGGSDA\DILL\ 

TM r%CD A D'\/'rTDAiyn>V\/C\/CXl\rM \1170TM?0 

UuUorArv I 1 rAKlr\VoVoN\UL\WGDFS 
TASSSVP\NOAPOPSN\WVOF 


2027 


10078 


A 


2963 


192 


324 




2028 


10079 


A 


2964 


I 


1044 




2029 


10080 


A 


2965 


1 


8U 




2030 


10081 


A 


2966 


) 


750 




2031 


10082 


A 


2967 


493 


1946 




2032 


10083 


A 


2968 


539 


1215 




2033 


10084 


A 


2969 


414 


1762 




2034 


10085 


A 


297 


883 


1095 


GSGV*DQPG\QHGKPPSLL*LQNLAERGG 
GHL*SQLLRRLRQENHLNPGGRCC\SELR 
SRHCTPAWATRAKL 


2035 


10086 


A 


2970 


449 


1305 


SKSRMSAEVIHQVEEALDTDEKEMLLFL 
CRDVAIDV\TPPNVR\DLL\DNLRERGKLS 
VGDLAELLYRVRRFDLLKRILKMDRKA 
VETHLLRNPHI VSHYUVl MAPlfiPni nif 

SDVSSLIFLMKDYMGR\GKISKEKSFLDL 

VVELEKLNLVAPDQLDLLEKCLKNIHRI 

DLKTKIQKYKQSVQGAGTSYRNVLQAAI 

QKSLKDPSNNFRLHNGRSKEQRLKEQLG 

AQQEPVKKSIQESEAFLPQSIPEERYKMK 

SKPLGNLPGLIDWHWALRTELSFEDTFTS 

LGY 


2036 


10087 


A 


2971 


473 


1164 


SKSRMSAEVIHQVEEALDTDEKEMLLFL 

CRDVA1DV\VPPNVRD\LLDILRERGKLS 

VGDLAELLYRVRRFDLLKRILKMDRKA 

VETPLFKDPPLVSDYGVLMAEIGEDLDK 

SDVSSLIFLMKDYMGRGKJSKEKSFLDL 

VVELEKLNLV/APPDQLDLXLEKCLKNIP 

QK*P*RQKSQKYKQSV\QGAGTSYRNVL\ 

QAAI\QKSLKDP\SNNFRMITP\YAHCP\DL 

KI\LGNCSM 


2037 


10088 


A 


2972 


482 


692 


EKPL*SYLSSFFHFLEMGSHSIPRLVCSGV 
IVAHCSLQLLGSSDVPTS/ASR*LGLTGSH 
TTIPSLGLFLN 


2038 


10089 


A 


2973 


I 


358 


AQLVEFGEHSMAPPAHFRALLYHPGTAT 

LVPHPASISQHSPSPWGNA/RG*PV*RQR 

HLTAPRSPPHPRFRHKPGKDPRENPSRW 

PEVPSLPQTHVVPGQAAWDTVNTTVCK 

NRSTKPOD 
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2039 


1009C 


A 


2978 


136 


50C 


GTLPNSSLCESNNGHPRQRGRGSCPSRY 

TGVPSSPRLSRIQSWIR/HLHPPPSPTRPSY 

SSPQASASPVGLRGHPAQTWTTCSRSVP 

SPVRFSSGSDGEKRLGQSCPHGNDPGAA 

CISRPPYA 


2040 


10091 


A 


2979 


242 


9991 


FKLELHQESDMEFNNTTQEDVQERLAY 

AEQLVVELKDIIRQKDVQLQQKDEALQE 

ERKAADNKIKKLKLHAKAKLTSLNKYIE 

EMKAQGGTVLPTEPQSEEQLSKHDKSST 

EEEMEIEKIKHKLQEKEELISTLQAQLTQ 

AQAEQPAQSSTEMEEFVMMKQQLQEKE 

EFISTLQAQLSQTQAEQAAQLSSMQQW 

REKDARFETOVRl HFDFI 1 OI VTOAnVF 

TEMQQKLRVLQRKLEEHEESLVGRAQV 

VDLLQ 


2041 


10092 


B 


298 


191 


494 


MKLKRGAGSCKKPGSSGWGPAVGEFHS 
VQNICARREYQRQDYMDAMAEKQKLD 
AEFQKRLEKNKIAAEEQTAKRRKKRQKL 
KEKKLLAKKMKLEQKKQEGPX* 


2042 


10093 




2980 


"I 
J 






2043 


10094 


A 


2981 


1 
1 






2044 


10095 


A 


2982 


291 


686 


GLGTFAYISQDVWKSLYVQAEVCCRGR 

VFLVCSCGSCWSKSSRCEPPYAVLSIQVE 

AAHMHEIWCRDSDRDLPWEVSSCSLLLE 

KDPP/SGPQTDQPKKHLTNFKSDKGDTF 

YPWTQNSGAGHGLGROPSLGV 


2045 


10096 


A 


2983 


1 


639 




2046 


10097 


A 


2984 


2 


423 


GFLVLLTSRMKLRTLAKQRRHILSVDPK 

LRRRSRTGKAAFPWCLUAGTPLIIHPRFK 

GVRPCRDACLGPSPLAASPAFLGEGQEL 

ATSARNLTTRPRNACSPGFLLSRVHLCG 

TPLEI*PPGQGMPAAQDSS*AVSICAGPH 

WKbJL>Uo J HLAU 1 rKArUlLAQuSL 


2047 


10098 


c 


2985 


80 


106 




2048 


10099 


c 


2986 


259 


531 


KCQKSGHQAKECLQPRIPPKPRPICAGPH 
WKLDCPTHLASTPRAPGTLAQGSLTASQ 
IFLA* 


2049 


10100 


A 


2987 


3 


505 




2050 


lOlOl 


A 


2988 


1 


1056 




2051 


10102 


A 


2989 


1 


1482 




2052 


10103 


A 


299 


2 


478 


SGRLPWLAQPPPRCDHRGPRKSRRRSSS 

PRMRREEQKLKLERLMKNPDKAVPIPEK 

Mofc WArKi^rJrtr V KU VMuooAOAOoOt 

FHVYRHLRRRFYORODYMDAMAFI^niC 

LDAEFQKRLEKNKIAAEEQTAKRRKK/R 

PQS**KKNLLAKKMKLEQKKOEG 


2053 


10104 


A 


2990 


399 


567 


ACYKCWKSGHRVKECLQPRIPPKPCPIC 
AGPH*RSDCSTHLAATPRAPGTLAQGSL 


2054 


10105 


A 


2991 


1 


468 




2055 


10106 


A 


2992 


I 


984 




2056 


10107 


A 


2993 


1 


900 




2057 


10108 


A 


2994 




522 




2058 


10109 


A 


2995 


3 


1150 






lUJ lU 


A 


2996 


3 


500 


LEGASYGETKADVAEGKSQKKATEWRS 
QGQRRKGEETSQLKDCKRTNQLSVKRT 
NQLSVIWTNQQDVGSYANPLMAAEPAQ 
AVKLGWRPSPKPHIGDKSVSFWLLWMG 
SVQQGQKIGP/PSQGNACRPRNSS*SHVP 
CGGGPHWKLDCSTHLAATPRAPGTLAQ 
QSL 
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2060 


lOlU 


A 


2997 


3 


603 


GHSRPRNWSQWSPRFLWLEAHRRPSGSP 

DSAELRSQVSDCLGTSRHGTGALFLALG 

lYAASCYVARFlRVRPHRDAYSLQGRLS 

DHSPTFQGCQTTQGRLPWSFTLSGKSRF 

SGEGATTSPAHKNFQTPEPQWPGIPPEPP 

PTGACYTCRKSGHWAKECPQARIPPKPH 

PICVGPH*KSDCSTHLAATPRAPGTLAQG 

SL 


2061 


10112 


A 


2998 


1 


669 




2062 


10113 


A 


2999 


1 


762 




2063 


10114 


A 


3 


32 


474 


LYALRNQIKPPPHVTGGQ*QKQERTKPA 

WRPPRP/GPPPFIALIGFCFSSVPVAWVEL 

RVEPPGGHWPLSPLGEVRGEWRRPLSGL 

ASA^GQWLVPRSPEGGGGGWAGSPQVS 

GGWPPSAHLRNPPLSLGDILPAPQHPALS 

PGGPKLCG 


2064 


10115 


A 


30 


147 


766 


GALHLlRKGSPLHGGAHKHVAOOfiRfiir 
SRVHRPTHVHTQGRKATRLGLCSAHGR 
APHPSFLPLVPVCCS/WHHCETP\RPCPLL 
PCPPPSSGASTSRTASSPVLSLTD*PYLSE 
TEEQVSP\GLTHKASLEPRSDSDAKTSSH 
PRDWPHPMVDCAAALSWTQPLWMFCG 
SRLAFHDAPAPAHMRAIWASRAIPAARP 
urnLuLAAAoC 


2065 


10116 








*fuy 


V \j^r» 1 Or 1 L* I L>lvN/UC>lv Wi/ArlLETV WFF 
VRS*T\LDMNCTPAIPFI FIVPT FMVfiHA 

Y*MTCTRIFMAALFIIATVNQKSPKCS]NS1 
HATKYYIAMKLIQLYPYVATWINKVF 


2066 


10117 


A 


3000 


\ 


519 




2067 


10118 


A 


3001 


1202 


1315 




2068 


10119 


A 


3002 


1 


930 




2069 


10120 


A 


3003 


132 


248 




2070 


10121 


A 


3004 


3 


439 




2071 


10122 


A 


3005 


I 


357 




2072 


10123 


A 


3006 


1 


765 




2073 


10124 


A 


3007 


1 


1434 


SVAFVFACPAVDYLViaSWELQGDEEQD 
GLRNMIWQTLQKTKDYEEDVRIQNAINI 
AQGASEAIGQRQSSAAKPRRSGKESVRE 
PWARVPGALGVAARKYQKMKGIEIKRR 

LTGFEIEPPKVTVMPKNQSFTGGSEVSIM 

CSATGYPKPKIAWTVNDMFIVGSHRYR 

MTSDGTLFIKNAAPKDAGIYGCLAKAPK 

LMVVOSELLVALnDITVMFPKT^niPPP 

QVKWFKGDLELRPST/CFLLSILAP/PLQS 

LPSLNFNSFHFLVDFLAATPRAPGTLAQG 

SLTDSFPDLLGLAAED 


2074 


10125 


A 


3008 


166 


421 


RPRSERLLWGTSPLS/CALTL*GDPPITSG 
PQTNQLKEHLTNFKSGPHWKMDCPTHP 
AATPRAPGTLAQGSLTDSFPDLLGSAAE 
D 


2075 


10126 


A 


3009 


1 


434 




2076 


10127 


A 


301 


92 


617 


DRVLSLLPRLECSGSILAHCNVCLP/GFK 

RFS\CLSLPSSWDYRHTPPCP/V*LVFLVE 

MGFRHFSQAKSRTiyrGDPPASASQKCW 

NYRRDNLXAWLASALNKVINLLKSEIPSF 

FLVQLSGFSRTLLLQGFLNFNYHTLVYS 

NNLPIMQTFTQDFGRISGKPFPGIMELCN 

REILYIM 
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2077 


10128 


A 


3010 


1478 


2240 


WQVPLSWGRGKYPSTPSPSPLAASPTFL 
GQGQVPLNPFSFTLSGKSRFPGAGASTPQ 
PLLLHPQRQVPLSWGRGKYPSTPSPSPSA 
ASPAFLGQGQVPLNPFSFTLSSKSRFPRG 

lcpnplfpclnpfsaflegknpppllrvst 
lfsglasftmgacytcqksghwakecp 
qpgippkpcpisvgph*ksdcsthlaatpg 
apgtlAo/gltdsfpdllglaaed 


2078 


10129 


A 


3011 


1 


624 




2079 


10130 


A 


3012 


321 


512 




2080 


10131 


A 


3013 


1005 


1251 


KGGWSQRHSQGACYTCRKSGHWAKEC 

PQPGIPPKPRPICVGPH*KSDCSTHLAANP 

RAPGTLAQGSLTDSFPDLLGLAAED 


2081 


10132 


C 


3014 


18 


56 


MAINSIRSLQLM* 


2082 


10133 


A 


3015 


188 


364 




2083 


10134 


A 


3016 


602 


2459 


FWGEGEKATAFLICNLAGCLRCPVDMN 

S\QGSDSNEEDYDP\NCE\EKEEEEED\DP\ 

GDIEDYY\VGVASDVEQQGADAFDP\EE 

YOFTCLTYKESEGVALNEHMTCLSFLSL 

KVSHSSWLNLYLVNF\HWQVSEILDRYK 

SNSAQLLVEARVQPNP/SQKHVPTSHPPH 

H\CAGCGMQVCAKRENLLySLWACQL*F 

CRSCWEQHCS\VLVKDGVGVG\VSCMA\ 

Q\DCPL\RNTSGTFVFPVLLPNEEFEERKY 

RRYLFRDYVESHYQLQL\CPG\ADCPM\V 

IRVQEPRA/RARVQCVNRCNEVF\CFKCR 

QMYHAPTD\CAT1\RKWLTKL\QDDSETA 

NYI\SAHTKDCPKCN1C1\EKDGG\CNH\M 

QCSKCKHDFCWMCLGDWKTHGSEYYE 

CSRYKENPDIVNQSQQAQA/RREALKKY 

LFYFERWENHNKSLQLEAQTYQRIVHEKI 

QERVMNNLGTW1\DWQYLQNAAKFFGQ 

GSFSSLLLQCRYTLQYTYPY\AYYM\ESG 

PRKKLFEYQQAQLEAEIENLSWKWERA 

DSYD\RGDLENPDAIITEPTGGTNPCLKD 

FNHDTLSWDVDVPGVRKISLARSPRAAH 

TACLAGSAFHDPQATAQGPTPERHWQH 

LLVDFCFLLFSLFVSTQGRRPC 


2084 


10135 


A 


3017 


103 


769 


GPCCIPIIQQLILFQCFICHFSGPLCFQLCK 

LMMPSKSLVMEYLAHPSTLXGLAVGVAC 

GMCLG\WSLRV\CFGMLPKSKTSKTHTD 

T\ESEASILGRQPGSPG*FLVVRN* L*RWG 

KGERGCPSASHAAVSSPTKQISKJCKSPE 

MAQNNGEYWWASPKVGGSKVPDEETLI 

AL\LAHAKMLG\LTVSL1QDAGRTQ1\APG 

SQTVLGIGPGPADLlDKVnGHLKLY 


2085 


10136 


A 


3018 


99 


478 




2086 


10137 


A 


3019 


2 


87 




2087 


10138 


A 


302 


367 


619 


ETRCRGHPPRDREPPPS*PGIQSSPGVP/PS 
RPSNKAYPRLPIRPQPPGLSFR\STPPRPSP 
\KPPCPPH1GRHVQPTKTSAVS1LS 


2088 


10139 


A 


3020 


1 


921 
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2089 


10140 


A 


3021 


1 


2203 


MGGASARPAAPSGRWGVPLPGRPFWEV 

MSPSARPPPRLGGVPNSSLRTGHDDDGG 

FVEQRRGKGDSEGQLGLRIKLVRVVFSW 

QLVMAFDKAELPSSPKVLVLTTVTRATG 

GVGLQTLRRLQERPGIGQLGALCLICtVR 

LCGHEEMTSTFNPRECKLSKQEGQNYGF 

FLRIEKDTEGHLVRVVEKCSPAEKAGLQ 

DGDRVLRINGVFVDKEEHMQWDLVRK 

SGNSVTLLVLDGDSYEKAVKTRVDLKEL 

GQSQKEQGLSDNILSPVMNGGVQTWTQ 

PRLCYLVKEGGSYGFSLKTVQGKKGVY 

MTDITPQGVAMRAGVLADDHLIEVNGE 

IMVEDASHEEVVEKVREGPRRVGYGFDR 

QQMAAALQKRGLTVKNKQTESNNNINK 

KRPHKNPIQRSAASKIEELEKNYFKIQYG 

SKKEPVQVKTTVSKKNKAGGITLPDFKL 

YYKVTVTKTACSRYFHWKMNLCVILLIL 

A^FPMVPFLQLAYnVSNIRLLVHKQRLLF 

SCLLWl^TFMYFFWKLGDPFPILSPKHGIL 

SIEOLISRVGVIGVTLMALLSGFGAVNCP 

YTYMSYFLRNVTDTDILALERRLLQTMD 

MIISKKKRLRGPGVVGFLLIYSPVGQIAE 

DLTLIQQEVDALEELSRQLFLETADLYAT 

KERIEYSKTFKGKYFNFLGYFFSIYCVW 

KIFMVKFWSQHISFILVGllIVTSIRGLLITL 

TKFFYAISSSKSSNVIVLLLAQIMGMYFV 

ss 


2090 


10141 


A 


3022 


2 


215 




2091 


10142 


A 


3023 


50 


1598 


GGLWPQRAVASGSGKWRQEPSLHFAMS 
FLIDSSIMITSQILFFGFGWLFFMRQLFKD 
YEIRQYVVQVIFSVTFAFSCTMFELIIFEIL 
GVLNSSSRYFHWKMNLCVILLILWFMVV 
PFY1G\YF1V\SNIRLLLSPLSQVA*TTDWL 
FSCLLGL\TFMYFFG\KLGDPFPILSPKHGI 
LSIEQLISRVGVIGWTLMALLSGFGAVNC 
PYTYMSYFLRNVTDTDILALERRLLQTM 
DMIISKKKRMAMARRTMFQKGEVHNKP 
SGFWGMIKSVTTSASGSENLTLIQQEVD 

KGKYFNFLGYFFSI YCV WKIFMATINI VF 

DRVGKTDPVTRGIEITVNYLGIQFDVKF 

WSQHISFILVGIIIVTSIRGLLITLTKFFYAI 

SSSKSSNVIVLLLAQIMGMYFVSSVLLIR 

MSMPLEYRT11TEVUGEELQFNFA'IHRW\ 

FMDVIFLVRRFSLGILFPLFGLHKQAPEKXQ 

MAPLNLKPYLQTDKRPSGFQKFRI 


2092 


10143 


A 


3024 


1 


158 




2093 


10144 


A 


3025 


2 


1067 


AAELGTFAGTQSGAWRAERSWHNRGP 

MMWRPSVLLLLLLLRHGAQGKPSPDAG 

PHGTGRVHQAAPLSDAPHDDAHGNFQY 

DHEAFL*REVAKEFDQLTPQESQARLGRI 

VDRMDRAGDGDGWVSLAELRAWIAHT 

ELRNATYGHYAPGEEFHDVEDAETYKK 

MLARDERRFRVADQDGDSMATREELTA 

FLHPEEFPHMRDIVIAETLEDLDRNKDGY 

VQVEEYIADLYSAEPGEEEPAWVQTERQ 

QFRDFRDLNKDGHLDGSEVGHWVLPPA 

QDQPLVEANHLLHESDTDKDGRLXTKAE 

ILGNWNMFVGSOATNYGEDLTRHHDEL 


2094 


10145 


A 


3026 


2 


860 
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2095 


10146 


A 


3027 


2 


1681 


FGTLGSAFPESCPFQKJEDGMIKFQIQGIH 

VQERVTFKDVAVVFIXWLALLDKAQI 

NLYQDVMLENFMNLMLWIPLPVSFQLG 

SANGESQQEIQGRDKSEVRIFIPPGFSLEV 

AVEWLYSISIDQRDAHPKTDPKLRPEEA 

QRKSLSRNVKMHCFVKPRAAPQTEPTLE 

PTLFPSYPGVRPVPWRMRKEAYGLQSPE 

SPARSSGHSQGYPGEDLHRAEQRPERFA 

GSAWTWSLQRLATWKRIQRTGQNTWLE 

ALANLLANMTQLPGHFSTFLVSAPHPAA 

EKPLLHSILTHRPVHLLATVTLLPAEEAP 

LMADITAQAILTPQLCSGTLLLAHVAAR 

AHADTNLQHVGIPAGDTTGDMASMTLL 

PGSDTVDLKDTAPCIVAAPVPAMAKKG 

QGIAQAIASEGANPRPWQLPRTVGPWN 

GEGKCGVGAPRVPTEALPSGAVRRGPPS 

SRPQTOQQLPPCAWKRCRHSTPAHENSQ 

VGYTLQSHRGRDAQGLGSSSLASACLD 

VRHGVKGDYFRTLRPNDCPAGFQTGMG 

PAAPLFCLISPFQNGGIYPKAVAPLYLGS 

N 


2096 


10147 


A 


3028 


51 


569 


SLRTVPPHYLQGSPGTPIPPSSLGPASGTR 

RVES/CVAAPNEQEGSSKGGARPVTICDS 

QNRPCCPPPPSPALPQADPSLKTWLLLN 

H1RWDTDSMICMEDSS**GFK/PNKDSIK 

VQVRLRGVQGVGHCMGGAALPSTSLSS 

CLTPFPAPLNSRHTTLAPPLPQPENPAQR 

TTP 


2097 


10148 


A 


3029 


2 


395 




2098 


10149 


A 


303 


2 


519 


FPLFLFLLLLLAFPVALTTTRRIQGVPQTL 

VLQAKRVNTSRPHPD/GS/QPPTSASFNQ 

LNPTTNSTPQLRSHVASGYVG*ICQMQYP 

H/PPQHAPAPPQPCPWQVDTFLPAPTRPL 

LGSGPGSPSRRSPGGVPPPAGKGPAPGPE 

CPPTAQRPTT/RQYLGPLFKGDPRNSPRE 

KPRS 


2099 


10150 


A 


3030 


2 


1038 


GLLEPFSKLLSFVIQNAVFTLAYLVELCG 

LCYRAFTKERDKFYLSRSGCSKSFCRRL 

KLKSPLPDTNLLLLVQFI\LPDAGTKLD*V 

NNPEQADDSLCTWDVGTAVAMECVRQY 

INEVLDFM\ADMHTLTKLKSHMKTCSQA 

S\DEDTFGGHLKVGLAQIAAMDISRGNH 

RDNKAVIRYLPWLYHPPSAMQQGPKEFI 

ECVSHIRLLSWLLLGSLTHNAVCPNASSP 

CLPIPLDAGSHVADHLIVILIGFPEQSKTS 

VLHMCSLFHAFIFAQLWTVYCEQSAVAT 

NLQNQNEFSFTAILTALEFW\SRVTP\AIL 

QLMG/HINKVMGRKWVLLSMWISLMGG 

NLPGNAIWT 


2100 


10151 


A 


3031 


3615 


5322 


EVPPNPACYQHQA*SVCLCLHLKSSLTSS 

RRVCTDKCHDCGAILEEYDEETLGLAIV 

VLSTFIHLSPDLAAPLLLDIMQSVGRLAS 

STTFSNQAESWPPTASSRSCSKARSKVIH 

PLRIQAPQICLIPDTQTLNPIVDFPDGTFL 

RTLASSLMDFNELSSIAALSQLLEGLNNK 

KNLPAGGAMIRCLENIATFMEALPMDSP 

SSLWTTISNQFQTFFAKLPCVLPLKSLLE 

PFSKLLSFVIQNAVFTLAYLVELCGLCYR 

AFTKERDKFYLSRSWLELLQALKLKSP 

LPDTNLLLLVQYENKMNEKAERLVLKL 

LNSAQQQFQFICADAGTKLAESTILSKQ 

MIASVPGCGTAAMECVRQYINEVLDFM 

ADMHTLTKLKTSVLHMCSLFHAFIFAQL 

WTVYCEQSAVATNLQNQNEFSFTAILTA 

LEFWSRVTPSILQLMAHNKVLIPMWLPM 

IQSNIKHLSAGLQLRLQAIQNHVNHHSLR 

TLPGSGQSSAGLAALRKWLQCTQFKMA 

QVENPVLGKQPLNFILYEWTPSAPQCQH 

SGLAIMGLKTNNLDPQAGWGNHIGYLY 
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NPLS 


2101 


10152 


A 


3032 


3 


1078 


FFSSVFPAAIEPGERASARRRVSRAGCLA 

LTLPALLLVTHQVPAEAAVSRAMAEL\T 

ALESUEMGFPRGRAEKALALTGNQGIE 

AAMDWLMEHEDDPDVDEPLETPLGHILX 

GREPTFSEQGGPLKDLVLAVAGEGKPALS 

♦/EEERQEQTK\RMFGAWLAQKGSRE\RE 

EREGRE\ALERERQRR\RQGQE\LSAARQ 

RLQED\KMRR\AAAEERRREKAEE\LAAR 

QRVREKIERDKAERAKKYGGSVGSQPPQ 

\VAPEPGP\VPSSP\SQEPP\TKGEDDKCRI 

Q\VRLPRWDPH*PQTFRAREQLAAVRL\Y 

VEL\HRGEEL\GGGARDPVQIASVAFP\RR 

AFLRSLTMER\PLOELGMAAKTRNQD 


2102 


10153 


A 


3033 


2 


565 


IHFQQEHWPSQLLLRESLEDMMLHSALG 

LCLLLVTVSSNLAIAIKKEKRPPQPLSRGN 

WGDDITGVQTYEEGSLLCSKK*GSH*WV 

IHHLG\DCQYSQALKKVFAQNEE1QEMA 

QNKFIMLNLMHETTDKNLSPDGQYVPRI 

MFVDPSLTVRADIAGRYSNRLYTYEPRD 

LPLLIENMKKALRLIOSEL 


2103 


10154 


A 


3034 


73 


262 




2104 


10155 


A 


3035 


29 


867 


PLEGIADNRFPHGETSTLPATFCSPSAPEL 

ASMSVVPPNRSQTGWPRGVTQFGNKYl 

QQTKPL\TL\ERTINLYPLTN\YTFGTKRAP 

LTRRTSSV\AARRQRIEGKNFDKIGMRRT 

VEGVLMVHENHRLTPWCYLLQLGTNFLP 

NYLGWLNLTPGEDEWEGLKTA**PEIPG 

SVQDGVUQDVWGPLTDCHWVTWWVRP 

KFLNPPSVSHlFPAHlTVKPKEmiRKLFPG 

SSLQEKALVLQFPICKFTSW*PATPLFELY 

DNA\PGYGP1ISSLP0LLSRFNFIYN 


2105 


10156 


A 


3036 


2 


817 


RARIPKN4AAVKDSCG*GEMATGNGRR\L 

HLG1PEAVFVYYFSY*RKMYHYFMKQP 

GNETADTVLKKVLDEQYQKYKFMELNL 

AQKKRRLKGQIP\EIKQTLEILKYMQKKK 

EVSTNFNGRPRFFAGRLTLYLQKLSVPPT 

R*RG/CLGLGANVMLEYD1DEAQ\ALLGK 

DL\STATK1LDSRGGRTLTFL\RDQFTTTE 

VNMARGLLIGDVKJCEGNKDVDSTKNKA 

LMLGQFKNVGLVFPNMFIFKYPFIPYRFD 

INFGMFNQPRNFKEKINTILFIY 




mi Ki 


A 


3037 


3 


468 


ERJMEWHRHTMTECSAQEPKSHDIYLRL 
LVKLYRFLARRTNSTFNQVVLKRLFMSR 
TNRPPLSLSRMIRKMKLPGRENKTAWV 
GTITDDVRVQEVPKLKVCALRVTSRARS 
RILRAGGKILTFDQLALD/SPYVRSKGRK 
FERARCRRARRGYKN 


2107 


10158 


A 


3038 


1 


693 
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2m 


I 10159 


A 3031 


) lot 


) 75( 


> VDHPPYKRTEKVRAQRSPKSQYIYLSLL 
LK.LYRFSGPEEPN SNiQTR V VLKRLFMSP 
HQTGPPLS\LSRMIR\KMKLSWPGKQRRA 
VVCWGPITDVDVRGSRRYPKLKVCCTAP 
*PSRAPQAAILKAGGK\ILTIADQLALGLP 
LKG\CGTVLLSG\PSKG\RKVYRHFRQRP 
QEPPHKPHQNPTFRSKGRKFERARG\RR 
AbXKGYKKLTLDPTLLYKKIFA 


210S 


I 10160 


A 304 






f r«roi-K^Wi-ULiorOJvLAuAKuKGTVHVG 
GPEGPCTHSTSTKRMAKRHPEVSTGGGG 
KAP*/SQGIRGQGAGQG\GARSGVAGNG 
GGGARSRLRLSPAAASATA/SGPEGS\GP 
GSGGRSRVPVEAAPPCPRSDVVPAARGA 
AAAGPGGTWLPASOVGPSGPWG 


2110 


10161 


\ 3040 


301 


390 




2111 


10162. 


A 3041 


1 


737 


MWFAYSPFTFCHDWKLPEASAEAKRMP 

ALCFLYSLQHPLCEDGVCAHEAGVWGI 

GGLIIAYVKGYEEVSQKFTSIRRVRGDNY 

CALRATLFQAMSQAVGLPPWLQDPELM 

LWFVAILLHSHLECREPLUPILSLYMGA 

LVRCTTLCLGYYKNIHDIIPDRSGPELGG 

DATIRKMLSFWWPLALILATQRISRPIVN 

LFVSRDLGGSSAATEAVAILTATYPVGH 

MPYGWLTEIRAVYPAFDKNNPSNKLVST 

SNTVTAAHIKKFTFVCMALSLTLKDSVQ 

KPDISLTGRLVQTLPTRMRHQRGESKDV 

APLASWLSEPSTSSEASQTSSKLTINSQG 

EGKAKQKLECGTLSIVLRSCEKNQERIK 

AAEKRNRSWTTLCGLGAWRPLLFELPVI 

VQTPDQTNRFQFRYPAKTQSGLCSFFHS 

FDLLTLEAFVKVWFPGCLLILLCFVMFW 

TPNVSEKIUDIIGVDFAFAELCWPLRIFS 

FFPVPVTVRAHLTGWL/QGPGAHAGCFC 

SHFASQSPGMPGAPAHPDPLLVHGRTCA 

LHHPVPGLLQEHSRHHP*QKWPGAGGR 

CNNKJCDAELLVAFGSNSGHTENQSAYC 

QPLCFPGPWWQFCSHRGSGDFDSHIPCG 

SHAIRLVDGNPCCVSCFRQE 


2112 


10163 / 


V 3042 


889 


1577 


RGKKNTVUCKIRSQFTIRESFDLRYKEHI 

PLPKLEFPLDTKVFOLLGEDMVCTGPTG 

VALKGPHWKYIGIIDEGKDLVNFSYQKL 

VFRTSWSTWLPRGPRVLLRDCSLKTPKP 

AAQAQEPTVVHLRPRRQGFSGSMRSLID 

WVSLTHSDGDVIVPIVLSNERYHWPWL 

GWVGGVDCDEFFRWLGEARLH\LDGV 

AHQH*GKKEPFPTCSKTTSVSHLVEWP 

QKLSWVI 


91 n 


IvlOH Z' 




2188 


2706 

1 


RESIDQGFSNFFFFLRRSLDSVTQAGVQ 

wriui-ool^V^ " "rrOr K*K'r bCLoLLoS'D Y 

RSPATMPGUFLYFFFLVETGGFTVLARX 

MVSIS*PQ/CDPPASASQ\SAGIQKNSFFFL 

ETRVSAFVAQAGVQWCDLGSPQPPPPG 

NAQPFSCLSLPSSWDYRRTPPGPANFAVC 

N 


2114 


10165 A 


3045 


33 


198 




2113 


10166 B 


3046 


6 


125 


MAGQFRIYLWDPLULSQIVLMQTVYYG 
SLGLWLALVDGL* 


2116 


10167 A 


3047 


1 


110 




2117 


10168 A 


3048 


260 


798 ] 
1 
( 

1 

( 
J 


[U^GHAOTLGSPSLALGMAGOFRSYVWn" 

PLLILSQIVLMQTVYYGSLGLWLAWVD 

3LLRISPSLDQMFDAEILGFS/TPFQGRLS 

VIMSFILNTLNSA\LGLLYFIRRGK\QCLDF 

rVTVHFFHLLGLLGSNSSPFSPSGG*TLV 

3LGPICPVVALHSLAV1GEYLCMRTELKE 

PLNSAPKSNV 
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2118 


10169 


B 


3049 


1 


528 


MRRQDCPNPMKKIRSSSPVQQERVSSLY 

FQSARGGLGVDVSALGTVTHVSPSSSAR 

VAMAMSAERGCSMGHIMGYRGVGRFT 

RGNGDHARVGYKGNPPEVSISGYDDNW 

YLGRTDATLSCDVRSNPEPTGYDWSTTS 

GTFPTSAVPRAPSWSSTQWTVCSIHLRL 

HITNAVDGPR* 


2119 


10170 


A 


305 


504 


935 


AYLQSSMIAQSRATRTGLATWHQHKAL 

DRHFPRLSSRHPLFETCSSPPCKRWGEKS 

HFRRACKEGRESAPCGIPRPRFKVHTPRG 

KLRMVRPVPRRFGGSRLGPRSRRKRRTK 

QPR*PAAPRDSPGAPAAPPTPRPSAARNG 

GG 


2120 


10171 


A 


3050 


31 


206 


GSSCRSRSLVVVLSIVLEGPAPAPGDPQT 
SPSALDKLKEFGNTLEDKARELISRIKQS 
ELSAKMRVPLRPRHEALPVAPGPGGGSV 
DRLGRPSPSPRGPPDVSQCLG*AEGVWK 
HTGGQGSGTHQPHQTE 


2121 


10172 


A 


3051 


21 


353 


SAAGTGPEPEPEPHRHLLNRPADRPPQSG 

PRASGRAQSPPGPSMARAAALLPSRSPPT 

PLLWPLLLLLLLETGAQDVRVQVLPEVR 

GQLGGTVELPCHLLPPVPGLYISLVTWQ 

RPDAPANHQNVAAFHPKMGPSFPSPICPG 

SERLSFVSAKQSTGQDTEAELQDATLAL 

HGLTVEDEGNYTCEFATFPKGSVRGMT 

WLRVIAKPKNQAEAQKVTFSQDPTTVAL 

CISKEGRPPARISWLSSLDWEAKETQVSG 

TLAGTVTVTSRFTLVPSGRADGVTVTCK 

VEHESFEEPALIPVTLSVRYPPEVSISGYD 

DNWYLGRTDATLSCDVRSNPEPTGYDW 

STTSGTFPTSAVAQGSQLV\IHAVDSL\FN 

TTFVCTSQPNPWALARAEQVIFWRETPQ 

GVLGLHPCMRVRRRRKSPGGAGGGASG 

DGGFYDPKASOVGKWGPRLLDTSSPWS 

HGTRWQG*GGGGGGREGRERPHVASTP 

STSRMTWSPSWTAPSSHGG/PVVV*PGPP 

WPGPLPSCRRDRRRRRCCGRCCCCCSW 

KPEPRMCEFKCYPRCEASSGAPWSCRAT 

CCHLFLDCTSPW 


2122 


10173 


A 


3052 


1 


1620 


MARAAALLPSRSPPTPLLWPLLLLLLLET 

GAQDVRVQVLPEVRGQLGGTVELPCHL 

LPPVPGLYISLVTWQRPDAPANHQNVAA 

FHPKMGPSFPSPKPGSERLSFVSAKQSTG 

QDTEAELQDATLALHGLTVEDEGNYTC 

EFATFPKGSVRGMTVWLRVIAKPKNQAE 

AQKVTFSQDPTTVALCISKEGRPPARISW 

LSSLDWEAKETQVSGTLAGTVTVTSRFT 

LVPSGRADGVTVTCKVEHESFKEPALIP 

VTLSVRYPPEVAISGYDDNWDLGRTDAT 

LSCDVRSNPEPTGYDWSTTSG\TFPTSAV 

AQGSQLVIHAVDSLFNTTFVCTVTNAVG 

MGRAEQVICVRETPNTAGAGPTGGIIGGI 

lAAlIATAVAATGILICRQQRKEQTLQGA 

EEDEDLEGPPSYKPPTPKAKLEAQEMPVS 

HLFTLGA*EHSPLKTPYFDAGASCTEQE 

MPRYHELPTLEERSGPLHPGATSLGSPIP 

VPPGPPAVEDVSLDLEDEEGEEEEEYLDT 

MNPIYDALSYSSPSDSYQGKGFVMSRAM 

YV 
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2123 


10174 


A 


3053 


408 


2708 


DPSSGHWLHWSIRPPAAGWSPRSGRAA 

ARAQSPRRREHGAPGRTGPGGGPRLLUL 

AVLLAAHPGAQDVRVQVLPEVRGQLGG 

TVELPCHLLPPVPGLYISLVTWQRPDAPA 

NHQNVAAFHPKMGPSFPSPKPGSERLSF 

VSAKQSTGQDTEAELQDATLALHGLTVE 

DEGNYTCEFATFPKGSVRGMTWLRVIA 

KPKNQAEAQKVTFSQDPTTVALCISKEG 

RPPARISWLSSLDWEAKETQVSGTLAGT 

VTVTSRFaVPSGRADGVTVTCKVEHES 

FEEPALIPVTLSVRyP\P\EVSISGYDDN\W 

Y\LG\RTDAT/L»ACDVRSNPEPTGY\DWS 

TrSGTFPTSAVAQGSQ\LVIHAVN/SVLFN 

TTFV\CTVTNA\VGIGAGAE\QVIFVRETP 

RASPRDVGPLVWGAVGGTLLVLLLLAG 

GSLAFILLRVRRRRKSPGGAGGGASGDG 

GFYDPKAQVLGNGDPVFWTPWPGPME 

PDGKDEEEEEEEEKAEKGLMLPPPPALE 

DDMESQLDGSLISRRAVYTPPSPVPGSA 

GAAAVACTDPVPSSGVHGHNDHKNSSS 

MFRMKALAQLSPYKTPNTAGAGATGGII 

GGIIAAIIATAVAATGIUCRQQRKEQTLQ 

GAEEDEDLEGPPSYKPPTPKAKLEAQEM 

PSQLFTLGASEHSPLKTPYFDAGASCTEQ 

VGAHGKTKEMPRYHELPTLEERSGPLHP 

GATSLGSPPVPPGPPAVEDVSLDLEDEE 

GEEEEEYLDKINPIYDALSYSSPSDSYQG 

KGFVMSRAMYV 


2124 


10175 


A 


3054 


115 


467 




2125 


10176 


A 


3055 


315 


431 




2126 


10177 


A 


3056 


53 


442 


PRVMAM/ATKGGTVKAASGFNAMEDA 

QTLRKAMKGLGTDEDAUSVLAYRNTAQ 

RQEIRTAYKSHGRDLIDDLKSELSGMFE 

QGAGTDEGCLIElLASRTPEEIRRISQ-nYQ 
QQYGRSLVEDDIRSDTSF 


2127 


10178 


A 


3057 


186 


1268 


PRDAflAMATIGGTVKAASGFNAMEDAHT 

LRKAMKGLGTDENAllSVLAYKNTAQRL 

EIRTAYKSnGR\DLIDDLKSEL\SGNF\EQ 

V1VG\MKMPT*RDDV\QELRRAMKGAGT 

\DEG\CLIEILASRTPEEIRR1SQTYQQQYG 

RSLEDDIRS\DTSFM\FKRVLV\SLSAGGR 

DEGNYLDDALVRQDAQDLYEAGEKKW 

GTDEVKFL\TVLCSPEPKITLLHVFDEYQ 

BCDIHRRIIEPEVLNSETSGIFWKIALLGLIV 

VKCMRNKSAYFAEKL\YKS\MKGLGTU) 

DhmLIR\^VSSSQKMD\MLDIPAHTSKR 

LLWKSPLYS\FIKNRVATSGD\YRK\VLLV 




iUl lU 


A 
r\ 







4608 








A 

t\. 




\ 


465 




2130 


10181 


A 


306 


163 


387 


IRQKKAIFVIVAFKRRGLRKTD/IYYYAR 
GG*FVKNKYRGFnELGTTCGKYFLFCTL 
AUDPSDSNIIISMPEQT 


2131 


10182 


B 


3060 


109 


192 


GSSSNEYLYERFGLLAVPSIRSLSVQSK* 


2132 


10183 


A 


3061 


1 


1542 




2133 


10184 


A 


3062 




4226 


EAVLCSSRGRPDSSMPDCCRNAALEARS 

CQSMTSLFSNTVSPTQDGTSSLPRRQSSF 

AKPPLRALYDLLIAPMEGGVVESTEPLG 

TSRSGFASGTALFWLGDNGKAASPPGVS 

VSSLENEDDNTQCNRLEQGYREAAVPD 

WTQDLALCLLPTLQSLKARTAPHLCVPS 

SCYKAWYTLAVSKVSGMVEGKAWIILL 

LLAASTHALLQRPQEGDITPLAGSRAAA 

VSCQARPFSTFSGLMHSSGPVGRHRQLIL 

VLE 
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2134 


10185 


A 


3063 


2 


4195 


ALDFPGRRFRPTASFIWASVLFETIRHEA 

EVSTDYKLSLFDLQTSSYQALQRVLVSL 

GHHDEALAVAERGRTRAFADLLVERQT 

GQQDSDPYSPVTIDQILEMVNGQRGLVL 

YYSLAAGYLYSWLLAPGAGIVKFHEHY 

LGENTVENSSDFQASSSVTLPTATGSALE 

QHIASVREALGVESHYSRACASSETESEA 

GDIMDQQFEEMNNKLNSVTDPTGFLRM 

VRRNNLFNRSCQSMTSLFSNTVSPTQDG 

TSS 


2135 


10186 


A 


3064 


8 


665 


SAQMAVTTADPRVRPRVRTQLCSLATSN 

RHAWCILSPEEKSAVTALWGK\VNVDE\ 

VGGKALGRLL\VVLPLVPDRFFE\SFGDL 

STP\DAVNGQn>KVKVSWSRKCLGA\FS 

DGPGFTWDNLQGSPLPTLK*ACTC*QAC 

TWDP*RTFRLPGGNVAGFWAWAHSLL 

GKEFQPHQCKLA^SRKLVGLVLAKCPW 

PHKYHLKLAFLAVQFLFKGFLWSLKTN 

Y 


2136 


10187 


A 


3065 


8 


531 


SAQMAVTTADPRVRPRVRTQLCSLASLI 

QTRMVHLTPVE\KSAVTALWGKVNVDE\ 

VGGKALGRLL\VVYPW\TQRFFE\SFGDL 

S\TP*SLLRANP*GERLHGKKSASVPFSDG 

\LAHL\DN\LKGTFAHTEVSLHCDK\LHRG 

SLKNFRLLGQRAWSVVAGPIHFWEKNF 

NPTSCRLA 


2137 


10188 


A 


3066 


91 


951 


TPHFHQGTGKRAAWPTWFNPAGPGIFLR 
R*GPGKAQRRRSIAP\RPAVGFPSGP1VRC 
PHGFGYPHERLRAGPRLPALRKLRVAGI 

NVQR\LKKYASNFILFPQRSPRAPKKGDR 

S\AEELKLGHPSLTGP\VMPVRNVYKK\E 

KARVITEEEKNFKAFASLRMARANAPAL 

RHTGQICEPREAAEQGC*KAHNKALPGD 

LESVGQSCWVSTWCVSWEQLGLGWGFT 

AVTSSCQGIWGFLERQSKPWIMLNLLVL 

KPCWLFG 


2138 


10189 


A 


3067 


1 


1603 


MKLLKSILLTILLDFSLHTCASLVPALQW 

ILLLLITVLVVEGIAVAQKTQDGQNIGIK 

HIPATQCGIWVRTSNGGHFASPNYPDSY 

PPNKECIYILEAAPRQRIELTFDEHYYIEP 

SFECRFDHLEVRDGPFGFSPLIDRYCGVK 

SPPLIRSTGRFMWIKFSSDEELEGLGISEQ 

lIPFIPDPDFTYLGRYFKFPS/HDCQFEmL 

RELDGDSAALVR*NKRRKQMQGQAFD\C 

IWDL*/MPFQKLK1YLRFLDYQMEHSNEC 

KRNFVAVYDGSSSIENLKAKFCSTVAND 

VMLKTGIGVIRMWADEGSRLSRFRMLFT 

SFGGASPAOAAl ^^FPH^iNMrrNrNSI vr>J 

GVQNCAYPWDENHCKEKKKAGVFEQIT 

KTHGTIIGITSGIVLVLLIISILVQVKQPRK 

KVMACKTAFNKTGFQEVFDPPHYELFSL 

RDKEISADLADLSEELDNYQKMRRSSTA 

SRCIHDHHCGSQASSVKQSRTNLSSMEL 

PFRNDFAQPQPMKTFNSTFKKSSYTFICQ 

GHECPEQGPGKDRVMGGRFPC 


2139 


10190 


A 


3068 


163 


392 


HQELLLFLLLSSRRLSRSPSEGSRPTM/AL 
GEKKIGFPSLLWCFPPSAAGASSQIKWIQ 
PCGSGAPPLPGCSGKRRA 


2140 


10191 


A 


3069 


190 


352 


HQELLLFLLLSSRRLSRSPSEGSRPTMVL 
EKRK*GFHPHSCLRAWRLKVCEGKS 


2141 


10192 


A 


307 


131 


395 


LWAARAAVLTSLLPTGSPSAALSGCCRP 
GGQGRYSVAACRGRAAGGVAPVPAHT* 
AAAPLGHFSFLLGIVSPAPEPHFELGHYY 
SGLS 
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2142 


10193 


A 


307C 


) 1 


794 


^ MSRERPPGTDIPRNLSFIAAL/DGARLLP* 
PAAQPRGGAGGGARRGRDAVRGPIPRSR 
TESGP/SGPDLHQPEAAGPGRP/CSRSPDT 
RKRVRFADALGLELAVVRRPRPGELPRV 
PRHVQIQLQRDALRHFAPCQPRARGLQE 
ARAALEPASEPGFAARLLTQRICLERAEA 
GPLGVAGSARVVDLAYEKRAPAAYAGP 
APPPPRADRFAFRLPAPPIGGALLFALRY 
RVTGHEFWDNNGGRDYALRGPEHPGSG 
GAPEPQGWIHFI 


2143 


10194 


A 


3071 


133 


1079 


ARRILQNFSLYPSGEDLKGYKVIQAQTA 
FSANPANPAILTEAXSAPIPHDGNLYPRLY 
PE\LSQYMGLSLNEEEI\RANVAVVSGAP 
LQGQLV\ARPSSINYMGGLLLTG*LMLGr 
RRSR/II*GKGFREVILCKI)QDGK\IGL\RL 
KSIDNG\IFVQLVQANSSSUGLV*EFGDQ 
VLQINGENCAGW\SSDKAPRWSNRPF*E 
KITMTIRDRPFERTITMHKDSTGHVGFIF 
1 ol VKUJ>bAARNGLL\TGPNLCGN 
SMGQNVlGLKDSQIADILS'nSGTVGTm 
MPAFIFEHIIKRMAPSIMVKSLMXDHTIPEV 


2144 


10195 


A 


3072 


242 


512 


AWVPCLLRHCDREPAPRGRTSPSLWPQE 
GT/P/GQDRGGGPWLGQPSLQ*QRSHGG 
HLPAPQGPLGGPHDNSSFRPGRGGAGRG 
QGIEOGSK 


2145 


10196 


A 


3079 


184 


561 


GQRGRGLRKGSGASGAGMMEHTHTEA 
HPHTWVCTSTHTCTHTLGDTDYMHLHV 
CVSIHMYV/CPHT/MSLALGMSAHTLHM 
FSHTKLLSR*HAGRHVPMPKQVTCTYVP 
TPSPTHVLGHACGCRPHAS 


2146 


10197 


A 


308 


327 


598 


GPARNPAQCRWAGTAGGPSTLSAAAGP 

GAKPLMPGAA/GAGQAGWLL*VQGPPSP 

RPPGTLAGPQARHTALVPARASPSTPPC 
K'f pnrjr up 


2147 


1019S 


A 


3080 


63 


426 


GLLFPOHCPAHRPRRPi RPR<?<;Ar;Rr;<2A . 

PALSRPSALCHLCLPRSSLSAPRSVSPAA 

TPHH*ALQGLVEPWGPLHSAPLHR*APA 

SGPAGNVRAWPACRGWCLSRPPLPGTV 

GEGAASRAF 


2148 


10199 


A 


3081 


1 


588 




2149 


10200 


A 


3082 


81 


289 




2150 


10201 


A 


3083 


3 


387 




2151 


10202 


A 


3084 


2 


290 


RPPGPSRSPPAPPPSSRRPL\PKMACCACC 
ARVTAGPVPGLGWGVGGPGQRSPVTRR 
ARPPSGLLGFEARPLVPWTSRSPFRCQCT 
ACGHLVEFVL 


2152 


10203 


A 


3085 


2099 


5383 


VIQTSLSPSPATNDRGHPFSLDNWTGKP 

VHSMVAHLDAVTCLAVDPNGAFLMSGS 

HDCSLRLWSLDNKTCVQEITAHRKKHEE 

AIHAVACHPSKAUASAGADALAKAHKE 

QGGKRLHLPVEDDGFGAQAPPCWEEVP 

QGTNAQFLGCKGLCPSPPAGPSEHreKD 

GGRCLDTQDMAAFCWDSHLPFRKKGAE 

LQSPPPLLPQIPAPGSGVSFHIQIGLTREF 

VLLPAASELAHVKQLACSIVDQKRPRVQ 

VPRP 


2153 


10204. 


A 


3086 


2 


426 

1 


EDGSLATFLGRRQFAFAEMRHSKRTHCP 
DWDSRESV/GHESYRGSHKRKRRSHSST 
QENRHCRPHHQFKESD/CCSMCIPLEASH 
SVEEDTHPSHYLEARSLNERDYRJDRRYV 
DEYRNDYCEGYVPRHYHRDIESGYRIHC 
SRS 
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2154 


10205 


A 


3087 


39 


1514 


GDGAAAILWGVCRSGRGGICTAVWRHFS 

AEGPFAFAEMRHSKRTHCPDWGSIESVW 

GHESYRGSHKRTRISHSRS\QENRHCKJ>H 

HQFKESDCHYLEARSLNERDYRDRRYV 

DEYRNDYCEGYVPRHYHRDIESGYRIHC 

SKSSVRSRRSSPKRKRNRHCSSHQSRSM 

KSVDTLGEGAFGKVVECIDHGMDGMHV 

AVKIVKNVGRYREAARSEIQVLEHLNST 

DPNSVFRCVQMLEWFDHHGHVCIVFEL 

LGLITYDFIKENSFLPFQIDHIRQMAYQIC 

TYDDEHHSTLVSTRHYRAPEVILALGWS 

QPCDVWSIGCIUELYPWGSQFFRLQ**K 

EHLAMMERNIRTPYPQHMI\QKTRKRKY 

FHP*PSLDWDEHSSaAGRYVRRRCKPL 

KEFMLCHDEEHEKLFDLVRRMLEYDPT 

QRITLDEALQHPFFDLLKKK 


2155 


10206 


A 


3088 


2 


175 




2156 


10207 


A 


3089 


I 


534 




2157 


10208 


A 


309 


1 


630 




2158 


10209 


A 


3090 


1 


325 


LEKERDFY/FGKLR/NIELICQENEGENAP 
VLQRIVDILYATDEGFVIPDEGGPQEEQE 
EYYSLGPAEQHGYSSLQIMCLTVKYSLL 
LSLEDSLVSFHKQKVPLLKVPVF 


2159 


10210 


A 


3091 


3 


930 


SSRGRAGGVWRFERDEDGTGAGCGQW 

TRFCREPKMAVNVYSTSVTSDNLSRHD 

MLA\WINESLQLN\LTKIEQLCSGAAYCQ 

FMDMU,FPGSIALKKVKFQAKLEH\EY1Q 

NFKILQAGFK\RMGVDKnSVDKLLKGK\ 

FQDNFEFVQWFKKFFDAMYDGKDYDPV 

A\AR\QGQETAVAPSLVAPALNKPK\KPL 

TSSSAAPQR\PI\STQRTA\AAPKGWALGV 

VRKNPGVG\NGDDEAAELMQQGQRI*NL 

LFEDLGGKERDFYFGKLRNIELICQENEG 

ENDPVLQRIVDILYATDEGFVILDEGGPQ 

EEQEEY 


2160 


10211 


A 


3093 


337 


903 


CNRNTSTLTRTCTNVCINTPRPAPPLLA/P 

QATLHFQFP*/PPLPL* *QPQALSATRLSL/ 

VCHGSGLRLLPLl OAAPGWl PSl fiPl SI 

FSCRGRVLLC*PGWSCVLGLKLSSHLGL 

PKCWDDRPKPPSPASFEWAPTRPNPLPQ 

HGTQSQCLFSVGEAPRPHSGSAYYTNQC 

LQCSRPCSERTRRLGVLLPK 


2161 


10212 


C 


3094 


821 


1051 


MAMELINNKHWPSVRALCWNTVLAYVl 

GEGVNSGRSCLAQTLVTFPRKGSAFRD 

WVLGPAPGGNGALRLFRKILFC* 


2162 


10213 


A 


3095 


1 


594 




2163 


10214 


A 


3096 


3 


761 


TSRGRVGTQAGEPRDLRPPPCPSSPLRVX 

AVVXCLEQPERGAWEAHNIPQPNGDSAV 

Ivor vi\ 1 u 1 n V ivLj^or^A* JJViNriN v i \ur J i 

YD0MYNDLLRKDK\ELFT0NGILHIAO\R 

NKRIKPXGPERFQMCKDLFDLIL'RCEERV 

YDRVGWKI*ISR\EQGDLPSPVHVV>ALDI 

QDNHEEATLG/ARFLICEWCQCIQHTED 

M\ENE1DELLQEFEEKSGRTFL\HTV\CF1L 

FSFLDICF 


2164 


10215 


C 


3097 


129 


314 




2165 


10216 


A 


3098 


1 


1434 




2166 


10217 


A 


3099 


1 


831 




2167 


10218 


A 


31 


I 


365 


FFFLLLILFLLLIQYHYIFYTFLLWLRLLV 
LTGSI*C*KCK1TMNST*IE/TVFICDYYEH 
LYVCKLKNLEKTDKVLTIHNFLRLNQ^E 
PEVLTRAKMYKIYNDIE 
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2168 


10219 


A 


310 


101 


52C 


RRLQKPGCLIWTRGST*CPLTLLLPSRGA 
GLGTC/KPAMPEPPTHSMGTCAARASPT 
STTPCST/CAQSHRPGRNKQPKG*GMRA 
HGAGLAGSSTCSPGVGSTG*SQGL 


2169 


10220 


A 


3100 


1 


1251 




2170 


10221 


A 


3101 


I 


5355 


MAGWLRAWLDGWLTGWLAGCMSEW 

MMDGWMDGWIDGWMDGWNPIVPETQ 

VLHEEIELPGSNVKLRYLSSRTAGYKSLL 

KITMTQSTVPLNLIRVHLMVAVEGHLFQ 

KSFQASPNLAYTFIWDKTDAYGQRVYG 

LSDAVVSVGFEYETCPSLILWEKRTALL 

QGFELDPSNLGGWSLDKHHILNVKSGIL 

HKGTGENQFLTQQPAIITSIMGNGRRRSl 

SCPSCNGLAEGNKLLAPVALAVGIDGSL 

YVGDFNYIR 


2171 


10222 


A 


3102 


205 


393 




2172 


10223 


A 


3103 


2 


158 




2173 


10224 


A 


3104 


1 


1923 


MRPPPALALAGLCLLALPAAAASYFGRQ 

SRSLMPSRDPHAGALSAAILASGEPSLPR 

TPSPPSAFALRSGDREGWVDGWDGLFPV 

SGQRIVRVQGEWGKPRTSFAFDYNTKCF 

GILIREYANIRRAGNIYVFGPLMNDCPQQ 

MASSLQAKTWAAFAHQCSAAKGQLHTE 

LLHEDALKKWTSPAMGWERSRSHDKPR 

RLSRPLVPPRPFPRAPCAGSSRVRRGLAD 

QKGQQFPTQRSLLPTGSASFTPDRGCAES 

WCLRPRALIGCSLTSSNPAAPRWAREGG 

GCGWRCASDKPESHFQSQVDFVPTIGGV 

APPLHGRGQTSSSAPLLMEPHLLGLLLG 

LLLGGTRVLAGYPIWWCWAQGCVAVNI 

FADIYLWVRAILILHLYIHVILYAGKWSQ 

WAMGAGEKVLRSEAETRFFSVRQPVPR 

EHSGYPRQVHEIQSCMGRL\DTADKQSG 

HIVENEIQASIDQ1F\SRLERLEILSSKEPPN 

KRQNGR/LFRVNSLKYDVQHLQTvALRN 

FQ\HRRHAREQQ\ERQRERAFCyRSKPFTT 

*TTLDTnTNWDRIHLQF*LPSLPRKFHN 

GHGIDLILDG\HNI\LDGLRTQRL\TLKGT 

QKKILDIANMLGLSNTVMRLIEKRAFQD 

KYFMIGGMLLTCVVMFLVVOYLT 


2174 


10225 


A 


3105 


1 


566 


FSGRPTRPRPGAVACRAGDMDPLFQQTH 

KQVHEIQSCMGRLETADKQSVHIVENEI 

QASIDQIFSRLERLEILSSKEPPNKRQNAK 

LRVDQLKYDVQHLQTALRNFQHRRHAR 

E\QRRRQR\EELLSRTFTTNGTQKKDPLTL 

PNMLGLS\NTVMR\LIEKR/AFPQDKYFMI 

GGHPA*PLWALFLWFOYRT 


2175 


10226 


A 


3106 


53 


151 




2176 


10227 


A 


3107 


432 


649 


GSHPFAQAGVQWCVCSTLQP/LNS*SSNL 
SLHSCWDYKFKLVCICKGDGKEFLHMHI 
LKKDVTLTEKLIPRYV 


2177 


10228 


A 


3108 


2 


677 


PPSFQPQSDGRGDASGRNAAMAAQGEP 

QLVLVGDGGTGKTTFVKRHLTGEFEKK 

YVATLGVEVHPLVFHTNRRP1K\FNVWD 

TARQEKFGGLRDGYYIQAQCAIIMFDVT 

SRVTYKNVPNWHRDLVRVCENIPIVLCG 

NKVDIKDRKVKAKSIVFHRKKNLQYYHI 

CAKSNYNFEKPFLWLARKLIGDPNLEF/V 

AMPALAPPEVVMDPAFASTYEHDLEVA 

QTTAL 


2178 


10229 


A 


3109 


1 


549 
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2179 


10230 


A 


311 


411 


640 


ADIDSRGPKMSLQSSS*SRGSWMSGN*W 

SFSSDPTYSGSGGSAPSPIVPTQGAEECGR 

TAPGLAGSSTCSPGVGSTR*SHFRPTHPS 

LENLEDIALTNVLQNRFVRAEPASLKSPV 

lALLCMSDLTVGTTVTQLQHLNTMGVIG 

SQDGRDQVAALNHQKQGDLWPFPRVTV 

LWRKGIDQTFWGLLNTGSELTLIPGDPK 

CRCSPPVKVEAHGCQVINGVLAQIQLTV 

GLVGPRPVPSTTQGAEECGRTAPGLAGS 

STCSPGVGSTR 


2180 


10231 


A 


3110 


2 


822 


APALAPASAASPAFEFTLPPSFQPQSDGR 

GDASGRNAAMAAQGEPQVQFKLVLVG 

DGGTGKTTFVKRHLTGEFEKKYVATLG 

VEVHPLVFHTN\RGPIKFNVWDTAWPWR 

NSGGL\RDGLY1PSPRVPIIMFD\VTSR\VT 

YKVNVPNWALGDLVTSV/CENIPHLCCVA 

NKVNDIKDXRKVKAKSIVFVHRKENFNQYY 

VDISAQKVPTNLKKPFLWALLGSLMGDP* 

LWNLLPMPLLSPPPR/EVVMEPQLWPAT 

SMKHDL\EVASDNCLPPDEDDDPVKK 


2181 


10232 


A 


3111 


116 


599 


PQVISLPKCCDCRCEPLHLAAEKSLPTVR 

ETTKVPGEAKSEFHKMKMDGRGGKPMG 

GCEGPDAMYVKLISSDG\HE\FIVKRDHG 

L'nSGTE*KPMLSGPG\QFAGGTKTH\EVN 

FR\EIPSH\IAIRKVCNVFFTYKV/RATPNS 

SHPRFPEFPNLAPGNLHWELA 


2182 


10233 


A 


3112 


84 


348 


KYTIKTKTVLKKSGIFSTCPKPKSCYDFV 
PLNAGPIPPKSILGTNGPTHTLEMLD*RL 
NKPTP1SPQRSPLTQVGHR*TRPTRRRPR 

T 


2183 


10234 


A 


3113 


122 


518 


KSLEFFPPALSPSPALILCHLMQAPYHLK 
VSWEPTDPPT/ALEMLD*RLPLPHA*HKG 
ETHTCGPLSDHTFKAPPDPLQICLLSHQG 
PASPSQQTHPYQPSEVTADSGGTQVDKA 
NQEEATNTKHHEQEEEQD 


2184 


10235 


A 


3114 


1 


1452 


MSAYCLQLGGLQALLALTQTPGHRDSLP 

DAQPAAVLVCGWPWLASFSERTIVGHK 

EWTIKDKLKNKFKDEFDIVSLPCTLGSHP 

QPQDPMLKLPWSITYGRCLAPGDHTVSL 

VIKLVESASLSLAVSNMLSDMIRWMPAG 

CGRCLLGLQSESRAVCGQCVGMEQVCR 

VSGPHIRWIPQPQLHSCLFFLYPSPYPLEP 

SSNTSFICPHSRTYNGSLLSCIPNSAAAAA 

PPTPQATSFPSCPSPKQRLPTGRWEGSD 

HRVHEARLPGNHSRSRGVDSAPPTLAHA 

GLLLTEEKTLKENGRRAEALRVGVHWR 

HGTSQGPGRTLWAEKVKPHFRTRGQVY 

DASSAPVTEHTATELPAGNQGSQPGLQE 

GGLEGTVVTLVSWKVT/MVSRRC^CRY 

GQRPH/HHLKVLGNQR\PTHTLEMLD*RL 

PLPQRLTPKGKHTPVVPPLLIXQPFKAPPD 

PLQICLLSHQGPASPSQQTHPYQPSEVTA 

DSRWDTR 


2183 


10236 


A 


3115 




414 
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2186 


1023*3 


A 


3116 


112 


1655 


QEHLQRASPRLLQLLPPLPPPPPPPAFGGS 

LSSLGSRMSRQVWRSSKFRHVFGQPAK 

ADQ\CYEDVRVSQTT\WDSGFWC/SVNP* 

VLWALICEASGGGAFLVLPLGKTGRVDK 

NAPTVRR*HS/APVLDIAWCFHNDNVIA\ 

SGSED\CTVMVWEIPDGGLMU,PLREPW 

TLEGHTKRVGIVAWHTTAQNVLLSAGC 

DNVIMVWDVGP\GAAMLTLGPEGPP\DA 

NYRGDWEP\DGGLICTSCRDKRVRIIEPR 

KGTVYAEKDRPHEGTRPVRAVFVSEGKI 

LTtGFSRMSERQVALWDTKHLEESPV/S 

LRKLHTRNGVPVAFFGP\DTNIVYLRGK 

G\SGP1RVFE\ITSE\APFLHYL\SMFS\SKES 

QRGHGLHGPNRGLEVNKVCEIAGFYKLH 

DGK/CVSPMPKPVPRKSDL\FQE\DLGPTQ 

PQGPDPCLHGLKEWLGGRDAGPLPSSP\L 

KDG\YVPPKSREL\RVNRGLDP\GRRR\AA 

PEASGTPSSDAVSRLEEEMRKLQATVQE 

Ll^ivKLUKLbb i VQAKL 


2187 


10238 


A 


312 






FMGSTHALFFFP^*^HH<^A 


2188 


10239 


A 


3122 






iVljvlVi/VVJiJri^ 1 VJnn V UL#L»vJlAri AAAU U 

RLAAGICGHSHPHPGLPGPLHCCAPLWS 
GPQQN*PTADVAESLQLVTVHQSETEDG 
EFTECNN 


2189 


10240 


A 


3123 


1 


2520 




2190 


10241 


A 


3124 


1 


1950 




2191 


10242 


A 


3125 


1249 


2166 




2192 


10243 


A 


3126 


1 


2424 


MVAIHSALESSLLFQEQSQLLYLVLTVHE 

NLNFMAIGFTDGSVTLNKGDITRDRHSK 

TQILHKGNYPVTGLAFRQAGKTTHLFVV 

TTENVQDLQFIVAGDECVYLYQPDERDC 

RDDHVFSLYFMIPFFFTnyVIALPQLVPiT 

GVCGRYLLLLCWVQTFAVVGILGHFSKT 

MLLFFMPQVFNFLYSLPQLLHIIPCPRHRI 

PRLNIKTGKLEMSYSKFKTKSLSFLGTFI 

LKVAESLQLVTVHQSETEDGEFTECNNM 

TLINLLL/QSPWAHT+EKPHIAPAAAAAFS 

FLCDHWHPGRFLPSADY*LDFTYGFLQL 

ATLSLSIPSLQPMGTIGKLEPSYVIRKFLD 

AQRIHNLTAYLQTLHRQSLANADHTTLL 

LNCYTKLKDSSKLEEFIKKKSESEVHFDV 

ETAIKVLRQAGYYSHALYLAENHAHHE 

WYLKIQLEDIKNYQEALRYIGKLPFEQA 

ESNMKRYGKILMHHIPEQTTQLLKGLCT 

DYRPSLEGRSDREAPGCRANSEEFIPIFA 

NNPRELKAFLEHMSEVQPDSPQGIYDTL 

LELRLQNWAHEKDPQVKEKLHAEAISLL 

KSGRFCDVFDKAWFQQIMHYHMQHEQ 

YRQVISVCERHGEQDPSLWEQALSYFAR 

KEEDCKEYVAAVLKHIENKNLMPPLLV 

VQTLAHNSTATL5VIRDYLVQKLQKQSQ 

QIAQDELRVRRYREETTRjRQEIQELKAS 

Pif ipnifTvr'Qin\iQAT pt p^vhpt orsucp 
riurv^jv 1 Jvi^oi^JNo/vi^cirfi^o vnr LfVfijri or 

HQHCFESYSESDADCPTCLPENRKVMD 

MIRAQEQKRDLHDQFQHQLKCSNDSFS 

VIADYFGRASPNFIFYW 


2193 


10244 


A 


3127 


1 


411 




2194 


10245 


A 


3128 


2 


243 




2195 


10246 


A 


3129 


1 


1176 




2196 


10247 


A 


313 


640 


975 


VPWEAGGSMSICFYPRQSEQSHNIVKSK 
RPVTFQQNRCQKGGGHSADVSSTCQCF 
QCSHREQGFAKPQFSYL*NGGSNSFYLT 
GCFDNLITSVFCSVRFIHGPKAIIKGKYH 


2197 


10248 


A 


3130 


2 


496 




2198 


10249 


A 


3131 


2211 


2568 
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2199 


10250 


A 


3132 


100 


2726 


AMMGPLPGPHLLLDPLLPSSFCLPPGITV 

CDSCRGSLVFGDMEGQIWFLPRSLQLTG 

FQAYKLRVTHLYQLKQHNILASVGEDEE 

GINPLVKIWNLEKRDGGNPLCTRIFPAIP 

GTEPTVVSCLTVHENLNFMAIGFTDGSV 

TLNKGDITRDRHSKTQILHKGMYPVTGL 

AFRQAGKTTHLFVVTTENVQSYIVSGKD 

YPRVELDTHGCGLRCSALSDPSQDLQFI 

VAGDECVYLYQPDERGPCFAFEGHKLIA 

HWFRGYLIIVSRDRKVSPKSEFTSRDSQS 

SDKQILNIYDLCNKFIAYSTVFEDWDVL 

AEWGSLYVLTRDGRVHALQEKDTQTKL 

EMLFKKNLFEMAINLAKSQHLDSDGLA 

QIFMQYGDHLYSKGNHDGAVQQYIRTIG 

KLEPSYVIRKFLDAQRIHNLTAYLQTLHR 

QSLANADHTTLLLNCYTKLKDSSKLE\EF 

IKKKSESEVHFDVETAIKVLRQAGYYNSH 

ALDLAENHAHHEWYLKIQLEDIKNYQE 

ALRYIGKLPFEQAESNMKRYGKILMHHI 

PEQTTQLLKGLCT*LSAQPRRPQR*GGPR 

LAGPTLRSFIPIFANIOHPRDLKAFLEHMS 

EVQPDSPQGIYDTLLELRLQNWAHEKDP 

QVKEKLHAEAISLLKSGRFCDVFDKALD 

LCQMHDFQDGGLYLYEQGKLFQQIMHY 

HMQHEQYPAGQSA/CCERHGEQDPSLXW 

EQALSYFARKVKEDCKEYVAAVLKHIEN 

GNLMPPLLVVQTLAHNSTATLSVIRDYL 

VQKLQKQSQQIAQDELRVRRYREETTRI 

RQEIQELKASPKIFQKTKCSICNSALELPS 

VHFLCGHSFHQHCFESYSESDADCPTCL 

PENRKVMDMIRAQGTEPRFSMINSQHQL 

QVLO 


2200 


10251 


A 


3133 


11 


707 


AKMGAYKYIQEVLWRKKQSDVMRFLLR 
V\RCWQYRQL\SALHRGSRPHR/RPDKVH 

KJLVJ I lvVi\AlN.l^VJ I V S 1 KIlv V I\J\ 1 1* Uo^oK 

DRRGGRKRPWSKGATFGKPWHHGVNO 

AKVWFYPFTSVAEVERPGRH\CGALRVL 

NSYWVGEDSHLPKFLGVIPHGSHSHKAI 

R\RNP*PPQW\1TQTQSHKHVREMRGLTSA 

RPERAVGL\GKGHKF\HHTIG\GSRRAAW 

RRRNTLQAPPLPLI 


2201 


10252 


A 


3134 


1 


333 




2202 




A 

A 




1 
i 










A 

A 




1 
1 




1 LiO V V KUV^ Av^ L, Al^v^/\/\\J *J vjJ-. or ivrtA^o Li 

PVSPSLAVSMKAFSPVRSIRKN/SALSDH 

SLGASRSK\TPVD\DPDGALLYNMKDCYS 

\KLKEL\VPSIPPEQRR*ARWEIL\QHV]RL 

TSWDLADSPWDLAFPLIVQPGIHQRTRG 

RNQNRSRTPLGPPSTRDISILSFAGLLEFPS 

ELM\SNDSK\ALCG 


2204 


10255 


A 


3138 


3 


251 




2205 


10256 


A 


3139 


1 


1674 




2206 


10257 


A 


314 


22 


297 


GKEKLSHSKAWAPKSQNSNSSASSWSN 
QSQAQPRFKGEDI/ESHLLMGREALS*IQS 
/GRLVYLQSLS*T*RFSTASPEQLDTECRL 
VHSQTLS 






A 
A 


Ji4U 


1 
I 


0*»o 


SIKVSLLPAVTSKSESPKEPEQLRKLFIGG 

LSFETTDESLRSHFEQRRTLTDeAVMRD 

PNTKCSKGFGFVTYATMEEKYHTVNGH 

SCEARKALSKQEVASASSSQR/GRSGSGN 

FGGGHGGGFGGNDNFGHGENFRGHSSF 

GGSHGGSGYGGSGDDYSGFGNDGSNFG 

GGGSYNDFGNYSNOSSNFGPM 
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2202 


1025S 


► A 


314.1 


57S 


> 2102 


i SPKEPEQLRKLFIGGLSFETTDESLRSHFE 
QWGTLTDCVVRFGRDKAVKQPISLAYL 
OAVFSECL*K*LIAL*LELCWQRNVLL*F 
*KLTS*I*G*WETGRTFyKRLV*SFLLPYS 
KLK*QKLLRSDFVLHKLTLFSG\MRDPNT 
KRSRGFGFVTYATVEEVDAAMNARPHK 
VDGRVVEPKRAVSREVSGFFFFFFLNLL 
GYVLL*T*DSGVF*TYQNFLFEYRLC*SK 
PMVFLLL\DSQRPGA\HLTV\KKIYVGGIK 
EDTEEHHL\RDYFEQYGKI\EVVEIH*LDR 
\GQWPRKRGFAFVTFDDHDSVDKIVSKY 
QIVAFSKGSTICMAF*TLIPCCIYVFFLVQ 

kyhtvnghncevrkalskqemasasss 
qr;gyacclikp*r*l*vtpv*mi*clnfm 

S*GRSGSGNFGGGRGGGFGGNDNFGRG 
GNFSGR/GYVWF1YM*F»LLTIFAMKILQ 
YGNCIQNVTLSPSHT*NLKLFLTGGFGGS 
RGGGGYGGSGDGYNGFGNDGKFFRNK 


2209 


10260 


C 


3142 


42 


152 


MIXXXXXXXXXXXXXXXXXXVSPSAFA 
PXXXXKSLG* 


2210 


10261 


A 


3143 


3164 


3255 




2211 


10262 


A 


3144 


12 


336 


SPVOL*F*LFLVFC*LWSWSAVVYI GP\ 
GTPSADAHT/AGLSKTPPHWAARARLDD 
VFSLRTFSSHSLNMELVQDLTASAPMYS 
STSRDPP/CLGLPKCWDYKREPPRPAH 


2212 


10263 


A 


3145 


602 


744 


TPASLKIPVE**NTLLAKMVSIS*PRDLPA 
SASQSAGITGVSHRARC 


2213 


10264 


A 


3146 


269 


483 




2214 


10265 


A 


3147 


2 


988 


KYPPPAVLWFFGFFVLRRSLALSPRLECS 
GMISAHCKLCLPGSRHSPASASRVAGTT 
DVHHHAQLI/iyYVFLVETGFHRVSQDGL 
NLLTRLHLPKCWDYRyR*ATTPGLCFVF* 
KKRNAREGGRQPPDHKS*FL/VFFFLFFL 
KWSL/DSVSKAGVQWHGLSSLQAPPRGF 
TPFSCLSLPSSWDYRRPLPRPANFFVFL** 
VDGGFTVLARMVUS*PRDLPASASQRAG 
MTGLSHCAWSEFF/CFFKTGSHSVTHARV 
QRHW\LDSSLEA*TPGLN*SSRLSLPSSWD 
YRSTPPSPANF\CSFSRDGVSPC*PGWSRS 
SDLVIRPPRPPKVPGLQA 


2215 


10266 


A 


3148 


2 


608 


RDSPPRSLDSGARRDAPPHSPPAECRAH 

AATWRLKPRPHRPHSLTAPLPVHWAGT 

TEPLPSPRPATGTRERPPLHFPATPRSHS/ 

WRLARPCRQPGPS*DRLFSAGAGPGVVS 

CLDREEKNAGHWLSSAFALVWLWLTEH 

WLLLVGFIGYVKAGSVPYPGCRACFFW 

AVLAGLGCLPAVSGIPRERFWVFPRLHL 

VPWLALWE 


2216 


10267 


A 


3149 


131 


453 




2217 


10268 


A 


315 


152 


437 


GLRLCLSRPLTRPGDDSVGGSAMASGAG 
GVGGGGGG\KIR\TRRCHQGPIKPYQQGR 
QQHQVWDPDAAVAWRVGKLGWRGRA 
VRGPGAPRGADRRA 


2218 


10269 


A 


3150 


403 


787 


MGRIFLDHIGGTRLFSCANXCDTILTNRSE 
LISTRFTGATGRAFLFNKVVNLQYSEVQ 
DRVMLTGRHMVRDVS\CKNCN\SKLG\W 
I YG V WPLKDSQRF* GKGRR*SGER\VLVS 
EEELRALEEHWPPDNS 


2219 


10270 


A 


3151 


171 


382 


KNSYKCEECGKlFNEYSHLIARKyRIYT*E 
KLYQYKDCEKArNVCSHLTQHQRV/H*K 
KYYKFNYCQKVFQKI 


2220 


10271 . 


A 


3152 


76 


195 

] 


VHLLNPQHMPLPSTHKQRRTTL*KGHAE 
HLQYYLNNQKLS 
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2221 


10272 


A 


3153 


2 


\ 63A 


WVWESLNREDLWPCFLRRILGGSSYSTA 

EMVSGQTLQRAHLREAASISLNSQGVW 

RKSARFSHQLERGTEEQQLQIPDLGQHPS 

SKAPVFPQVQAHPRFQTGPHGHKLQRN 

QDPGQLQ*1PMLGQTPWTQATGPT1*TQP 

SGRSPCSHYSGMSTDSGFMLAHSLTQVS 

SQPTCRLLLEACPWTSSGGLPRISGWTD 

RQVFGSVDRDLISP 


2222 


10273 


A 


3154 


275 


463 


GKFFSLCETLFPSGVGSFFSSCTMDSSRS 
LGVGSKNSHFSLA*NtDLRLSLCPFPGW 
KEDIKF 


2223 


10274 


A 


3155 


5904 


7919 


FMFINMSVCRHTTKYLLLLFLHESLILLS 

ENLRKDWEAVTGSPASQTSICIGILLRSA 

ELALLLHPVDQANTLKSPVSESVSPVVP 

DYLPTENGDFLSSKRKQISRDINRIRSVT 

VNHMSDNRSMSVDLSHIPLKDPLLFKSA\ 

SDTNLAKRAFPFMDYLSDKHLGKI\SEDE 

SSGLVYKSG\SGEIGSETSDKICDSFYTDSS 

SILNYREGFRIYLSFG*VMGNQNILS\STL 

TSKGNETMESIFKAEDLLPEAASLSENLVD 

ISKEETPPVR\TLK\SQSSLSGESLRERLPH 

PNLGFVPLVFSYKNMKRSSSQMSF/EATIS 

LDSMIVLEEQLLESDGSDSHMFLEKGNRK 

NSTTNYRGTAESVNAGANLQNYGETSP 

DAISTNSEGAQENHDDVLMSVVVFKITGV 

NGEIDIRGEDTEICLQVNQVTPDQLGNIS 

LRHYLCNRPVGSDQKAVIHSKSSPEISLR 

FESGPGAVIHSLLAEKVNGFLQCHIVENFS 

TGFLTSSLMNIQHFLEDETVATVMPMKI 

QVSNTKINLKDDSPRSSTVSLEPAPVTVH 

IVDHLVVERSDDGSFUIIRDS\HMLNTGND 

L\KENVKSDSVLLTSGKYDLKKQRSV\TQ 

ATQTSPGVPWPSQSANFP\EFSFGLHLGE 

QLMEENESLKQEL\AKAKMALAEAHL\E 

KDALLHHIKKMTVE 


2224 


10275 


A 


3156 


149 


382 


ARHCGSCP*SQHF\GRSR*AEHLRTGV*D 
QPAQRGETPSLWKNTKIRRAQWWCPPVl 
PATSGGLRQENYLNPGRQRLQ 


2225 


10276 


A 


3157 


162 


342 




2226 


10277 


A 


3158 


1 


1995 


FRLVTPGVPAFSGCGRRHRGRTGRRAM 

ASCVGSRTLSKDDVNYKMHFRMINEQQ 

VEDITlDFFYRPHTATLLSFTaDSLMYFAF 

TTDDSVP*DNIWRGILSGILLFUIKV*AFP 

NGPLTRPHPALWRMVFGLSELYFLFLVF 

LLFPEFEQAKSLMDWLDP>a.RYATREA 

NVMEYAVNCHVITWERIISHFDIFAFGHF 

WGWAMKALLIRRYGLCWnSITWELTEL 

FFMHLLPNFAECWWDQVILDILLCNGGG 

IWLGMVACRFLERRTDHWASFKDIHTTT 

GKIKRAVLQFTPASWTYVRWFDPKSSFQ 

RVAGVYLNFMUWQL-nELNTFFLKHIFVF 

QASHPLSWGRILFUGGVINSFPQLRQYYA 

YLTDTQCKR/L*GTQCWVFGVIGFLA\AI 

VCIKFGQ\DLF\SKTQILYVVLWLLCVAFT 

TFL\CLYGMIWYAEHYGHPRKRPTPECE 

DGT\YSPEISW\DHRKGTKGSEDSPPKHA 

GNNESHSSR\RRNR\HSKSKVTNGRWER 

NEKPWVNSKMFPECLGTEEGKWELHLG 

TPRGGGSRAHRGKPGRGEGTLGVIILRSL 

SLCFPTDLGRVQADHRLGGPFANVGSLL 

TSALDMRSPVAARCVERETVAISFHSCQ 

EQLRAMLDRGCSVNIFPSDEALTPWLMD 

WSPVFNFIFYESTFPID 


2227 


10278 


C 


3159 


410 


538 




2228 


10279 


A 


316 


3 


609 




2229 


10280 


A 


3160 


4 


334 


FFPKALIFCREVGPISPPPKIRFP/SPKFPGN 
RFSPPRVVKPPPGP/SPFKRPPiRKKILPCQ 
PP*TLAPPRIL*KGPP/PSSSSG*NPYYLFIQ 
OKTEYLLWSRPCPWHCEQR 
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2230 


10281 


A 


3I6I 


1 


1130 


PLLPTSLSVEDAAILLQQVMRAFSKQAST 

VVFSDTVWSEKFUNDCTELFRELMHQK 

AEKEMKNNPVHLITEEDLKQISTLESVST 

SKKDKKDERRRKATEGSGSMRGGGGGN 

AREYKIKKVKKKGRKDDDSDDESQSSH 

TENEESGYDKKDENILEDVKWGKTSQFL 

EIFQDIEKARDKTLEADSELESVFMSSTT 

Q AQriTrST? VUTIVTM r^TSCVCMl "VKTMIDT IM? 

KGMKFFADDTQAALTKHLLKSVCTDITN 
LIFNFLASDLMMAVDDPAAITSEIRKKIL 
SKLSEETKVALTKLHNSLNEKDQHALLV 
KYQGLVVKQLVSQSKKTGQGDYPLNNE 

LDKEQEDVASTTRJCELQELSSSIKDLVLK 
SRKSSVTEE 


2231 


10282 


A 


3162 


20 


2478 


RVCSSSASTASQAVMADAWEEIRRLAA 

DFQRAQFAEATQRLSERNCIEIVNRLIAQ 

KQLEVVHTLDGKEYITPAQISKEMRDEL 

HVRGGRVNIVDLQQVINVDLIHIENRIGD 

IIKSEKHVQLVLGQLMDENYLXDRVGQEV 

NDKLQESGQVTISELCKTYDLPGNFLTQ 

ALTQRLAIIIIGHIDLDNRGVIFTEAFVAR 

HRARIRGLFSAITRPTAVNSLISKYGFQE 

QLLYSVLDELVNSGRLRGTWGGRQDK 

AVFVPDIYSRTQSTWVDSFFRQNGYLEF 

DALSRLGIPDAVSYIKKRYKTTQLLFLKA 

ACVGQGLVDQVEASVEEAISSGTWVDIA 

PLLPTSLSVEDAAILLQQVMRAFSKQAST 

VVFSDTVVVSEKFINDCTELFRELMHQK 

AEKEMKNNPVHLITEEDLKQISTLESVST 

SKKDKKDERRRKATEGSGSMRGGGGGN 

AREYKIKKVKKKGRKDDDSDDESQSSH 

TGKKKPEISFMFQDEIEDFLRKHIQDAPE 

EFISELAEYLIKPLNKTYLEVVRSVFMSS 

TTSASGTGRKRTIKDLQEVEVSNLYNNIR 

LFGKRGWKFF\ADDTQGWLLFKHLLEV 

QCVLISLNL1\FNFVLGFGILMDGQ*DPPG 

RPFTS\ELRKEI\LSKLSEETKVALTKLHN - 

SLNEKSIEDFIFOLDSAAEACDIMVKRG 

DKKRERQILFQHRQALAEQLKVTEDPAL 

ILHLTSVLLFQFSTHSMLHAPVGRCVPQII 

AFLNSKIP\EDQHALLVKYQGLWKQLV 

oroKK. i OQOD YrxLNNELDKtQbDVAST 

T^ELQ\ELSSSIK\DLVU.KSR\KSSVTEE 


2232 


10283 


A 


3163 


1 


389 


IPSEISRSVAFSL/LPLLSVSGLEAIQRTPK 
NQVYSRHPPENGKSKFLNCYVSGFHPSD 
IVGDLLMNGERIE*A*HSDLAFRKDWAF 
YLLDYTEFTPT/EKDEYACRVNHVTLSQP 


2233 


10284 


A 


3164 


2 


409 


RPRVRPRVRSIRAEMSRSVALAVLALLS 

LSGLEAIQRTPKIQVYSRHPAENGKSNFL 

NCYVSGFHPSDIEV\DLLKNGERIEKVEH 

SDLSFSKDWAFYLLYYTEFTP\TEK\DEY 

ACR\VNH\VTLSQPKI\VKWDRDM 


2234 


10285 


A 


3165 


26 


299 




2235 


10286 


A 


3166 


11 


486 




2236 


10287 


B 


3167 


198 


282 


XPSLEDLSNSIQKLHLAENAEPEEQSAA* 


2237 


10288 


A 


3168 


80 


827 


AQQAVLARSKLESLCRELHGHNRSLKEE 

GVQRAREEEEKRKEVTSHFQVTLNDIQL 

QMEQHNERNSKLRQENMELAERLKKLI 

dQ YbLKcbrl lUls. V r KrtlvULQyQL VUAlv 

LQQAQEMLKEAEERHQREKDFLLKEAV 

ESQRMCELMKQQETHLKQQLALYTEKF 

EEFQNTLSKSSEVFTTFKQEMEKMTKKI 

KKLEKETTMYRSRWESSNKALLEMAEE 

KTVRD/ERTGGPAGKNPTAGEAVPGTAD 

RAO 


2238 


10289 


A 


3169 


1 


2511 
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2239 


10290 


A 


317 




949 


MGSCAARASLTSTTPCSTAPSPINHPKAE 
ECERTTAQDWQAAPPAAPVRDPLGEPS 
WAPESGGDVESLYIYLRDCKYTNQHPVF 
SSRFVNPPIDTLYLAALVGPWKTFMSSS 

RQPRSFKNGLLFQTGTTLNPLSGYSSDY 

KGFGRFRNHPQTGFSPAGANQRGPLVAT 

LSGPGGEGQSAVXPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSPTGKRAV 

SATAINLKVCKHTSQHPVFSSRFVSAPID 

TLYLAALVRTWRVFMSSSGIVNTPinTI 

YLAQGL 


2240 


10291 


A 


3170 


93 


517 


GRGHLGGA^WC*RSQERAQQIKEASAEIT 
/CSWLQMKQNRKPSijEKTRDTTRMENP 
DRGFVPGKECSFEQLEHVREMQEKLARL 
HFSLDVCGEEEDDEEEEDGVTEfil PFFO 

KKTMADRNLDQLLSNVGSCLGALVPGG 
MRGGE 


2241 


10292 


A 


3171 


3 


348 


FFAFFLGLIPFNAPLPHSTWGAAEHPPES 
VKSHSLKRMRGAVW/CLRGTPTQR/HCS 
SGSAFSARCSFWIELLRSSRLLSSWSRLR 
SAIVFFCSSGKPLSDPNPLPLHRPPPPHTH 
PG 


2242 


10293 


A 


3172 


2618 


5946 


PGCNFSLDVCREEEDDEEEEDGVTEGLP 

EEQKKTMADRNLDQLLSNARGRAWQL 

APMEPELLVRKVSALQACVRGFLVRRQF 

QSLRAEYEAIVREVEGDLGTLQWTEGRl 

PRPRFLPEKAKSHQTWKAGDRVANPEQ 

GLWNHFPCEESEGEATWEEMVLKKSGE 

o&Ar*v^Ool-i^KUHooWL(^MK.QNRKPSQE 

KTRDTTRMENPFATnORI PH^nPOl HFI 

QYHRSHLAMELLWLQQAINSRKEYLLL 
KQTLRSPEA 


2243 


10294 


A 


3174 


16 


319 


LGTRPAHRSSQ*GKGSPLPPGAPLISRGA 
GKEGGPGDRAAHADFLPAEEGAHGM/R 
GSHGSPLIAPLPTYPHPPSGLFPLGALPLA 
RPRHOGAALGSVHEIO 


2244 


10295 


A 


318 


I 


4425 




2245 


10296 


A 


3180 


417 


736 


YGLGAVAFIACNPSTLGGQAGQITRLAV 
QDQPDQHCETPSLIKMQKN/LPGHGGVC 
LQSQLLRGLRQGNCLNQGGGSCSEPRSH 
QCTPAWAIE*ESVSKKKKKKKLVV 


2246 


10297 


A 


3181 


1 


2061 


MGAVRDELHSLVVPPLMGRGAQTPMA 

AAALRDPAQGCVTFEDVTIYFSQEEWVL 

LDEAQRLLYCDVMLENFAUASLGLISFR 

SHIVSQLEMGKEPWVPDSVDMTSAMAR 

GAYGRPGSDFCHGTEGKDLPSEHNVSVE 

GVAQDRSPEATLCPQKTCPCDICGLRLK 

DILHLAEHQTTHPRQKPFVCEAYVKGSE 

FSANLPRKQVQQNVHNPIRTEEGQASPV 

KTCRDHTSDQLSTCREGGKDFVATAGFL 

QCEVTPSDGEPHEATEGVVDFHIALRHN 

KCCESGDAFNNKSTLVQHQRIHSRERPY 

ECSKCGIFFTYAADLTQHQKVHNXKENP 

YECFEGGKFFKPALXSLVKHRRVHTGESP 

HVCGDCGKFFSRSSNLIQHKRVHTGEKP 

YECSDCGKFFSQRSNLIHHKRVHTGRSA 

HECSECGKSFNCNSSUKHWRVHTGERP 

YKCNECGKFFSHIASLIQHQIVHTGERPH 

GCGECGKAFSRSSDLMKHQRVHTGERP 

YECNECGKLFSQSSSLNSHRRLHTGERP 

YQCSECGKFFNQSSSLNNHRRLHTGERP 

YECSECGKTFRQRSNLRQHLKVHKPDRP 

YECSECGKAFNQRPTLIRHQKIHIRERSM 

ENVLLPCSQHTPEISXLRTDLIRALSSTML 

NLVHPSTHTGEVP*EC*LCWKLSGDKLH 

SLTVEFISVFSLLGL 
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2247 


10298 


A 


3182 


441 


1074 


QRVQRSLKK*CWG/FNWGHSGGKI*KQ1 

GPYLNTG/TRLKSKWIIVPQNCIISRRQQG 

KRV\HLGLGKDFLNPTPKAQSM/RGKIDK 

LYFIKIENFSLKGTIRRTKRQAVEWQK/IY 

LQNISDK*YASRLHKEVSKLNKVKPIVDL 

MRCF/RPELAASGPCSLSFSICFQH*1QNV 

LLEIQVRSHQPSELSNRRPWHSKVHNSL 

QCWAKHEAPLFSLL 


2248 


10299 


A 


3184 


178 


488 


VSSTVFGNTVRNKTEDDSGGNWEPPRTI 
LQASGKLKNPKARLASECLSPFDSTGKAI 
HLCQVCGRASRSHYSLGHH/MRHSHVG 
E*S*KCPGCGKGFSTKJLDLRW 


2249 


10300 


A 


3185 


7 


310 


KKRSHCAQAGLELLSGQLG*TSSVQKIR 
KLAGCGGVHPWSQLLERLRWEDSXLPQG 
GQGCSEP*SHHCTPAWATE*DPVSNNNK 
QKQKPKESNLSRATSRP 


2250 


10301 


A 


3186 


65 


203 


KGDFQGHQGPWDAPP*PAFWWQREAR 

GEGEAMSQSPCRGRGNAEMYRPSAQPE 

TGPASG**TEAARGSSGWAEPWPRG*ICP 

PEFPMRLGWPFPTPGAFSLPILCDEERP* 

GQRSSGCESQQELRSPRETELQVTSPTCF 

SAGPRRPGPAPGOPQAARAYCCHLKTSS 

br 1 rnl^Ar 1 l^AfaVaWfcror A/rrAUKJilvri 

SMATPEKCPTSQVAPAIRKAALPHPERGN 

YFLSAAWPQGAPFPLWGSASPFVALPWS 

PRAGAAPLCPGKAPPSKTRLGRAVTFP* 

AEGGTGRGRGHVAVPLPWERQRGNV 


2251 


10302 


A 


3188 


1 


2559 




2252 


10303 


A 


3189 


259 


3222 




2253 


10304 


A 


319 


160 


747 


VLNGSGRPSQSKKHFPPKPGTFGGASVH 

QMFIMSLPA/GPDLSGFDEDDKGWPENQ 

LDMSDYSSSYQDVACYGTLPRDSPRRN 

KEGCTSKTPHALTVSPFKGIFSSATKVFQ 

APNACKRGA*GKG*PWEGKASSKPGRD 

FLREGRKMSWKLFNRKLISSQPYVPVGV 

CLTSVFTIASLGEQGMVFPLKVDLFKLT 

G 


2254 


10305 


B 


3190 


114 


2876 


MDKFLDTYTLPRLNQEEVESLNRPITGSE 

lEAIINSLPTKKSPGPDGFTSEFYQRYKET 

VVCRLSPPSFNGGLPLGSDLVFYAPGPQ 

KIIWVMVHVGALALKDGFSPLDVGVHG 

FCRFRNHHQTGFSPAGANQRDPLAATLS 

GPGGEGQSAVARLTGEKKNHPGAQYAN 

RLSPRVGRFINAAGTTGFPTGKRAVSAT 

QLMVKDDVTYAIKLSCWPGLDIIPSCLA 

LHRIETELMGKFDKGRLPTHPHLMLRLA 

IE 
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2255 


10306 


B 


3191 


1 


2640 


MEIRGRVEQRVGYTIEQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGVYKTSVSV 

HLAQDLALKGLRVLLVEGNDPQGTASM 

YHGWVPDLHIHAEDTLLPFYLGEKDDVT 

YAIKPTCWPGLDIIPSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETVAHDYDV 

IVIDSAPKLGIGTINVVCAADVLIVPTPAE 

LFDYPSALQFFHMLCDLVKNVDLKGFEP 

GELAPLYGCWGLRTGIAVACAPHHASL 

NLHGLNQIRNVKKQSVYLMNLRKSGTL 

GHPGSVDETTYERLAEESLDSLAEFFEDL 

ADKPYTFEDYDVSFGSGVLTGKLGRDL 

ATYVINKQTPNKQIWLSSPSSGUCRYDW 

TEKNWVYSHDCVSLHDVLAAELTKALK 

TKLDLSSLAYSGKELDAQPGYYMLHAQ 

YMLRPPLSSPMQHRAPETGPTSRNSVLN 

AVTPPAPTTPPSPLFDSRGSPRRKTYQNV 

QQFIDEGNYTSGDNHTLRDPHYVEDKG 

HKYLVFEANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKKRDAELA 

NGALGIIELNNDYTLKKVMKPLITSNTVT 

DEIERANVFKMNGKWYLFTDSRGSKMT 

IDXGSPXKIRLFYTDYSGKHYGKQSLTT 

AQVNVSKSDDTLKINGVEDHKTIFDGDG 

i^Tvn'MvooPTriPri'MV'rcr''nxTLiTf ot^ou 
IV 1 IV^IN V vv^riUiiLiIN I i oUIJInHI LKJJFH 

YVEDKGHKYLVFEANTGTENGYQGEES 

LFNKAYYGGGTNFFRKESQKLQQSAKK 

RDAELANGALGilELNNDYTLKKVMKPL 

rrSNTAAANQESSHVQQQALALEQQFLE 

RTQALEAQIVALERMRAADQTTAKQGM 

HRLSDPKQDLGNRRFSPPP* 


2256 


10307 


A 


3192 


1 


454 


MERRNRRTGRTEKARIWEVTDRTVRTW 
IGEAVAAAAADGVTFSVPVTPHTFRHSY 
AMHMLYAGIPLKVLQSLMGHKSISSTEV 
YTKVFALDVAARHRAIRWPRQQGDYRT 
RlWKFEDGLSNVLVIQLNKLnCVMCLVR 
DCDVLKTYFHL 


2257 


10308 


A 


3193 


2758 


2946 




2258 


10309 


A 


3194 


2372 


3570 


EALLPGDQDSQSGKGVAAREVWFLPSSF 

APVLLRLVGNHHVGDNSIDSWKNAGRAA 

FKDSDKFDANDPILKDQTQEWSGSATFT 

SDGKIRLFYTDYSGKHYGKQSLTTAQVN 

VSKSDDTLKINGVEDHKTIFDGDGKTYQ 

NVQQFIDEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSAKKRDAE 

LANGALGIIELNNDYTLKKVMKPUTSNT 

VTDEI 
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2259 


1O310 


B 


3195 


1 


2232 


MKLMETLNQCINAGHEMTKAIAIAQFND 

DSPEARKITRRWRIGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEIRGRVEQRVGYTIE 

QINHMRDVFGTRLRRAEDVFPPVIGVAA 

HKGGVYKTSVSVHLAQDLALKGLRVLL 

VEGNDPQGTASMYHGWVPDLHIHAEDT 

LLPFYLGEKDDVTYAIKPTCWPGLDIIPS 

CLALHRIETEFMGICFDEDNNAGMVRVL 

QPFTSDEKKSVISTLTFPGKHLRRDKSLT 

TAQGCDKINNKTSPEPTSPDLALKGLRV 

LLVEGNDPQGTASMYHGWVPDLHIHAE 

DTLLPFYLGEKDDVTYAIKPTCWPGLDII 

PSCLALHRIETELMGKFDEGKLPTDPHL 

MLRLAIETVAHDYDVIVIDSAPNLGIGTI 

NVVCAADVLIVPTPAELFDYTSALQFFD 

MLRJDLLKNVDLKGFEPDVRILLTKYSNS 

NGSQSPWMEEQIRDAWGSMVLKNVEPE 

NGEVGKXGSPQLINQEKKMFRIRNRSYI 

DRDSEYLLQENEPDGTLDQKLLEDLQKK 

KNDLRYIEMQPFPLVSSSRWVVKRGELT 

AYVEDTVLFSRRTSKQQVYFFLFNDVLII 

TKKKRRSDSSLREGDNQKAYKETYGVS 

HITRHDMLQIPKQQQNEKYQVPQFDQST 

IKNIESAKGLDVSDAGMVPVLQPLHLTE 

KSGYSTLTIPVNLRQTSLTQRKVMCQNL 

VTHLKSTEWEKHKTIVDGERKTYQKRS 

AVFRMKGILHSATTIR* 


2260 


10311 


A 


3196 


1260 


1340 


LPMALAVGFCRFRNHHQTGFSPAGANQ 

RGPLAATLSGPGGEGQSAVARLTGEKK 

NHPGAQYANRLSPRVGRFINAAGTTGFP 

TGKRAGFCRFRNHHQTGFSPAGANQRG 

PLAATLSGPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRFINAAGTTGFPTGK 

RAGFCRFRNHHQTGFSPAGANQRGPLA 

ATLSGPGGEGQSAVARLTGEKKNHPGA 

QYANRLSPRyGRFlNAAGTTGFPTGKRA 

QAQAK*WHYREPLLLRAQLTNPPSGQQL 

KSVDQWPVQKQFSSGSDLYQLHPFHVQ 

HFLEPCFPRHPEFAPPSTGTESHYYCWIW 


2261 


10312 


B 


3197 


200 


2602 


MQLARQVSRLESGQVKHEGQHTKMSQ 

VLWRSQEENPATLGNNIQLFDWIPQNDL 

LGHPKTKAFITHGGTNGIYEAIYHGVPM 

VGVPMFADQPDNIAHMKAKGAAVEVN 

LNTMTRPGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTGFPTGKR 

AVSATQLMDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPVSLVKRK 

TTLAPNTQTASPRALADSLMQLARQVSR 

LESGQDFADFGTnKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQVSRLESG 

QILPDFGPHHQTEFSPAGANQRGPLAAT 

LSGPGGEGQSAVARLTGEKKNHPGAQY 

ANRLSPRVGRFINAAGTTGFPTGKRAVS 

ATQLIPKVDKTTKIGKKQSRKTGNSKNQ 

SASPPPKESSSSHATEQNWTENDFDELRE 

EGFKRSNCSELQEEVQTHGKEVKNLEKK 

LDEWLTRITNEEKPLKDLMELKTKAQEL 

RJDKCTSLSSRFNQLEERVSVMEDQMNE 

MKREEKFREKRIKRNEQSLQEIWDYVKR 

PNLRLIGVPESDGENGTKLENTLQDIIQD 

FADFGTTIiCQDFRLLGQTSVURLLQLSQ 

GQAVKGNQLLPVSLVKRKTTLAPNTQT 

ASPRALADSLMQLARQVSRLESGHQAPC 

MKSNNALIVILGTVTLDAVGIGLVMPVL 

PGLLRDIVHSDSIASHYGVLLALYALMQ 

FLCAPVLAALSDRFGRRTVLLASLLGATI 

DYAIMATTPVLWIYPLVNSPSC* 
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2262 


10313 


B 


3198 




3198 


MKLMETLNQCINAGHEMTKAIAIAQFND 

DSPEARKITRRWRIGEAADLVGVSSQAIR 

DAFKAGRLPHPDMEIRGRVEORVGYTIE 

QINHMRDVFGTRLRRAEDVFPPVIGVAA 

HKXSPVIGVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTASMYHG 

WVPDLHIHAEDTLLPFYLGEKDDVTYAI 

KPTCWPGLDIIPSCLALHRIETELMGKFD 

EGKLPTDPHLMLRLAIETVAHDYDVIVID 

SAP 


2263 


10314 


A 


3199 


1 


2259 




2264 


10315 


A 


32 


603 


855 


GGWIMRSGVRDQPDQHGETLSLLKLQK 
LAGHGGACL*SQLVRRLRQEYHLNPGG 
GGCSEPRF\GHCAPAWATE*DSVSGKKK 
KKK 


2265 


10316 


A 


320 


1812 


5065 


PNKTGGKTVSDGLHHPSQLHSKLENDQ 
GFYNVDSSTGFHNKTNPVGPFRKSPFLV 

ARDRGSRLSRGNRRNGGGGCRDDDDDG 

GGAGAVRTGEGATEELPPVGGRVRPQH 

RGELFVLSSAGDLHRDRDTHRGGAGSG 

GGSAMASGAGGVGGGGGGKIRTRRCHQ 

GPIKPYQQGRQQHQVSSSRPDLSGFDED 

DKGWPENQLDMSDYSSSYQDVACYGTL 

PRDSPRRNKEG 


2266 


10317 


A 


32001 1 


2418 




2267 


10318 


A 


3201 


1907 


5097 


TSKKIVKQAPVLTFTTAALLAGGAIQAFA 
KENNHKAYKETYGVSHITRHDMLQIPKQ 

V^V^INC^ I V 1 Jl/I^O 1 Ia.J[NJE»0/Viv\JL*L/ V w 

DSWPLQNADGTVAEYNGYHVVFALAGS 

PKDADDTSIYMFYQKVGDNSIDSWKNA 

GRVFKDSDKFDANDPILKDQTQEWSGS 

ATFTSDGKIRLFYTDYSGKHYGKQSLTT 

AQ VN VSKSDDTLKINGV EDHICTIFDGDG 

KTYQNVQQFIDEGNEGILPISEPPIKQDFR 

LLG 


2268 


10319 


A 


3202 


891 


2136 


GATQAFAKENNQKAYKETY\ESAKGLD 
VWDSWPLQNADGTVAEYNGYHVVFAL 
AGSPKDADDTSIYMFYQKVGDNSIDSW 
KNAGRVFKDSDKFDANDPILKDQTQEW 
SGSATFTSDGKIRLFYTDYSGiaiYGKQS 
LTTAQVNVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSGDNHTLR 
DPHYVEDKGHKYLVFEANTGTENGYQG 

cccr nxiv A vvrinnTTOPPPk'PQOiri rvA^A 
ct^LirMlvAl I OUO 1 rHrri\Jvt:»ov^KX.vA^»3/v 

KKRDAELANGALGIIELNNDYTLKKVM 

KPLITSNTVTDEIERANVFKMNGKWYLF 

TDSRGSKMTIDGINSNDIYMLGYVSNSL 

TGPYKPLNKTGLVLQMGLDPNDVTFTY 

SHFAVPQAKGNNVVITSYMTNRGFFEDK 

KATFAPSFLMNIKGNKTSVVKNSILEQG 

QLTVN 


2269 


10320 


A 


3203 




3987 




2270 


10321 


A 


3204 


2 


247 


QGAGFSSSLRMASIFSIHSVGTRDLSRLS 
TILSPLYNTVAFGAN*CRELKLVLDAD0 
VLSTEVKRVrrSSASNITPArrCb 


2271 


10322 


A 


3205 


1099 


2224 


DGQQLI ALHRL ALRJELy V A V HAOLr l^l^ 

AKILFDGGSE/TRQNPLQQLVHMGLPRPL 

DKKNFQEP 


2272 


10323 


A 


3206 


1366 


2673 




2273 


10324 


A 


3207 


1 


7035 




2274 


10325 


A 


3208 


1 


2328 




2275 


10326 


A 


3209 


1| 2328 
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2276 


10327 


A 


321 


819 


. 1242 


KAYASLSLWQAPSGESRPAPAAADLRGS 

SG/RPP*TFPNPPCGPHTGCP\AGSFPISFQ 

PRCLLVAKSKPGMPVSDEAAYESPWKG 

GAGAPALGLLGALSSEVADRALQAAPA 

WAPRDAGRGDLPGQDRPQGPAGASLGP 

SRS 


2277 


10328 


B 


3210 


1 


2541 


MPRQVGSGPGPLLGVAGQAAVGTGGKK 

SLCQYRKPDGSGIVSLKJDWIIERYQLPQ 

SYQHRKAGECLLHEYEDLVPIRDTLRLF 

PGGRYLPRAKHVAPSEPDPEQDEQKLRD 

FADFGTTiKQDFRLLGQTSVDRLLQLSQ 

GQAVKGNQLLPVSLVKRKTTLAPNTQT 

ASPRALADSLMQLARQVSRLESGQDFA 

DFGTTIKQDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTaAPNTQTASP 

RALADSLMQLARQVSRLESGQDFADFG 

TTIKQDFRLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKRKTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQDFADFGTTIKQDF 

RLLGQTSVDRLLQLSQGQAVKGNQLLP 

VSLVKRKTTLAPNTQTASPRALADSLMQ 

LARQVSRLESGQDFADFGTTiKQDFRLL 

GQTSVDRLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADSLMQLA 

RQVSRLESGQDFADFGTTIKQDFRLLGQ 

TSVDRLLQLSQGQAVKGNQLLPVSLDD 

VTYAIKPTCWPGLAIIPSCLALHRIETELM 

GKPDEGKLPTDPHLMLRLAIETVAHDYD 

VIVIDSAPNLGIGTINVVCAADVLIVPTPA 

ELFDYTSALQFFDMLRDLLKNVDLKGFE 

PDVRILLTKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKGQIRMRTVF 

EQAIDQRSSTGAWRNALSIWEPVCNEIFD 

RLIKPRWEIR* 


2278 


10329 


A 


3211 




3849 




2279 


10330 


B 


3212 


1 


6724 


MDNFFAPVFTMGKYYTQGDKVLMPLAI 

QVHHAVCDGFHVGRMLNELQQYCDEW 

QGGADFADFGTTIKQDFRLLGQTSVDRL 

LQLSQGQAVKGNQLLPVSLRKQNTSRPP 

SMHVDDFVAAESKEWPQDGIPPPKRPL 

KVSQKISSRVENLKaNLPKELMLCHHQ 

EEGAGEDLDRVYDLMIFFVRENRTQVD 

HHLCMWMTLLLLKVKKWFLKMEYLHQ 

NGHSKYHRRFLPWGFQAIEEDGVLSTV 

RIGFSHHLL 


2280 


10331 


A 


3213 


532 


1232 




2281 


10332 


A 


3214 


8749 


11698 


CSWHDRFPDWKAGRILPISEPPSNRIFAC 

WGKPAWTGLLQLSQGQAVKGNQLLPVS 

LGFRGPPASNPGGAPGSASVAAAAAVA 

AKAAAAAAPPVDNAAPHSAAKLEERRK 

PDPRRJDFADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPViSLVKRKTTLA 

PNTQTASPRALADSLMQLARQVSRLESG 

QDFADFGTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKTTLAPMT 

QTASPR 


2282 


10333 


A 


3215 


3 


452 




22o3 


10334 


A 


3216 


24 


609 


GIPQTQREPTMVLSPADKTNVMCAAWGK 

VGAHAGVEYGAEALERMFLSFPTTKTYF 

PHFDLSHGFCPGLRATGKKVADALTNA 

VAHVDDMPNALSAL\SDLHAHKLRVGP 

GSTF1CLLSHLPCW*TLGRPPSPAEFQPLA 

VARLPWEKFPGLFVEAPLLDLQITFBCVG 

SFGWPLFFCPFGPPPSPSSPFLHPYPRGL 



373 



wo 01/88088 



PCTAJSOl/14827 



2284 


10335 


\ 


3217 


3 




WPAYGPARGVVPQPWVQTGTWQGNTG 
QRVPQLPPHPPPIHLVSRHRGKLRHGFLR 
PMPEPRGLESGKT/GQCSGSCSMYVTMR 
AKRPWEGGHDTLTQQGGCRSSVCGRRA 
HEALRPRVWCGEGPQWTW\CAVCP\NRS 
APGAGLADNRQHPGBSRAWGETRLGEAG 
GAE 


2285 


10336 


A 


3218 


3 


398 




2286 


10337 


A 


3219 


1766 


3896 


NTKLDQAQQAPEDHYPISLLLPSHMAIG 

LLMAQEGHCKDSSAMGEEAHHPLTPAT 

PPFPPLSPDWGHMQPDFFVPVAVPAVFR 

GPPQLQCHGRRLFLNSPCAQKSSSGLVV 

EPGLSRTLLEMVKLTSMRGQFLEAQIPT 

GISLTLQYQLYQKQTNKNMSYSFVLFLK 

WVALGQGRRAGYPSLEDADSRRFNGSR 

SFLITVIGITLTVEIVTSGMMKGTRVRWS 

GAGMEGMMGLEEGRNERSVKEAPPRRA 

VEAQPKDRTWDVGKGQGTEGEGRGLEV 

EGQQHQGSEPGTIPFSVSWGVLLLAGLC 

CLVPSSLVEDPQEDAAQKTDTSHHDQG 

DWEDLACQKISYNVTDLAFDLYKVSWH 

YHVNQ\HVLVTPTSVAMAFAMLSLGTKA 

DTRTEILEGLNVNLTETPEAKIHECFQQV 

LQALSRPDTRLQLTTGSSLFVNKSMKLV 

DTFLEDTKKLYHSEASSINFRDTEEAKEQ 

INNYVEKRTGRKVVDLVKHLICKDTSLA 

LVDYISFHGKWKDKFKAERIMVEGFHV 

DDKTIIRVPMINHLGRFDIHRDRELSSWV 

LAQHYVGNATAFFILPDPKKMWQLEEK 

LTYSHLENIQRAFDIRSINLHFPKLSISGT 

YKLKRVPRNLGITKIFSNEADLSGVSQEA 

PLKLSKAVHVAVLTIDEKGTEATGAPHL 

EEKAWSKYQTVMFNRPFLVIIKEYITNFP 

LFIGKVVNPTQK 


2287 


10338 


A 


322 


2 


373 


PRVRVRVDLVSGWGGKMVDLFVLVTV 

KRVXIDYAVKILVKPDWTGWSDGVKHS 

LNPFCDIAVDEAVLLKEKKLVKJEGIAVC 

CGPAQCQETNRTALGMGAHRGIHVEVS 

P**AORLCPLOVARG 


2288 


10339 


A 


3220 


3 


1226 


MRRNKPRQRGVREARPAGGAGPGWRG 

ARCSGAGEGGGGERRGSPPAALALAPAS 

GPRRNFPPDARCLIYQQIHQGAFLLAGSA 

SLSAVTGVPEGEARFTEDYCPEEKMFGF 

HKPKMYRSIEGQCISGAKSSSSRFTDSKR 

YEK\DFQ\SCFGLHETRSGDI\CNACVLLV 

KRWKKL\PAG\SKKNWNHVVDARAGPS\ 

LKTTFEPK\KVKTLSG\NRIK\STQISKLQK 

DDGSDTEMASGSNRTPVFSFLDLTYWK 

RQKICCGIIYKGRFGEVUDTHLFKPCCS 

NKKAAAEKPEEQGPEPLPISTQEWTECP 

DLSLWSWRPPLSSLPAGCSLHGLAADW 

TTDMITVTTSKCREPSCQQEGSFQRRKA 

FPKRLPKMAEVOVLLL 


2289 


10340 


A 


3221 


1 


269 




2290 


10341 


A 


3222 


240 


377 


SNTHRVPTFTDAWEVEMVTSLSLQSFLL 
LPHIHCLKLQ*DPLHSP 


2291 


10342 


A 


3223 


47 


263 




2292 


10343 


A 


3224 


416 


498 


KRLSLQSFLLLPHIHCLKLQ*DPLHSP 


2293 


10344 


A 


3225 




305 


RTRGRTRGGDGGGHLGSGRNGGGSMN 
APPAFESFLPLRG/QRRITINKDTKVPNAC 
LFTMVNKEDHTLGNIIKSRACFPFAFCRD 
CQFPEASPATLPVOPAEL 



374 



wo 01/88088 



PCT/USOl/14827 



2294 


10345 




3226 


74 


562 


SFLLFEGEKK/ISDAGCGGPRITINKDTKV 
PNACLFTINKEDHTLGNIIKSQRDLKDPQ 
ALFAGYKVPHPLVEHKIIIRVQTTPDYSPQ 
\RAFTNRQSPDL\ISELSLLGGSAFRGGHK 
KTSQERNLSRGARGGLCSGL 


2295 


10346 


A 


3229 


1 


2661 




2296 


10347 


C 


323 


303 


395 




2297 


10348 


A 


3230 


1 


1454 




2298 


10349 


A 


3231 


1 


2364 




2299 


10350 


A 


3232 




1368 




2300 


10351 


A 


3233 


114 


1473 


VKGDRFGALRFNDCPAGIKLPMTFFTEL 

EKTTLKnWNQKRARIAKSILSQKNKAG 

GSTLPDFKLYYKATVTKTAWYWYQNR 

DIDQWNRTGPSEITPHTYNYLIFDKPEKN 

KQWGNDSLFNKWCWENWLAICRKLKL 

DPFLTPYTRINSRWIKDLNVRPKTIKTLE 

ENLGITIQDIGMGKDFMSKTPKAMATKD 

KIDKWDUKLKSFCTAKETTIRVNRQPTK 

WEKIFATYSSDKGLISRIYNELKQIYKKK 

TNNPIKKWAKDMNRHFSKEDIYAAKRH 

MlvKL.oboLAJKJbJvlk^lK.1 iMKYHLrPVRlvl 

AIIKKSGNNRCWRGCGEIGTLLHCWWD 

WKLVQPLWKSVWRFLRDLELEIPFDPAI 

PLLGIYPNDYKSCCYKDTCTRMFIVALFT 

lAKTWNQPKCPTMIDWIKKMWHIYTME 

YYAAIKNDEFM/SFVGTWMKLEHILSKL 

LQEQKTK 


2301 


10352 


B 


3234 


■ 


1890 


MDKFLDTYTLPRLNQEEVESLNRPITGSE 

IVAIINSLPTKKSPGPDGFTAEFYQRYKEE 

LVPFLLKLFQSIEKEGILPNSFYEASIILIP 

KPGRDTTKIENFRPISLMNIDAKILNKILA 

NRIQQHIKKLIHHDQVGFTPGMQGWFNI 

CKSINIIQHINRTTCDKNHMIISIDAEKAFD 

KIQQHFMLKTLNKLGIDGTYLKMIRTIY 

DKPTANIILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVMELLARAIRQEKEIKGIQLGKE 

EVKLSLFADDMIRIKYLGIQLIRDMKDLF 

KENYKPLLNEIKEDTNKWKNIPCSWVGR 

INIVKMAILPKVIYRFNAIPIKLPMTFFTE 

LEKTTLNFIWNQKRARTAKSILSQKNKA 

RGIMLPDFKLYYKATVTKTAWCWYQNR 

DIDQWNRTEPSEITPHIYNYUFDKPDKN 

ivv^ vv vjrwi^ijijriNjN. vv\^ wxijN vv LiMiv^rsjrvi_>i\.ju 

HPFLTPYTTINSRWIKDLNVRPKTIKTLEE 

NLGNTIQDIGMGKDFMSKTPKAMATKA 

KIDKWDLIKLKSFCTAKETTISVNRQPTK 

WEKIFATYSSDTGLISRIYNELKQIYKKK 

TNNPINKWAKDMNRHFSKEDIYAAQKH 

MKNAHHHWPSEKCKSKHNEIPSHTS* 



375 



wo 01/88088 



PCT/USOl/14827 



2302 


10353 


A 


3235 


1 


2676 


MKAEIKMFFEINENKDTTYQNLWDAFK 

AVCRGKFIALNAHNRKQERPKFDTLTSQ 

LKELEKQEQTHSKASRRQEMTKIRAELK 

EIEIQKTLQKINESRSWFFERINKIDRPLA 

RLIKKKREKNQIDAIKNDKGDITTDPTEI 

QTTIREYYKHLYANKLENLEEMDKFLDT 

YTLFRLNQEEVESLNRPITGPEIVAIINSLP 

TKRSPGPDGFTAEFYQRYKEELVPFLLK 

LFQSIEKEGILPNSFYEASIILIPKPGRDTT 

KKENFRPISLMNIDAKILNKILANRIQQHI 

ICKLIHHDQVGFIPGMQGWFNIRKSINW 

QHINRTKHKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLSIDGTYLKIIRATYDKPTANII 

LNGQNLEAFPLKTGTOQGHPLSPLLFNIV 

LEVLARAIRQEKEIKAQNLLKLISNFRKV 

SVYKINVQKSQAFLYTNNRQTESQIMRE 

LPFTIASKRIKYLGIQLTRDVKDLFKENY 

KPLLNEIKEDTNKWKNIPCSWIGRINIVK 

MAILPKVIYRFNAIPIKLPTTFFTELEKTIL 

KFIWNQKRAHIAKTILSQKNKAGGIMLP 

DFKLYYKATVTKTAWYWYQKRDIDQW 

NRIELSEIIPHIYNHLIFDKPDKNKKWGK 

DSVFNKRCWENWLAICRKLKLDTFLTPY 

TKINSRWIKDLHVRPKAIKTLEENLGITIQ 

KLKSFCTAKETTIRVNRQPTKWEKIFAIY 

SSDKGUSRIYKELKQIYKKKTNNPIICKW 

AKDMNRHFSKEDIYAANRHMKKCSSSL 

AIREMQIKTTMRYHLTPVRKAUKKSGNN 

RCWRGCGEIGTLLHCWWDCKLVQPVLW 

KTVWQFLRDLELEIPFYPAIPLLGIYPKD 

Y 


2303 


10354 


A 


3236 


1 


3045 


MDKFLNTYTLPRLKQEEVESLNRPITGS 

EE/LEKEGILPNSFYEASIILIPKPASDTTK 

KENFRPlSLMNrNAKlLNKILAKQlRQHIK 

KLIHHDQVGFIPGMHGLFNICKSVNIIQHI 

NRTNDKNHMIISIDAEKPFDKIQQHFML 

KTLNKLAQNLLKLIGNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMNEFPFTIASKR 

IKYLGIQLTRDVKDLFKENYK 


2304 


10355 


A 


3237 


1 


2142 




2305 


10356 


A 


3238 


1 


1551 


MRFKEKIHLHNIKEPSEAASADGGAVAS 

YPDLAKIVDEGRYKAEVMQLRCGWRAP 

ASDCVHSVAVVGVDSVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDMIVYLENP 

TVSAQNLLKUSNFSRVSGYKINVQKSQ 

AFLYTNNKQTESQIMSELPFTIASKTIKYL 

GIQLTRDVKDLFKENYKPLLMKIKEDTN 

KWKNIPCSWIGRINIVKMAFLPKVIYRFN 

AIHIKLPMTFFTELEKTTLKFIWNQKGVH 

lAKSILSKKNKAGGIMLPHFKLYYKATV 

TKTAWYWYQNRYTDQCNRTEPSEIIPHI 

YNHLMFDKPDKNKKWGKDSLFNKWCW 

ENWLAICRKLKLDPFLTPYTKINSRWIKD 

LNVRPKPIKTLEENLGITIQDIGMGKDFM 

SKTPKAIATKAKIDKWDLIKLKSFCTAKE 

TTIGVNRQPTELEKIFAIYSSDKGLISRIY 

KELKQIYKKKVNNPIKKWVKDMNRHFSK 

EDIYAVNRHMKKCSSSLVIREMQIKTTM 

RYYLTPV 



376 



wo 01/88088 



PCT/USOl/14827 



2306 


10357 


A 


3239 


1 


1458 


GLSGDLLGAHQLPDVLCGVQPLPDLLLP 

PQNLLALQSLQDDLLWALDPAAAAPWA 

MDRGAATQWAVGPWSDPWVMEAVAS 

LPSAMDLDSAAQPTWLLGAASLLVTDQ 

PMDQPSADQLAEFPDLLSKVSQSLRIKY 

LGIKLTRNVKDLFKENYKPLLNEIKEDTN 

KWKNIPCSWVGRINIVKMAILPKVIYRFN 

AIPIKLPMTFFTELENTTLKFIWNQKRACI 

AKSILSQKNKAGSIMLPDFKLYHKATVT 

KTAWYQYQNRDIDQWNGTEPSEIMSHIY 

NYLIFDKPEKNKQRGKDSLFSKWCWEN 

W L AlCRKLKLUPFLTPYTKINSR WlKDLN 

VRPKIIKTLEENLVNTIQDIGMGKDFMSK 

TPKAMATKAKIDKWDLIKQKSFCTAKET 

TIRVNRQPTEWEKIFAIYSSDKGLISRIYK 

ELQQIY\RKK'mNPIKKWAKDMNRHFSK 

EDIYAANRHMKKCSSSLAIREMQIKTTM 

RYHT TPV 
In. I ntt 1 * V 


2307 


10358 


A 


324 


268 


393 


W*TVTNFGEISGTIAIEVDEGTYIHALNN 
GLFTLGAPHK/ERIALKPGYGKYLSINSD 
ELVV/GRSDAIGPREQWEPVFQNQEVRN 
GGPAEMGEEKRNGTKWREDTDHTSFPL 
FPSTGGOPKAHSNWRKVCH 


2308 


10359 


A 


3240 


1 


2028 




2309 


10360 


A 


3241 


2 


1547 




2310 


10361 


A 


3242 


3 


1945 




2311 


10362 


A 


3243 


1 


2124 




2312 


10363 


A 


3244 


1 


2250 




2313 


10364 


A 


3245 


2 


2483 


GKYYKLSSGTAPTCVSLGWGLARGDSA 

APALGSRTSACAPCSHGTWKLSLEPSDR 

LSPCDRSSEEAHTHAPHRLLALVASLPW 

SRLPLLAPQSHSEAEATSQPTGVENHHQ 

KTRYVKAGGPVICRSLPESRGFLWASEG 

RKCMLIGSWAAMGRLRKSnSSRFGPQT 

LAGTGRPQAIPVLKKHSDAVLLGVCFLK 

LLHQHHQELGENADSQTLPQTHWEFILS 

EDYNKMTPVKNYQVLEVLARAMRQEK 

QIKSIQLGKEEVKLSVFADDMIVYLENPI 

VSAQNLLKLISNFSKVSGYKINVQKSQA 

FLYTNNRQTESQIISELPFTIPSKRIKYLGI 

QLTRDVKDLFKENYKPLLNEIKEDTNKW 

KNIPCSWVGRINIMKMAILPRVIYIFNAIS 

IKLPMTFFTELEKTTLKFIWNQKRARIAK 

TILSQKNKAGGITLPDFKLYYKATVTKT 

AWYWYQNRGVDQWNRIEPSEIIPHIHNH 

LIFDKPDKNKKWGKDSLFTKWCWENW 

LAICRKLKLDPFLTPYTKINSTWIKDLNV 

RPKTIKTLEENLGITIQDIGMGKDFMSKT 

PKAMATKAKIDKWDLIKLKSFCTAKETT 

IRVNRQPTEWEKIFTIYPSDKGLIPRIYICE 

LKQMYKKKSNNPIKKWAKDINRHFSKED 

lYAANRHMKKCSSSLVIREMQNKlTIRA^ 

HLTPVRMAIIKKSGNNRDMDEAGNHHS 

EQTIARTENQAPYLLTHRWELNNENTWT 

QVEEHHTLGPIVGVICRKVFPGNSGPSKP 

SGLHFSQPLPQVTSVVAKITIVPWEMKLI 

AMGVQDELNIAFHKNHLU^mrnriHMT 

PYIQPAPKS 


2314 


10365 


A 


3246 


1 


2622 





377 



wo 01/88088 



PCT/USOl/14827 



2315 


10366 


A 


3247 


853 


2831 


YPESTMNSNKFTRKKQTTPSKSG*Ri*TD 

TSQKKTFMQPKDT*KNAQHHWSLEKCK 

SKPQ*DTISHQLEWRSLKSQDRKD*QSTL 

LAILIKKKGQKNQIDT/IKNDKEGITTDPR 

EIQTTIREYYKHLYTNKVENLEEMDKFL 

DTYTLPTLKQKKEVKTLNRPITGSEIEAII 

NSLPT/KKSPGPDRFrAEFY\RyDIRSSGQG 

NQARERNKGYSIRKRGSQIVPVCR*HHCI 

FRKPHHLSPKSS*ADKQLQQSLRIQNQSA 

KITSIP1HQ*QTNREPNHE*TPIHNCFKEN 

KMPRNPTYICGCEGSLQGELQTTAQ*NK 

RGHKRMEEHSMLMDRKNQYRENGHTA 

QGNLMQCHPHQATNDFFHRIGKNYFKV 

HMEPKKSPHRQV>IPKPKEQSWRHHTT* 

LQTILQGYSNQNSMVLVPKQRHRPMEQ 

NRAPGNNTIHLQLSDL*Q1*QKQEMGKG 

FPI**MVLGKLANHM*KAFTn91 PHI! V\C 

N*FKMD*RLKC*T*NHKNPRRKPRQYHS 

GHRHGQGLHD*NTKSNGNKSQN*QMGS 

N*TKELLHSTRNYHQSEQATYRMGENFC 

NLL1*QRANIQNLQRT*TNLQDICNKQPH 

QKVGKGYEQTLLKRRHLCSQKTHEKML 

nTGHQRNANQNHNElPSHTS*NGDH/SN 

QVRKQQVLERMWRN 


2316 


10367 


A 


3248 


1 


4954 


MVFSIDAQKAFDICIQHRFMLKTLNKLGI 

UuJ YLKUKAIYNKxICjNIILNCjQKLEAFP 

LKTGTRQGCPLSPLLFNIVLEVLARAIRQ 

EKEIKGIQLGKEEVKLSLFADDIIVYLENP 

IVSAQNLLKLIGNFSKVSGYKINVQKSQA 

FLYTNNRQTESQIMSELPFTIASKRIKYL 

GIQLTRDVKNLFKENYKPLLNEIKEDTD 

KWKNIPCSWIGRIHIVKMATLPKVIYRLH 

PMTPCTPI T2Vm WFIW 

/xinipjursvi i rr J CLfCJV i i L»Kr i w 


2317 


10368 


A 


3249 


25 


527 


EFHRLRENPPMVAVSCPTKTNVKAXAWfi 

XKVGAHAVRSMCAEALERMFLSFP-nTKT 

YFPHFDL\SHG\SAQVKGATGKKVADAL 

TNAVANVNDDMPNVAVRPEATLHAHKL 

RVDPNANFNKLLKPLACLVDPGPAHLPRP 

SFTPGGATSSLGQSFLGFLLKHRCLNLPN 

YR 


2318 


10369 


A 


325 


1 


67 




2319 


10370 


A 


3250 


97 


1360 


SACAWRLPSPGPSAMWPLWRLVSLLAL 
SQALPFEQRGFWDFTLDDGPFMMNDEE 
ASGADTSGVLHPDSVTp-nYSAMCPFGC 
HCHLRVVQXCSDLGLKSVPKEISPDTTLL 
DLQNNDISELRKDDFKGLQHLYALVLVV 
NNKISKIHEKAFSPLRKLQKLYISKNHLV 
E1PPNLP\SSLV\ELRIHDNR1RKVPKGVFS 
GLRNMNC1E\MGGNPLENSGF\EPGAFDG 

DHNKIQA1ELEDLLRYSKLYRLGLGHN\Q 

IRM1ENG\SLSFLPTLREV\HL\DNNKLAR 

VPSGFP\DLKLLQVV/YILHSNNIHQSGVF 

NEFLFPWGFGGEAGPYYNGH/ISLFNNPV 

PYWEVQVPATFRWVTORLAIQFGQLQKV 

EAAAATLVSQWGSLGNRARHPDGEAEP 

GS 


2320 


10371 


A 


3251 


I 


2535 





378 



wo 01/88088 
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2321 


10372 


A 


3252 


5 


.2333 

• 


NPILWLETQMASNERDAISWYQKKIGAY 

DQQIWEKSIEQTQIKGLKNKPKKMGHIK 

PDLIDVDLIRGSTFAKAKPEIPWTSLTRK 

GLVRVVFFPLFSNWWIQVTSLRIFVWLL 

LLYFMQVIAIVLYLMMPIVNISEVLGPLC 

LMLLMGTVHCQIVSTQITRPSGNNGNRR 

RRKLRKTVNGDGSRENGNNSSDKVRGIE 

TLESVPIIGGFWETIFGNRIKRVKLISNKO 

TETDNDPSCVHPIIKRRQCRPEIRMCQTR 

EKPKFSDGEKCRREAFRRLGNGVSDDLS 

SEEDGEARTQMILLRRSVEGASSDNGCE 

VKNRKSILSRHLNSQVKKTTTRWCHIVR 

DSDSLAESEFESAAFSQGSRSGVSGGSRS 

LNMSRRDSESTRHDSETEDMLWDDLLH 

GPECRSSVTSDSEGAHVNTLHSGTKRDP 

KEDVFQQNHLFWLQNSSPSSDRVSAIIW 

EGNECKKMOMSVLEISGIIMSRVNAYOQ 

GVGYQMLGNVVTIGLAFFPFLHRLFREK 

SLD\QLKS1SAEEILTLFCGAPPVTPIIVLSI 

INFFERLCLTWMFFFMMCVUERTYKVQR 

FLFAKLFSHIYFCQGKLGKYEIPHFRLKK 

VENIKIWLSLRSYLKRRGPQRSVDWWS 

SVFLLTLSIAFlCCAQVLQG\HK'nSWNDA 

YNNWGVFDLGETALLLFLLRLASLGSETO 

KKYSNVSILLTEQINLYLKMEKKPNKKE 

QLTLVNNVLKLSTKLLKELDTPFRLNYGL 

1 MNrLI YNI I KV VlLoAVSOVISDLLGFNI 

RLWKIKS 


.2322 


10373 


B 


3253 


73 


358 


XVPGSRGPETKLWDDFSMSQATKRKHV 
VKEVLGEHIVPSDQQQIVRVLRTPGNNL 
HEVETAQGQRFLVSMPSKYRKNIWIKRG 
DFUVDPIEEGEK* 


2323 


10374 


A 


3254 


80 


201 




2324 


10375 


A 


3255 


498 


748 


FLPRRGDNDSYPQ/WTKACCRRRRTCW* 
T*TWW1RSGQRKMWSCGRRSLTTCPMP 
RTRTAARLMACGSGSWRRSGPSCGCRL 
SP 


2325 


10376 


A 


3256 


1 


1764 


MTTSQKHRDFVAEPMGEKPVGSLAGIGE 
VLGKKLEERGFDKAYWLGQFLVLKKD 
EDLFREWLKDTCGANAKQSRDCFGCLR 
E/WCAKSRPAAEVSELKADSKEGPQAQG 
PEQERTGL 


2326 


10377 


A 


3257 


842 


1186 


FLPRRGDNDSYPQ/WTKACCRRRRTCW* 

T*TWWIRSGQRKMWSCGRRSLTrCPMP 

RTRAWTTWRSKNLALSCPSMTKSLKGS 

GHIPSAWSRAARLMACGSGSWRRSGPS 

CGCRLSP 


2327 


10378 


A 


3258 


526 


1158 


SCGLSLIKMTTSQKHRDFVAEPMGEKPV 

GSLAGIGEVLGICKLEERGFDKGLA^VVL 

GQFLADlEKMKTSFREWLKDTCGANAKx 
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ARAARVFLHRSSLNLSNGETESVKTMIV 

HDDVESEPAMTPSKEGTLIVRQTQSASST 

LQKHKSSSSFTPFIDPRLLQISPSSGTTVTS 

WGFSCDGMRPEAIRQDPTRKGSVVNV 

NPTNIRPQSDPPE1RKSGKG*L*ILGAGLW 


2399 


10450 


A 


3322 


3 


174 




2400 


10451 


A 


3323 


2 


4978 


RRTSAVSRGLLFMSFVQPLLQPPVHLLT 

ARVRVPGYLQIDGVKIKEHNGKJLMNCF 

KTKMTYYSFMKCVGLPAQLTIGFSGPSR 

ETGSDPRAARRGEDPQSKDRGDGLSEQT 

EAQRSGVHCPRSQLVGELAGQSPRTIPA 

ALKVCLYLLCl 1 5 YNH i oKUbooKDccbJb 

PGHDDQLWLVMEFCGAGSITDLVKNTK 
GNTLKEDWIAYISREILRGLAHLHIHHVI 
HR 


2401 


10452 


A 


3324 


197 


332 




2402 


10453 


A 


3325 


1 


1788 




2403 


10454 


A 


3326 


3 


111 




2404 


10455 


A 


3327 


220 


423 


HEEl KSfiPYYI 1 TFRDPFl HFWALVSKR 
/LALNFM*TSAPT*KALSKRNICLVNKNR 
NIKIPYPKKKKK 


2405 


10456 


A 


3328 


273 


499 


RSGVRDQPGQHGKITSLLKIQKLARRGG 
ACL*SQLLRRLRQENRLNPGGGGCSEPR 
SCHCTPAWETEQDSISKIK 


2406 


10457 


A 


3329 


1 


1176 




2407 


10458 


A 


333 


1 


3408 
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2408 


10459 


A 


3330 


245 


39^ 




2409 


1046C 


f A 


3331 


458 


701 


GPAPTRRGPAPHGAHTR'»*PAGTARAAC 
GSA*SAGTASPAHKGKGHHPGSRASGTG 
rUrCQRKKRSDHSSAGKWPLREASL 


2410 


10461 


A 


3332 


365 


814 


AALRSSENSSRHRSLVKMSDKKAKDPV 

>AKSGGQGPKRKNWSKGKSSGTSFNN\L 

VLFDKATYDKLCKEVPNYMMLITPAVGSE 

RL^K1RGSLGQGKPFQELLS\KG^PNWFS 

KHRASSYFTPGITKGGNDAPSLLGEDCMN 

RSNPPVHLEK 


2411 


10462 


A 


3333 


41 


565 


APSPRRPWGHFTEED\KATIK\NLWGKGE 

MWKDAGGKNPWERLPWLSYPMGPQRF 

FDQLLANLSLCPLPIMGNPPKVKGTWPR 

KVLTSLG\SAHKSTWDDLKGHLLPKPEV 

NLHODKPAMWDPENFKAPGEMLLVTR 

r OQSHFRQKNFTPGGCRASWGRKMGDL 

Fl A9AT VP^RVW 


2412 


10463 


A 


3334 


399 


592 


KCIHFPGPTPKFVrfiVI VVTA VPATPnM* 

TVYV**LPFSILAQNVG*RDDCDPGWKL 
NLFYAKKKK 


2413 


10464 


A 


3335 


28 


312 




2414 


10465 


A 


3336 


26 


417 




2415 


10466 


A 


3337 


16 


3567 




2416 


10467 


A 


3338 


6385 


6599 




2417 


10468 


A 


3339 


2 


758 




2418 


10469 


A 


334 


3 


443 


SFQGGLEGEAWAGTGAAPGACGPARVP 
GGRRLRGPRTRPAGPTGPGQ*G/VLAPGP 
AAAVL/RFLTGP*LPSRSRARDREGLQLH 

<s*90RriHPPTflPW/r5TTDr^AOD*CI *UCDI> 

o o\it\unx:tr i viivn/vj 1 1 Jr IJA* "'iiL»*rio"K 

RSAASLCPQAPEVSPQGSQVPALSGNSP 

QRLLLPT 


2419 


10470 


A 


3340 


116 


627 




2420 


10471 


A 


3341 


1830 


2259 




2421 


10472 


A 


3342 


I 


619 




2422 


10473 


A 


3343 


1830 


2258 




2423 


10474 


A 


3344 


290 


1377 


RSFRAIGEVGSIRGWGGGYAAQLQSPSR 

LPVLGGGKKGGSRGVGQGSSRAEVGLG 

SQRERSGTCGAEAAAAAAQLIAGTGSSL 

PYQGPGQNQTAIAPTCAPLSPCKAAAVI 

MGNIFGNLLKSLIGKKEMRILMVGLDAA 

GKTTILYKLKLGEIVTTIPTIGFNVETVEY 

KNISFTVWGCGVARDK\1RPL\WRH\YFQ 

N\TQGFDILWSDSN\DR\ERVNEA\REEL\ 

MKNAGAETSLRDAVLLVFGQTNRICPN 

AMNAAG\IQDKLG\LHSLRHRNWY1\QAT 

CATRGN\GLYEGLHWLANSVPKQEVESR 

TALTKHSTSPLTYLLSPCPQFLPLLSMQG 


2424 


10475 


A 


3345 


292 


574 


VTTENSGGQTQCGKQDRIQVPRHPARRG 
PPGSQY/PVTPPVPPGPLHATQLPPGPIPL 
GKRKAGQERRLDPRPTTCQAAAPTRSSP 
FCPPQKVWR 


2425 


10476 


A 


3346 


3 


142 


riSSIIRKARKP\QDLLNNYTPRSSPLRSSG 
RTRMYKGKNVRPGNSS 
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2426 


10477 


A 


3347 


1 


1418 


MAAALFVLLGFALLGTHGASGAGEERA 

RKQPCGKSRFQGHSEGALATRFSAGNTG 

FVQAPLSQQRWVGGSVELHCEAVGSPV 

PEIQWWFEGQGPNDTCSQLWDGARLDR 

VHIHATYHQHAASTISIDTLVEEDTGTYE 

CRASNDPDRNHLTRAPRVKWVRAQAV 

VLVLEPGTVFTTVEDLGSKILLTCSLNDS 

ATEVTGHRWLKGGWLKEDALPGQKTE 

FKVDSbDQWGEYSCVFLPEPMGTANIQL 

HGPPKWKAVKSSEHINEGETAMLVCKS 

ESVPPVTDWAWYKITDSEDKALMNGSE 

SRFFVSSSQGRSELHIENLNMEADPGQY 

RCNGTSSKGSDQAIITLRVRSHLAALWPF 

LGIVAEVLVLVTIIFIYEKRRKPEDVLDAL 

RRCTWPGLMSCPEPPLGVTEGRAGSTDA 

PARGLSGASADRLSSRPLFHGGGPSSDD 

DAGSAPLKSSGQHQNDKGKNVRQRNSS 


2427 


10478 


A 


3348 


3 


896 


SCRGRRRQRLEVVRGFRRGIGIMAAALF 

VLLG\FALLGTHGASGAAGTVFTTVEDL 

GSKILLTACSLNDSATEVTGHRVWVLKGGV 

VLKEDALPGQKTVEFKVDSD\DQWGEYS 

CVFLPEPMGTANIQLHGPPRV\ICAVK\SS 

EH1NEGETAMLVCK\SEFVPP\VTDWAW 

YKITDSEDKAL\MNGSE\SRFFVNSSQG\R 

SELHIENLNMEA\DPGQEVRCNGTSSKGL 

RPRPLQFLRVRSHLAALWPFLGIVG\EVL 

VLVTlinYEKRRKPEDVLDDDDAGSAPL 

KSSGOHONDKGKNVRORN'i^; 


2428 


10479 


A 


3349 


870 


997 


KWASNTYVlSSNEESMIS*LSriRO*7sII RV 
WRLRKTWWLNWTL 


2429 


10480 


A 


335 


2 


306 




2430 


10481 


A 


3350 


2 


225 


GILKGLYYPLATNSFPATCWRL*VSPAHS 

KDPRNAATVHLSFFSPSGGPRYLLGHTT 

WQQGLGKRGRRTEQHSL 


2431 


10482 


A 


3351 


1 


336 




2432 


10483 


A 


3352 


1193 


2524 


SKPPAASFAPRRPPATSRTLSAACAFRSR 

CRLAACSFVRPLPHTDTNMNGQLNGFH 

EAFIEEGTFLFTSESVGEGHPDKI\CDQJS\ 

DAVLDAHLQQDPDAKVACETVAKTGMI 

LLAGEITSRAAVDYQKVVREAVKHIGYD 

DSSKGFDYKTCNVLVALEQQSPDIAQGV 

HLDRNEEDIGAGDQGLMFGYATDETEE 

CMPLTIVLAHKLNAKLAELRRNGTLPWL 

RPDSKTQVTVQYMQDRGAVLPIRVHTIV 

ISVQHDEEVCLDEMRDALKEKVIKAWP 

AKYLDDVTIYHLQPSGRFVIGGPQGDAG 

LTGRKIIVDTYGGWGAHGGGAFSGKDY 

TKVDRSAAYAARWVAKSLVKGGLCRR 

VLVQVSYAIGVSHPLSISIFHYGTSVRKSE 

RELLEIVKKNFDLRPGVIVRDLDLKKPIY 

QRTAAYGHFGRDSFPWEVPKKLKY 


2433 


10484 


A 


3353 


346 


461 
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2434 


10485 


A 


3354 


3 


1632 


MTEQLEPILMQAFIKSTAGLEARKLKAY 

RTMEYMAKSTDRSPGHILCCECGVPISP 

NPANICVACLRSKEDISQGIPKQVSISFCK 

QCQRYFQPPGTWIQCALESRGTFLLWCL 

EKNPKPLWSKVRLVDAG\FVWTEPHF\K 

RLKVKLTIQKEVMNGAILQQVFWDYV 

VQSQMCGDGHESEKLKDFWKVAVIQVR 

QKTLHKKTFYYLEQLILKYGMHQNTLRI 

KEIHDGLDFYYSSKQHAQKMVEFLQCT 

VPCRYKASQRLISQDIHSNTYNYKSTFSV 

EIVPICKDNVVCLSPKLAQSLGNMNQIC 

VCIRVTSAIHLIDPNTLQVADIDGSTFWS 

HPFNSLCHPKOLEEFlVMFr<;ivnniKR A 

AGAG\M1SKKHTLG\EVWGTEGHLEMNY 

RlKQYFCRTlHLGTSCLNPGDUtVLGFDL 

AN\CNLNDEHVNKMNSDRVPDWLIKKS 

YDRTKRQRRRNWKLKELARERENMDT 

DDERQYQDFLEDLEEDEAIRKNVNIYRD 

SAIPVESDTDDEGAPRISLAEMLEDLHFS 

PGCPLVKEGASMLT 


2435 


10486 


A 


3358 


231 


877 


* »^-» VVJ * sJxVii^rv I 1 OOIVrV I tlN.INIV.lL' 1 V ooA 

VPYLTTPPDLPRPEV\VFIG\RSNV\GKSSL 

IKALFSLAPEVEVRVSKKPGHTKKMNFF 

KVGKHFTWDMPGYGFRAPEDFVDMVE 

TYLKERRNLKRTFLLVDSVVGIQKTDNI 

AIEMCEEFALPYVIVLTKIDKSSKGHLLK 

QVLHIQKFVNMKTQGCFPQLFPVSAVTF 

SGIHLLRCFIASVTGSLD 


2436 


10487 


A 


3359 


3 


234 




2437 


10488 


A 


336 


243 


748 


PCQSFQPSGFGKDRPTSLEQRSQRERQA 

AIFAVSQPSLVIPPGTGKSEVNADRSRPP 

AYCSNLGRYSGPGPPSLVIPPGTGKSEVN 

ADRSGPPAYCSNHFPSALP**RSSMRSLS 

LQQTSAWTCRHFHTSFEIQ/RGGSQILTL 


2438 


10489 


A 


3360 


25 


546 


QSGDLGGRLSRSENCSQRVVRHRVVGA 
VMAGVLKKTTG\LVGLA\VCNTPH\ERLR 
ILY\TKI\LDVLEEIPK\NAAYRFCYTEQ1TN 
EKLAMVKAEPDVKKVLEDQUQGGQLVEE 
VlLXOAXFHFl Nl AKK1C*nVWKI \\A/PPI W 

E\EPPA\DQ\WKWAN1IIKLTLWFMGKLD 
VIKIFCYI 


2439 


10490 


A 


3361 


2 


367 


YAGFSLSAQKCPGAMAE*SYAKSTKLVL 

KGTKTKSKKKKSKEKKRKREEDEETQF 

D/IVGTIAIEMDEGTYIHALDNGLFTLGAP 

SKTAGEEEMIT 


2440 


10491 


A 


3362 


268 


393 


DGRRKEKWHKVERRHRPYLLSSLSQHR 
W*TVTNFGEISGTIAIEVDEGTY1HALNN 
GLFTLGAPHK/ERIALKPGYGKYLSINSD 
ELW/GRSDAIGPREQWEPVFQNQEVRN 
GGPAEMGEEKRNGTKWREDTDHTSFPL 
FPSTGGQPKAHSNWRKVCH 


2441 


10492 


A 


3363 


6 


223 


TVTNFGEISGTIAIEMDEGTYIHALDNGL 
FTLGAPHK/ERIALKSGYGKYLGINSDEL 
VGHSDAIGPREQWEH 


2442 


10493 


A 


3364 


329 


877 


RPWKQDRRAGDPWPRTHEFRSSEASLQ 

ASACKKKKSKEKKRKREEDEETQFDMF 

GIW*TVTNFDEISGTIAIEMDEGTYIHALD 

NGLFTLGSSTQRRIALKSGYGKYLGINSD 

ELVV/GRSDAIGPREQWEPVFQNGACAA 

VFTVIGSEKQSECSLLRESRAKYHGCTH 

GQISSSLKOHPRWMY 
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244: 


J 10494 


A 336! 


) 9' 


7 70^ 


\ AGFSLSAQKCPGAMAE*SYAKSTKLVLK 
GTKTKSKKKKSKEKKRKREEDEETQFD/l 
VGIW*TVTNFDEISGTIAIEMDEGTYIHAL 
DDGLFTLGAPHKEGMCMALLASNGCFIR 
CNEAGDIEAKSKTAGEEEMIKIRSCAERE 
TKKKDDFLEEDKGNVKQCEINYVKKFQ 
SFQEHKLKISKEDSICILKKAQKDGFLHET 
LLDR 


244^ 


\ 10495 


A 336e 


; ^A 


\ 981 


AIQRLGEDGGGFYRDVGCQGVFISRPLL 

FLRAPVLPRLTYSSRTGLSLSAQKLPGA 

MAEYSYVKSTKLVLKGTKTKSKKKKSK 

DKKRKREEDEETQLDIVGIWWTVTNFGE 

ISGTIAIEMVDKGTYIHALDNGNLFTLGAP 

HKE\SDEGPSPPEQFTA\VKLSDSRIAL\KS 

GYGKYLGnRDGLVVG\RSDA\IGPREQW 

EPVFKXMGKMALSTSNSCFlRraEAEDIE 

AKSKTAGEEEMIKIRSCAERETKKKDDIP 

EEDKGNVNKCEINYVKKFQSFQDHKJLKI 

SKEDSK1LKKARKDGFLHETL\LDRRA\K 

LEADXRYCK 


--2445 


10496 i 


A 3367 




555 


PLKRSDGCNDGRPTRPPTRPDTTVFTSNL 

KQTRMVHLT\PEEKSAVTALWGKVNVD 

E\VGGKALGRLL\VVYPW\TQRFFE\SFGD 

LSTPU)AV\MGNPKVK\AHGKKVLGVAFS 

GGPGCTWDNLKGTFAHTEVSLHCDKXLH 

RGSLKNFRLLG\>JVLGLCCLAHSLLGKEF 

QPHQLQACLIKKIGWLGVG 


2446 


10407 > 




I 




WEEIQELNEVARHRPRSTLVMGIQQENR 
QIRELQQENKELRTSLEEHQSALELIMSK 
YREQMFRLLMASKKDDPGIIMKLKEQHS 
KELQAHVDQITEMAAVMRK\PLKLTSNR 
VARNKNEYFNLNKKTKA 


2447 


10498 / 


V 3369 


769 


912 


FPTPIPLFQELQAHVDQITEMAAVMRKXP 
LKLTSNRVARNKNEYFNLK 


2448 


10499 > 


V 337 


514 


967 


APACCPAAVSPFLCEPTLIHPPHPPDLKE 

DTGQKHRGAQSHPTLAGAGLAGRSSKQ 

PSPSAISIWHSDVGTSSCDRRQQCDRDLPS 

ALLSPHLRCSQPATRQLESS*T\PPGTADL 

FLASSGPNPRAFSNARSVRKCKATSEKS 

KPKSYQGS 






^ 3370 


1 


463 


MKKNIAFLLASMFVFSIATNAYADIQMT 
QSPSSLSASVGDRVTITCRSSQSLVHGIG 
NTYLHWYQQKPGKAPKLLIYKVSNRFS 
GVPSRFSGSGSGTDFTLTISGLQPEDFAT 
YYCQHYDSLPYTFGQGTKLEMKRTVAA 
PSVFIFPAHLMSS 


2450 


10501 / 


L 3371 


2 


166 




2451 


10502 A 


3372 


39 


1200 

] 
] 


FCGVAAMQLEIQVALNFIISYLYNKLPRR 

RVNIFGEELERLLKKKY\EGHWYPEKPY 

KGSGFR\C1HIGEKVDPVIEQASKESGLDI 

DDVRGNLPVQDLESFRIDPFEVSYQIGEK 

GPVKVLYVDDNVNENGCEVLDKEIKNSFN 

PEA\QVFMPISDPASSVSSSPSPPFGHSA\A 

VSPTFMPRSTQPLTFTTVATFVAATKFVGST 

K\MKNSG/RGSSRFARTSPINLRLGMWN 

DLLEGRKA1SSS\MHSLYGLGLG\SQQQP 

qqqqqpaqppppppppqqqqqqkvtsals 
pna\kefifpnmqgqgss™gmfp\gdsp 
lnlsplqysnafdvfa\tygglneksfv 

DGLNF>iSLNNMQYSNQQFQPCYGLTKKK 
<MYRTKLKCTGPRGIFFFSPP 


2452 


10503 A 


3373 




1197 




2453 


10504 A 




DO 


632 \ 

i 
( 
I 
i 
\ 


uidprtpanmalrvvrsvrallctlra 
/PLPA\APCPPRPWQLGVGAVRTLRTGP\ 

\llsvrkftekqesgnnqeksmnqlgs 

3NFAQ\EALGDVVYCSLPEVGTKLNKQ\ 

:>e\fgalesvkaaselyspl\sgevtei>i\e 
\l\aenpgtcktnfcy\edgwlikmtlsn 
^\sel\delmseeayekyik\siee 
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2454 


10505 


A 


3375 


162 


552 


VASEHSPKIGASQGLDYEPLLVVAKVWY 

LTRPTGTKAGSVFSQYLPFLEPGILGPAS 

LPWLRQTLTGKEIEIDIEP\TDKVER1KER 

VEEKEG\IPP\QQQRLHLQVAKQM\NDEK 

TASWITKILRWVQSFQT 


2455 


10506 


A 


3376 


77 


427 


GRDKEGEYPPAPSSGWGKSVGIMLTELE 

KALNSIIDVYHKYSLIKGNFHAVYRDDL 

KKLLETECPQYIRKKGADVWFKELDINT 

DGAVNFQEFLILVIKMGWVQPTKKAMKK 

ATKSS 


2456 


10507 


A 


3377 


1 


143 




2457 


10508 


A 


3378 


200 


899 


GKSTGPVCVHMSLCEWTLSLATRVSLSS 
HPSHOSH^Hi I vwi FGF^ppnnni PI nu 

ESSAYCPGQMQIPCHGIPQKVLFFRWGK 

SVGIMLTELEKALNSIIDVYHKYSLIICGN 

FHAVYRDDLKKLLETECPQYIRVRRGLG 

WRGLSAWSWGCPGPAVLPATLHRWLCL 

GSL*DL*TLASSSSILT\KICnAnVWFK'PI 

DINTDGAVNFQEFULVIKMGWQPTKKA 
MKKATKSS 


2458 


10509 


A 


3379 


99 


497 


RESGGKRLN1YHQTVYH\KYSL\IKGNF\H 
AVYR\DDLKKLLET\ECPQYIRKKGADV 
WFKELDINTDGAVNFQ\EFULVIKMG\W 
OPTKX\AMlCESHKGV<5f ^1 I fiPI^nWAI 

GOHVTCRIIKVINTSKKKKKVDAA 


2459 


10510 


B 


338 


I 


456 


MKLRTLAVSATALKVARLEFVPFDVRM 
CSEFLSSGVKLQTFAVSVTALNALRLELF 
VPPGGLMVSI A<5nVlf I OIFTV«?VTAVIl^R 

SVDPKTLGWSMGLGAVEQGAALIGEAW 
AAQEPMEGVGGSGMAGCRSRALPRGKA 
AKARREIERSAGH* 


2460 


10511 


A 


3380 


1 


282 


PLKRSDGCNDGRPTRPPTRPDTTVFTSNL 
KQTRMVHLXTPEEKSAVTALWGKVNVD 

GICPNSLNAG 


2461 


10512 


A 


3381 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

L>ooK in 


2462 


10513 


A 


3382 


3 


549 


fcprgqefgegnk:llvpda\mghfteed\ 
kati\tslwgk\vnve\daggetvlgrl\l 
vvyp\wt\qrffd\sfgnlssasai\mgnp\ 
kvkahgvkkvltflgrcqqstlddlkgh 

MLLVTRFGQSHFRQKNSPPGGCKASWA 
ERWVT\GV\ASALVPSRYH 


2463 


10514 


A 


3383 


347 


716 


REPCVSRSSTCCPLPWMEPRAMCPPVGA 
MRGSRRDPASSSLSPDHLAQLQPGAGFL 
FCSAPALSGSFPPRPSPQGHLATAGSWL/ 
CPPVQAQPQAPALCGPRRGVAWVGIAW 
EDSGKSVGEVAS 


2464 


10515 


A 


3384 


1 


1362 




2465 


10516 


A 


3385 


284 


540 


KLFQKKNKKSSCISDNFFFLLAIMVNLLQ 
IVRDHWWHWLVPMGFVIGCYLDRKSD 
ERLTAFRNKSMLFKSFPHRELQPSEEVT 
WK 


2466 


10517 


A 


3386 


194 


353 




2467 


10518 


A 


3387 


57 


880 


DPHSVSSTGGPLPIWFWPLSSGPGAVAA 

DPAPQGSGPTVDAGVPIPHIRARDSARLP 

LCPWHASAI FLGIATPGTVTTOAPGSYP 

AWRSRCLLYPQSPVLLASLGVGLVTLLG 

LAVGSYLVRRSRRPQVTLLDPSEKYLLR 

LLDKTVSWGRXGQGEGGDQSAPGM*GT 

APTVVGMSKGRGSARRAW*KrCVLHPP\ 

TVSHNTKRFRFALPTAHHTLGLPVGKES 

VEWAPFPGYPQKVTPLLGSHETRCFNRF 

APHTISPSPTWLCILQAVRCHWA 
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246? 


\ I05I9 


A 338i 


{ 43( 


) 483 


1 NQPCLTLPTRKSECTDTVISWSLSFGFLF 
TRWVTGMAVLLRLSLRQAEYTHSQLLL 
PLDT*RLGNVVKFRGP\SGLLSYTGKGHF 
NIQPNKKSPPEPRVAKKLGMIAGGTGITP 
MLQLIRAILKVPEDPTQCFLLFATQTEKD 
IILREDLEELQARYPNRFKLWFTLDHPPK 
GILPISGHPTIPSSSKSKPCPFVNSGFIEINL 
ASHCQLGSLSAQTO 


2469 


10520 


A 3389 


3 


1007 


^ HACAHASAHASGRLVRWGRKRRSVMGI 
QTSPVLLASLGVGLVTLLGLAAGSYLVR 
RSRRPQVTLLDPNEKYLLRLLNKTTVSH 
NTKRFRFALPTAHHTLGLPVGKHIYLST 
RIDGRVRMKPYTPVTSDEDQGYVDLVIK 
VYLKGV\QPKFSEG\GICMSQYLDSLKVG 
DV\VEF\RGPSGLLTYTGKGHFNIQPNKK 
SPPEPVRVAKKLGMIAGGTGITPMLQLIR 
AILKVPEDPTQCFLLFANQTEKDIIFAGG 
LKRNLQARYPNRFKLWFTLDHPPKDWA 
YSKGFVTADMIREHLPAPGDDVLVLLCG 
PPPMVQLACHNPNLGQTGVTSQKMAISP 
Y 


2470 


10521 J 


\ 339 


1 


1519 


MAPELSSKEQPGSEWKKACQMEGTVCA 

KAQRDLLDGFDQNADDDMDNEIQAEM 

VSDGDEELVGNWSKEPTTLGAATMGLG 

TEKQLGMGWAGRKGPIEDLEPLPQAAC 

KLHAVAHTTWEEAVQCGSLPRRNSNLL 

LEQGVLEETRNLLQEHGGEIDLEKKRWL 

GTVAHTCNASTLGGRGVKLQTFTVSITA 

PKAARLELFVPPGGLVVLLASGVKLQIF 

AVSVTAHKSSVDPKTLGWSMGLGAVEQ 

EVVLVGEAPAAQEPMEWVGGSGMGAA 

GPGALPRGKAAKARREIEHSAGLYKLLP 

HSEYSRPNRVPFNSQGSNPVRVSFVNLN 

DQSGNGDRLCFNVGRELYFYIYKGVRK 

T1P*G\CRTEILISVLTEAADLSKPIDKRIY 

KGTQPTCHDFNHLTATAESVSLLVGFSA 

Oi^ VC^LIDPIKKETSKLFN EE AFEGRY ATF 

SLSSQPAPLEGASR0SGSRGHELWSESSR 
KRNNKRH 


2471 


10522 A 


L 3390 


2568 


2781 


RSPGRPPHDPPNAPV/RRPASCHS/AAESQ 
HGGWKKSiaSASRKLQLKTLLLQIAKQE/ 
LEREAEERRGEKGRAL 


JAI2. 


1U323 A 


L 3391 


2 


409 






10524 A 


3392 


3 


490 


SSPEETVGPWDPEGHPGGPLTDPPNAPV 

LALPPAJPGLSLIMADGSSDAVRAAG*GV 

AGTPRARAREPRPAPAPIRRRSSNYRAY 

ATEPHAKKKSKISASRKLQLKTLLLQIAK 

QELEREAEERRGEKGRALSTRCQPLELA 

GLGFAELQDLCRQLHARVDK 


2474 


10525 A 


3393 


2023 


2613 




2475 


10526 A 


3394 


150 


848 

) 

1 
i 


VSAWRNGSSDAAREPRPAPAPIRRRSSN 

YRAYATEPHAKKKSKISUSRKLQLKTLL 

LQIAKQE\LEREAEERRGREGARSLAPRC 

[CVDEERYDIEAKVSKN1TEIAN\LTVQKIF 

DLRSKFKRPTL\RRVRISADAMMQALLG 

MIAKESLDLRAHLKQVKKEDPEKENRE 

^GDWRKNlDALSGMEGRMKKWRELSLP 

\YCPCPEEGH 


2476 


10527 A 


3395 


I 


2880 
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2477 


10528 


B 


3396 


61 


5070 


MGPTSGPSLLLLLLTHLPLALGSPMYSIIT 

PNILRLESEETMVLEAHDAQGDVPVTVT 

VHDFPOKKLVLSSEKTVLTPATNHMGN 

VTFTIPANREFKSEKGRNKFVTVQATFG 

TQVVEKVVLVSLQSGYLFIQTDKTIYTPG 

STVLYRIFTVNHKLLPVGRTVMVNIENPE 

GIPVKQDSLSSQNQLGVLPLSWDIPELVN 

MGQWKJRAYYENSPQQVFSTEFEVKEY 

VLPSFEVIVEPTEKFYYIYNEKGLEVTI 


2478 


10529 


A 


• 3397 


3 


560 


EGKGQGTLSVVTMYHAKAKDQLTCNKF 

DLGLPGSRQKVEVFLGPCLQPGTFLWSR 

NRRVLGFPSMNGEDMGLLFLCSEWERSS 

EGWLCNREGGSGHSIEPHCCTFLHLTHR 

SLAFSLLAGVSCTCASSCKCKE\CKCTSC 

KKSECGAISRNLGLWLKVGREPKAVPEV 

RASGEPAFLCPCRLSLPV 


2479 


10530 


A 


3398 


3 


1584 


SNQPLRREAFPETPKGLRQGIPGEPENGD 

RSHFFSFDVTAVMILYKESQALTGNLPG 

PQLPRRLRAAGRGGHPSVPAPSRRGALS 

RFPASGRSAVPTIGWLCRSHYPHSIRGAN 

GWDRQELVRASHTMSATAQTNHRAEK 

AGRELSQANNDRTGRLAHPAPPPSQARQ 

VPRLEHLASPRCRWPAVISRPFRSWHCIL 

EIRFRKGKLGGRASPENEGAGEIRVKVP 

KDRDWLTAKLQGDLLTVSQTAKLEDMV 

LQTAKSTQDFLTPTARSYSPTTICLKGKV 

NTKSPTLLTPTARGRHYLLGAPIASWRC 

HTSTIRYHTVVVMSMTI TF<;FHnAr;^vn 

MSANDYAHYSGASGDNEMCVVIACPTP 
LFLSPRAWKPCDAGSKVKNWGIENGNL 
VHTVLSSTQHGDPEHV.HAPFGMEAEYA 
HPLETLILGTGFFIGIVLLCDHVILLWAW 
VTIRLLETIDVHSGYDIPLNPLNLIPFYAG 
SRHHDFHHMVNFIGXNYGFQHFTRWMDW 
NFLGTDSQYNAYNEKRKKFEKKTE 


2480 


10531 


A 


3399 


2 


873 


GRVGEMSQGRGKYDFYIGLGLAMSSSIF 

IGGSHLKKKGLLRLARKGSMRAGQGGH 

AYLKEWLWRAGLLSMGAGEVANFAAY 

AVAPATLVTPLGALSVLVRAILSSYFLNE 

RLNLHGKIGCLLSILGSVIVMVIHAPKEEEl 

ETLMEMSHKLGDPGFVVFATLWrVALlL 

IFVVGPRHGQTNILVYITICSVIGAFSVSC 

VKGLGIAIKELFAGKPVUGIPWAWILLLS 

LIVCVSTQ1NYLNR\PWD1FNTSIVTP1YY 

VFFTTSVLTCSAILFKGVGKDMPVGRCP 

LVL 


2481 


10532 


A 


34 


2583 


3580 


DRVSLLLPRLECNGAILAHCNLCLSGSSD 

SPASASQVTGITGKCHHTQLIFVFLVEMG 

FHH1AQAGLELLTS\DSPTLASQSAGITGV 

NHHAWLFFFCS/RDTVSLCYPGWSRVA* 

SR1TATSA\PGLK*FACFSLPSSRDYRHVP 

PHPGNFC1FGRDEVSPCWPGWF*TPDLR\ 

YPPASASQSAEIIGVSHHTWPQEVFLFLN 

LFIYLRWSL/DSVAQARVQRRDLGSLQA 

PPPRFKPFSCLSLPSSWDYRRPPPHPANFF 

VFLVETGF\TVLARRVUS»PRDLPASASQ 

SAGITGVSHHTR/LIF/NFFETGTHSVTWA 

AVQWYTl/GSLQPRTTELK^SSHULTSN 

WDYRCTPPCPPNLFIYLFIYFHRDEGSLC 

CPGWS*TPELK 


2482 


10533 


A 


340 


759 


1034 




2483 


10534 


A 


3400 


90 


458 


HFSRGYLEAFSEISNIRFVPPHSVTVVVV 

FGACFLCILGIWPWACLPGPGGEGSGGF 

GEGRGSEAGRLGSVELTPVATLPLQAPEA 

YPVFEPVPPVPEAAQGDTEDSEGAPPLK 

RICPNAPDP 



392 



wo 01/88088 



PCT/USOl/14827 



2484 


10535 


A 


3401 


3 


787 


PGSTISWRPGLARSLSPPDGRRPRRGLGP 

GPSPASMAGRTVRAETOSRAKDDIKKV 

NIATIEKVRRWEKRWVTVAATPFRILNW 

VA\VVDPQEEER\RRAGGGAERSRG\RER 

RGRGASPDGGG/PLFILLDLVNDENSNQR 

FPLRKGSLQRGTE\PSPGGTPK\PNRPCVT 

LPDPPEGGPCTRAQPPT/RLGQEERSPGGI 

TV\GSTDEPP\MLTKEEPVPELLEAEAPEA 

\YPVFEPVPPVPEAAQGDTEDFGSAPP\LK 

RICPNAPDP 


2485 


10536 


A 


3402 


1 


172 




2486 


10537 


B 


3403 


1 


5501 


MVSKLSQLQTELLAALLESGLSKEALIQ 

ALGEPGPYLLAGEGPLDKGESCGGGRGE 

LAELPNGLGETRGSEDETDDDGEDFTPPI 

LKELENLSPEEAAHQKAVVETLLQEDPW 

RVAKMVKSYLQQHNIPQREWDTTGLN 

QSHLSQHLNKGTPMKTQKRAALYTWYV 

RKQREVAQQFTHAGQGGLIEEPTGDELP 

TKKGRRNRFKWGPASQQILFQAYERQK 

NPSKEEREAQGLGSNLVTEVRVYNWFA 

NRRKEEAFRHKLAMDTYSGPPPGPGPGP 

ALPAHSSPGLPPPALSPSKVHGVRYGQP 

ATSETAEVPSSSGGPLVTVSTPLHQVSPT 

GLEPSHSLLSTEAKLVSAAGGPLPPVSTL 

TALHSLEQTSPGLNQQPQNLIMASLPGV 

NfnGPGEPASLGPTFTNTGASTLVIGLAS 

TQAQSVPVINSMGSSLTTLQPVQFSQPLH 

PSYQQPLMPPVQSHVTQNPFMATMAQL 

QSPHALYSHKPEVAQYTHTGLLPQTMLl 

TDTTNLSALASLTPTKQVFTSDTEASSES 

GLHTPASQATTLHVPSQDPAGIQHLQPA 

HRLSASPTVSSSSLVLYQSSDSSNGQSHL 

LPSNHSVIETFISTQMASSSQ* 


2487 


10538 


A 


3404 


158 


755 


RGGRPAWPCGSRAMVSKLSQLQTELLA 

ALLESGLSKEALIQALGEPGPYLLAGEGP 

LDKGESCGGGRGELAELPNGLGETRGSE 

DETDDDGEDFTPPILKELENLSPEEAAHQ 

KAVVETLLQEDPWRVAKMVKSYLQQH 

NIPQREVVDTTGLNQSHLSQH/HQQGHS 

HEDAEAGRPVHLVRPQAARGGAAVHPC 

RAGRAD 


2488 


10539 


B 


3405 


133 


2369 


MVSKLSQLQTELLAALLESGLSKEALIQ 

ALGEPGPYLLAGEGPLDKGESCGGGRGE 

LAELPNGLGETRGSEDETDDDGEDFTPPI 

LKELENLSPEEAAHQKAVVETLLQEDPW 

RVAKMVKSYLQQHNIPQREWDTTGLN 

QSHLSQHLNKGTPMKTQKRAALYTWYV 

RKQREVAQQFTHAGQGGLIEEPTGDELP 

TKKGRRNRFKWGPASQQILFQAYERQK 

NPSKEERETLVEECNRAECIQRGVSPSQA 

QGLGSNLVTEVRVYNAVFANRRKEEAFR 

HKLAMDTKVHGVRYGQPATSETAEVPS 

SSGGPLVTVSTPLHQVSPTGLEPSHSLLS 

TEAKLVSAAGGPLPPVSTLTALHSLEQTS 

PGLNQQPQNLIMASLPGVMTIGPGEPAS 

LGPTFTNTGASTLVIVPTLDQSLCYISDT 

WVNQTDQNLSNSSREAGTKHNTSILWY 

LRRFGLHAGTECAGHQQHGQQPDHLQP 

VQFSQPLHPSYQQPLMPPVQSHVTQSPF 

MATMAQLQSPHX* 
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2489 


10540 


A 


3406 




2112 


mmlkgkahcsildfgfldlqcstnsaae 

firswedpwrvakmvksylqqhnipqr 

evvdttglnqshlsqhlnkgtpmksqk 

raalytwyvrkqrevaqphipypipens 

tgtewlieltwldpthakndqehrtdsp 

vnygkfckgkenknlkpppevyvslika 

cggpgnfcpsfselqrnfvkhrptklks 

llrlvkhwyqqwlqphrewkeevuda 

vrtveeflrqehfqgkrgldqdvrvlk 

vvkvgsfgngtvlrstrevelvaflscf 

hsf\qeaakhhkdvlrl1wktmwqsqd 

lldlgledlrmeqrvpdalvftiqtrgt 

aeputvtivpayralgpslpnsqpppevy 

vslikacggpgnfcpsfselqrnfvkhrp 

tklksllrlvkhwyqqyvkarspranl 

pplyalelltiyawemgteedenfmlde 

gfttvmdllleyeviciywtkyytlhna 

iiedcvrkqlkkerpiildpadptlnvaeg 

YRWDIVAORASOCLKODCCYDNRENPIS 

SWNVKRARDIHLTVEQRG\YPDFNLIVN 

PYEPIRKVKEKIRRTRGYSGLQRLSFQVP 

GSERQ\LLSSR\CSLAKYGIFSHTH1YLLET 

IPSE\IQVFVKNPDGGVSYAYAI\NP\NSF1L 

GLKQQIED\HQGLPKK\QQQLEF\QGQ\VL 

QGLVGVWGFYG1QD\SDTL\ILS\KKKGE 

ALFPAS 


2490 


10541 


A 


3407 


108 


442 


ALLSWEMSAACWEEPWGLPGGFAKRVL 
VTGGAGF\IR*WRR*PSSGSPETPTFSRSS 
ACPSASHMIVSLVEDYPNYMIINLDKLD 
YCASLKNLETISNKQNYKFIQGDICDS* 


2491 


10542 


A 


3408 


115 


1196 


ALLSWEMSAACWEEPVWGLPGGFAKRV 
LVTGGAGFUSASHMIVSLVEDYPNYMll 
NLDKLDYCASLKNLETISNKQNYKFIQG 
DICDSHFVKL\LFETEKID1VLHFAAQTHV 

DLSFRTCPWSFTHVNVA'MGTHVLVSAA 

HP AP\/PVT?iwcrr^E\/vr;ricT rwncTMJc 
riii/\KVtJSJ*i X Vol L/tv I uOoLUrubrL^Jbo 

SPKQPTNPYASSKAAAE\CFVQSYWEQY 

KFPVVITRSSNVYGPHQYPEKVIPKFISLL 

QHNRKCCIHGSGLQTRNFLYATDWEAF 

LTVLKKGKPGEIYNIGTNFEMSVVQLAK 

ELIQLIKETNSESEMENWVDYVNDRPTN 

DMRYPMKSEKIHGLRWRPKVPWKEGIK 

KTIEWYRENFHNWKNVEKALEPFPV 


2492 


10543 


A 


3409 


359 


532 


IVMCHCLELVIGEPCHEICGSVCVCVYA 

AVCVLCVCVHTCICFGACV/CVCVCRRV 

CPVCLCTYLYLLWGLCVVCYQRVNFWK 


2493 


10544 


A 


341 


587 


1097 


QKIINKVVPITGRQCCFVRLSPLESLKFQS 

KEEIRNTSHRANVTKRNSANRKTDAILA 

TPGPPPAQPHGA/PGGYAPRLPQHPAPGC 

FPKCGNPAPRPWYGPFSGPLLRKEQKRN 

PRKGTG*MQGVSPVPFPPT*NAGPLPGGS 

LGPPISGHHFLVSHTWPPPPRSPTAPP 


2494 


10545 


A 


3410 


27 


1389 


GQPRSQQGAGSWGKRRQESYRAREGDG 

GSGSLTGLLRTAAGWLLPARASPRERAT 

RHPVRSPQRRARRSLQRGPERPRRDPPQ 

TAWAARMCTKMEQPFYHDDSYTATGY 

GRAPGGLSLHDYKLLKPSLAVNLADPYR 

SLKAPGARGPGP\EGGGGGSYFSCQGSD 

TGPSLKLASSELE\RL1VPNSKTA\1TTTPT 

PP\GQYFYPRGGGSGGGAGGAWGGVTE 

EQEGFADGFVKALDDLHKMNHVTPPNV 

SLGATGGPPHGPG/GIRSASPEPPVPVYTN 

LSSYSPASASSGGAGAAVGTGSSY\PTTTI 

SYLPHAPPFAGGHPAQLGLGRGASTFKE 

EPQTVPEARSRVDATPPVSPINMERPRAPS 

KLEPSGLRNRLAGHQSAGKRK\LKRFAR 

LEDKVNKTLKAXENAGPVEVPPGLPPGSR 

LAQAQTRKVIDPRVSNGLSSLLFGV\RGH 

AFLNVPCPL 
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2495 


1054^ 


;a 


3411 


1 


358S 


> IRRPLDQRGGIPLRKKPLEDLVCKLADISI 
NYVNERKSEQHLRFLSTLLDSFSSSRVFK 
iva i^uu uti Jts.v^c> 1 V y AKP Lb I AJvL V C^KNr A V 
QFLYQKLIGWLNEDQ\RKDFGFLVDILYS 
ALRCCDNDMERKKVLDDLTKVDLKWN 
SLLKIIEKACPSSDKHALVTPWLKGDILG 
EKLVNLADCLCNEDLESRVSSESHFSER 
WTLLSLVLSQHVKNDYUGDVYVERIIV 
RLHETLFKTKKLSEAESSDSSVSFICDV 


2496 


10547 


A 


3412 


112 


828 


PVFKTPLPSHRRAHAAALDLLGASSSDP 

HADSGTGNWAEVDPGSAQHLPRPSSQLP 

Hri^LouUUrUv^CKKOi^KOELLPSSGGTA 

TPCAPRGLGWGLRSCALRAAAAPPTAPQ 

TLLRRAPRPARPRAGPGLAPQPSISRDFJL 

GQAACASGTMLRWLRDFVLPTAACQDA 

EQPTRYETLFQALDRNGDGVVDIGELQE 

GLRNLGIPLGQDAEEVGRRRGAA*A*GG 

LRALGTLRGPRRAAA 


2497 


10548 


A 


3413 


1 


1413 


RDARRYSGTTPHPSISRDLLGQAVCASG 

TMLRWLEIDFVLPTAACQDAEQPTRYET 

LFQALDRNGDGVVDIGELQEGLKNLGIP 

LGQDAEEKIFTTGDVNKDGKLDFEEFMK 

HLKDHEKKMKLAFKSLDKNNDGKIEAS 

ElVQPLQTLGLTISEQQAEULQSlDVDGT 

MTVDWNEWRDYFLFNPVTDIEEIIRFWK 

HSTGIDIGDSLTIPDEFTEDEKKSGQWWR 

QLLAGGIAGAVSRTSTAPLDRLKIMMQV 

HGSKSDKMNIFGGFRQMVKEGGIRSLW 

RGNGTNVIKIAPETAVKFWAYEQVMKT 

tU-A VUK 1 ui^ rc>Ul YlJUAKKILKiiEGLGA 

FYKGYVPNLLGIIPYAGIDLAVYELLKSY 

WLDNFAKDSVNPGVMVLLGCGALSSTC 

GQLASYPLALVRTRMQAQA\MLEGSPQL 

NMVGLFRRIISKEGIPGLYRGITPNFMKG 

LPAVGISYWYENMKOTLGVTQK 


2498 


10549 


A 


3414 


1 


222 






1U550 


A 


3415 


2 


528 


SRVDPRVRHSARLTMCHSR\SCHPTMT1L 

QAPTPAPSTIPGPRRGSG\PEIFTFDPLPEP 

AADP\AGRPSASRGHRKRSRRVLYPRVV 

RRQLPWEEPNPUKRLLFLLVLTIVFCQIL 

MAEEGVPAPLPP\EDAPVNAASL\APTP\VS 

PVLEPFNLTSEPL\DYASWNLSTFLQQH\P 

AAF 


2500 


10551 


A 


3416 


1623 


2346 


TFPSGAKPPLAASHHHRHLRDASRLWRG 

RSGGPSVTRRPTFLPSYPPAPAHAPASAP 

GPSVDSDCSPPFSRRRSPTRTDCFVCRPVC 

PFP^VPPGRAPSR^4AEVLLLLLLLSLPSA 

AAKIQGYPSCPGPQLSRDILSSGDGWWA 

GLSGHHRVCGGPGVQEPQTTVVHNATD 

GIKYIHHRLIHLTPADYDDFVNAIRSARS 

Ar CL 1 rMOMMQFNDlLQNLKRSKQTKE 

LWQRVSLEMATFSP 


2501 


10552 


A 


3417 


256 


657 


KGLSLSKKAGENHYFYLPHSFPEKAPPG . 
AIGHLSPRGTIEEALDLFSARIVAEFIVLP 

ACULJDDLJI I>r^AOT»i \tlT»/**r»o^y^r»c»'»/T'r»r»T* 

AoHHrKJi LKIJASRL WRGRSGGFS VTRRP 
TFLPSYPPAPAHAPASAPGPS\DSDCSPPF 
SRRRSPTRLARMRGLLGF 


2502 


10553 


A 


3418 


294 


573 

■ 


SHLLGLHEPSRHNRASPGSLFCTHRRGIH 
SASSKPSSPTSP*CKSPRPSPGAAPRRG*L 

E*AGLLGFSTGFRGFPNRARRPRRLGVAI 
^QAP 


2503 


10554 . 




3419 


1 


931 
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2504 


10555 


A 


342 


462 


1238 


SFYETKKLLISGSETLDSKDQYRINKYNH 

YFQTLHYnHLXFSSGLSSATQ*KLSWSK 

GNG*GERPVSPPPLMAPSGQLLAIHVWS 

EVKSVSSCFLSCQQGHVLTSPGSSFPQCQ 

PAQCYLIPCSSEKYTNGW/PGPIPPSLGIQ 

SS/SSPGS*SGPISSSKYSGDAQVCFSSPNL 

FPSFRPVTGCIQSPPNISPGAEKGCGLQPI 

PVHSFLTPSTFSPVSP1*RSHRSTHPETHS 

MSHSSQSSPQAPSALPPSISLPLSP 


2505 


10556 


A 


3420 


640 


757 




2506 


10557 


A 


3421 


865 


1314 


TPLPPSl-lPPKQPNPRGPSGAESLETEEEE 

EEEKGSERPPPGRRSR\SLRPP\IRWRRGD 

P\GQ\QETGPP\KLRPVWDGAEA\GVA\GH 

AAAFPH/ITEGPRLVPLGG\GVRLTPSP\TL 

\LRTGAGLLHYERLWLNLVGP\CLHP\RQ 

DHTLGLGSWG 


2507 


10558 


A 


3422 


2 


310 


ARDVHPLPLPFSLGNSSLALGMQMRPQL 
LLSRCRCLPATCASSCKCKECKCTS/TAR 
KKSCCSLNPCGLVPKCAPRACICKRGHR 
RSASLLRLMTGTALLPTYK 


2508 


10559 


A 


3423 


41 


317 


LLLKFFFETGSHSFIQVGVQWCDHDSLD 
LPGSGDPSS/AS/RVAGTAGMHDHTWLIF 
WFLVRRWSLTVLLRLVFNSWAKVILHL 
GLPKGWGLQV 


2509 


10560 


A 


3429 


781 


949 


LLCLGLAYRRHFEMSLWLGMVAHVCNP 
SAWGGRGGQIT/R/GQEFETSLVNMVKT 

CLY 


2510 


10561 


A 


343 


2 


3S4 




2511 


10562 


A 


3430 


3 


1029 


RAFRFDDTMAGGGCRAGPGATCSDGDA 

GSDQRQNEEIEAMAAIYGEEWCVIDDCA 

KIFCIRISDDIDDPTWTLCLHVMLPNEYP 

CTAPPIYQLNAPWLKGQERADLSNSLEEI 

YIQNIAESILYLVA^EKIRDVLIQKSQMTE 

PGPDVKKKTEEEDVFrFnnt IT Arnpp<?«: 

LKALDFXEVSEARTEVEVEELPPIDHGIPIT 

DRRSTFQAHLAPVVCPKQVKMGLSKLY 

ENKKIASAT71NIYAYRIYCEDKQTFLQD 

CEDDGETVAGGRLLHLMEILSVKDVMG 

VRARWYVGMGLGPDRFKHINNCV\RN1L 

VEKNYTSSLEESSKALGKNKKVRKDKK 

RNEH 


2512 


10563 


C 


3431 


153 


224 


MVAHACNPSTLGDRGGRFTRSGD* 


2513 


10564 


C 


3432 


20 


58 


MTQLTKRKETIL* 


2514 


10565 


A 


3433 


837 


1125 


LDVTTSKNQFVLRTWLKIPGNCYRRHFF 
FFETESCSVAQAGVQWHNLSSLQAPPPG\ 
SRHSPTSAS\QAAGTYRYPAHHAWPNFV 
FVFLVETGFHPC 


2515 


10566 


A 


3438 


56 


290 




2516 


10567 


A 


3439 


468 


993 


VLLACFWPGSDFWPRSRRKTYGTAPQSC 

YSFYVALDCGGVSRLVIFVSWRNPQVAP 

TSAHONRPSRNPVSRPPNTORVARRKHY 

ALADGYTERRWTNAPCRAESSFPPNCPS 

AAP1PDSYDK*PSRATLFTSHLTVEAFPV 

WSYLYPGETPRLHPRAHTRTVPAAIRYP 

DRQTPNGLRGANTMHSQMDTLNGDGR 

THLAGQRARSPRTARPQRQYRIHTTSDL 

PGLVRKYASGCCLRIWYCCAWIERALSL 

QVGGGVFGDPLSEGOAECDHGST 


2517 


10568 


A 


344 


2 


624 


SDSRASCKMLLILLSVALLALSSAONI NE 

DVSQEESPSLIAGNPQGPSPQGGNKPQGP 

PPPPGKPQGPPPQGGNKPQGPPPPGKPQG 

PPPQGDKSRSPRSPPGKPQGPPPQ\GG*LQ 

GPPPRGGIKPQGPPPPGKPQGPPAQGGSK 

SQSARAPPGKPQGPPQQEGNNPQGPPPP 

AGGNPQQPQAPPAGQPQGPPRPPQGGRP 

SRPPQ 


2518 


10569 


A 


3440| 1 


3114 
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2519 


10570 


A 


3441 


3 


401 


TSSLSLSGKSGRYIVFLRRSVGIQSPSAVA 

TVRLLLAGSDRRFAAGSAGCAVLSRAER 

S*EPGCCYRIRRSAFRLRAGSIGNRDKPV 

AWPDTGSGDNTEVYFRAHQAGILPDTVL 

AGPAQRVAVSGGTPVDW 


2520 


10571 


A 


3442 


2874 


3062 




2521 


10572 


A 


3443 


2766 


3323 


MPDLVEGREKSDKGAQPQPRTQSRSART 

NGSGVRILHSLWRIIGIPLLLGYSLVCSRV 

LLACFWPGSDFWPRSRRKTYGTAPQSCY 

SFYVALDCGGVSRLVIFVSWRNPQVAPT 

SAHQNRPSRNPVSRPPNTQRVARRKHYA 

LA0GYTERRWTDAPCRAESSFPPNCPL* 

RQYRIHIVDASVCGP 


2522 


10573 


A 


3444 


968 


1440 




2523 


10574 


A 


3445 


3 


640 


LSWRSRIHMGVGVGVGCPVRYRNQDD 

HELQITOGNKILCGIVCDKGAQPQPRTQS 

RSARTNGSGVRILHSLWRIIGIPLLLGYSL 

VCSRVLLACFWPGSDFWPRSRRKTYGT 

VPQSCYSFYVALDCGGVSRLVIFVSWRN 

PQVAPTSAHQNRPRRNPVSRPPNTQRVA 

RRKHYAP\ADGYTERRWTIAPCRAESSFP 

PNCPSAAPIPDSYDK 


2524 


10575 


A 


3446 


1 


3140 


MVYKMRYRSQHPYSIKEKQMKSEVLSV 

KEKIGYGMGDAASHIIFDNVMLYMMFF 

YTDIFGIPAGFVGTMFLVARALDAISDPC 

MGLLADRTRSRWGKFRPWVLFGALPFG 

IVCVLAYSTPDLSMNGKMIYAAITYTLLT 

LLYTVVNIPYCALGGVITNDPTQRISLQS 

WRFVLATAGGMLSTVLMMPLVNLIGGD 

NKPLGFQGDLSPMFSTPEEIARPGPYEKD 

VHVVGASSLAAGHKTLIPELVRSAEQHM 

GTR 


2525 


10576 


A 


3447 


750 


1340 


ILHAPAPPFSASASHEQPEWSDKGAQPQP 

RTQSRSARTNGSGVRJLHSLWRIIGIPLLL 

GYSLVCSRVLLACFWPGSDFWPRSRRKT 

YGTAPQSCYSFYVALDCGGVSRLVIFVS 

WRNPQVAPTSAHQNRPSRNPVSRPPNTQ 

RVARRKHYALADGYTERRWTNAPCRAE 

SSFPPNCPFAAPIPDSYDK*PFRIVS 


2526 


10577 


A 


3448 


93 


699 


RASVQQKKLSTDDKGAQPQPRTQSRSA 

RTNGSGVRILHSLWRIIGIPLLLGYSLVCS 

RVLLACFWPGSDFWPRSRRKTYGTAPQS 

CYSFYVALDCGGVSRVRSYLYPGETTRV 

APTSAHQNRPSRKPG\TRPPNTQRVARR 

KHYALADGYTER\SATNAPCRAESSFPP£ 

LPVPQVPNTGFIRQVTFRDCFWTPQAA 

ASGFW 


2527 


10578 


A 


3449 


1000 


1530 


QRYSDNPPNDKGAQPQPRTQSRSARTNG 
SGVRILHSLWRIIGIPLLLGYSLVCSRVLL 
ACFWPGSDFWPRSRRKTYGTAPQSCYSF 
YVALDCGGVSRLVIFVSWRNPQVAPTSA 

ADGYTERRWTNAPCRAA^EPFPPNCPWE 
AQYRIIRK 


2528 


10579 


A 


345 


85 


194 




2529 


ll>5oU 


A 


3450 


106 


375 




2530 


10581 


A 


3451 


232 


376 


KKGVLSCVRRHSMET*NEKPALLKMSGI 
KIPSPVHHFVFHKQSEKGAV 


2531 


10582 


A 


3452 


481 


781 


IKDKKVSNQSLLCGYLVAMTDVETTYA 
DFIASGVRTGRRNAIHDILVSSASGNSNEL 
ALKLAGLDINKT\EGEEDAQRS\STEQSG 
EAQGEAAKSESLTPHF 


2532 


10583 


A 


3453 


15 


369 


RVGEYDGYEAGPAPCPPRASLCQ/PGPD 
QGPPSCTQAIPAPRKPHPCPWPQGPKKL 
GELPGLCLQGSPTAGHPPCPPQETGAQG 
GAPASPWFSQNNAACGLICFCPPQPRIFL 
CINSNS 
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2533 


10584 


A 


3454 


201 


711 


KKMARTKQTARKSTGGKAPRQTAG/LA 

TKAARKSAPSTGGVKKPHRYRPG\TVAL 

REIRR\YQKSTE\LLIWCLPFQR\LVREIAA 

GFSKTALR\FQSARIRCACRRLAKRYLVG 

LFED\NNLCUIHAKRVTIHAPKTIQ\LARR 

u 1 utiUiALbbubFYGVLLVKFLLKYFGLI 

c 


2534 


10585 


A 


3455 


758 


im 


GKLSGRGTGSLLRGDALPRLQKTGCPKA 

GGNRPPAVSQSRGGAVRDEGLLAAQTA 

EGGPRVEEARPPQLPQARGSLPETPFPPA 

PDA\TPPPPSGSHISPSSAEGPSRPPPVGAV 

DSGGAPQPQDPGVPAPAPALLRHRHQTP 

RP 


2535 


10586 


A 


3456 


2 


297 




2536 


10587 


A 


3457 


1 


1128 




2537 


10588 


B 


3458 


58 


1282 


MRTLLKNTVIVLLPYKGSGKLYGESSTE 

LNVEVLNCTASQFKCASGDKCIGVTNRC 

DGVFDCSDNSDEAGCPTRPPGMCHSDEF 

QCQEDGICIPNFWECDGHPDCLYGSDEH 

NACVPKTCPSSYFHCDNGNCIHRAWLC 

DRDNDCGDMSDEKDCPTQPFRCPSWQW 

QCLGHNICVNLSVVCDGIFDCPNGQMSP 

HFALVAAAVDWLSQDSKWLQDSHIVPD 

VKLCVVASAYRQSYQSLGNDISLGYRCQ 

PKFSRSIDPTGKAVQTADIRLSARATLWL 

GGSIEESPVLCSTLRLLLRRLPPPLTWTSP 

NRPTQPCTAQTQTNQSVGIAAPSAIRVIY 

PESWLNAVIYLPGDPEVSGLPRAFKRRF 

SVEVRLDCGTFKLLLVYCTHPGDIKVNT 

CKTGALVAFRCFLPX* 


2538 


10589 


A 


3459 




1870 


MGKVPMRSEKPAHEVRASTfSTTPDLSSI 

ESFFSRGPESTNHTSIKGRPLTAELKNKT 

NRAEEKIKKEELAISGVDEDDGGKGIKD 

TGDLVEMVDLAFRCDRHNDCGDYSDER 

GCLYQTCQQNQFTCQNGRCISKTFVCDE 

DNDCGDGSDELMHLCHTPEPTCPPHEFK 

CDNGRCIEMMKLCNHLDOCLDNSDEKG 

CGEFIFRASSPGAILILIVAVSTIHIAITDPR 

LGNALPVRRIVQPQYSWTPLTLKLWASR 

VSNCQGLLSAAKTHHTVQFSIUvIALPKG 

HLFSARLTGKCVAQVIVEGFFAGRDKFV 

CVLNVAFVPYQFVLSLVRTGTASKSTVG 

FYRNNISVITGFLIGFLCQSSALDLETFTV 

VSHFYFGINECHDPSISGCDHNCTDTLTS 

FYCSCRPGYKLMSDKRTCVDIDECTEMP 

^ ▼ ^-^V^Nt-iiIN VluoYICJvUArOYLKEP 

KTCRQNSNIEPYLIFSNRYYLKNLTIDGV 

FYSLILEGLDNWALDFDRVEKRLYWID 

TQRQVIERMFLNKTNKETIINHRLPAAES 

LAVDWVSSALKGGFVHP\LNGGSQHFTL 

LVD*VIKWLYUSNSVPC*KRRWGLPVF 

WFGGKREMSWEMMGH*LVEGLCGCCH 


2539 


10590 


A 


346 


617 


711 




2540 


10591 


B 


3460 


I 


2973 

] 
1 


MEKQSINQQLPYPDQLPTQCSPLTGLNE 
YPLSGVSIPDESWDRKSKHSAAMTLRQV 

^ORHONNT PI DHNTTJVFPY^AOMUIfiT 

HCCCTSSESLLLLVASQNKIIADSVTSQV 

HNIYSLVENGSYIVAVDFDSISGRIFWSD 

ATQGKTWSAFQNGTDRRWFDSSIILTET 

IAI0WVGRNLYWTDYALETIEVSKIDGS 

HRTVLISKNLTNPRGLALDPRMKLLYFM 

DSYLDYMDFCDYNGHHRRQVIASDLGF 

EV 
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2541 


10592 


A 


3461 


257 


3561 


RHKKPFKKSMNPGAG/MLYWSDQGTDS 

GVPAKIASANMDGTSVKTLFTGNLEHLE 

CVTLDIEEQKLYWAVTGRGVIERGNVD 

GTDRMILVHQLSHPWGIAVHDSFLYYTD 

EQYEVIERVDKATGANKIVLRDNVPNLR 

GLQVYHRR1TEP/CPN*PKTIKIGHYIKDK 

PTCSSE/AKWYLPHPGQM*IA/DKPEAQR 

GSRRLTDLEGGNNEIDWSISCOaYPSSQ 

VFDLSAKiEGKVDKRTCCPSSFPKGYGPI 


2542 


10593 


A 


3462 


I 


10725 


MAGAPPPASLPPCSLISDCCASNQRDSVG 

VGPSEPGVGYSLWRRFLSRSEKRNIRV 

GVTRFSRELPDPLRFPEHLFFTDWRLGAI 

IRVRKADGGEMTVIRSGIAYILHLKSYDV 

NIQTGSNACNQPTHPNGDCSHFCFPVPN 

FQRVCGCPYGMRLASNHLTCEGDPTNEP 

PTEQCGLFSFPCKNGRCVPNYYLCDGVD 

DCHDNSDEQLCGTLNNTCSSSAFTCGHG 

ECIPAHWRCDKRNDCVDGSDEHNCPNP 

T 


2543 


10594 


A 


3463 


3 


14105 


SWRRCRPKGAFASRGAAGAVCYARPPP 

GEGTARPGTIAEMDRGPAAVACTLLLAL 

VACLAPASGQECDSAHFRCGSGHCIPAD 

WRCDGTKDCSDDADEIGCAVVTCQQGY 

FKCQSEGQCIPSSWVCDQDQDCDDGSDE 

RQDCSQSTCSSHQITCSNGQCIPSEYRCD 

HVRDCPDGADENDCQYPTCEQLTCDNG 

ACYKTSQKCDWKVDCRDSSDEINCTEIC 

LHNEFSCGNGECIPRAYVCDHDNDCQD 

GSDEHA 


2544 


10595 


A 


3469 


2 


230 


WQDFYCQ*H1FGAAFFTHPDGPSNWAFS 
NFVMFCHCLPKCWDYRGESPRPAHFKIF 
VDQCTVVKKKKIRXIKNKFL 


2545 


10596 


A 


347 


2 


343 


SSVRAVEFPEDASGGSSPSGTSKSDANR 

ASSGGGGGGLMEEMNKLLAKRRKAAS 

QSDKPAEKKEDESQMEDPSTSPSPGTRA 

AXTSHLTPQRLAGSPGSGATRWRSLCPRF 

CPG 


2546 


10597 


A 


3470 


134 


929 


RTAARGCNGIPGAAAWEAALPRRRPRR 

HPSVNPRSRAAGSPRTRGRRTEERPSGSR 

LGDRGRGRALPGGRLGGRGRGRAPERV 

GGRGRGRGTAAPRAAPAARGSRPGPAG 

TMAAGSITTLPALPEDGGSGAFPPGHFK 

DPKRLYCKNGGFFLRIHPDGRVDGVREK 

SDPHliaQLQAEERGVVSIKGVVC/SNRY 

LAMKXEDGRLLASKCVTuECFFr bRLbbN 

MYTMTYR9RKYT<5WYVAI KRTfiOYICLGS 

IN J IN 1 I JVOlvI^ I I id W I V /VL«IVJ\ I A rVI^xJkJ 

KTGPGOKAILFLPMSG 


2547 


10598 


A 


3471 


1 


2604 




2548 


10599 


A 


3472 


478 


697 


YLIYQSRFFLFSSIRYCQMPMPMG/YCNP 
YAYGQYNMPYPPVYHQSPGQAPYPGTQ 
QPSYPFP\QPPQQSYYPQQ 


2549 


10600 


A 


3473 


21 


194 




2550 


10601 


A 


3474 


2 


767 


APLSPGAQLGRGAPTSAFPPPAAEAHPA 

ARRGLRSPQLPSGAMSQNGAPGMQEES 

LQGSWVELHFSNNGNGGSVPASVSIYNG 

DMEKILLDAQHESGRSSSKS\SHCDSPP\S 

SQTPQDTNRAF\ETDTH\SIGREKQLTVLR 

EDDIERRKEVESILRKNSDWIWDWSSSA 

GKIFPPKEFLFKTPGSRTATLSMRVNTSVL 

1CKGGIFSAEF\LKVFLPFSAALSIAWPIGL 

GIYIGKASDOPSTSTFGWKEPGSLDLVR 
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2551 


10602 


A 


3475 


1 


4220 


MLNIVQDSALLEAIGCQMEMGGGENNL 

KSHSRTNSGISSASGGSTEPTTPDSERPA 

QALLRDYALNTDSAAGLLIRSIHLVTQRL 

NSQWRQDMSISLAALELLSGLAKVKVM 

VDSGDRKRAISSVCTYIVYQCSRPAPLHS 

RDLHSMIVAAFQCLCVWLTEHPDMLDE 

KDCLKEVLEIVELGISGSKSKNNEQEVK 

YKGDKEPNPASMRVKDAAEATLTCLVN 

ETTLIKYSRLPTINKHSFRYFVLDNSVILA 

ML 


2552 


10603 


A 


3476 


3 


1676 


HASDSFRYFVLDNSVILAMLEQPLGNEQ 

NDFFPSVTVLVRGMSGRLAWAQQLCLL 

PRGAKANQKLFVPEPRPVPKNDVGFKYS 

VKHRPFPEEVDKIPFVKADLSIPDLHEIVT 

EELEERHRK\LR\SGMAQQIAYEIHLEQQS 

EEELQKRSFPDPVTDCKPPPPAQEFQTAR 

LFLSHFGFLSLEALKEPANSRLPPHLIALD 

SnPGFFDDIGYLDLLPCRPFDTVFlFYMK 

PGQKTNQEILKNVESSRTVQPHFLEFLLS 

LGWSVDVGRHPGWTGHVSTSWSINCCD 

DGEGSQQEEVISSEDIGASIFNGQKKVLY 

YADALTEIAFVVPSPVESLTDSLESNISD 

QDSDSNMDLMPGILKQPSLTLELFPNHT 

DNLNSSQRLSPSSRMRKLPQGRPVPPLGP 

ETRWSWVWVERYDDIENFPLSELMTEIS 

TGVETTANSSTSLRSTTLEKEVLVIFIHPL 

NTGLFRIKIQGATGKFNMVIPLVDGMIVS 

RRALGFLVRQTVINICRRKRLESDSYSPP 

HVRRKQKITDIVNKYRNKQLEPEFYTSL 

FQEVGLKNCSS 


2553 


10604 


A 


3477 


288 


589 


WCSRRRGWYLLLGFHNYWRSSTFLVRC 
TPSCPGGCCPRYGIYPVRSCPRLPGGVSR 
YGSIHSG/RWCSWSPSWSPWLTSVTPRL 
YVALM*AVVCPWGKQP 


2554 


10605 


A 


3478 


1250 


1909 


GAGPDMVWDTELELALKISKGLQRPIKA 

HREEREDIGKHESRCVIYFGTAKKWILK 

DKNGRSRVDVISHRLKVSSGLCKTHEIG 

FDPLALKCPLRSRTAPWWPLDRVSFDLH 

HLVIGNFFVGNRKIFLDYLVYGFAHNNR 

WKLLVQSWSDGCVHRTFGLVKSFSKAS 

FCIF1TKQRKSSEDLALK\QICANTARVIL 

KLKHFHFVSYMCTFLFTCENGHL 


2555 


10606 


A 


3479 


3 


246 


AAAMSALSLULGLLTAVPPASCQQ/GEP 
AHMILTVGNKADGVLVGTDGRYSSMAA 
SFRSSEHENAYENVPEEEGKVRSTPM 



400 



wo 01/88088 



PCT/USOl/14827 



2556 


10607 


A 


348 


2 


2355 
• 


WCDLGSLQPPPPRFKQFSCLSLPRHS*TS 

Q*PQPPKTQLNFTVAIDFTASNGETRMSE 

KVGGNPLQPTSLHYMSPYQLSAYAMAL 

KAVGEIIQDYDSDKLFPAYGFGAKLPPE 

GRISHQFPLNNNDEDPNCAGIEGVLESYF 

QSLRTVQLYGPTYFAPVINQVASNSWSS 

VTLGTDSEPAVEVPQYVGIRLLVEGFTIK 

KPMAMCHRRMGVRPAVPLLTQRGSGEG 

KDSGTPTHSLHTKAQLPSPHVLRHQGQV 

LRRQHSKLVGTKALSTTGKALRTLPTAK 

VFISLPPNLDFKVAPSILKPRKSIREDRNG 

RSQKTVHTEGDMNMNIKKIVKQATVLT 

FITALLAGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKYQVPQFD 

QSTIKNIESAKGLDVWDSWPLQNADGTV 

AEYNGYHVVFALAGSPKDADDTSIYMF 

YQKVGDNSIDSWKNAGRVFKDSDKFDA 

NDPILKDQTQEWSGSATFTSDGKIRLFYT 

DYSGKHYGKQSLTTAQVNVSKSDDTLKI 

NGVEDHKTIFDGDGKTYQNVQQFIDEGN 

YTSGDNHTLRDPHYVEDKGHKYLVFEA 

NTGTENGYQGEESLFNKAYYGGGTNFF 

RKESQKLQQSAKKRDAELANGALGIIEL 

NNDYTLKKVMKPLITSNTVTDEIERANV 

FKMNGKWYLFTDSRGSKMTIDGINSNDI 

YMLGYVSNSLTGPYKPLNKTGLVLQMG 

LDPNDVTFTYSHFAVPQAKGNNVVITSY 

MTNRGFFEDKKATFAPSFLMNIKGNKTS 

VVKNSILEPGQLAVN 


2557 


10608 


A 


3480 


162 


530 


ELLQPMSALSLLILGLLTAVPPASCQQGL 

GNLQPWMQGLIAAAAFLVLVAIAFAVN 

HFWGAKEEP/ESPAHMILTVGNKUDGV 

LYGTOCVRYSSMAASFRSSEHENAYXEN 

VPEEEGKVRSTPM 




1 \j\j\jy 


A 




A 

- *f 


/f AO 


NAA J oL 1 AN PDA 1 1 VNlfcDPGETPKHQP 
GSPRGSGREEDDELLGNDDSDKT/EGTV 
SGNDSSEVNDTWPLPWWGKQANRPLLS 
LLAGQKKSSPFWTFEYYQTFFDVDTYQV 
r l-itUKUoLl-r Jr UlvINr V KJ^ I iKol V 


2559 


10610 


A 


3482 


160 


518 




2560 


10611 


A 


3483 


12 


197 




2561 


10612 


A 


3484 


2 


321 


ARGVYGYSLFIYIPTAILWIIPHKAVRWM 
LVQMALGISGSLLAMTFWPAVREDNRRV 
ALATIVTIVLLHMLLSVGCLACFFDAPE 
MDHLPTTTGTPNQTVAAAKSS 


2562 


10613 


A 


3485 


187 


1280 


PLARLNCLCSSLSPSPLSNLSLSFLIGTSL 

GCTCSLKHSHKPCQIFFLIIGRRLTGRMA 

AVDDLQFEEFGNAATSLTANPDATTVNA 

EDPGETPKHQPGSPRGSGREEDDELLGN 

DDSDKTELLAGQKKSSPFWTFEYYQTFF 

DVDTYQVFDRIKGSLLPIPGKNFVRLYIR 

SNPDLYGPFWICATLVFAIAISGNLSNFLI 

HLGEKTYHYVPEFRKVSIAATllYAYAW 

LVPLALWGFLMWRNSKVMNIVSYSFLEI 

VCVYGYSLFIYIPTAILWIIPQKAVRWILV 

MIALGISGSLLAMTFWPAVREDNRRVAL 

ALUVnVLLHMLLSVGCLAYFFDAPEMD 

HLPTTTATPNOTVAAAKSS 


2563 


10614 


A 


3486 


112 


563 


LDSSHCCSCSTALFRTQTTAAAVPRMVI 

RVYIASSNSGSTAl/RGKRQQDVLGFLEAN 

KIGFGRKDIAANGENRKWMRENVPENS 

RPGTG\YPLPPQIFNESQYRG\DY\DAFFG 

RPEENNUVYCLLRGLTAPPGVSKGRQE 

GAKPKAGQALTL 


2564 


10615 


A 


3487 


105 


335 


GRLFPKVLSYHSVGYLPLILFCHFLLANC 
ILCCLMHFL*FFQSYRF*G*KFGFTQHHC 
HYIFHKQWPLLWKNFPEH 
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2565 


10616 


A 


3488 


993 


1338 


QNCLKPHFFFFFETRVSLLLPKREAMGTI 
STHCNLCLPGFQGNSPASASQGRL/AGLH 
GMGPPCR/RGTFVFLIGDRGFLHVGSSWS 
WNSQPQV1RP\PRPSPKCWGLQGMEATV 
PSP 


2566 


10617 


A 


3489 


2 


454 


PLLPPALPGCHALAPSSYIPVAIRALEPPS 
PYHGQLKMQSIPGXPPQPRSFFLSSPLDVD 
SPQAPRHCTGLPAPSLSSPPWSCPTLFSW 
FFEASGVCHHWTSVIAASNSSPIFPELPHP 

HPLRISAWLFPPWRDHSQDPLCRGATSP 
VLNS 


2567 


1061 S 


A 


349 


1129 


1821 


AWGSGKQQRRQEAQCEVAEFTPAWRR 
APDTPAPLVLEPARA*HTSPKKHPPMWC 
RFFFFRQSFALVPQIGVQWRNLGSLQPLP 
PRFKA\FSYPQPPPSSWHY\RHVPIFVFSA 

nfcifnkrwgf\tmlakl\vlns*phe1hp 
pgpsqsagimgvshctwlvnfsfkvvlv 
dyffek;fpn*gnrfefyfylfetgshsvn 
qagvqrypyhaslqpqppqaqvslpssw 

DYRHVPF 


2568 


10619 


A 


3490 


1109 


1448 


PRLISKCFLLLLFFRQSHFVAQAGVQWC 
DLRSVYHLPPGLKRFSCLSLPSSWDYRH 
LPPCPANFCNFSRDRVSPCCPGWFRTPD\ 
PGDPPASASPiCWWEYTL*PPGPDHPKAF 


2569 


10620 


A 


3491 


14 


250 


VLSVGLPTGDTGIGLSRKTSPAPVALIHS 

HSLKQAHP*LTLGSRTGNIHA1YYRGVLK 

YCNFICLGFMLRYQLVSPSF 


2570 


10621 


A 


3492 


1 


1065 




2571 


10622 


A 


3493 


90 


1937 


AGGNQRTQSPRKNFMAFQASHRPAWGK 

SRKKNWQYEGPTQKLFLKRNNVSAPDG 

PSDPSISASSEQSOAQQPPGLQVERIVDK 

RKNKKGKTEYLVRWKGYDSEDDTWEP 

EQHLVNCEEYIHDFNRRHTEKQKESTLT 

RTNRTSPNNARKQISRSTNSNFSKTSPKA 

LVIGKDHESKNSQLFAASQKFRKNTAPS 

LSSRKNMDLAKSGIKJLVPKSPVKSRTAV 

DGFQSESPEKLDPVEQGQEDTVAPEVAA 

EKPVGALLGPGAERARMGSRPRIHPLVP 

QVPGPVTAAMATGLAVNGKGTSPFMDA 

LTANGTTNIQTSVTGVTASKRKFIDDRR 

DQPFDKRLRFSVRQTESAYRYRDIVVRK 

QDGFTHrLLSTKSSENNSLNP\EVLREVQS 

ALSTAAANDSKVWLPRAVGSVFXCCGLN 

FNYFKPR\LPNARKR£SIKMAEAIRNFVN 

TFIQFKKPnVAVNGPAIG\LGASILPLCDV 

VWANEKAWFQTPYTTFGXQSQEGCSPV 

MFPKIMGGSICILDAVLGDRNLTAQ\EAC 

GKGLVSRVFWPGTSPRKVMVRIKELASC 

NPVVLEESKALVRCNMKMELEQANERE 

CEVLKKIWGNSAQGDGTRMLKVLCRGKI 

E 




10623 


A 


3494 


2 


572 


WCLQHD/LGHASIFKKSWWNHVAQKFV 

MGQ/LKGFSAHWWNFRHFQHHAKPNIF 

HKDPDVTVAPVFLLGESSVEYGKKKRR 

YLPYNQQHLYFFUGPPLLTLVNFEVENL 

AYMLVCMQWAVSGVAQDPGHTAAVA 

ARFFLSYLPFYGVPGVLLFFVAVRYGRE 
WR 


2573 


10624 


A 


3495 


25 


430 


YKNNSFPPILALGKCAMLTFPLPLSHQA 

QSQGHRAAEYTCEGRSPFPVGSLPWGQ 

AAMRAGGWVGRTAECSFSGMESRPG*R 

VSGRGAGGQPRPSPGMSLGGPVPPAPSS 

PLLPPAGRCNPRTERTWNLPTRSWA 
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2574 


10625 


A 


3496 


821 


1412 


GSARASPQGPGKPLVRVDHTDEPHPQGD 

RPREAPGLGQLSAGSHLQRGALTFVHQL 

VQRAPQLPDRAPPLPQDAETQ\LQPGCPA 

aQVAVCQ\ARPQLR\SEALP\HRAGGHR 

QVPEESLVTSCWTPTSISEGNTQAGREGL 

RAPATKPSPRRDRIPPTPPLTSLGVPCLPS 

WYCCLPLGPLTCVFSSPMALALGLMGQ 

G 


2575 


10626 


A 


3497 


32 


616 


VLQCSHGCFSQPSSGG\LTDEAASSCCSD 

ADPSTKDFLLQQTMVLRVKDPKKSLDFY 

T\RVLGMT\LIQKCDFPIM\KFSLYFLAYE 

DKND1PK\EKDEIC\IAWAV\SRKATLELTQ 

QFGALKDDATQSYHNGNSDPRGFGHIGI 

AVP\DVYSACK\RFEELGVKFVKKPDDG 

KMKGLXAFIQDPDGYWIEILNPNKMATL 

M 


2576 


10627 


A 


3498 


77 


403 




2577 


10628 


A 


3499 


18 


753 


TQPQLTSTCYRAFASWRTRSLLEPATILP 

TTCCPAPAAMCRTLAAFPTTCLERAKEF 

KTLLGIFPHKSVELGFDTGSTGKFEWGSK 

HSKGDLKTSQKDVLGWRESF\DLLLSSK 

NG\VAAFHAFLKTEFSEENLE\FWL\ACEE 

FKKI\RSATKLASRAH\QIFEEFICSEAPKE 

VNIDHETRELTRMNLQTATATCFDAAQG 

KTRTLMEKD/SPYPRFLKSPAYRDL\AAQ 

ASAASATLSSCSNLDEPSHT 


2578 


10629 


A 


35 


45 


819 


RSLALSPRLECNGAISAHCFCLRLPGSRHS 

PASASRAAG1TGAHHRARLIFFVFLVET 

GFHRVSQDGLEA.PDLyDDPPASASQSAGI 

TGVTAAPSRACSFKLARGRACPGWDWA 

EELTGTSHTRRVHPGQALWGWDWRRCS 

CGSRSWQT*LQRCPAVLRGWLACLTAQ 

EEQIGPYVSVSPPVIPGAACCF1DVLR*KI 

SDKDVFKAGRGAQPKTFSFLLRKSUNPV 

TQARVQWCDLSSLQLLPPRFK*FSCFSLP 

SRTIT 


2579 


10630 


A 


350 


325 


608 


LMPCNPRHFERLRQADHLRSGVPRPALV 
QHGETLSVLK1QKLGGHGSTCL*SQLLRR 

LRQKNLLSLGGRGCSKLRSHHCTPAWV 

TEPVDSVSKKK 


2580 


10631 


A 


3500 


28 


342 


PGSTHASADAWVHPKNI/SSVNALSPGPH 
CAQTEV/IVSPAPRCLCHRRGPRPSCCPN 
PVPSLTSCLTRFPSLCRATLKNGRKACLN 
PASPIVKKIIEKMLNSDKSN 


2581 


10632 


A 


3501 


1 


274 


MARATLSAAPSNPRLLRVALLLLLLVAA 
SRRAAGASVVTELRCQCLQTLQGIHLKN 
IQSVMATLKNGKKACLNPASPMVQKIIE 
KILNNP 


2582 


10633 


A 


3502 


1 


893 


MSSREVTPPGKDVARSLRGSKGSDPRRT 

ALGSRSASSQAVISVSLRAAGSRSRSRDS 

GQKENIPQLAGVTQDSQTRTSLVSAPTPL 

HPRGGAIAFLPNSGSIWSSGNFPGPGLRA 

FQPQPCIKGVRRSRRATEPGPQAAPCQLS 

SSHSRSNRLLSPMARATLSAAPSNPRLLR 

VALLLIXLVAASRRAAGAPLATELRCQC 

LQTLQGIHLKNIQSVKVKSPGPHCAQTE 

VM*VSP1AAAATAGVPDSPAAPNPVLSP 

TSCLTRFPSLCRATLKNGQKACLNPASP 

MVKKIIEKMLKK 


2583 


10634 


A 


3503 




407 


ATEPGPQAPPRQLFRSSHSRQTRLLSPMA 

RAALSAAPSKPRLLRVALLLLLLVAAGR 

RAAGASVATELRCQCLQTLQGIHPKNIQ 

SVNVKSPGPHCAQNEVHKHTQEMGGKA 

CLNPVASPIIKKIIEKMLNSDKSN 
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wo 01/88088 



PCT/USOl/14827 



2584 


10635 


A 


3507 


47 


891 


KQPFEVWPAGGERLSGARPKKEARLLR 

WCPMSFKRNRSD\RFYSTRCCG\CCHVR 

TGTIILGTWYMVVNLLMAILLTVEVTHP 

NSMP\AVNIQYE\VI\GNYYS\SERMADNA 

CWFFFAVSVLKVYNPVPMLVYGSNFLY 

PSGVGWIPFF\CYRLFDFVLS\CLVA1SSLT 

YLPRIICEYL\DQLPDF\PDKDDLRAL\DS\S 

CLLFIVLVFFALFIIFKAYLINCVWNCYK 

YINNRNA^CPEIAVYPAFEAPPQ\YVLPTY 

EMGREKWPEKEPHPPLLTWPEGNSGLW 

TITvID 

1 INr 


2585 


10636 


A 
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PGGIATPPVYGQLLALYLLHN/GQRIWQR 
DFPGIYTTINAHQWSETVQPI^4EALRDAT 
RRRAFALVSQAYTSIIADDFA 


2586 


10637 


A 


3509 


2 
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2587 


10638 


A 


351 


3 
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2588 


10639 


A 


3510 


2 


U9 




2589 


10640 


A 


3511 


197 


921 


GTVWGLAVRTVQRRGPAAKMPVAVMA 
ESAFVSFKKLI DOrPNOFT FAP\r;r;TA\TP 

KVYGQLLALYLLHNDMMNARYLWKRI 
PPA1KSANSELGG\IWSVGQRIWQ\R0FPG 
lYTTlhAAHQWSE'AVQPIYGKHFRDATR/ 
RDRAFAPGLLQAVYFQS1RPMIFAAFVG\ 
LPV\EEAVKG1L\EQGW\QA\DSTTRNGSC 
PGKPVCRGPWDVFPFNKFISLYSEP\APV\ 
PPIPNEQQLARLTDYVAFLEN 
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10642 


A 


3513 


1 
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2592 


10643 


A 


3514 


63 


386 


LRTLISCHLVVLMLLFLHTGGDDGLLRG 
WDTRVPGKFLFTSKR*PPKGQHSVP'n>A 
PAFPGSPALPFPGWVCVLDTGSEAASAC 
RHTMGVCSIQSSPHREHILATGR 


2593 


10644 


A 


3515 


1 


147 




2594 


10645 


A 


3516 


450 


1154 


KSHVLEPLSSLALEEQCLALSLDWSTGK. 

T/»l>AOr\ODI I^TICCriCT/^/^I LII 1 Xif\/XftJTT> 
J UJvAuUV^jrL*JVil3oL/*> 1 OV^LHLLIW VNblK 

PRLOKVASWOAHOFEAWTTCCFOLPWH 

PEIVYSGGDDGLLRGWDTRVPGTFLFTS/ 

IKTHHGCVASIQSKPSSGAHPWPRESYDE 

THPTWDTRNMKQPLADTPVQGGVWRIK 

WHPFHHHLLLAACMHSGFKILNCQKAM 

EERQEATVLTSHTLPDSLVYGADWSWL 

LFRSLQRAPLVVLS 


2595 


10646 


A 


3517 


73 


168 




2596 


10647 


A 


3518 


322 


671 


RLWASPAAPGKKKEMGNSMKSTPAPAE 
RPLPNPEGLDSDFLAVLSDYPSPDINPPIF 
RRGEKLRVISDERGWWKAMSLSTGRESY 
IPAICVARS YHG WLLRGPG\KNMAEELL 
QLPD 


2597 


10648 


A 


3519 


624 


1580 


KAATSENKHCCEWRTSQAALMLHRLW 

ASPAAPGKKKEMGNSMKSTPAPAERPLP 

NPEGLDSDFLAVLSDYPSPDISPPIFRRGE 

KLRVISDEGGWWKAISLNSTGRESYIPGU 

CVARWYHGL/WLFEGLGRDKAEELLQL 

PDTKVGSFM1\RESETKKGFYSLSVRHRQ 

VKWRIFRLPNNWYYISPRLTFQCL\EDL 

\VNHYSEVADGLCCVLTTPCL\TQSTA\AP 

AV\RACSSPVTLRQKTVDWRRVSRLQED 

PEGTENPLGVVESLFSYGLRESIASYLSL 

TSEDISSFDRKKKSISLMYGGSKRKSSFFS 

SPPYFED 
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A 
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1979 


VPGVPAARPERECRAHPASFPPPPGGLDS 

GFVPSVQDFDKKLTEADAYLQILIEQLKX 

F**QASK\RKEDEQRKKIETLKETTNSMV 

ESIKHCIVLLQIAKDQSNAEKHADGMIST 

IKSCRCNIPA*SLGTCDQAQCLPRLPYLQ 

NPLSCVSQSSVHLS*QVGPVLSYLGTSSD 

SNTQIVPGSGNFTNLAASLTPSQAMSTLS 

PNTVPEFSYSRQ*/EDEFYDAD/ENS1KVG 

SSPKRLIDSSGSASVLTHSSSGNSLKRPDT 

TESLNSSLSNGTSDADLFDSHDDRDDDA 

EAGSVEEHKSVIMHLLSQVRLGMDLTK 

WLPTFILERRSLLEMYADFFAHPDLFVS 

ISDQKDPKDRMVQVVKWYLSAFHAGRK 

GSVAKKPYNPILGEIFQCHWTLPNDTEE 

N\KELVSEGPVPGVSKNSVTFVVVEQVSH 

HPP1FSLFN4LECFNKKIQFNAHIW\TKSKF 

LGMSIGVHNIGQGCVSCLDYDEHYILTFP 

NGYGRSILTVPWVELGGECNINCSKTGY 

SANIIFHTKPFYGGKKHRITAEIFSPNDKK 

SFCSIEGEWNG 


2599 


10650 


A 


3520 


24 


688 


VDHPPYKRTEKVRAQRSPKSQD1YLG\LL 

VKLYRFSGPEEPNSNIQTRVVLKXRLFMS 

RTVNRPU>LS\LSRMIREDEAFLAGKKKNP 

AVVVGPQKLIMCGVQKGTPKUCVCALG 

GTQAGPHKR1\LRARGQRSITFDQLALD/S 

PLRGCGTVLL\SGPSKG\REVYRHFGKAP 

GNP\HSHTKPYVRSKGRKFE«URG\RRA 

SRGYKKLTLDPTLLYKKIFADSEKKKK 


2600 


10651 


A 


3522 


195 


391 


PGVAGARHPLLGAAPKGRLVEVLAGVFH 
GSAANQVWVSKSHPQFIPTDQEIGGDRA 
LKGTCRLPLS 


2601 


10652 


A 


3523 


112 


492 


AHSRTPARPENRAAASAPRKPRRAMSSP 
PEGKLETKAGHPPAVKAGGMRIVQKHP 
HTGDTKEEKDKDDQEWESPSPPKPTVFI 
SGVIARGDKDFPPAAAQV\AHQKPHASM 
DKHPSPRTOHIQQPRK 


2602 


10653 


A 


3524 


3 


982 


GTRVGVAWRSVRLLLGPGAGLRGGVVL 

KVSPSPCRGGRRVPVRAEGARGRGPRN 

KVPGASSGAAVGAARLTAPLLAKAMAS 

KLLRAVIUGPPGLGKGAPVCQRIAQNFG 

LQ\HLS\SGHFLRENIKA\STEVGEMANQV 

YREKVFLVPDHVITRLMMSELENRRGQ 

HWLLXDGFFRTLGQAEALDKICEVDLVIS 

LNIPFETLKDGLN\RRWIHP\PSG\RVYNL\ 

DFNPPHVHGIDDVTGEPLVQQEDDKPME 

AVAA\RLRQYKDVAKPV1EL\YKS\RGVL 

HQFSGTETWKMWPXYVYXTLFSNKJTPIQ 

SKESILTLAQWEEPWNDVGHSFO 


2603 


10654 


A 


3525 


19 
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10655 


A 


3526 
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QAAWILKARALTEMVYIDEIDVDQEGIA 
EMMLDENAIAQVPRPGTSLKLPGTNQTG 
GPSQAVRP\TSHSEKPITGFLRPSTQSGRP 
GTMEQAIRTPRTAYTARPITSSSGRFVRL 
GTASMLTSPDGPFIN*SRLNLTKYSQKPK 
MAKALPEYIFHHENDVKTALELAALSTE 
HSQYKDWWWKVQIEKRYYRLGMYREA 
EKQLISAMKQ 
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A 


3527 


1 


1509 


MKAEICKSRTVKDWHNHQKLGEGNKTD 

SPPQPSEGTNTANTLILDFWPLEMIACCW 

ETFPQRLTAELFMNPTHRWHGYKNQSV 

GALRAPLGQGPSRRGLPGRVGRRQLFTP 

RPPLSWSAGPSLAAPAAMSSEMEPLLLA 

WSYFRRRKFQLCADLCTQMLEKSPYDQ 

EPDPELPVHQAAWILKARALTEMVYIDE 

IDVDQEGIAEMMLDENAIA/PSSTPITQAG 

RPITGFLRPSTQSGRPGTMEQAIRTPRTA 

YTARPITSSSGRFVRLGTVLGMYREAEKQ 

FKSALKQQEMVDTFLYLAKVyvSLDQP 

VTA I Ni Ficnni nTfPPOPVTT i avtw 

EMNNMSSAAEYYKEVLKQDNTHVEAIA 

CIGSNHFYSDQPEIALRFYRRLLQMGIYN 

GQLFNNLGLCCFYAQQYDMTLTSFERA 

LSLAENEEEAADVWYNLGHVAVGIGDT 

NLAHQCFRLALVNNNNHAEAYNNLAVL 

GDAEOmHVEQARALLQTASSISVPHMYE 

PHP 


2606 


10657 


A 


353 


27 


749 


STCCFQELVTL*GCKLCTFHPGRKWETR 
VSPRTENDOFISFDTRSHnvM I HRPHK'n 

isqglkfkeayerevslkrplgnspgerl 
nrkmpdfgqvtve\rs*ppgerea/rkyn 

decsksfnrtsdliqhqrihtgekpyecn 

e\cgk:afsqsshliqhqrihtgekpyecs 

dwgktfscssdlilh 


2607 


10658 


A 


3531 


1 
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10659 


A 


3532 


I 
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mdavavyhgkisretgeklllatgldg 
syllrdsesvpgvyclcvlnfqkpdqgiv 

IPLOYPV 


2609 


10660 


A 


3533 


3 
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CPRVHQAMDAVAVYHGKISRETGEKLL 
LATGLDGSYLLRDSESVPGVYCLCVL*V 
*YVCCEYDTVDPCLWYLVMAA 


2610 


10661 


A 


3534 


1 


386 


GISLAQFSSSACPRVHQAMDAVAVYHG 

KISRETGEKLLLATGLDGSYLLRDSESVP 

GVYCLCVLYHGYIYTYRVSQTETGSWS 

A/EAFQKPDQGIVIPLQYPVEKKSSARST 
noTTOipPriPT^vpi VAP 


2611 


10662 


A 


3535 


224 


751 


LVPGCSSSGISLAQFSSSACPRVHQAMD 
AVAWYHGKISRETGEiaLLATGLDGSY 

OTETGSWSAETAPG\VHKRYFRKMKK<; 
HFQHFQKQDQ\G1VIPLQ\YPVEICKSSARS 
TQGTTGIREDPEWCLNAPLIKISPLRPLFS 
ITFNIC 


2612 


10663 


A 


3536 


3 
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SIRAEMSRSVULAVLALLSLSGLEAIQRT 
PKIQVYITSSSREWKVKFPELLCVWVSST 
PTLKLTY 


2613 
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A 


3537 
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A 


3538 
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10666 


A 


3539 


I 


3349 


MDQPEAPCSSTGPRLAVARELLLAALEE 
LSQEQLKRFRHKLRDVGPDGRSIPWGRL 

CKAUAV ULriZXiLf/^Klr T Ijr b"ALfcVARK 
TLKRADARDVAAQLQERRLQRLGLGSG 
TLLSVSEYKKKYREHVLQLHARVKERN 
ARSVKITKRFTKLLIAPESAAPEEALGPA 

PPPPPrSP APP^nTHXPMPl I7DDrM7"C/^'DT>D 

LTVVLQGPAGIGKTMAAKKILYDWAAG 
KLYQGQVDFAFFMPCGELLERPGTRSLA 
DLILD 


2616 


10667 


A 


354 


69 


378 


KGGSLLGAPRVEGPNFGLVKDSSSPKKRE 
FPALPPPGGGN/KRAGPPCPGKFGFLKKK 
GVPP\GGKRGLNPRPQGDSSS*PPKGGG1 
TGGAPRPGKKRSFSLQKIL 


2617 
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A 


3540 


3 


261 
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9 ALGKQKCEEWRSKY/EALK/EDAVRNLG 
AQHREU.ESQLHVLQSKLQGADSRDLQM 
NQALRSLQNEHQQLQAKIECLQADRDLC 
SLYTQDLQDQLKRSEAEKLTLVTRVQQL 
guLLQNQSLQLQEQEKLLTK/KRSANLL 
PQILRYCSFSYLPRGSGMDYMTSWSPSQ 
FWEFC*VRDVWELFKD*SLALRTLQLVS 
LLS+DQALPVWSPKSFPNEVEPEGTGKE 
KDWDLRDQLQKKTLQLQAKEKECRELH 
SELDNLSDEYLSCLRKLQHCREELNQSQ 
QLPPRROCGRWLP 


262( 


) 10671 


A 3542 
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i 20l( 


i AKRNRCLEVIMISPDPRPSPGLARGAESY 
EAKCERRQEIRESRRCRPNVTTCRQVGK 
TLRIQQREQLQRARLQQFFRRRNLELEE 
KGKAQHPQAREQGPSRRPGQVTGTSSEV 
FPAQHPPPSGICRDLSDHLSSQAGGLPPQ 
DTPIKKPPKHHRGTQTKAEGPTIKNDAS 
QQTNYGVAVLDKEIIQLSDYLKEALQRE 
LVLKQKMVILQDLLSTLIQASDSSWKGQ 
LNEDKLKGKLRSLENQLYTCTQKYSPW 
GMKKVLLEMEDQKNSYEQKAKESLQK 
VLEEKMNAEQQLQSTQRSLALAEQKCE 
EWRSQYEALKEDWRTLGTQHRELESQL 
HVLQSKLQGADSRDLQMNQALRFLENE 
HQQLQAKIECLQGDRDLCSLDTQDLQD 
i^LrisJvoiiYVcivL. 1 JL V i KVi^vLv^uLLQNQSL 

EPEGTGKEKDWDLRDQLQKKTLQLQAK 
EKECRELHSELDNLSDEYLSCLRKLQHC 
REELNQSQQLPPRR\QCG\KGLPVLMVVI 
APALAVFLANKNNLMI 


2621 


10672 y 


V 3544 


35 
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2622 
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V 3545 


293 
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10674 / 
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1 


968 


VKLPSCPDPAMGTSLLCWMALCLLGAD 

HADTGVSQNPRHNITKRGQNVTFRCDPl 

SEHNRLYWYRQTLGQGPEFLTYFQNEA 

QLEKSRLLSDRFSAERPKGSFSTLEIQRTE 

QGDSAMYLCASSLAGLNQPQHFGDGTO 

LSILEDLNKVFPPEVAVFEPSEAEISHTQK 

ATLVCLATGVFFPDHVELSWWVNGKEV 

HSGVSTDPQPLKEQPALNDSRYCLSSRL 

RVSATFW\QNPRN\HFRCQVQFYGLSEN 

DEWTQDRAKPVTQIVSAEAWGRADCGF 

TSVNSYQQGVLSUTILYEILLGKATLYAV 

LVSALVLMAMVKRKDF 


2624 


10675 A 


3547 
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GGIGEIKQRPSCLGRCLDPSLSVLMNISL 

ELGSVFSAVISQKPSRDICHRGTSLTIQGQ 

VDSQVTMMFWYRQQPGQSLTUATANQ 

GSEATYESGFVIDKFPISRPNLTFSTLTVS 

NMSPEDSSIYLCSVEEQGFVGGAETQYF 

GXPGTRLLVLEDLKNVFPPEVAA^LFEPSE 

AFI^JHTOK" ATI VPl Af/*^cvf riLn/ci cu/u/ 
fAJiij on 1 ^ A-* » ^i-AlCr YLUriVcLoWW 

VTNGKEAHSGVSTDPOPl KFOPA! Nn<:RV 

CLSSRLRVSAMFWQNPRNHFRCQVQFY 

GLSENDEWTQDRAKPVTQIVSAEAWGR 

\DCGFTSGK\SYQQGVLSATILYEILLGK 

\TLYAVLVSALVLMAMVKRKDSRG 


2625 


10676 A 


3548 
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3549 
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CPVILGYAEPPAPGQFSRGPAVSRAEAVP ' 

jTASPLLV/SCATSALL*SIPKGPDSHRGH 

JHGTPKTPSKPEKGTAHGQLSRYITPQE 

CEIAPLNPPALKSPSKENRDPRDLTGPGQ 

rSRALTVAPGCALGPQVEPMKALRRQM 

}GAVFPLGS 
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3550 
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V 
\ 
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4NIDRIKVSKAAADLMAYCEAHAKE\DP 
LLTPVPUSENPFKE\KKFFCAHPLSL 
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MFSLKKWNAVAMWSWDVECDTCAICR 
VQVMDEGIGVRNWSEALNLIYASEMGF 
DLDMGSQTSLSPLAHWLLNNLGWMNL 
X* 


2630 
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A 


3552 


1 
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ADVEDGEETCALASHSGSSGSKSGGDK 

MFSLKKWNAVAMWSWDVECDTCAICR 

VQVMDEGIGVRNWSEALNLINASEMGF 

DCRSGSTALAVPSVSLASHQPCLDDHR* 

QPIGSIQSSLF*RNSQVS*GRK*KVASYEL 

LKEGFCVNACLRCQAENKQEDCVWW 

GECNHSFHNCCMSLWVKQMNRCPLCQQ 

DWVVQRIGK 


2631 


10682 


A 


3553 


2 


428 


SGGSTEPLGLSAFPKPTSSAVGSVGAAM 

ADVEDGEETCALASHSGSSGSKSGGDK 

MFSLKKWNAVAMWSWDVECDTCAICR 

VQVMDACFRCQAENKQEDFFVVLGECN 

H\SFHNCCHVPCGSKQNNRCPLCQ\QDW 

VV\QRIGK 
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A 


3555 


3 
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2633 


10684 


A 


3556 


2 
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LLNSRPRRRQQAQPSLEMQNDAGEFVD 
LYVPRKCSASNRIIGAKDHASJQMNVAE 
VDKVTGRFNGQFKTYAICGA1\RRMGES 
HDSFLRMAKADGIVSK 


2634 


10685 


A 


3557 


1 


392 


RRYLCRVTSCFLSLSRAVWWPARRSPAF 
EMQNGRRRSSSDLYRARGKLSASNRUGX 
AKDHASIQMNWAEVDKVTGRFNGQFK 

TYAICGAI\RRMGESDDSIL\RLAKADGIV 
FKELFDWREITDVGIFCHK 


2635 


10686 


A 


3558 


1 


415 


FRDIVNENGEGEIQDEEEDGYDDDVEMT 

GTGMKES*NSPWVMAG/HGGSNPQANR 

QTSDSSSAKMSTPADKVLRKFENKINLD 

KLNVTDSVIYKATEKF/DTKGIKYVLDPT 

TRMILFKMLTRGIITDIDGCISTGREANV 


2636 


10687 


A 


3559 


139 


1914 


AVPFHRRAAASGGALQSWTTGGLLMSR 

WPGQFDDADSSDSENRDLKTVKEKDDI 

LFEDLQDNVNENGEGEIEDEEWKEGYD 

DDXEMTGTGMKELENSPRVMSGIGRKQP 

TGKSTD\PDSSSAKMSTPADKVLRKFEN 

KINLDKLNVTDSVINKVTEKSRQKEADM 

YRIKDKADRATVEQVLDPRTRMILFKM 

VTRGIITEINGCISTGKEANGYHASTANG 

ESRAIKIYKTSILVFKDRDKYVSGEFRFR 

HGYCRGNPRKMVKTWAEKEMRNLIRLN 

HSR/GYHCPEPIMLRRHGLAMSFIGKDD 

MPATNFGKMFQLSESKARELYLQVIQY 

MRRMYQDARLVHADLSEFNMMYHGGG 

VXYHDWSQSVEHDHPHALEFLRKDCAN 

VND FFMRH S V A V MTV RELFEF VTDPI PL 

HHEN\LDAYLSKAMEIASQRTKERTV/SS 

QDHVDEEVFKRS\YIPRNL\DEVKNYERD 

MDIIMKLKEEDMAMNAQQDNILYQTVT 

GLKKDLSGVQKVPALLENQVEERTCSDS 

EDIGSSECSDTDSEEQGDHARPKKHTTD 

PDIDKKERKKVEVKEAQREKRKNKIPKH 

VKKRKEKTAKTKKGK 


2637 


10688 


A 


356 


629 


1007 


KGTYIKQERLENLRTNHLDKYYNPPMK 
QNYQKLCQKGMASRTHREESR*MRGNR 
CRLRITRNA*FEGENLQNK\AQGENLEKK 
PEP ATYI *EA*ESKRDKG V ♦KSYCVSSFPT 
MQ*KSD*SEYSYG 


2638 


10689 


A 


3560 


129 


567 


SYKSRLARKS\TGGKAP\RK\QLAYKKPA 
SQECGPLLGGLKKPHRYRVPGTVALREIR 
R\YQKSTE\LMIRK\LRFQR\LVREIAQDF\ 
KTDLRFQERSNQVALQ\EA\RRAYLVWP 
FLKDTNLVCLSMPKRVPIMPKRHSSSAR 
RHHVENVL 
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3564 
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10691 


A 


3565 
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GSAAMKVKIKCWNGVAHXWLWVANDE 
NCGICRMAFNGCCPGCECSPSMLSERPR 
LQGAPATDCPAGCGGPVLPTCFQHALHP 
QVGLHAQQVQQALAPMLPPRIGKFKE 


2641 


10692 


A 


3566 


1 


6521 


MLRKRKWLGVVAHACNPSTLGGQGHP 

DKQPQVRRLLSAPGSRIAGQWVLDSLKS 

PHLLLKGENDKNSLSQKAFLYVAHVLDE 

SERGVLVTMTTETGPDSEVKKAQEEAPQ 

QPEAAAAVTTPVTPAGHGHPEANSNEK 

HPSQQDTRPAEQSLDMEEKDYSEADGLS 

ERTTPSKAQKSPQKIAKKYKSAICRVTLL 

DASEYECEVEKHGRGQVLFDLVCEHLN 

LLEKDYFGLTFCDADSQKNWLDPSKEIK 

KQIRSE 


2642 


10693 


A 


3567 


1 


1232 


GCTGTWGEALFIKEKGFFWSPATGPMA 

AVQMDPELAKRLFFEGATWILNMPKG 

TEFGIDYNSWEVGPKLRGVKMIPPGIHFL 

HYSSVDKANPKEVGPRMGFFLSLHQRG 

LTVLRWSTLREEVDLSPAPESEVEAMRA 

NLQELDQFLGPYPYATLKKWISLTNFISE 

ATVKKLQPENRQICAFSDVLPVLSMKHT 

KDRVGQNLPRCGIECKSYQEGLARLPEM 

KPRAGTEIRFSELPTQMFPEGATPAEITK 

H^MULSYALETVHNKQFPSSPQDVLGEL 

QFAFVCFLLGNVYEAFEHWKRLLNLLC 

RSEAAMKK/HATRLWINLISILHHQLGEIP 

ADFFVDIVSQHNFLTSTLQVFFSSACSIA 

VDATLRKKAEKFQAHLTKKFRWDFAEE 

PEDCAPVVEELPEGIEMG 


2643 


10694 


A 


3568 


2 
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10695 


A 


3569 


56 


1072 


ARGGGAMEGLEENGGVVQVGELLPCKI 

CGRTFVFPVALKKHGPICQKTATKKRKTF 

DSSRQRAEGTDIPTVKPLKPRPEPPKKPS 

NWRRKHEEFIATIRAAKGLDQALKEGXG 

KL\PPPPP\PS\YDPGFIIQW/CPY\CQRKIP 

MENAADRHINFCKEQAARISNKRRFSTD 

TKGKPTSRTQVYKPPALKKSNSPGTASS 

GSSRVPQPSGAGVKTVVGVP/SQGKVSSS 

SSSLG/NTKLQTLSPSHKGIAAPHAGANV 

KPRNSTPPSFA\RNP\APGVLTNK\RKTYT 

ESYIARPDGDCASSLNGGNIKGIEGHSPG 

NFPKFVCHECGTKYPVEWAKFCCECGIR 

RMIL 
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C 
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1 
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MLYVLIESERARIKKLQEEKTRNLESSRK 
LEPTIVSEHKGGLRTEQTDIDVLGQHLTK 
EHVSSHSQSPIRDSQWFTLSPQEKYACSY 
ERKDPLIKRAFIIFYHRNAVVSHGGNGPA 
VVLPISRFVLTPPTFESTLPFLSSRLAWGT 
SSKDPRIAAGQQSPLEKKILVSKLSSHHT 
VWNYTEKES* 
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A 
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EVTACRQPSVAFSTSLALALTLALLEEPF 

PAGIVLK/SLAGPQLPPCRVGLGTCSLPY 
LSLPPAVGSFMARASLMSAAPCSMARVP 
STTQGLLSRTPQCGQMAQDWQAAPPAS 
PVQDPLEEASWAPESSGDLENFYV 
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C 


3573 
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MLFLRYAPLVGGSFCIWSHPLQFFLTSIK 
VNFVETLFCFQSFKDIF* 


2649 
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A 


3574 
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579 


EPLPGLAKAGAGSLSCSVRPCAAGASPT 

SATPCSIAPSPIDHPRAEECGRMVQDWQ 

AAPPAPRCGIHWVKPAGLLSLLMSMVIR 

INMIVKLLVFVILLVT*FTVKVCLYIFQGL 

CCGLLFCKILHGSPSHHRPKDLWHHCDL 

DVRHEVKGDH 



409 



wo 01/88088 



PCT/USOl/14827 



2650 


10701 


A 


3575 


2765 


3138 


YSLKSOSVMPPALFFWLRIALAMQALF 
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GSQMA*GSDHPGPIWQTC*SVQGAFALD 
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3 
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LCSSR/DEKFKALCNLPG/AITMAQAMIF 

CHTRKTA\SWLAAELSKEGHQVALLSGE 

MMVEQRAAVIERFREGKEKVLVTTNVC 

ARGEQRTCPTWSARLGVPGPIRARMPCI 

QGSRMVSGRWVGLVTLFLSRRDCLDFP 

EVVRTHTCQVRWLMPAIPRQENCLNPG 

DRGCSEPRMCYSTPSWVTE 
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3652 


I 


1571 


CRGAGAEPAANPRSPRSLVPSLEYTSTSV 

PPAPGTMATDSWA\LAVDEQEAAAESLS 

NLHLKEEKIICPDTNGAWVKTNANAEKT 

DEEEKEDRAAQSLLNKURSNLVDNTNQ 

VEVLQRDPNSPLYSVKSFEELWUKPQLS 

QGVYAMGFNRPSKIQENALPLMLAEPPQ 

NL1AQSQSGTGKTSLPLVLA\MLSR\VEPI 

RPDTFQCLCLFPT\YEAGGFKQGKVIEQM 

GKFYPELKLAVAVRGNKLERGQKISEQI 

VIGTPGTAVGLNWVCFQLKFIDPKKIKVFV 

LDEADVMIATQGHQDQSIRIQRMLPRNC 

QMLLFSATFEDSVWKFAQKVVPDPNVIK 

LKREEETLDTIKQYYVLCSSRDEKFQAL 

CNLYGAITIAQAMIBCHTRKTASWLAAE 

L\SKEGHQVVMLSGEMMVEQRAAV1ERF 

REGKEKVLVT/TPNLCSRGIDVDQVSWI 

NFDLPVDKD\GNPDNET\YLH\RIGRTARF 

GK\RGLA\VNMVDSK\HSMNIL\NRIQ\EH 

F\NKKIER\LDTDDLDEIEEN 
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3653 
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A 


3654 
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435 
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A 


3655 


126 


775 


APAKVRTAOEDRDTFSSORTRWKFONTI 

DNMALLGPKGLLFLAAnmSDWIPLGVX 

NSQ\RGDDVTQ\ATPETFTEDPWLVNDP\ 

ATDETVLAVLADIAPSTDDLUSLSEKNT 

TAXECWVDEKFACTRLYSCASnPVNOMVI 

FIQLCFHPVLR\RMYIVQPREI\CSSVLVC 

KGTPKPMKDELC\RQMAGLPPLGRL\RRP 

QLLPDFPPCENVDLQRPNGL 
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10780 


A 


366 


169 


457 


SLEVSLGDHFQKCRFLEKRERFWKGMFS 
FCSMAVSGFLAAGAGLKPRSG/WH*VFH 
SPRRSWTENFKFQRDEVSASPLGAWRAL 
TKEKGGAQPLEGL 


2730 


10781 


C 


3660 


162 


425 


MVGPSLHAGXXXVYIPRFLYIRSWLPCIF 

FSGGVTVGNIGRQLAMGVPEKPIVIESSK 

PXILESXGRFLEENLXLVDYXKGLSFFLK 
* 
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10782 


A 


3661 


89 


308 
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3662 
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454 
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10784 


A 


3663 


570 


1418 


PMPRLHDHFWSCSCAHSARRRGPPRAIA 

AGLAAKVGEMIIVFVSGPSLMAVLSASD 

ADPAPRGRSAVKSGPYPGSPYPNTWHHS 

LMQKSLVLFSVGEVLALVLNLLQIQRNV 

TLFPEEVIATIFSSAWWVPP\CCGTAPAD 

VGLLYPCIDSHLGEPHKFKERMGQVSMR 

CIAVFVGINHASAKLDFANNVQLSLTLA 

ALSLGLWWTFDRSRSGLGLGMTI AFLAT 

L\ITQFLVYNGVYQYTSPDFLYIRSWLPC\ 

IFFSGSVTWGNIGXROLGYGVFLEKPHSD 


2734 


10785 


A 


366* 


195 
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RIFSMTSGRLRWRCTWRPATALWSASLR 
LGTSSMHPSPRSISLP/PVHVHTHNSGKE 
VLGLQVQRSRSGTGPACSQAGSGAVQG 
GNWCIF 


2735 


10786 


A 


3665 


12102 


12327 
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10787 


A 


3666 


535 


992 


RIFSMTSGRLRWRCTWRPATALWSA\SL 

RLGTSSMHP\SPRSI\SLPLS\MMLS\PLPS\ 

NTRGLSPTALVRSP\NSEHATSCP\RLHL 

WRCRAPLRSPSPLGRLPGATPGVPSHVH 

TAHNSGKEVLGLQVQRSRSGTGPACSQA 

GSGAVQGGNWCIF 
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QIRbTSOTOT'YTSASQSAGlIEVSHHAR 
QMFQFYSQKYTLPNCCKLMLMFKIKFFL 
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3670 


71 
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AFIPAMAELIQKKLQGEVEKYQQLQKDL 
SKSMSGRQKLEAQLTENNIVKEVKRYES 
QLRDLERQSEQQRETLAQLQQEFQRAQA 
AKAGAPGKA 


2740 


10791 


A 


3671 


334 


1191 


GLLPHLGPRVQRLPRLSLSTLACGLTRGP 

HPFLLPQIHIHLTRIVGIGGTFDVSKLPFL 

SSPDLSKSMSGRQKLEAQLTEYNIAKEV 

RDWDLWGEEGPVLAMVLITYVPSLHQE 

LALLDGSNVVFKLLGPVLVKQELGEARA 

TVGKRLDYITAEM*VFIPPPCAAPCDASE 

PLE*RC*TIAEQLSIVAPSPPVPPTLSFPF*P 

PFFSLPWISRFSTYLFLAFSTLHSESY*FLP 

FCLSPLSLLSKRYESQLRDLERQSEQQRE 
Ti aoi r^r^ppoi? a a a a V a AD/^i' a 

1 LAl^Ci^l^crv^KAvAAJK^UArUivA 


2741 


10792 


A 


3672 


210 
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AFIPAMAELIQ\KKLQGEVEKYQQLQKD 

LSKSMSGRQKLEAQLTENNIVKEELALLX 

DGSNV\VFKL\LGPVLVKQELGEARATV 

GKRLDYITAEIKRYESQLRDLERQSEQQR 

ETLAQLQQEFQRAQAAKAGAPGKA 
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REIIVVGSHWGGWGGAWDTGV 
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3678 
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10796 


A 


3679 


162 
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RRGLFPAGPGPRQEPSRASSPMPSERLRN 
IKDXFLLTAARRKDAKSWKIKKNKDNVNK 
FKV\RCSRYLLHPWSSPDKEKAEKL\KQS 
LPPRFGK 


2746 


10797 


A 


368 


ISO 


799 


QC*DPETSETV»EKLRAGRHQRCCHGGQ 

SCFDKSATRALPPPRKWRHRGTRCAATK 

RTRLGEMAVLGP*E*RQPEEFPRTTS1LA 

EPTVLSRRKCRPSEKRGSATEKFGATSA 

VTENPPLGAAGERANKTL/RCCHRDTDF 

RTPASDGERRRSHTEGPINRSLAMRMGK 

Uuolvj J hNKAUWAOPOCKVCESCS/RVL 

HLCVYGSHHRIWHMEGYQHMLV 


2747 


10798 


A 


3680 


60 


216 




2748 


10799 


A 


3681 


505 


794 


NVVECLFKDALPQLSADRFLASSILLGDL 
GVEEV\HFSVSNLTGEELWHLLRSTSLGI 
ASPPIHEVPFLEVDGDRTKTQVFPLTNLH 
VRAHASAHAS 


2749 


10800 


A 


3682 


685 


1484 


LRLTFPEFSHTKVRTMSLFPSLPLLLLSM 

VAASYSETVTCEDAQKTCPAVIACSSPGI 

NGFPGKDGRDGTKGEKGEPGQGLRGLQ 

GPPGKLGPPGNPGPSGSPGPKGQKGDPG 

nSPDGUSS\QAASER]I^LQTEMAR1KKW 

LTFSLGKQVGNKFFLTNGEIMTFEKVKA 

LCVKFQASVATPRNXAAENGAIQNLIKEE 

AFLGMPDEKTEGQFVDLTGNRL'nYTNW 

NEGEP\NNAGS\DEDCVL\LLKNG\QWND 

SPaSTSHLAVCEFPI 


2750 
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A 


3683 
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KCVCLLTAFSERMRRVPVALPEMVRALS 

AQQQTLKQIVWWRPSGQRTPKALVQC 

VHSVYIPNKVLILADGDPSSFLSRQLPFLS 

TLRRLEDQATAYVCENQACSVPITDPCE 

LRKLLHPLTCPYPLGWGRR 


2753 


10804 


A 


3686 


2 


2238 


NVAAMLGARAWLVRVLLLPRAGAGLA 

ASRRGSSSRDKDRSATVSSSVPMPAGGK 

GSHPSSTPQRVPNRLIHEKSPYLLQHAYN 

PVDWYPWGQEAFDKAJRKENKPIFLSVG 

YSTCHWCHMMEEESFQNEEIGRLLSEDF 

VSVKVDREERPDVDKVYMTFVQATSSG 

GGWPMNVWLTPNLVQPCVGGTYFPPED 

GLTRVGFRTVLLRIREQWKQNKNTLLEN 

SQRVTTALLARSEISVGDRQLPPSAATVN 

NRCFQQLDEGYDEEYGGFAEAPKFPTPV 

ILSFLFSYWLSHRLTQDGSRAQQMALHT 

LKMMANGGIRDHVGQGFHRYSTDRQW 

HVPHFEKMLYDQAQLAVAYSQAFQLSG 

DEFYSDVAKGILQYVARSLSHRSGGFYS 

AEDADSPPERGQRPKEGAYYVWTVKEV 

QQLLPEPVLGATEPLTSGQLLMKHYGLT 

EAGNISPSQACELADKGHSPQDPKGELQ 

GQNVLTVRYSLELTAARFGLDVEAVRTL 

LNSGLEKLFQARKHRPKPHLDSKMLAA 

WNGLMVSGYAVTGAVLGPRQVLINYAT 

NGAKFLKRHMFDVASGRLDADLLHRm 

LGGLWSTATPPCWGFLEDYAFVVRGLL 

DLYEASQESAWLEWALRLQDTQDRLFW 

DSQGGGYFCSEA\DWGAGLPLRLKDAQ 

DEAEPSANSVSAHNLLRLHGFTGHKDW 

MDKCVCLLTAFSERMRRVPVALPEMVR 

ALSAQQQTLKQIVICGDRQAKDTKALGA 

VRPLCLHS 
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GFTSFISRLSCLSFCLLLET/CPVTCWCWE 
APRCNQKCTDPAARRPDPQTCASQDRLR 
CAPCTCHOPLASR 
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MCFQRKSYFHIQTLYCPUCISALRYSTG 

PAPAMWKCHTAPVQKDWLTPLPITLISS 
PNFLTLINL* 


2757 


10808 


A 


369 
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1678 


RYKLLSYRKPETAIEQKENIPFQNLSRFS 

KNLHFWK*SPKETSRLYHECLQLNSSCLI 

LTLAYPVQII/CHLFLDEPGRMSDQRRAQ 

NVPEMGFHHVGQ/ACLNLSTS\DRPASAS 

QSARIIEVSHHARQMFQFYSQKYTLPNC 

CKL*ILMFKIKFFLTOKQN 
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3691 
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3692 


2 
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KFSLIKLRKENFPTARJCRLVYPLYPLKIF 
IFPKALNFCREVGPICPPPKKVGSFPKIPKV 
AFNRPPLRKKIIPSQPALNWGPPRVP 


2761 


10812 


A 


3695 


2 
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GRVGSDSCQRQQQGDTKRRRLSSYPWR 
RRQRWRRRRNTSSRRKPQFLRQRQRPRQ 
ARRRWRATRFA 
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10813 


A 


3696 


31 


445 


EKAVVTSAASSLVYTVYTAQPAPRSFHP 
FCSTWSAKEPNTTAGEGGSTNECQCLSA 
/CPGANCPGLGTLKSFQNCPSSSLPRPPLP 
ACRGSYESVWARLLQSVHAIGQRRLRES 
WSPKLYWVHPPQEWGAFRTFLFLV 


2763 


10814 


A 


3697 


73 
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AYSRGTSSLSTMNQTAILICCUFLTLSGI 
OGVPLSRTVRCTCISISNOPVNPRSLEKL 
EIIPASQRCPRWEIIATMKKKGEKRCLNP 
ESKAIKNLLKAVSKERSKRSP 


2764 


10815 


C 


3699 
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10816 


B 
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MVAVSCRQRPTSRPAWGKVGAHAVRS 
MCAEALERMFLSFPTTKTYFPHFDLSHG 
FCPGLRATGKKVADALTNAVAHVGRHA 
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MTLEATHLLLRVLLVLLASGGSLFQSPP 

VKSIILGVAVTVVLLLLLLALUNRYLQK 

ARGRARKPYTEDVSVDKKTETWEWAR 

GEGESYHVYDDVQKEKTTDRMIRSSSM 

CVHKIMTSVSMCAQETPNSSKKAKLGQK 

IPVQGKDEILHKALCFCPWLGKGGMEPL 

RLLILLFVTELSGAHNTTVFQGVAGQSL 

y V o^r I UoMKM WuKKJKj\ WLKv^LucKG 

PCQRVVSOTTCGLLSFLRRWNWEHSHS 

QTIPWGGTLTITLRNLQPHDAGLYQCQS 

LHGSEADTLRKVLVEVLADPLDHRDAG 

DLWFPG\DLRASRMPMWSTASPGLR\AR 

EGR*WEEKPRRSPTRDQPSLHTCHLATR 

TPCSALARDYSA 


2767 


10818 


A 


3700 


226 


854 


RVPGTLNMSGIALSRLAQERKAWRKDH 

rrUt* VAVr J KJNIrUO 1 MNLMN WbCAlPG 

KKGTPWEGGLFKLRMLFKDEYPSSPPKC 

KFGPPLFPPNCVTSGASCL\SFLEEDKDW 

RPAITIKQILLGIQELLNEPNIQDPAQAEA 

YTIYCQNRVEYEKRVRAQAKKFAPSCRS 

SLEPSRTWAVLLLSLRFQVSISVLRHFLC 

VYMAFCLCCCLE 


2768 


10819 


A 


3701 


813 


1637 


TCQGIALSRLAQEY\KAW\RKDHPFG\YN 

AVPTKNPDGTMNLM\NWECAIPGKKGT 

PW\EGGLFKLRMLFKDDYPS\SPPK\CKFE 

P\PLFSPR1VYPSGAKCACPSLEE\DQRTW 

RPSPFTIQTRFLLRNYRNFLKWNPNIVQDP 

SFOAEAVYTI YVCONR V/ES YFK R VP<\TT^ P 

RKFCAPHKQRPCGNRQKERDWFGQELV 
YNIFCKSKVCSHTMTSHLGGVGRAPSSH 
CPPRGVRSRIRLNCPVSIQGSSFLRCFCIF 
GLLCKTRLFILILMSSISTAVKL 


2769 


10820 


B 


3702 
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KQEPQIPCQGGKDAAVLQGSQPSLAGIR 
TTRLRDPSKKWPKGX* 


2770 


10821 


A 


3703 


1 
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TPPFLAMAPALLLIPAALASFILAFGTGV 

EFVRFTSLRPLLGGIPESGGPDARQGWXL 

AALQDRSILAPLAWDLGLLLLFVGQHSL 

MAAERVKAWTSRYFGVLQRSLYVACTA 

LALQLVMRYWEPIPKGPVLWEARAEPW 

ATWVPLLCFVLHVISWLLIFSMFLVFDYA 

ELMGLKQVYYHVLGLGEPLALKSPRAL 

RLFSHLRHPVCVELLTVLWVVPTLGTDR 

LLLAFLLTLYLGLAHGLDQQDLRYLR\A 

QLQRKLHLLSRPQDGEAE 


2771 


10822 


A 


3704 


221 


1728 


GQAGCSDTMGSCCSCLNRDSVPDNHPT 

KFKVTWDDEGVELGSGVMELTQSELV 

LHLHRREAVRWPYLCLRRYGYDSNLFSF 

ESGRRCQTGHGIFAFKCSRAEEIFNLLQD 

LMQCNSINVMEEPVIITRNSHPAELDLPR 

APQPPN\ALGYNV\SSFSNGCPGEGPRFSA 

PQRLSTSSLRHPSLGEESTHALIAPDEQS 

HTYVNTPASEDDHRRGRHCLQPLPEGQ 

APFLPQARGPDQRDPQVFLQPGQVKFVL 

GPTPARRHMVKCQGLCPSLHDPPHHNN 

NNEAPSECPAQPKCTYENVTGGLWRGA 

PPLPPVWESQAQQLGGEAGDDGDSRDG 

LTPSSNGFPDGEEDETPLQKPTSTRAAIR 

SHGSFPVPLTRRRGSPRVFNFDFRRPGPE 

PPRQLNYIQWKLKGWGGDRPKGPVQNPS 

SPQAPMPTTHPARSSDSYAVIDLKKTVA 

MSNLQRALPRDDGTARKTRHNSTDLPL 
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PAILSPNLDDLNFSVRASVFaAPSAPSA 

SSSPARIPAATRQGRRSPRIPPAPSNEASP 

APGRPRVPGAA\PPRFPKPT1QASGADRA 

VDCGILKLQKS\PARLARPRWPRRPSICRF 

WSAAGSVEEQPKPPKAP/PAKSPEQSPQL 

bVLPLA UTPQAYGASFEKMKNLKTRRG 

GRSRWHFPFNVIPQAPSLKWGFQTSDAS 

SAEVFHVDRSLASHKMGPGRRPRSPLW 

APPFWNPRH 


2773 


10824 


A 


3706 


130 


360 


SLPKKKNPDLHGFVGKFYQTFKEKIPASS 
SSNKF/PQDIYEASITL/IPKPDQDFRKKEN 
CSSVSLIIFPEIINKILEN 


2774 


10825 


A 


3707 


46 


292 


DQASSGNGVTMIARRNPDTLRFLPDEAR 

SLPPPKLTDPRLLYIGFLGYCSGLIDNVM 

RRRPIATADKKTYGEIFEKFHPIR 


2775 


10826 


A 


3708 


269 


476 


STCLGLPRCWNYRREQPRLVYM*FVHL 
YYF 
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10827 


A 


3709 


448 


894 


DQASSGNGVTMIARRNPEPLRFLPDEAR 

SLPPPKLTDPRLLYIGFLGYCSGLIDNVIR 

RRPI\ATAG\LH\RQLLYINGLFFLLGYYL 

VK\REDYLYAVRDREMFGIYGNLHPEDF 

FLKEDKXKTYGEIFLKNSHPHTLKVLQKC 

LAPSFH 


Tin 


10828 


A 


371 


2 


1309 


EQQDLQDPLEVFHPTVEAAEALHIQEPP 

GGEPSQPTQLPGGAPNTRPPHPQGALWS 

V*RAPEQELHQDGRQPTG*QWLRTCSLG 

WPEAQLPAHLIGQADWPSQRPP*DPE*TP 

PRPQQNPGPSNWRTCFATPSCTGWA*AT 

TQIRMIENGKPELPGPPSGEVPLGQQQVG 

PGWPSGFPGPQAPPGGLILHSNNIHQSGV 

FNEFLFPWGFGGEAGPYYNGHSASSTTP 

CPTGRCKPATFRRRH*PPGHPVWATTKS 

RGM/TAATAGPQWGSLGNTARHPDGEA 

EPGS*ARAQLASNPAPHLRVP*PQLRLPH 

SPPFPWVPKGCRWTQRPEGMTCYAWAH 

ELRPALPPQPPRGTP+SFFLVHSPACPAQ 

ALPPNLYCPGGGWEVEAQHPAQMTPVF 

LEAPHPHWPTGG*VSPYPSGPAQGGAAS 

EVGGCLSIKETPCNV 


2778 


10829 


A 


3714 


1 


948 
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10830 


A 


3715 


644 


2034 


AIETQAITDNCSEERKTFNLNVQMNSMD 

IRCSDIIQGDTQGPSVIAFISYSSLGNIINA 

TFFEEMDKKDQVYLNSQVVSAAIGPKR 

NVSLSKSVTLTFQHVKMTPSTKKVFCVY 

WKSTGAG/CSQWSRDGCFLIHVNKSHT 

MCNCSHLSSFAVLMALTSQEEDPVLTVI 

TYVGLSVSLLCLULAALTFLLCKAIQNT 

STSLHLQLSLCLFLAHLLFLVAIDQTGHK 

VLCSIIAGTLHYLYLATLTWMLLEALYL 

FLTARNLTVVNYSSINRFMKKLMFPVGY 

GVPAVTVAISAASRPHLYGTADRCWLH 

LDQGFMWSFLGPVCAIFSANLVLFILVF 

W1LKRKLSSLNSEVSTIQ>JTRMLAFKAT 

AQLFILGCTWCLGLLQVGPAAQVMAYL 

FTIINSLQGFy^lFLWYCL/LSAQQVQKQY 

QKWFREIVKSKSESETYTLSSKMGPDSK 

PSEGDVFPRTSEEKIL 


2780 


10831 


A 


3716 


1 


451 


FFFFFFVRQDLALSPRLECNGIIFAHCNLC 

YFFVETEFAMLTRAGLNLLSSRGPLASA 
SQSVGDYR\NSHHAQLIFCIFGRDR\VSL 
W\CPEWSQTPEFKRSACLPKCWDYRGEP 
PHPVPSAL 
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A 


3717 
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2783 


10834 


A 


3719 


1 


5699 


VNDNTNTAGSPGEVLSRRCVNLLKTALR 

PDMWPKSELKLQWFDKLLMTVEQPNQV 

NYGNICTGLEVLSFLLTVLQSPAILSSFKP 

LQRGIAACMTCGNTK.VLRAVHSLLSRL 

MSIFPTEPSTSSVASKYEELECLYAAVGK 

VIYEGLTNYEKATNANPSQLFGDQGSW 

VTLAPGTLMILKSACSNNPSYIDRLISVF 

MRSLQKMVREHLNPQAASGSTEATSGT 

SELVMLSLELVKTRLAVMSMEMRKNFI 

QAIL 


2784 


10835 


A 


372 


475 


928 


NLVACSLPISPETLSPVPLVTPKPSGLLALS 

LGLAFLSCPGLATPSPLPTKPQGTAGPPQ 

PCPCSGLAPQTLYLSRRRLGGWRPSIPAQ 

MTPINRPESQTPVFLEAPHPHWPTGG*VS 

PYPSGPAQGGAASEVGGCLSIKETPCNV 

KKKKKK 


2785 


10836 


A 


3720 


109 


11749 


ARRGERRLVELMDPILFSGEANQPKRKM 

AFVATQGATEVDQTTLMKKYLQFVAAL 

TDVNTPDETKLKMMHEVSENFENGTSSP 

Q YSTFLEHII PRVLTFLQDGEVQFLQEKP 

AQQLRKLVLEIIHRIPTNEHLRPHTKNVL 

SVMFRFLETENEENVLICLRIIIELHKQFR 

PPITQEIHHFLDFVKQIYKELPKWNRYF 

ENPQVIPENTVPPPEMVGMITTIAVKVNP 

EREDSETRTHSIIPRGSLSLKVLAEL 


2786 


10837 


A 


3721 


106 


11708 




2787 


10838 


A 


3722 


2 


581 


RRFERRPMRPHEVYTPPLVLQPLSLVSP 

WKSSQHIF\RVLNTVNID\GRRKNSPLPITA 

HLRVWARRYAHVVLRKADIDLTKXRAG 

ELTVEDEWERVIT/ISMQNPRQYKDPKTG 

FFEQDKKDVKDWKITARVLAQWVWTTS 

SRERPGSRLEERFRAHKKGL\RHFLGGLS 


2788 


10839 


A 


3723 


6 


297 


GIRPRKREQAASEDADKGPKEPLEYGKA 
KLSFQSCECGKAFQRHDHLARHRSHLXH 
LKDKARPFQCRYCVKSFTQNYDLLRHE 
RLHMKRRSKOALNSY 


2789 


1/iD/in 
l0o4U 


A 


3724 


201 






2790 


10841 


C 


3725 


78 


422 




279J 


10842 


A 


3726 


591 


966 


EVLVTMALTRPSAASSKPQPSSPWQGPL 

DSSHWPPSVAHLPTSYSGRE\GDKHTLSK 

\RELKEL1QKGAPPLASKLQDA\EIARL\M 

EDL\DRNKDQ\EVNFPRKYVTFPGGAFAF 

ESTIEGLKRVEK 


2792 


10843 


A 


3728 


165 


828 


KEKARGRPKPLLLLPITSATTAMGLTISS 

LFSRLFGKKQMRILMVGLDVAAGKAMIL 

YKL\KLGEIVTnP\TIGFGV\KTlGYRNlCF 

HSMGMLGGPDRIRPLWKHYFQ\N*AQGLI 

FVVNDSNDRERIQEVADELHKMLLVDEL 

RDPWLLLFANKQDXLPNAMUISEMTDK 

LWLQSLRNRTWYVQATCATQGTGLYEG 

LDWLSNELSKOLNEIGYLTQGPWFG 


2793 


10844 


A 


3729 


191 


1574 


GVSRQDLTRLFGFSSPQPLKKKLDAWLS 

ED^4NYARFITAASARRNPSPIRTMTDILS 

RGPKSMISLAGGLPNPNMFPFKTAVITVE 

NGKTIQFGEEMMKRAL\QYSPSAG1PELL 

SWXLKQLQIKLHNPPTIHYPPSQGQMDLC 

VTSGSQQGLCKVFEMIINPGDNVLLDEP 

AYSGTLQSLHPLGCNIINVASDESGIVPD 

SLRDILSRWXKPEDAKNPQKNTPKFLYYC 

FQMGNNPTGNSLTSERKKEIYELARKYD 

FLIIEDDPYYFLQFNKFRVPTFLSMDVDG 

RVIRADSFSKIISSGLRIGFLTGPKPLIERV 

ILHIQVSTLHPSTFNQLMISQLLHEWGEE 

GFMAHVDRVIDFYSNQKDAILAAADKW 

LTGLAEWHVPAAGMFLWIKVKGINDVK 

\ELIERKRPLKMGVL\MLP\GNAFLRRIAQ 

LPSPYLRASFSSASP\EQMDVAF\QVLAQ 

LIKESL 
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2794 


10845 


A 


373 


2 


643 


PICLFSRPTLRPSRSKVSLIEGRGANMAA 
RWRFWCVSVTMVVALLIVCDVPSASAQ 

rkkemvlsekvsqlmewtnkrpwirm 

ngdkfrrlvkapp\rnysv1\vmfta\lq 

l\hrq\cvvckqadeef\qil\ansvmys\ 

saftnkdiffam\v>jdfdegs/dmyfqml 

kh*isapnfpstflqkgkpk:rg\dty\elq 

VRGFFQLRQISPW1\ADRTDVQY 


2795 


10846 


A 


3730 


2 


454 


rsfffffcevgswvgsmrvvmarllseg 

EQCIPTACAAFAQQPGGRPRRGLAGVGE 

GGPQCSWVNYRCTLEFLVSLLGTDLAR 

GRGNSATGPXTAPADSKQLSCKTFIAVLS 

LSKEAGFCNVVQGWVSTSWGSSSPSVPQ 

FFPKLLEFTGQ 


z/yo 




A 




170 


o*iu 


Ukjv oLX^ I r\j WIN 1 V Al^ov^L* 1 VVjoioW Av^ 
VII \OTOPPR VAVAPGRTTVYRDR V^T CC 
PGWSGLIVLGLKPPRVLGITGMGSPQPRP 
GI 


2797 


10848 


A 


3732 


373 


598 


YPCPPE/RCAQRHGQACLLPSLERKCVIS 
LPPPSPHQTFAGPKGLGHGDALSLGIWP 
QTPSCEPTQTPKQSNQLVN 


2798 


10849 


A 


3733 


2 


444 




2799 


10850 


A 


3734 


151 


485 


SPRGHYQLLLSGRALADRYRRIYTAALN 
DRDQGGGSAGHPAS/RSENLENTVIIPDI 
KLHSNPSAFNIYCNVRHCVLEWQKKEIS 
LAAASKNSVQSGESDSDEEEESKEPPIN 


2800 


10851 


A 


3735 


1 


176 




2801 


10852 


A 


3736 




6570 




2802 


10853 


A 


3737 


114 


14222 


AAPVAAPGALFMPVPDGSVAAAGLGLG 

LPAADSPGHYQLLLSGRALADRYRRIYT 

AALNDRDQGGGSAGHPASRNKKILNKK 

KLKRKQKSKSKVKTRSKSENLENTVIIPD 

IKLHSNPSAFNIYCNVRHCVLEWQKKEIS 

LAAASKNSVQSGESDSDEEEESKEPPIKL 

PKIIEVGLCEVFELIKETRFSHPSLCLRSL 

QALLNVLQGQQPEVLQSEPPEVLESLFQ 

LLLEITVRSTGMNDSTGQSLTALSCACL 


2803 


10854 


A 


3738 


373 


662 


CRKNSCYQAQNFNLRIPFSmaiNLFHF 
♦NDSQKST*/SDSHLARSSQFCSLN*NY*I 
♦TAKSHDVVCTRQHFPSLSESYIWHVKE 
KKVNPTAAAl 


2804 


10855 


A 


3739 


29 


658 


LSVASLSFLPNASAEDTMSRLSRSLLWA 
ATCLGVLCVLSAJDKNTTQHPNVTTLAPI 
SNVTSAPVTSLPLVTTPAPETCEGRNSCV 
SCFNVSVVNTTACFWXIDCKDESYCSHNS 
'nVSD\CQVGNTTDFCSVS'nATPVPTANS 
\TAKTHSSSPPLLQLPRQLLHQGTTNNTV 
NSNTSQPVRKSTFDAASFIGGIVLVLEIRC 


2805 


10856 


A 


374 


562 


766 


GKSISRYPLYPFVIFYFYFLETESCSSAQA 
GVQWRNLGSLQSPPSG\SSNSPASAS*VA 
ETTGERHHAQ 


2806 


10857 


A 


3740 


1 


183 


KKGLSPEQDIKFSGHVSWVGKTSMEVK 
MQMFQXPAFVNPLIPESPEEEELFRQGEC 
TLICL 
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2807 


10858 


A 


3741 


185 


1548 


LNQGPQNPKKQGNFHIHETSSSIHANHV 

RDKLREIWKASTNWRDHVKAMEERKLL 

HSFLAKSQDGLPPRRMKDSYIEVLLPLGS 

EPELREKYLTVQNTVRFGRILEDLDSLGR 

FLFCYMHNKIHSAKMSPLSIVTALVDKID 

MCKKSLSPEQDIKFSGHVSWVGKTSME 

VKMQMFQLHGDEFCPVLDATFVMVAR 

DSENKGPAFVNPLIPESPEEEELFRQGEL 

NKGRRIAFSSTSLL\KMAPSAEERTTIHE 

MFLSTL\DPKTISFRSRVLPSNGSVGWEN 

RKAYELAWATACS\FG\GSRPFVGAVDD\ 
IMRQNPVEVG\SLLF\LSSQVCFTQNNYI\ 
QVRVH\SEVALPLQEKPAIQPHPMSFHFH 

G\QRAFPTPMSGP\ATLEKGPTLVEPLRTP 
TIC 


2808 


10859 


A 


3743 


2 


286 


TALQRHSEPSKLTFVGELAHGRFSAK/M 
GTLALGVYHGLPASHMELAQELMETCY 
QMNRQMETGLSPEIVHFNLYPQPGRRDV 
EVKPADRHNLLRP 


2809 


10860 


A 


3744 


1 


287 




2810 


10861 


A 


3745 


1 


339 


RPLLAFRLEEEQKMRPEIAGLKPANPPVL 
PAPQKADTDPENLPG\MG*PSGQPRVQL 
CPGS*SLRCPQSKGLEGLP*LQRPEAPGL 
ALVFTSWTQGSSWPPRRGLGGLDGKSV 


2811 


10862 


A 


3746 


2 


991 




2812 


10863 


A 


3747 


1 


2296 


FRVDGAAMAACEGRRSGALGSSQSDFL 

TPPVGGAPWAVATTVVMYPPPPPPPHRD 

FISVTLSFGESYDNSKSWRRRSCWKKWK 

QLSRLQRNMILFXLLAFLLFCGLLFYINLA 

DHWKALAFRLEEEQKMRP\EFAGLKPAN 

PPVLPAPQKADTDPENLPEISSQKTQRHI 

QRGPPHLQIRPPSQ\DLKDGTQEEATKRQ 

EAPVDPRPEGDPVQRTVISWRGAVIEPEQ 

GTELPSRRAEVPTKPPLPPARTQGTPVHV 

LNYRQKGVIDVLLHAWKGYRXKFAWGH 

DDLKPVSRSFSEWFOLGLTLIDALDTMW 

ILGLRKEFEEARKWVSKKLHFEKDVDVN 

LFESTIRILGGLLSAYHLSGDSLFLRKAE 

DFGNRLMPAFRTPSKIPYSDVNIGTGVA 

HPPRWTSDSTVAEVTSIQLEFRELSRLTG 

DKKFQEAVEKVTQHIHGLSGKKDGVLVP 

LFHQLPTVGLFTHLGWFTLGARADSYYE 

YLLKQWIQGGKQETQLLEDYVEAIEGVR 

THLLRHSEPSKJLTFVGELAHGRFSAKMD 

HLVCFLPGTLALGVYHGLPASHMELAQE 

LMETCYQMNRQMETGLSPEIVHFNLYP 

QruKJvJJV t VKPADKHNLLRrb 1 VhbLr Y 

LYRVTGDRKYQDWGWEILQSFSRFTRV 

PSGGYSSINNVQDPQKPEPRDKMESFFL 

GETLKYLFLLFSDDPNLLSLDAYVFNTE 

AHPLPIWTPGLGWMAAGVGTSGGQRHL 

AGSVAFSKGPRRHRQPPSGPGSELGLGF 


2813 


10864 


A 


375 


23 


483 


NGVLLSSRLKCSGAISAHCSLCLLGSSNS 
PTSASQVAGITGAHHHTWANFCIATF*V 
EMGFHHVG\QAGLELLTSDDP\SALASQS 
AGITG/GEHLRLAVTYLNKHERGSFLSSS 
CLPSAWWKWLCLCSCFWVPKCLALCHF 
KHYGRRKQVGHTSK 


2814 


10865 


C 


3753 


150 


584 


MHPSCCPCICKPFSTLVKSHVTASASSVP 

DSTCLRRGQQSCEVVLWQDRVSFQARE 

LICAVINSAVQTSSCFIRHLPRSVSSAIAEG 

VTSVAIISSSSPSAGGALLWSAPFFETQQT 

AVAPPASLETLGFHLQPHLLHTAGSFG** 


2815 


10866 


A 


3754 


292 


483 
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2816 


10867 


A 


3755 


84 


316 


GGKL1NIKYLFYTSY*FLSFPWHFLLAAS 
RAQQGEVMRLACRLDPKTSFQMAGEW 
LKYQLSTFLDVAGSVNWKFFSLL 


2817 


10868 


A 


3756 


423 


1186 




2818 


10869 


A 


3757 


222 


435 


PCFLALAVCCVSKKGADHSSAPPADGD 

DEEMMATEVTPSAMAELTDLGKCLMKH 

EDVCTALLITAFH\SLAW 


2819 


10870 


A 


3758 


1 


936 


MAEPFTKALDMLDAEKSAILGLPQPLLE 

LNDSPVFKTVLERMQRFFSTLYEN/CECP 

VA^GLF1»CTEHYEALVSP1LGPLFTYLH\C 

GEDEAADENPESQEMLEEQLVRMLTRE 

VMDLITVCCVSKKGADHSSAPPADGDD 

EEMMATEVTPSAMAELTDLGKCLMKHE 

VLSGTLLADAVTWLFTSVLKGLQMHGQ 

HDGCMASLVHLAFQIYEALRPRYLEIRA 

VMEQIPEIQKDSLDQFDCKLLNPSLQKV 

ADKRRKDQFKRLIAGCIGKPLGEQFRKE 

VHIKNLPSLFKKTKPMLETEVLDNDGGG 

LATIFEP 


2820 


10871 


A 


3759 


30 


3498 


VAIVRHFGLQILEHVVKFRWNGMSRLEK 

VYLKNSVMELIANGTLNILEEENHIKDAL 

SRIVVEMIKREWPQHWPDMLIELDTLSK 

QGETQTELVMFILLRLAEDVVTFQTLPPQ 

RRRDIQQTLTQNMERIFSFLLNTLQENVN 

KYQQVKTDTSQESKAQANCRVGVAALN 

TLAGYIDWVSMSHITAENCKLLEILCLLL 

NEQELQLGAAECLUAVSRKGKLEDRKP 

LMVLFGDVAMHYILSAAQTADGGGLVE 


2821 


10872 


A 


376 


129 


365 


NYYTHLYANIFDTLEERGKFL/DKQNLSK 

LEQTGKAQGFYDLLKKLN**L*SLLTKK 

ASGRGPLLGNSFQF*RKKMTPTL 


2822 


10873 


A 


3760 


1 


168 


PLKRSDGCNDGRPTRPPTRPDTTVFTSNL 
KQTRMVHLTPVERVCRYCPVG\QGKPG 


2823 


10874 


A 


3765 


1 


234 




2824 


10875 


A 


3766 


1 


1697 


LRAAGGGRTMPSFDEALQRVGEFGRFQ 

RRVFLLLCLTGVTFAFLFVGVVFLGTQP 

DHYWCRGPSAAALAERCGWSPEEEWN 

RTAPASRGPEPPERRGRCQRYLLEAAND 

SASATSALSCADPLAAFPNRSAPLVPCRG 

GWRYAQAHSTIVSEFDLVCVNAWMLDL 

TQAILNLGFLTGAFTLGYAADRYGRIVIY 

LLSCLGVGVTGVVVAFAPNFPVFVIFRFL 

QGVFFVSLTWMTCYVIVTEIVGSKQRRIV 

GIVIQMFFTLGIIILPGIAYFIPNWQGIQLA 

ITLPSFLFLLYYWEVPESPRWLITRKKGD 

KALQILRRIAKCNGKYLSSNYSEITVTDE 

EASNPSFLDLVRTPQMRKCTLIUIFAWF 

TSAWYQGLVMRLGIIGGNLYIDFFISGV 

VELPGALLILLTIERLGRRLPFAASNIVAG 

VACLVTAFLPEGIAWLRTTVATLGRLGIT 

MAFEIVYLVNSELYPTTLRNFGVSLCSSL 

CDFGGIIAPFLLFRLAAVWLELPLIIFGILA 

SICGGLVMLLPETKGIALPETVDDVEKLG 

SPHSCKCGRNKKTPVSRSHL 


2825 


10876 


A 


3767 


103 


370 


IGVPGAISSSASGRLAVALGTILSFSFSISE 
FFRFWLRVVGQVDLSGDVVYCTYPLFIF 
LSALSLEDYSPETKVFK*LKTKHDSHMT 
GN 
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2826 


10877 


A 


3768 


97 


1639 


CPLQWICAINNISRQIYLTDNPEAVAIKL 

NQTALQAGTPITSFGKKQESSCPSQNLK 

NSEMENENDKIVPKATASLPEAEELIAPG 

TPIQFDIVLPATEFLDQNRGSRRTNPFGE 

TEDESFPEAEDQQQQEVNEILSGKCCLPD 

SLLQQMFIVRFLGSMAVKTDSTTEVIYE 

AMRQVLAARAIHNIFRMTESHLMVTSQS 

LRAPGGRGGCGRSFSRLKCSCLPALKRA 

AGLPAQRLSSAKGQTASSSESLTLVVPD 

GETPPSRNRQTPHTGEFQLASGHQHQRP 

KVDKSTKMRKKQHRKAENSKNQNASPP 

PKDHNSLPAREQNWTENEFEEFTERGFR 

SDRENGTKLENTLQDIIQENFHNLARQA 

EMKEKMLRAAREKGQVVTHKGKSIRLT 
ADLSAETLQVRREWGPIFNNLKEKNFQP 
RISYPAKLSFISKGEIKFNFTDKQMLKDW 
TTRPAL\KELLKEALNMERKNQYQPLQK 
HTKM 


2827 


10878 


A 


3769 


159 


277 






1 A97Q 


A 




67 








1 vOOv 


A 
.rX 


T770 


I 


474 


GPVGDDMFHW\QA\TIMGPNDGP17YQG 

GVFFLTIPFPQQrrPFKPVPKVAFTTRIYHP\ 

NINHNG\SICLDILRSQWSPALTISKVLLS\ 

ICSLLCDPNPDDPLVPEIARIYKT\DRE\KY 

NR1AR\EWTQKYAM 


2830 


10881 


A 


3771 


153 


291 




2831 


10882 


A 


3772 


1 


336 




2832 


10883 


A 


3773 


' 1 


2336 


MVRSWLTATSASQVQAILLPQPPKTQLN 

FTVAIDFTASNGETRMSEKVGGNPLQPT 

SLHYMSPYQLSAYAMALKAVGEIIQDY 

DSDKLFPAYGFGAKLPPEGRISHQFPLNN 

NDEDPNCAGlEGVLiESYFQSLRTVQLYG 

PTYFAPVINQVASNSWSSVTLGTDSEPA 

VEVPQYVGIRLLVEGFTIKKPMAMCHRR 

MGVRPAVPLLTQRGSGEGKDSGTPTHSL 

HTKAQLPSPHVLRHQGQVLRRQHSKLV 

GTKALSTTGKALRTLPTAKVFISLP*GPW 

HRR*AGRDSCSAGR*AAEDSLRLFHSSV 

SHHWKP*SQWLL»SSAVSWEAEAGELLE 

PGRRRLO 


2833 


10884 


A 


3774 


1015 


1292 


AGRAWWRMPYNPQHFGRPRRVDHLRS 
GVQDQPGQ\HGETP\SLLKGPKIGWAWW 
RTPVIP\ATWEAEP\GELLEPRRQRLQVSQ 
DRTTALQPGQE 


2834 


10885 


A 


3775 


183 


511 


SQHFGRLRWADCLRSGIQDQPGQHGETL 
SLLKJQXKLARSGGTCLQSQLLARLRQEN 
HFSLGGEGCSEPRSGHCTPAWARV/GHS 
VLKTOEQKNSSTLHTKSHWIFQFPGH 


2835 


10886 


A 


3779 


60 


361 




2836 


10887 


A 


378 


436 


829 


NLREFPWAPCPVLHYKFSSKLNLWIPVT 
L*GGSHILPSATLKKQIYGE\KKLKAADC 
DLQITNAQTKEEYTDDNALIPKNSSVIVR 
RIPIGGVKSTSKTYVISRTEPAMATTKAV 
CKNTISHFFYTLLLPL 


2837 


10888 


A 


3780 


2 


616 


ERTEKSDRAVRSGAPHADGSREAVFCAC 
I WKWKVOOKUKoCC 1 OKJro WuAooAV I 

RGPHVTRSCRATQPSLQSSLASGYQLPA 

ALSSARSAFGPGKSGAGSATAKaSSGAP 

RGENPEEKETARIGPGKTKKMEQPYAR 

MEEEDRmLWGGGEGPPSPARKIERG\KA 

RPTCPLNFRMGPYPNRPESMDGDGWKM 

EMDMGKYSMGGR 
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2838 


10889 


A 


3781 


2 


888 


RQRQRPRAGPAGRTGGQKAPGARVPPG 

PAMEGASFGAGRAGAALDPVSFARRPQ 

TLLRVASWVFSIAVFGPIVNEGYVNTDS 

GPELRCVFNGNAGACRFGVALGLGAFL 

ACAAFLLLDVRFQQISSVRDRRRAVLLD 

LGFSGLWSFLWFVGFCFLTNQWQRTAP 

GPFVTTHAGDAARAAIAFNFFSILSWVAL 

TVKALQRFRLGTDMSLFATEQLSTGASQ 

AYPGYPVGSGVEGTETYQSPPFTETLDTS 

PKGYQVPAYYRLAGTDQGSKATPPTQA 

PGSPGPPLGPSSSVPRTE 


2839 


10890 


A 


3782 


I 


1944 


MADRTKELESIPDSRNRGSIMGNSRDFA 

DFGTTIKQDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAPNTQTASP 

RALADSLMQLARQVSRLESGQDFADFG 

TTIKQDFRLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKRKTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQWTLVPNWNT 

TQPLSGDILLIYKGFCRFRNHHQTGFSLA 

GANQRGPLAATLSGPGGEGQSAVARLT 

GEKKN 


2S40 


10891 


A 


3783 


1 


578 


MGVEGRYPVSLSSDLEWRPDRCQDASE 

VQRDPRAGSAPLAEDVQVDPRKDSHSSS 

ERFLEQSHSSMERAFEADYGRSCDYKVG 

SPSYLDKLLWRDNKPHHYSEPKLILDLS 

HWKQAAGAPPTATGLADTGAREDEPAS 

LFLENPQGVKSTQG\AQNTPARPPTTPSA 

AWLPRPP\PPGPTLAD$CSVTKWGOV 


2841 


10892 


A 


3784 


861 


2636 


GARGRPLAETWPFLTAPVLPGQLQITEPT 

MAEKGDCIASVYGYDLGGRFVDFQPLG 

FGVNGLVLSAVDSRACRKVAVKKIALS 

DARSMKHALREIKIIRRLDHDNIVKVYE 

VLGPKGTDLQGELFKFSVAYIVQEYMET 

DLARLLEQGTLAEEHAKLFMYQLLRGL 

KYIHSANVLHRDLKPANIFISTEDLVLKI 

GDF\GLAKESLNQ\HYS\HKGYLSEGLVT 

KWYRSPRLLLSPNhnnXAIDMWAAGCIL 

AEMLTGRMLFAGAHELEQMQLILETIPVI 

REEDKDELLRVMPSFVSSTWEVKRPLRK 

LLPEVNSEAIDFLEKILTFNPMDRLTAEM 

GLQHPYMSPYSCPEDEPTSQHPFRIEDEI 

DDIV\LMAANQSQLSNWDTCSSRYPVSL 

SSDLEWRPDRCQDASEVQRDPRAGSAPL 

AENVQKDPRKDSHSSSERFLEQSHSSME 

RAFEADYGRSCDYKVGSPSYLDKLLWR 

DNKPHHYSEPKLILDLSHWKQAAGAPPT 

ATG\LADTGAREDEPASLFLE\IAQWVKS 

TQG\AQSTP\TRPPTTPSAACLPRPP\PPGP 

GGRR\RQPPVRPGRVHLPRPEALHQARG 

PAGQ 


2842 


10893 


A 


3788 


1 


167 




2843 


10894 


A 


3789 


1 


1685 


NTIHDTIELYLSRCWVCCAVSAIARARA 

ALPNIIVGEKGGAGSARSSPRRAAAECA 

QIPQPRRSPAVQAEPARRSRFPPFTLQGA 

FSSAIIGAGIGGTSAAYYLRQKFGKDVKI 

DLFEREEVGGRLATMMVQGQEYEAGGS 

VIHPLNLHMKRFVKDLGLSAVQASG\GL 

LGIYNGETLWFEESNWniNVIKLVWRY 

GFQSLRMHMWVEDWDKFMRIYRYQS 

HDYAFSSVEKLLHALGGDDFLGMLNRT 

LLETUQKPGCSEKLLNEMIGPVMRVNY 

GQSTDINAFVGAGSLSCSDSGLWAVEGG 

MKLVCSGLLOASKSNI I'^GWMYIFEKT 

ICTKYTGNPTKMYEVVYQIGTETRSDFYX 

DIVLVATPLNRKMSNITFLNF\DPPI\EEF\ 

HQYYQHIVTTLVKGELNTSIFSSRPIDKF 

GLNTVLTTDNSDLFINSIGIVPSVREKEDP 

EPSTDGTYVWKIFSQETLTKAQILKLFLS 

YDYAVKKPWLAYPHYK/PPPEKCPLLSF 

euriDi w\t xi^icr* a a c A\XiiT:\4c /\ t a a\u 
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SHDRLYY\LNGIECAASA\MEMSAIAA\H 
NAALLAYHRWNGHTDMIDQXDGLYEKL 
KTEL 


2844 


10895 


A 


379 


74 


378 


GCTKDSNIYFIKEHFQSVNNHIKRCLISFL 
IRVM*LKPQQVni\TP]RMAKl*KAENSK 
CWQECGAAVTLMH***V*LPLKSWHFLL 
KLSTCLFYDLAIPL 


2845 


10896 


A 


3790 


52 


264 


QSFAPGPPPFIPPPWGGRAGGFPGPGMG/ 
PPPGPPGGTSSSSKIPKFGRPRGGPPFPPL 
PKRVRPGDFFYP 


2846 


10897 


A 


3791 


627 


1524 


SHGENCKCPSTGDYRKLIYHLKGCQGLR 

NKGSSPFTSIVSAAKVCGAASESPSVKSL 

CLLVADQDFSFKAGQWVDFnPGVSVVG 

GFSICSSPRLLEQERVIELAVKYTNHPPA 

LWVHNTCTLDCEVAVRVGGEFFFDPQP 

ADASRNLVLIAGGVGINPLLSILRHAAND 

LLREQANKRNGYEIGTIKTILQCKKYPAE 

LLFKKNILDLVNEFPEKIACSLHVTKTDY 

TNPMRNSKPYITEGRITEKEIRDHISKETL 

FYICGPPPMTDFFSKQLENNHVPKEHICF 

EEVWGGRQRQKK 


2847 


10898 


A 


3792 


331 


756 


WKRSLKYLWLLRSHNSHPSSSLTPSLSPS 

AEAEEDGDLQCLCVKTTSQVRPRHITSL 

EVIKAGPHCPTAQL/IVSPRTASVSAPAPC 

LLCPSLPLLMPFANPRTESHVSSLFPARA 

TLKNGRKICLDLOALLYKJKIIKEHLES 


2848 


10899 


A 


3793 


' 3 


402 


HEETQPEFPIALSTEILLEALPQHELRSRV 
LR/AQRPGLLFLGLLLLPLVVAFR\RAEA 
EEDGDLQCLCVKTTSQVRPRHIHQPGR* 
SKAGP\HCPTCPT* ♦PR*KNGRK1 WLGTW 
QAPLLQGK*FKETFWESLAN 


2849 


10900 


A 


3794 


2 


146 




2850 


10901 


A 


3795 


3 


1034 


SEFPARTPRRCPRPSPGPAMGLTVSALFS 

RIFGKKQMPILMVGLDAAGKyrSHILYKL 

KJLGEIVTTIPTIGFNVETVEYKNICFTVW 

DVGGQ\DKIRPLWRHYFQNTQGLIFVVD 

SND\RERVQESA\D\ELQKMLQEDELRDA 

VLLVFSVNKQDMPNAMPVVSEL-nDKLGVL 

QHLRS\RTWYV\QAHLLPTQGTGFVTMV 

LDWL\SHELFKALNQPWGRPLDARKSRC 

VQSPTMSQNSPTPRGKCPFPPTFSLPHSP 

QASASAPCSCLHVLSVVGAVEPLLSGHR 

Cj V PLFLP AGTi G RG FAGPRPPSSRGGAGI 

WVSFFFFCFGCTLGGQVGRGKVRAFGW 

CYNVALDLE 


2851 


10902 


A 


3796 


1536 


1838 


GLPQQTLKRIQQVLIKCCLAFYLFLFFFF 
LRWSLALLPILE\CSGVISAHCNLRLPGLG 
DSLASASRVAGM\TTGTCHHAQLIFCIFS 
RDGVSVLARTVWIS 
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2852 


10903 


A 


3799 


2 


74C 


► GRVGQSTSKVPKEGLLSLHLLCSTAHYQ 
KTAEMKSIYFVAGLFVMLVQGSWQRSL 
QDTEVEKSRSFSASQUDPLSDPDQMNED 
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QNISIASAISSSRTRRISGSVGSWPRSGNA 

EVSA 


2898 


10949 


A 


384 


244 


315 


NPKGQKDREAPLSRSVFVLKIKIKRAFAL 
LLHGRF*PSTPAASASPASKSPRGSGKAL 
ASALFYIVQLTK 


2899 

• 


10950 


A 


3840 


3 


1049 


GSLQGCAASCARAFLRTCCARSESGLAV 

RGTKGVAFGENPRAAGTCSQSPFFPVAP 

PPGVRLWVLCPDRFTGAFLLRTTLALNV 

RAGDEGPRRLLRAPRVPSRPSAPLAPAP 

ASTPARRLPPVPMQAPGRGPLGLRLMMP 

GRRGALREPGGCGSCLGVALALLLLLLP 

ACCPVRAQNDTEPIVLEGKCLWCDSSP 

SADGAVTSSLGISVRSGSAKVAFSATRST 

NHEPSEMSNRTMTIYIDQVFSNIGHHFDL 

ASSIFVAPRKGIYSFSFHVVKVYNRQTIQ 

VSLL\LNGYPVISAWAGYQDVTGEAASN 

GVLLLMEREDKVHLKLERGNLMGGWK 

YSTFSGFLVFPL 


2900 


10951 


A 


3841 


1 


401 


KGASSPVQVPGPVAASTEALLQEAQCSG 
LSWVVALPQVKQEFCADTQDEWTPGTAV 
LTSPVLVPGCPSKAVDPGLPSVKQEPPDP 
EEDKEENKDDSASKLAPEEEITEIFSLGGP 
RFRDTAV*LPRSKDLKKPR 
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2901 


10952 


C 


3842 


108 


293 


MNMACLC5CFWALIILPFSNPAPPPLKSN 
FLYSGSWEEKMHQLSTLSLPFPLTSSRSS 
KYS* 


2902 


10953 


A 


3843 


1 


1490 


MIREQKIYHKYLAQRREEEKAQEKEFDR 

ILEEDKAKiCLAEKDKELRLEKEARRQLV 

DEVMCTRKLQVQEKSQYVKLLLAAHPT 

GDRIRSKVELTRYLGPACDLTLFDFKQGl 

LCYPAPKAHPVAVASKKRKKPSRPAKTR 

KRQVGPQSGEVRKEAPRDETKADTDTA 

PASFPAPGCCENCGISFSGDGTQRQRLKT 

LCKDCRAQRIAFNREQRMFKQPYTNRR 

QNRKCGACAACLRRMDCGRCDFCCDKP 

KFGGSNQKRQKCRWRQCLQFAMKRLLP 

SVWSESEDGAGSPPPYRRRKRPSSARRH 

HLGPTLKPTLATRTAOPDHTOAPTKOFA 

GGGFVLPPPGTDLVFLREGASSPVQVPG 

PVAASTEALLQEAQCSGLSWVVALPQV 

KQEKADTQDEWTPGTAVLTSPVLVPGCP 

SKAVDPGLPSVKQEPPDPEEDKEENKDD 

SASKLAPEEEAGGAGTPVATrSVDSIYPE 

RQL»VSSWSYLHSCGTERYPCGS1 


2903 


10954 


A 


3844 


■ 


1758 


MAEDWLDCPALGPGWKRREVFRKSGA 

TCGRSDTYYQSPTGDRIRSKVELTRYLG 

PACDLTLFDFKQGILCYPAPKAHPVAVA 

SKKRKKPSRPAKTRKRQVGPQSGEVRKE 

APRDETKADTDTAPASFPAPGCCENCGIS 

FSGDGTQRQRLKTLCKDCRAQRIAFNRE 

QRMFKRVGCGECAACQVTEDCGACSTC 

LLQLPHDVASGLFCKCERRRCLRIVERSR 

GCGVCRGCQTQEDCGHCPICLRPPRPGL 

RRQWKCVQRRCLRGKHARRKGGCDSK 

MAARRRPGAQPLPPPPPSQSPEPTEPQPY 

T/1PPAEPQVRGLCSLPTAEWMWPLR\FC 

CDKPKFGGSNQKRQKCRWRQCLQFAM 

KRLLPSVWSESEDGAGSPPPYRRRKRPSS 

ARRHHLGPTLKPTLATRTAQPDHTQAPT 

QVPGPVAASTEALLQAVDPGLPSVKQEP 

PDPEEDKEENKDDSASKLAPEEEAGGAG 

TPVITEIFSLGGTRFRDTAVWLPSLQGRH 

SGREDGCKVWETEDTVEPTSTSWNPRG 

WPGTHVSLSPPPASMMWVSCRRSWCPS 

SQS 


2904 


10955 


A 


3845 


1 


1647 




2905 


10956 


A 


3846 


1 


1821 


MAEDWLDCPALGPGWKRREVFRKSGA 

TCGRSDTYYQSPTGDRIRSKVELTRYLG 

PACDLTLFDFKQGILCYPAPKAHPVAVA 

SKKRKKPSRPAKTRKRQVGPQSGEVRKE 

APRD\ETKADTDTAPASFPAPGCCENCGI 

SFSGDGTQRQRLKTLCKDCRAQRIAFNR 

EQRMFKRVGCGECAACQVTEDCGACST 

CLLQLPHDVASGLFCKCERRRCLRIV\ER 

SRGCG\VCRGFQ\TQED/CLGHCPICLRPP 

RPGLRRQWKCVQRRCLRGKHARRKGG 

CDSKMAARRRPGAQPLPPPPPSQSPEPTE 

PHPRALAPSPPAEFIYYCVDEDELQPYTN 

RRQNRKCGACAACLRRNGCGRCDFCCD 

KPKFGGSNQKRQKCRWRQCLQFAMKR 

LLPSVWSESEDGAGSPPPYRRRKRPSSAR 

RHHLGPTLKPTLATRTAQPDHTQAPTKQ 

EAGGGFVLPPPGTDLVFLREGASSPVQV 

PGPVAASTEALLQEAQCSGLSWVVALPQ 

VKQEKADTQDEWTPGTAVLTSPVLVPG 

CPSKAVDPGLPSVKQEPPDPEEDKEENK 

DDSASKLAPEEEAGGAGTPVITEIFSLGG 

TRFRDTAVWLPRSKDLKKPGARKQ 


2906 


10957 


A 


3847 


1 


1723 
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2907 


10958 


A 


3848 


1 


1949 


MAEDWLDCPALGPGWKRREVFRKSGA 

TCGRSDTYYQSPTGDRIRSKVELTRYLG 

PACDLTLFDFKQGILCYPAPKAHPVAVA 

SKKRKKPSRPAKTRKRQVGPQSGEVRKE 

APRDETKADTDTAPASFPAPGCCENCGIS 

FSGDGTQRQRLKTLCKDCRAQRIAFNRE 

QRMFKRVGCGECAACQVTEDCGACSTC 

LLQLPHDVASGLFCKCERRRCLRTVERSR 

GCGVCRGCQTQEDCGHCPICLRPPRPGL 

RRQWKCVQRRCLRHLAHRLRRRHQRC 

QRRTPLAVAPPTGKHARRKGGCDSKMA 

ARRRPGAQPLPPPPPSQSPEPTBPHPRAL 

APSPPAEFIYYCVDEDELQPYTNRRQNR 

KCGACAACLRRMDCGRCDFCCDKPKFG 

GSNQKRQKCRWRQCLQFAMKRLLPSV 

WSESEDGAGSPPPYRRRKRPSSARRHHL 

GPTLKPTLATRTAQPDHTQAPTKQEAGG 

ur VLrrrOH* 1 Lt^l*l>KJbU\Av>or Vv^Vrur 

VAASTEALLQEAQCSGLSWVVALPQVK 

QEKADTQDEWTPGTAVLTSPVLVPGCPS 

KAVDPGLPSVKQEPPDPEEDKEENKDDS 

ASKLAPEEEAGGAGTPVITEIFSLGGTRF 

RDTAVWLPSLQGRHSGREDGCKVWETE 

DTVEPTSTSWNP 


2908 


10959 


A 


3849 


2 


1682 


LCDTPPGRGGGGRGGGRGGRLQEGPSF 

MGPRGLEWRKIPAWLPNWLLLLPVASM 

AEDXWLYCPALGPGWKRREFFRKSRATC 

GRLNTYYQSPTGDRILSKVELTRYLGPU 

CDLTLFDFKQGILNCYPSPQRPIPLGGLPG 

KKRKKPXSRPAK-nRKRQVGPQSGEVRKE 

APRDETKADTDTAPASFPAPGCCENCGIS 

FSGDGTQRQRLKTLCKDCRAQRIAFNRE 

QRMFKRVGCGECAACQVTEDCGACSTC 

LLQLPHDVASGLFCKCERRRCLRIVERSR 

GCGVCRGCQTQEDCGHCPICLRPPRPGL 

RRQWKCVQRRCLRGKHARRKGGCDSK 

MAARRRPGAQPLPPPPPSQSPEPTEPHPR 

ALAPSPPAEFIYYCVDEDELKRLLPSVWS 

ESEDGAGSPPPYRRRKRPSSARRHHLGP 

TLKPTLATRTAQPDHTQAPTKQEAGGGF 

VLPPPGTDLVFLREGASSPVQVPGPVAA 

STEALLQAVDPGLPSVKQEPPDPEEDKE 

ENKDDSASKLAPEEEAGGAGTPVITEIFS 

LGGTRFRDTAVWLPRSKDLKKPGARKQ 


zyuy 




A 

A 


385 


933 


1511 


QVYRPSQTPHLALSPERVAPGRLAGGRL 
APEARAPRGSP/LPPHRVSEKTIRVMVFH 
PGARRAGGTPPRAPRGDTGGAPGA\PTY 
STPLMSLHRARLESSSTGSSFPADSAKPV 
PLAVVSLDSR*GQWESRSSIHA\VTN*AS 

CQQCCCCCQC\17CT>\\/VDDTrTCt7l UX^TMi^OT*/^ 

c>oooc>c>oooo\r oKW YJrKrlt»rLHrL/iQo I O 
0/RlTSROHPPR/DFRDALF*LNS 


2910 


10961 


A 


3850 


J 


391 


SPLNKVQLINELNEREVQLGVANKVSW 

HSEYKDSAWIFLGGLPYDLTXKGDIICVF 

SQ\QRSTIVAVDNFNGIKIKGRT1RVDHVS 

NYRAPKDSEEIDDVTRQLQEKGCGARTP 

SPSLSESSEDEKPTKKP 


2911 


10962 


A 


3851 


1 


135 




2912 


10963 


A 


3852 


18 


238 




2913 


10964 


A 


3853 


254 


1424 
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2914 


10965 


A 


3854 


8 


1015 


FLSAEREPEEMNPLTKVKLINELNEREVQ 

LGVADKVSWHSEYKDSA\W]SLG\GLPY 

ELTEGNDIICVFSQYGEIVNINLVRDMOCT 

GKSVKGFCFLCYEDQRSTILAVDNFNGIKI 

KGRTIRVDHVSVNYRAPKDSEDIDDVTR 

QLQEKGSGARPPSPTLSESSEDEKPnCKH 

KKDKKVEKKKKKKEKEKADREVQAEQP 

SSSSPRRKTVKEKDDTGPKKHSSKNSER 

AQKSEPREGQKLPKSRTAYSGGAEDLER 

ELKKEKPKHEHKSSSRREAREEKTRIRD 

RGRSSDAHSSWYYWRSVEGRSYRSRSRS 

RDKSHRHKRARRSRERE\SSNPSDRWRH 


2915 


10966 


A 


3855 


299 


374 




2916 


10967 


A 


3856 


1 


993 




2917 


10968 


A 


3857 


3009 


3583 


LFCLFFHILQPSHCWISEMVVQLS\DSLTD 

LLDKFSNISEGLSNYSnOKLVNIVDDLVE 

CVKENSSKDLKXSFKSPEPRLFTPEEFFRI 

FNRSIDAFKDFWASETSDCVVSSTLSPE 

KGKAKNPPGDSSLHWAAMALPALFSLII 

GFAFGALYWKKRQPSLTRAVENIQINEE 

DNEISMLQEKEREFQEV 


2918 


10969 


A 


3859 


880 


1196 


SPTTRRGTPGTCLKPTACAGAA*PGCSA 
RRTCASAAPLSTCPPSSCAAPPPAPAAVP 
STPRPTSPSPWAAPASPSRRRTQTASTPA 
STNRAPSSCWAPTTRPLAP 


2919 


10970 


A 


386 


15 


466 


GVPNNFIINKNKTPSGWLQPLPRWL*AP 
VGGACHYPGLEARTEERAPCPSKYTGEP 
EVLRIKNQGGTPRPGGGPGPSAPRGSFL 
WST/PGSCPSrrPHSLPAAR/PLPPTPRHPA 

PSSPPCTE/SAPSGPSSSQAPGITVAPGISQ 
VQRAAALR 


2920 


10971 


A 


3860 


305 


631 


lEKISLEPKNRPSPQIPNLVGP/RLFLVPGD 
FQSQVPNFLPFKPSSGPHPAAGKGQPFSF 
LPAWRSTGPERATPGPGRPAACSALEAP 
SLRGPSGYSAQEPPRRPISARl 


2921 


10972 


A 


3868 


980 


1498 


VSLINLQVLRQSLEQVTETFTSYFKPSCQ/ 

PPTSPIRAMKWTELRFLSCLPAGRQHYL 

LPATPPCSVRGVHGKPSTVPPAAPSPTSA 

QSHQPASHPLSSPTFLFEPIKDAGTHASLF 

SRDRHLPFPTCHIRRPPQPCLSPPHCSQGS 

RTGRAVTAALRMAAAAAMTGNQSPTRI 


2922 


10973 


A 


3869 


94 


484 


AAAALAAASLLLRREDPGPGAGPSMAE 
TEALSKLREDFRMQNKSVFILGASGETG 
R\VLLKEILE\QGLFSKVTLIG\RRKLTFDE 
EAYKNVNQEVGGLLKSLDDYASAFQGH 
DXLGFaCLGYHOEGKAGGG 


2923 


10974 


A 


387 


50 


481 


FMEYLTLSFIHVLLQ*FlHCFVHLnHSFF 
YALMKSLIQ*FIHLYSCF/ICIDLL1SSCIYS 
F1YALVKSLANSLTHSFIHTFLQ*FVHLFT 
PLLICSFTHSSIH*PSHSLTFIQLHLFFHAL 

VSGFIWSFIYLFCKINVFLIDK 


2924 


10975 


A 


3870 


302 


1187 


TALVPRDKDWQSPDTLKTGICRCYFPSM 

AETEALSKLREDFRMQNKSWFILGATVE 

TGRVLLKEILEQGLFSKVTLIGRRKLTFD 

EEAYKNVNQEVVDFEKLDDYASAFNQG 

HDVGFCCLG\TTRGKAGAEG\FVMIVDRD 

yv\lksaelekaggc1chfnllsskgadk 
ssnflylqvkgeveakveelkfm:)rysv 
frpgvllcdrqesrpgewlvrkffgslpx 

DSWA\RGHSVPVVTVVRAMLN\NVVRPR 
DKQMELLENXKAIHGPGGKRHGSSQGHD 
HTGRNGFYLFNLNTHDOIG 


2925 


10976 


A 


3871 


71 


335 


PTRSTSSGSYMKRRSGSCSP/MISDTSVV 
LSMDNSRSSRAVVVKKIETRDGKLVSES 
SDVLPK*TAAAAPPSLPLLRCPRAWEGG 
RYAW 
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2926 


10977 


A 


3872 


35 


450 


DIEECESMH*DDIRKHTEMENEFALIKKD 

MDEAYKNKVELESHLEGLTEEISFLTQL 

YEEEIRELHVPDLGHICGAVH*QQSLPGH 

EQHHR*GQGTVRGDRQPQPG*G*EHEIK 

YEELQTLAWKHGMTRGAQRLRSPR 


2927 


10978 


A 


3873 


2121 


2371 


LENQSPRHVYSLSLLKSKNDVMLL/DTAI 
FCPEATSEALDVVTSWASEAGTEELAFG 
FGLVSLSYCKLSTSLSVASSFVGGDWL 


2928 


10979 


A 


3874 


29 


3977 


AEVAHARWERCFFSPTPFLWGCFRDRLL 

PGRRACFRRAGRLKRGSYNCSQLWLCV 

fcKALAMDRSGFGEI SSPVIREAE VTRTAR 

KQSAQKRVLLQASQDENFGNTTPRNQVI 

P\RTPSSFRQPFTP\KSRSLLRQPD1SCILGT 

GGKSPRLTQSSGFFGNLSMVTNLDDSN 

WAAAFSSQRS\GLFTNTEPHSITEDVTISA 

VMLREDDPGEAASMSMFSDFLQSFLKHS 

ool vrJJL,Vlih ibNlOOov^ViNlLoKJV 


2929 


10980 


A 


3875 


597 


1088 


GCQRQVVPSWRPPLQRAKQDMAWQLL 
EYQELMNIKLALDIEIATYRKLLEGEESQ 
LDSGMQNMSIHTKTTGGYAGGLSSAYG 
DLTDPGLSYSLGSSFGSGAGSSSFSRTSSS 

RAVWKKIETRDGKLVSESSDVLPK*TA 
AAAPPSLPLLRCPRAWEGGRYAG 


2930 


10981 


A 


3878 


1 


2474 


MPGYSALSNKPMLETTQMSITRGMGKL 

LWRCGTEKAGPAVPGGMEGPRSSTHV 

PLVLPLLVLLLLAPARQAAAQRCPQACI 

CDNSRRHVACRYQNLTEVPDAIPELTQR 

LDLQGNLLKVIPAAAFQGVPHLTHLDLR 

HCEVELVAEGAFRGLGRLLLLNLASNHL 

RELPQEALDGLGSLRRLELEGNALEELRP 

GTFGALGALATLNLAHNALVYLPAMAF 

QGLLRVRWLRLSHNALSVLAPEALAGLP 

ALRRLSLHHNELQALPGPVLSQARGLAR 

LELGHNPLTYAGEEDGLALPGLRELLLD 

GGALQALGPRAFAHCPRLFraDLRGNQ 

LDTLPPLQGPGQLRRLRLQGNPLWCGCQ 

ARPLLEWLARARVRSDGACQGPRRLRG 

EALDALRPWDLRCPGDAAQEEEELEERA 

VAGPRAPPRGPPRGPGEERAVAPCPRAC 

VCVPESRHSSCEGCGLQAVPRGFPSDTQ 

LLDLRRNHFPSVPRAAFPGLGHLVSLHL 

QHCGIAELEAGALAGLGRLIYLYLSDNQ 

LAGLSAAALEGAPRLGYLYLERNRFLQV 

PGAALRALPSLFSLHLQDNAVDRLAPGD 

LGRTRALRWGLyHLSGNRITEVSLGALGP 

ARELEKLHLDRNQLREVPTGALEGLPAL 

LELQLSGNPLRALRDGAFQPVGRSLQHL 

FLNSSGLEQVGTGHLAGLVQEAAQGHR 

QRAFTQQAFASPLVPGLGPGLQSLHLQK 

NQLRALPALPSLSQLELIDLSSNPFHCDC 

QLLPLHRWLTGLNLRVGATCATPPNAR 

GQRVKAAAAVFEDCPGWAARKAKRTP 

ASRPSARRTPIQRKTVWTR 




100519 


A 

r\ 


TR9Q 


1 
I 


^.t t 


17TT>Q<JPPN>fPPI71?r^"nTM ITT CrjnvnQCl? QVTvT 

c 1 r oocr MtrilcblyUULrrLr Ou i Uor Kb x IM 

SSVGSESSSYLEESSEAENEDREAGE17H 

DLPAAFAQPWDSSLLGWQWF^ASCULR 

CVVSWVQGKPSSPRPRGSAASPAPGATP 

PTPRKPVSWLGYRENHRPKKPKSCTRLP 

GLPKLEPSSTLKGQDSWQMGHQQDKTL 

WSWASTGGSS 
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2932 


10983 


A 


388 


119 


1533 


KKMNLAEICDNAKKGREYALLGNYDSS 

MVYYQGVM\QQDSRDIAQSVQRSQLSK 

GKWPTRFGQELLNEEYEQVKSIVKHFKK 

VFiaDKPSQISPVSLSR*THLEIPAVWPTP\ 

VPAEHRAPPQIRRAIQSRSKTSEERNGRS 

RSPGTCRPSTSYIKEWSLLQVGTRTIEPE 

GGDDKGRKNMQDGASDGEMPKFDGAG 

YDKDLVEALERDIVSRNPSIHWDDIADL 

EEAKKLLREAGVLPMWMPDFFKGIRRP 

WKNDSQNLGKPYSRAQDDIGMNIVGPL 

THGFSSASAAPETTRQPLLFLLLLSLSKV 

KTFKGVLMVGPPGTGKTMLAKAVATEC 

GTTFFNVSSSTLTSKYRGESEKLVRLLFE 

MARFYSPTTIFIXDEIDSICSRRGTSDEHEA 

SRRVKSELLIQMDGVGGALENDDPSKM 

VMVLAATNFPWDIDEALRRRCFIWVGD 

FPDVPQEKDTSVSPESCLLTDWWWGL 


2933 


10984 


A 


3880 


143 


606 


NKYTDYCQLLKKSKGVDKKGKTASSLP 
EGSQSISREHLPAQSWLPWACLLLWLPA 
LL/HDEMQMRKQLPGLRSRAHSARQVR 
W/PCREAAAGCRMRQASHLKSPEGKFH 
GHFLNTRVGRAGGNPHRPGKKWLLPSS 
VYVCNTEHCLWGAWCPKPNG. 


2934 


10985 


A 


3881 


253 


514 




2935 


10986 


A 


3882 


950 


1612 


nPILASVTQPQKQPAWKTGTYKGKPQVS 

ISITEKVKSMQYDKQGIADT\V\QWGTV 

TCKCDLEGIMPNVTISLSLPTNGSPLQDIL 

VHPCVTSLDSAILTSSSIDAMDDSAFSGP 

YKFPFTPPLESFNLCFYTSQSVIDDQPSKL 

LLNDGIGELMGFNWSNRSCGQVGSNQY 

AYCMPYAADQRTWRRGAWTSKYRNKM 

ALYTFVKRFSHLRKOREKNPYP 


2936 


10987 


B 


3886 


146 


326 


MDESAFPLCRTLGRVDSDDPGLIPGCAS 

GPLAVPESEQKVHERKSLHWDLGTLVSL 

VRAQX* 


2937 


10988 


A 


3887 


575 


828 


CYPKVGRKPIKGEGEAPGAREKKNFAAE 
KRGLIPHGRKCLPJSPCTGTRGPWCPXCSS 
SGCASADTCTPRGALGAQKPIRESNF 


2938 


10989 


A 


3888 


3 


267 


AMVGGGGVGGGLLENANPLIYQRSGER 
PVTAGEEDEQVPDSIDAREIFDURS*AW 
PLTPQPAYWYPGPSSCQGCYRCFLESLT 
MKN 


2939 


10990 


A 


3889 


1 


942 




2940 


10991 


A 


389 


293 


805 


KARDKSPFLGDLCLKDTGQQSLLQCRFF 
PFLGTKISCFQNVHSWQTITSDGLSAGDG 
GFGPKYQ/RSRGQIPSGLNSLPLNSSESDL 
LPTPHFPLQSQGLGSQVAQIDDVKAPPPF 
PAEPQPKRLRSPPRPLLGAIESVAVSRSLP 
SGPTGTDAL*WLSVQKPPTRTIHGNE 


2941 


10992 


A 


3890 


3 


470 


AMVGGGGVGGGLLENANPLIYQRSGER 

PVTAGEEDEQVPDSIDAREIFDIRRCWAR 

AGSGGLRWGEQ*YRAAGGAASQQGVP 

GRGF*VGKGAESLFLHFPQ\LIRFLNDP\E 

HSLTLEELNVVEQVRVQVSDPESTVAVA 

FTPTISHWSMGTLIGVC 


2942 


10993 


A 


3891 


2 


604 


ARSHRISGGGSAMVGGGGVGGGLLENA 

NPUYQRFGEVRPVTAGEEDEQVPDSIDA 

REVF^DLIRSHQMTPEHP\LTLEELNVV\E 

QVR\VQVSDP\ESTVAVGFPKPTHSGTCR 

HGPPLIGLS\IKVK\LLRSLPSAFSRWDVA 

HLLPGDPLPQEHAVEQATLQIKEAGWAT 

ALGRTHHLLEVVNXQCLSSPAPGTWAFV 

PLSLA 


2943 


10994 


A 


3892 


73 


204 
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2944 


10995 


A 


3893 


1 


846 


QGANMPRYAQUVMGPAGIVKSTYCAT 

MVQHCEALNRSVQVVNLDPAAQHFNYS 

VMADIREUEVDDVMEDDSLRFGPNGGL 

VFCMEYFANNFDWLENCLGHVEDDYIL 

F\DCPGQIGVVTLTWPV\MKQLVPA\LEQ 

WEFRVCGVFLVDSQFMV\DHSRFISGHL\ 

AALSAVMISLEIPQVN1MTK\MDLLSKKA 

KKEIEKFLDPDMYSLLEDSTSDLRKAKN 

SRiaDLKAIMWDLIGWTYSLVRIF/IPYD 

QSDEESMNIVLQHAGFAIQYGXEDLEFKR 

NPBCEREE 


2945 


10996 


A 


3896 


1 


1319 


MDYGLLCGQQLVPQVEPVIQRGHESLV 

HHILLYQCSNNFNDSVLESGHECYHPNM 

PDAFLTCETVIFAWAIGGEGFSYPPHVGL 

SLGTPLDPHYVLLEVHYDNPTYEEVLDA 

EKYKYKVLASDEGLLTGHNMAVGFTW 

WKGLIDNSGLRLFYTMDIRKYDAGVIEA 

GLWVSLFHTIPPGMPEFQSEGHCTLECLE 

EALEAEKPSGIHVFAVLLHAHLAGRGIRL 

RHFRKGKEMKLLAYDDDFDFNFQEFQY 

LKEEQTILPGDNLITECRYNTKDRAEMT 

WGGLSTRSEMCLSYLLYYPRINLTRCASI 

PDIMEQLQFIGVKEIYRPVTTWPFIIKSPK 

QYKNLSFMDAMVNKFKWTKKEGLSFNK 

LVL\SLPVNVRCSKTDNAEWSIQGMTAL 

PPDIERPYKAEPLVCGTSSSSSLHRDFSIN 

LLVCLLLLSCTLVSTKSL 






A 

A 




1 






2947 


10998 


A 


3898 


1 


150 




2948 


10999 


A 


3899 


708 


911 




2949 


11000 


A 


39 


132 


370 


SNSPA*PSGEPGTMG/CRPPCPVNFGILRK 
NGVPPCGPGGPKSPDLRTHPLGPPKG/RG 
IPGGTHCPGPPLGFKKPWPPGRV 


2950 


11001 


A 


390 


2 


428 


GLPGSTTASAAAASAASASSDAPSFQLG 

KPRLQQTSFYGRFRHFLDIIDPRTLFVTE 

RRLKEAVQLLEDYKHGTLRPGVTNEQL 

WSAQKIK/SGYIPFGTPIWGLLLPNQTLA 

STVFWQWLNHSHNACVNYANRNATKP 

SPA 


2951 


11002 


A 


3900 


1 


1349 


MAAGQRRSSLSRLGSQFINCDPECQLSC 

LVGLEVQKEEVIRAAEGWKRAAPAGLR 

PTNYNSRQASEGRVVIAGNQSYQSRASP 

RPLARWKASANGRAPIAEPAAAVAGLG 

AGSGKRRRGWKMPVHSRGDKKETNHH 

DEMEVDYAENEGSSSEDEDTESSSVSED 

GDSSEMDDEDCERRRMECLDEMSNLEK 

QFTDLKDQLYKERLSQVDAKLQEVIV\E 

RAPEmLEPAGNNLQENMQIRTICVAGIYR 

ELCLESVKNKYECEIQASRQHCESEKLLL 

YDTVQSELEEKIRRLEEDRHSIDITSELW 

NDELQSRKKRKDPFWPDKKKPGWSGP 

YIVYMLQDLDILEDWTTIKNAMATLGPH 

RVKTDPPVKLEKHLHSAISEEGRLYYDG 

EWYlRGQTiaDKKDECPTSAVITTINHDE 

VWFKRPDGSKSKLYISQLQKGKYSIITFn 

MI 


2952 


11003 


A 


3901 


38 


383 




2953 


11004 


A 


3902 


252 


526 
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2954 


11005 


A 


3903 


777 


1719 


LLTLTFPRCSVAQPLPFTGGTSVSWSALL 

ALHVAVVFLFAGAAGCVATLLHDAAM 

NPAEVVKQRMQMYNSPYHRVTDCVRA 

VWQNEGAGAFYRSYPTQLDHDVPBQAI 

HFMDLWNSCRSTLTPKRSYNPDSVHFFSG 

LL-AOAVAAAAl IrLXUVCKlLLNlrOVL. 

GFELTHYRTY\QGMASAFRTVYQVGGV 

TAYFRGVQA\RVIYQIP\STAIAWSVYEFF 

KYLIHLKGQEEWRAGKVKLALNESPGV 

QDDTDASWSHSLSPGMLPPQVELKGKE 

KGLSPTDFGVLTNTSSCQPLLPPPFLPGP 

KHVQQSTPQHL 


2955 


11006 


A 


3904 


1 


1788 


MLQQGAILEAETKPSPDTKYTSALIFNFP 

ASTADLGKTKRPAVEEKETPNKTRAQSL 

FLLAKERRQDPFRPGLSALPLVKMAAIG 

GAAHSEGRRLPCRPRPFTRSPPRPSRLDA 

LQVQRDQSDGAALFGQPLQGRAGLSER 

PCQTERGKKPQQRQLSNRLQTAFRRGPL 

GSGFQLRWSCRGCGVNAARSPPGSAQR 

SRSREPLLGPRWPGSRGWIQLCESLKKIA 

KGWVSQDPSPRQLKECGQSASTSPRTPY 

SQDLLQHPKLEVAAADPRTRGTREPAAL 

VERLEMLSGAGSVVDAVPLLWRRRRR 

RRRRHSAQRALAAAAAAAASEPLDCQM 

RLCASLGVFSTAPSSSACRADITDCVSGL 

AGGEMVPRRVLADQLTEEQIAEFKEAFS 

LFDKDG\DGTITTKEL\GTVMRSLGQTQT 

EG\EL\QDMlNEVYADGNGTIDFPVFLTM 

MARKMKDTDSEEEI\RESFRWFAKDGNG 

YISAAELRHVMINLGEKTTMDLEVVDEMI 

REA\DIDGDGQVNYEEFVQMMTGKMED 

LTFQLPFSPPLEESNWNLLLTLLQKKEKK 

KJvV HLr HbCrLYSKTJBuQKYLLVHl HQ 

NLHVLVGGPVP 


2956 


11007 


A 


3905 


• 


351 


GPPRPPTPPLLKPIRGATARPPRSRF*PRS 
DIPPLSRVLVARPPRSPPLGKPLWIMGRP 
RPPIAPLARAPMGRPNRAWMLLLPRRCF 
KLFEGNRRQCSSRGCHHGSGRRAGDRP 

NLS 


2957 


U008 


A 


3906 


3 


345 


SCRCRRKAGKGRPGEQTDRPTRQPTSNN 
ELSSHTTAYASNQPPI*LTRAPPPSTQVRP 
VPGPPAGAVVAVPGGALASVSFDSRDSK 
TAAQSSSEVGALPPHQDVTICAVRAAT 


2958 


11009 


A 


3907 


3 


387 


RPLQTKGRKGQAGFGRSPARLPEPWWQ 
PREEH/WASVSFDSRDSKMAAQSAPKW 
LKSTTKMSLNERFTNMLKNKQPTPVNIR 
ASMQQQQQLASARNRRLAQQMENRPSV 
QAALKLKQKSLKQRLOKoN 


2959 


11010 


A 


3908 


565 


719 


GRDVTPRSKPAPRWTSRSSPNGLKKRW 

CSRSWRSWERGPRA*SSALGKSNIQARL/ 

WPTHRGPGQGSNRRTRPTPYSREALPRE 

m T}nnT> ATirKTDx»ni>r\'\/TT>OQVPAPW\3irr 
VJJLKUVJlvAl JfclNr 1 *vjKL'V li^-KoJSJ^ArlvVV 1 

SRSSPNGLKKRWCSRSWRSWERGPRAW 
SYGSWRNRW 


2960 


11011 


A 


3909 


299 


557 


ADGSADLDSQRSSNELSSHTTAYASNQP/ 
LHLANPSPSTSQLRFRPVPAVAVPGAVG 
GSPREEHLASVSFDSRDSKMAAQVSSEK 
LC 


2961 


11012 


A 


391 


3 


297 




2962 


11013 


A 


3910 


1 


420 




2963 


11014 


A 


3911 


2 


437 




2964 


U015 


A 


3912 


10 


250 




2965 


11016 


A 


3913 


2824 


3156 


SNEGVKGLSRQKAWTADYNFCLGGNCH 
FSGFYFDSDSCYSSYRRCRTCCDFCNSG 
KNCSGFWFGLCCTILCSDF*SSFLISRSTW 
TPGLAinPTRRLLIT*TLLISWSTV 


2966 


11017 


A 


3914 


1 


70 




2967 


11018 


A 


3915 


42 


140 
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2968 


11019 


A 


3916 


4594 


4848 


HIYCE*SLYLFRE*DLDDGDLDLECELAR 
LRDLVYDLE 


2969 


11020 


B 


3917 


565 


1161 


MYHGWVPDLHIHAEDTLLPFYLGEKDD 

VTYAIKPTCWPGLDIIPSCLALHRIETELM 

GKFDEGKLPTDPHLMLRLAIETVAHDYD 

VIVIDSAPNLGIGTINVVCAADVUVPTPA 

hLrUY loALQrrDMLRDLLKNVDIJvOrE 

PDVRILLTKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKDLHALLVR 

L* 


2970 


11021 


A 


3918 


3 


226 


LSVLFCCFGVESNFNFYVYSCCVFMATS 
QTDF1CMHTYSLIEMIV1HYNLEFF*ISKM 
ATIAVLGFLRLDIYHy 


2971 


11022 


A 


3919 


1469 


2806 


CGSPPFATSSFFALSGHVLFAKLCTMVAP 

KLRSWMYAVYGALAVMGTMGPWYLLL 

LLGHCVGLYVASLLGQPWLCLGLGLAS 

LASFKMDPUSWQSGFVTGTFDLQEVLF 

HGGSSFTVLRCTSFALESCAHPDRHYSL 

ADLLKYNFYLPFFFFGPIMTFDRFHAQVS 

QVEPVRREGELWHIRAQAGLSWAIMA 

VDIFFHFFYILTIPSDLKFANRLPDSALAG 

LAYSNLVYDWVKAAVLFGVVNTVACL 

DHLDPPQPPKCITALYVFAETHFDRGIND 

WL\CKYVYNHIGGEHSAV1PELAATVAT 

FA1\TTLWLGPCDIVYLWSFLNCFGPQTL 

KLVWVPKTGQKWGPPKHEIEGLLCQVQ 

MSRR\ARALFGAHELSWPIIMYN\LVSLN 

SL\KFTE\LVARRLLLTGFPQTTLSILFVTY 

CGVQLVKERERTLALEEEQK\ODKKKPE 


2972 


11023 


A 


392 


1 


885 




2973 


11024 


B 


3920 


54 


316 


TIWDGEETVYCFKERSRAALKACYRGN 
RYPTPDEKRRLATLTGLSLTQVSNWFKN 
RRQR0RTGAGGGAPCKRKLPPGQPCVW 
QPHRDG* 


2974 


11025 


A 


3921 


1 


2219 


MATLPAEPSAGPAAGGEAVAAAAATEE 

EEEEARQLLQTLQAAEGEAAAAAGAGA 

GAAAAGAEGPGSPGVPGSPPEAASEPPT 

GLRFSPEQVACVCEA\LLQAGHAGRLSR 

FLGALPPAERLRGSDPVLRARALVAFQR 

GEYAELYRLLESRPFPAAHHAFLQDLYL 

RARYHEAERARGRALGAVDKYRLRKKF 

PLPKTIWDGEETVYCFKERSRAALKACY 

RGNRYPTPDEKRRLATLTGLSLTQVSNW 

FKNRRQRDRTGAGGGAPCKSESDGNPT 

TEDESSRSPEDLERGAAPVSAEAAAQGSI 

FLAGTGPPAPCPASSSILVNGSFLAASGSP 

AVLLNGGPVIINGLALGEASSLGPLLLTG 

GGGAPPPQPSPQGASETKTSLVLDPQTG 

EVRLEEAQSEAPETKGAQVAAPGPALGE 

EVLGPLAQVVPGPPTAATFPLPPGPVPAV 

AAPQWPLSPPPGYPTGLSPTSPLLNLPQ 

WPTSQWTLPQAVGPLQLLAAGPGSPV 

KVAAAAGPANVHLINSGVGVTALQLPS 

ATAPGNFLLANPVSGSPIVTGVALQQGKI 

ILTATFPTSMLVSQVLPPAPGLALPLKPE 

TAISVPEGGLPVAPSPALPEAHALGTLSA 

QQPPPAAATTSSTSLPFSPDSPGLLPNFPA 

PPPEGLMLSPAAVPVWSAGLELSAGTEG 

LLEAEKGLGTQAPHTVLRLPDPDPEGLL 

LGATAGGEVDEGLEAEAKVLTQLQSVP 

VEEPLEL 


2975 


11026 


A 


3922 


185 


478 


VSDTLWALAGLAAGRWAGGCQTLGLQ 
GVVQGLGLLINGPRAGAAPLSLGNLHPP 
SAARWHPS*AASHTGTGQSLVGIVEPHN 
PTSSGG*RPGTAGRSO 
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2976 


H027 


A 


3923 


74 


593 


RGWVMWVDEFQPALVLSPYERQLNLDA 

SVQHLEDGDGKRKRSSSSPRSINKKAKA 

LDNSLQPKSLAASSPPPCSQPSQCPEEKP 

QGVKPHEGPRGPLSASGVPGPQPWPGQ 

GG/WWGAAGRVAEPRTESREPVSGAGT 

SSRSPSPTVGFRQPPHPSARPSPRAAPGQR 

GWAGDRR 


2977 


11028 


A 


3927 


1 


2936 


MALMFTGHLLFLALLMFAFSTFEESVSN 

YSEWAVFTDDIDQFKTQKVQDFRPNQK 

LKKSMLHPSLYFDAGEIQAMRQKSRASH 

LHLFRAIRSAVTVMLSNPTYYLPPPKHA 

DFAAKWNEIYGNNLPPLALYCLLCPEDK 

VAFEFVLEYMDRMVGYKDWLVENAPG 

DEVPIGHSLTGFATAFDFLYNLLDNHRR 

QKYLEKIWVITEEMYEYSKVRSWGKQL 

LHNHQATNMIALLTGALVTGVDKGSKA 

NIWKQAVV 


2978 


11029 


A 


3928 


2 


512 




2979 


11030 


A 


3929 




399 




2980 


1103 1 


A 


393 


2 


674 


SCPLSCTSAATGLWVKEGLRIVSSVLLGL 

SCPWGSPLEAELDLGEG/RLWRTSFYGR 

FRHFLDIIDPRTLFVTERRLREAVQLLED 

YKHGTLRPGVTNEQL*SAQKISQ\AIYHP 

DTNEKIFMPFRMSGYIPFGTPIVVGLLLP 

NQTLASTVFWQWLNQSHNACVNYANR 

NATKPSPASKFIQGYLGAVISAVSIAVGL 

NVLVQKANKFTPATRLUQRFVPFPAV 


2981 


11032 


A 


3930 


1 


1812 


NRRTRPGCGVVTCYRREFIQRLKLEAAL 

NVHDGCVKnCWNDTGEYBLSGSDDTKL 

VISNPYSRKVLTTIRSGHRANIFSAKFLPC 

TNDKQIVSCSGDGV1FYTNVE\QDA\ETN 

R(X^VQFTCHYGTTYEIMTVPNDPYTFLSC 

GEDGTVRWFDTRIKTSCTKEDCKDDILIN 

CRRAATSVAICPPIPYYLAVG\CSDSSVR\I 

YDR\RMLGJIKELQGNYUGRG\TTGIGLP 

RFISLPHLNNKSCRVTSLCYSEDGQEILV 

SYSSDYIYLFDPICDDTARELKTPSAEVER 

REELRQPPVKRLRLRGDWSDTGPRARPE 

\SERERDGEPESPMCPLM\QRMSVDMLSR 

WFEEASEVAQSNRGRGRSRPRGGTSQSD 

ISTLPTVPSSPDLEVSETAMEVDTPAEQF 

LQPSTSSTMSAQAHSTASSPKESPHSYSFC 

YFLPDS\DQRQSVEASGHHTHHQSEFLR 

GPEIALLRKRLQQLRLKKAEQQRQQELA 

AHTQQQPSTSDQSSHEGSSQDPHASDSPS 

SVVNKQLGSMSLDEQQDNNNEKLSPKP 

GTGEPVLSLHYSTEGTTTSTIKLNFTDEW 

SSIASSSRGIGSHCKSEGQEESFVFQSSVQ 

PPEGDS 


2982 


11033 


A 


3931 


1 


1878 




2983 


11034 


A 


3932 


2 


202 




2984 


11035 


A 


3933 


9 


111 


SRQAWHEASNYGPMKSGNFGGIVRNMG 
GPYGGGNL 


2985 


11036 


A 


3934 


297 


611 


QWGLRFMNGVLSGGLSVQTASPPSASR 
RHFPSLGVGDGELSHGGRCPAGVKVGR 
GGGNSYSLSKARCFGGHGVSSASVSAGS 
RSS*ARLRSFPSPSLTGTGFGGR 
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2986 


U037 


A 


3935 


14 


1276 


KSGGTALAAVAAAPGPVRRCSSQSCFSS 

SGSSHYSARTSPVRVRPRRSLSSRSAAGN 

RAEATESAMEKTLETVPLERKKREKEQF 

RKLFIGGLSFETTEESLRNYYEQWGKLT 

DCV\VMRDLAS\KRSRGFCFVTFS1HGLE 

VDAAIAS\RPH\SINGEVVEQKRAVAREE 

SGKPGAHVTVKKLFVGGIKEDTEEHHLR 

DYFEEYGKIDTIEIITDRQSGKKRGFGFVT 

FDDHDPVDKJVLQKYHTINGHNAEVRK 

ALSRQEMQEVQSSRSGRGGNFGFGDSR 

GGGGNFGPGPGSNFRGGSDGYGSGRGF 

GDGYNGYGGGPGGGNFGGSPGYGGGR 

GGYGGGGPGYGNQGGGYGGGYDNYGG 

GNYGSGNYNDFGNYNQQPSNYGPMKS 

GNFGGSRNMGGPYGGGNYGPGGSGGSG 

GYGGRSRY 


2987 


H038 


A 


3936 


827 


2064 


QQRRVPCGGAPRRWSRAAAVLTTAPG 

RVRFVFVRGDLSHLARLREIGLKRLSPR 

WREKKKQFRKLFIGGLSFETTEESLRNY 

YEQWGKLTDCVVMRDPASKRSRGFGFV 

TLSSMAEVDAAMAARPHSIDGRWEPK 

RAVAREESGKPGAHVTVKKLLVGGIKE 

DTEEHHLRDYFEEYGKIDTUEIITDRQSG 

KiCRGFGFVTFDDHDPVDMCLDLRKYHTl 

NGHNAEVRKALSRQEMQEVQSSRSGRG 

GNFGFGDSRGGGGNFGPGPGSNFRGGSD 

GYGSGRGFGDGYNGYGGGPGGGNFGGS 

PGYGGGRGGYGGGGPGYGNQGGGYGG 

GYDNYGGGNYGSGNYNDFGNYNQQGS 

S\YGPMKSGNFGCWR\NMGGP\YGGGNY 

urXOObOGSGGXYGGRSPILKLLPICHGAS 

T V 

Lt V 


2988 


11039 


A 


3937 


36 


320 


GPGRWVWDEVTMWLELEQYPVSFLKQ 
PFEIGRHLDLPKGTYGICVNMCPGNKSC/ 
PRGKRCQSNGCGHVCKVVPETSKSQPLR 
CSQGKMTHWSSL 


2989 


11040 


A 


3938 


3 


713 




2990 


11041 


A 


3939 


1 


519 




2991 


11042 


A 


394 


485 


1044 


HLVPLCPCNLSKAGRCTVQERLLVICCS 

RSWRWRNLM*RWLNYAPVSSGHRH*SS 

LARETSVDPDMRKGPAGAEGKGKAVGC 

KGVSQETAEAYWKRTSSSLEPTWTLLTN 

KPMFFGFRNLFAPTFRHTPEALWLPTPC 

HRGSPALHIEAFMPAALPSGTASCELPGH 

WPYQLSGVLCCAPWVIKEA 


2992 


11043 


A 


3940 


1 


966 


MGHHLMIDKLVALGGLYYAIQRHYATK 

CSVLKNDQILVIGLFMIQNVIYRKHFANP 

LSALFLQQGIELFAAIAEIHITTVAERNHA 

ITQIRLEAQTIFDSLKEWHNAIRKSLDYE 

ALQAFEFRVGATDRGFPALSSEALVRVL 

VLDANDNSPFVLYPLQNGSAPCTELVPR 

AAEPGYLVTKVVAVDGDSGQNAWLSY 

QLLKATEPGLFGVWAHNGEVRTARLLS 

ERDVAKHRLVVLVKDNGEPPRSATATL 

QVLLVDGFSQPYLPLPRAAPAQAQADSL 

TVYLVVALASVSSLFLFSVLLFVAVR\LC 

RRSRAAPVGRCSVL 


2993 


11044 


A 


3941 


1 


2783 


RILSVDDFVELNVSSLVAVAEGIGYRDL 

DSNMKKLGRIHPNRQVLAFILMVFLSQV 

RLEPIRYSVLEETESGSFVAHLAKDLGLG 

IGELASRSARVLSDDDKQRLQLDRQTGD 

LLLREKLDREELCGPIEPCVLHLQVVLE 

MPVOFFOGFLI TODINDHSPIFPFRFVT T 

KILENSQPGTLFPLLIAEDLDVGSNGLQK 

YTISPNSHFHILTRNHSEGKKYPDLVQDK 

PLDREEQPEFSLTLVALDGGSPPRSGT 


2994 


11045 


A 


3942 


383 


703 


NRITPTSARINLSILVPSAINNGSMTEDIN 

RTVISGTPRQNSIKMTDKIRTIGIWERRPG 

VVVLTTCLIMV*HLTSAIANRLNLLRKLG 
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RMVIFSHRLKVSSMKSA 


2995 


H046 


A 


3943 


1887 


3072 


NFVMCXHGEPWLAGRTVVPVSTLSGPEL 

ALQKLGKTPLGRYLFTSSTLTRDFIEIGR 

DAGLWGRRSRLRLSGKPLLLTELFYRRH 

RCnCRKKICDCISANVWAVLKTVEAAGS 

DRPVQCLTITAVQRERDTQSLSVITAELE 

PVSSPHFIREAGQYGTGRSSKEREVQPVV 

QRSFSNWIRNNCGDICELSPTSGDHPPPS 

GPGLYSARKAIMQHYQARGMRDVTVED 

lYIGNGVSELlVQAMQALLNSGDEMLVP 

APDYPLWTAAVSLSSGKAVHYLCDESS 

DWFPDLDDIRAKITPRTRGIVIINPNNPTG 

AVYSKELLMEIVEIARQHNLIIFADEIYD 

KILYDDAEHHSIAPLAPDLLTTTFNGLSKT 

YRVAGFRQGWMVHRFFTPRLTVQAI 


2996 


11047 


A 


3944 


623 


2587 


SPRKGGGKGKKANRVLLTGAPLDPIDLS 

QSAVSHSVKELyENHTGVRLLDRTTREV 

VUTDAGQQLALRLERLLD/ELNSTLRDT 

GRMGQQLSGKWRVAASQTISAHLIPQCI 

AESHRRYPDIQFVLHDRPQQWVMESIRQ 

GDVDFGIVIDPGPVGDLQCEAILSEPFFLL 

CHRDSALAVEDYVPWQALQGAKLVLQ 

DYASGSRPLIDAALARNGIQANIVQEIGH 

PATLFPMVAAGIGISILPALALPLPEGSPL 

WKRITPVVERQLMLVRRKNRSLSTAAE 

ALWDVCNCAIQPFFTAITRCIGSVTVKLV 

LVPVGKSEFLAAQHKWTCNPAGDIAV 

VASVIGUCITLSKERFEPPTAAGEIVADT 

VQEHIVVEIHAIRRTVGAIRMQVEIKSGV 

TQAYLQLGINEKLGLSGRPDRPIGCLGTS 

KIYRILGKTVVCYPIIFDLSDFYMSQDVF 

LLIDDIKNALQFIKQYWKMHGRPLFLVLI 

REDNIRGSRFNPILDMLAALKKGIIGGVK 

VHVDRLQGPLENDLVVHVALIAESQRLQ 

VFLNTYGIQTQTPQQVEPIQIWPQQELVK 

VTLGAFGHEEEVISNPLSPRVIQNllYYKC 

NTHDEREAVIQQELVIHIGWIISNNPELFS 

GMLKIRJGLONECSLVIQVSTIIPAT 


2997 


11048 


A 


3945 


102 


2392 


RKQMNYSLKQLKVFVTVAQEKSFSRAG 

ERIGLSQSAV\SHSVKELENHTGVRLLDR 

TTRAVVLTDAGQPLALRLERLLDELNST 

LRDTGRMGQQLSGKVRVAASQTISAHLI 

PQCIAESHRRYPNIQFVLHDRPQQWVME 

SIRQGDVDFGIVIDPGPVGDLQCEAILSEP 

FFLLCHRDSALAVEDYVPWQALQGAKL 

VLQDYASGSRPLIDAALARNGIQANIVQ 

EIGHPATLFPMVAAGIGISILPALALPLPE 

GSPLVVKRITPWERQLMLRVDLRFAQK 

FQIGDRKILRSGNNAVNVLPAATCGFPFP 

VCCWRFAYGCCSALLRIFPRLYSVFIIISL 

LYGFSRAHISSPGACWVFIHERFGQFMY 

GLYPHDQRWRINLALLIGLVSIAP^4FW^a 

LPHRGRYIAAWAVIYPLIVWWLMYGGF 

FALERVETRQWGGLTLTLIIASVGIAGAL 

PWGILLALGRRSHMPIVRILSVIFIEFWRG 

VPLITVLFMSSVMLPLFMAEGTSIDKLIR 

ALVGVILFQSAYVAEVVRGGLQALPKG 

QYEAAESLALGYWKTQGLVILPQALKLE 

TVRQPQTLAMEEJNCHHNYVQKEQHFG 

EEIYVTRKGAVSARAGQYGIIPGSMGAK 

SFIVRGLGNEESFCSCSHGAGRVMSRTK 

AKKLFSVEDQlRATAHVECRKDAEViDEI 

PMAYKDIDAVMAAQSDLVEVIYTLRQV 

HSCRAGETGAVAPASDRGKGGDGNLRS 

NRGRRGAGVAASALPARHRARGRLPLC 

YR 


2998 


11049 


A 


3946 


2 


331 
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2999 


11050 


A 


3947 


3 


116 




3000 


11051 


A 


3948 


3 


162 




3001 


U052 


A 


3949 


181 


804 


RPLPRIGCCGPGAGQVGEARSPRVSLCF 

APCRLLRAGGGRALRRRGPGTPGPVARP 

SYSSFTQGDSWGEGEVDEEEGCDQVAR 

DVLRAEFIGMGQWSEPRKLSVLPPDRNGS 

PVLPDKVRNGIFPSGRGQQEPSLRRWPFQ 

VLSILCSLLFAILLAFLLAIAYLIVKELHA 

ENLKNEDDVDTGLLGFWTLLIISLTAGIL 

LLQLFLGQ 


3002 


11053 


A 


395 


901 


1213 


SQHFGRPRWADHLRSGV*DQPGQHDET 
PSLLKIQiaAGYSGEHL*SQLLRRLRHEN 
CLNPGSGGCSEPRLHHCTPAWA^AEPDS 
V Ouu V u vjJtvEJvNiS 1 oiN JVlLv^ J Kr 


3003 


11054 


A 


3950 


1 


149 




3004 


11055 


A 


3951 


1 


1896 




3005 


1105i5 


A 


3952 


3 


275 




3006 


11057 


A 


3953 


2 


395 




3007 


11058 


A 


3954 


1 


209 




3008 


11059 


A 


3955 


466 


3315 


EMVPRWAIYQGFQDCLVHHASSRASGL 

WKLLNPCRGLRCPDTRLPTSRWPNRDTR 

SASTQLLGKQSLPPAPEAJDPVFLPQEENE 

PPSPLVSGllDYNMPLTSTYLKQMKLRV 

MNSQEQAGSSPTPIQTERHTAQLLLTAD 

QTLVLPATQHYVVLKKFPRPGAEDIMSG 

GPTLEAAEFDDLIGKCLPDRPJAGSVRLG 

DRIWNPRGSPPRRCRLHGQCVPGSGLER 

RPRDYPITLQLWLARRQDPARCGLAEHN 

DR 


3009 


11060 


A 


3956 


11 


. 755 


ETHAPPSGVWGLERPSHPADQEIAGGQG 

QTAPAWEKPHSHPTPKSCGDQTKTTLHT 

ERREDKPSFTRAGWGWENLKGPPVTEG 

AGSPGGSSHGAGLNRDHPLQSQPGRRAI 

PWPQRAPTHMLFSMTRGQSPGAAPGAQ 

PEISKLAGYKKQKKQRSCLRKKCHP/QE 

AGHRQRVAHSAGPGLQGEAAGEGRGEG 

AFWLKARNSKYSSLGINIPPNKGAQGSC 

LGKVGCRRHDPRHSGLSAPFPRPMSQAL 


3010 


11061 


A 


3957 


175 


559 


VKRQLRRLRRSPWPDEKPKEGVKTENN 

DHINLKVAGQ\DGSVEQFKIKRHTPLSKL 

MKAYCE\RQGLSMKQIKIPDFDGQP\INE 

TDTPATVGKWKDERYQLMVFQQARPG 

GVYLKRELCFLYSQNSVSF 


3011 


11062 


A 


3958 


140 


380 




3012 


11063 


A 


3959 


98 


426 


LLTPSSSAALKGESVQWHLREAGQSLPR 
RLTCAGWNKRFLHWIDQLSG*TQTCLLL 
VVFVWIATE*LGESLPL*APIGGTQPW»F 
LIGAMKKHQETGENDHFNSPGPSH 


3013 


11064 


A 


396 


110 


1012 


KTTRGYTLLHCAAAWGRLETLKALVEL 

DVDIEALNFREERARDVAARYSQTECVE 

FLDWAGLNPGTATHDSDEEAAFLTRVW 

STGHNDSGVKQRMGQKEIQNATSSNHF 

TCPSS^TLQRKKGV*FVGLLW*FRNVSTL 

LMKTFLPQARNSPPETPSGTITTQITGKIC 

RMYFWSYMESEGPPESERAEFFSQQEEE 

NEEEEAQEPEETGPKNPLLQPALTGDVE 

GLQKIFEDPENPHHEQAMQLLLEEDIVG 

RNLLYAACMAGQSDVIRALAKYGVNLN 

EKTTRGDTLLHCAAAWGRLETL 



wo 01/88088 
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3014 


11065 


A 


3960 


234 


1050 


ARTLKRRWKVRKTVIGRKVQTMKILETL 

RISALLLWEEVLLLGLKDKEGYTSFWND 

aSSGLRGGILIELAMRGRIYLEPRTMRK 

KRLLDRRVLLKSDSPTG\DVYWDETLKH 

IKATEPTETVQTWIELLTGETWNPFKLQY 

QLRNVRERIAKNLVEKGILTTEKQNFLLF 

DMTTHPVTNTTEKQRLVKKLQDSVLER 

WVNDPQRMDKRTLALLVLAHSSDVLEN 

VFSSLTDDKYDVAMNRAKDLVELDPEV 

EGTKPSATEMIWAVLAAFNKS 


3015 


11066 


A 


3961 


1 


1074 


MEPIGARLSLEAPGPAPFREAPPAEELPA 

PWPCVQGGGDGGGASETPSPDAQLGD 

RPLSPKEE/CRPPGAGGAAGMPPPLPRAL 

LFLARRPHL/VRRPSSCSSSSNRRWHWA 

A/SGAEDAQLGPGGCCAKCKKRVQFAD 

TLGLSLASVKHFSEAEEPQVPPAVLSRLR 

SFPMRAEDLEQLGGLLAAAAVAAPLSAP 

PSRLRPLFQLPGPSAAAERLQRQRVCXER 

VQCSTASGAEVKGSGRVLSCPGPRAVTV 

RYTFTEWRSFLDVPAELQPEPLEPQQPEA 

PSGASEPGSGDAKKEPGAECFHFSLCLPP 

GLQPEDEEDADERGVAVHFAVCYRCAQ 

GEYWDNNAGANYTLRYARPADAL 


3016 


11067 


A 


3962 


42 


424 




3017 


11068 


A 


3963 


3 


899 


PPNVFSPASLPFFPAEGGPGRSRWREGG 
YLSQSRSGRLSQEEAASRSAGGMAGAPD 
ERRRGPAAGEQLQQQHVSCQVFPERLA 
QGNPQQGFFSSFFTSNQKCQLRLLKTLET 

DCNGNVSGGFDASTSQIVLCQNNIHNQA 
HMNRVVTHEUHAFDHCRAVHVDWFTNI 
RHLACSEVRAANLSGr)CS\LVWEIFRV\Q 
FGLKHPP\Q1\CVRI>RATLSILAVRM1SKE 
VAKKAVDEVFESCFNDHEPFGRIPVHNKT 
YARYAHRDFENRGR\YYSNI 


3018 


11069 


C 


3964 


165 


347 




3019 


11070 


A 


3965 


871 


1194 


EFVFFFFETESFSVT\QLECSGHNLGLHCN 
LHLPGSSNAPASASRVARITGAHHHARLI 
FVFLVEMGFHQTGWAMLVLKLPDIQVIC 
PPWPPQSAGIYRHEPQHPGRK 


3020 


11071 


C 


3966 


54 


197 


MVLSSFNFQKAIKLALLKYFKISFQLFPF 
YVHKIGCRHSHFAMNVS** 


3021 


11072 


A 


3967 


263 


742 


srshdhlytvyvpspwnffralrisnsk 

nemfsmsflfremkkjcklpsdsgdleal 

egkdkekestvhiethqntsknvaavqp 

mkr\gqk:skmkkmkeky*dqdeedrel 

imkllgsagsnkeekgkkgkkgktkde 

pvkkqpqkprggqrvsdnikke 


3022 


11073 


A 


3968 


189 


1393 


SHTDFPYDNSTDGGDTSSDEDKEEHETP 

VEVELMTQVDQEDITLQSGRDELNEELI 

QEESSEDEGEYEEV/REKDQDSVGEMKD 

EGEETLNYPDTVTIDLSHUQPQRSIQKLA 

SKEESSNSSDSKSQSRRHLSAKERREMK 

KKKLPSDSGDLEALEGKDKEKESTVHIE 

THQNTSKNVAAVQPMKRGQKSKMKKM 

KEKYKDQDEEDRELIMKLLGSAGSNKEE 

KGKKGKKGKTKDEPVKKQPQKPRGGQ 

RVSDNIKJCETPFLEVITHELQDFC/AVDD 

P/HL1DQGKEPDLDQQGNEENLF\DSFDQ 

GQPH\PEDVULGFAIPICAPYTTMTNYKY 

KVKLTPGVQKKGKAAKTALNSFMHSKE 

ATAREKDLFRSVKDTDLSRNIPGKVKSV 

/^r\cc CD V 1^ PI A PN>f If P 
0 1 v^oocKJNJS.ni/vCiivijvr 


3023 


11074 


A 


3969 


192 


1510 




3024 


n075 


A 


397 


247 


496 




3025 


11076 


A 


3970 


68 


382 


MSVPDEEVERLLRLTQRWPRASKFLLSGC 
AATVAELGTRLPTPGPPGPVARAALGEE 
TAGAASRPGSAQSKRSPPSHARLAEVAV 
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EARPRGGRRRDLEVSTAFSF 


3026 


11077 


A 


3971 


3 


1451 


GAVRTWGRGFQTEKCQASLLNFWNPPT 

TAQVTIEAEPTKVSKGKDVLLLVHNLPQ 

NLAGYIWYKGQMKDLYHYITSYVVDGQ 

IIIYGPAYSGRETVYSNASLLIQNVTREDA 

GSYTLHIVKRGDGTRGETGHFTFTLYRH 

SLDSALSLEVTGSSQPL*DTWENCPTLW 

LHCLMTELTSGLDSVLPCVISAEVPSPRS 

GFPVSKGFKDNWKFHHPSLGCPWQGKL 

QRKHTSGGKVRLKLRRFQHCMLQVRTT 

SVETPKPSISSSNLYPREDMEAVSLTCDPE 

TPDASYLWWMNGQSLPMTHSLQLSKNK 

DPVTLNLLPKLPKPYITINNLNPRENKDV 

LAFTCEPKSENYTYIWWLKGQSLPVSPR 

VKRPIENRILILPSVTRNETGPYQCEIQDR 

YGGIRSYPVTLNVLYXTTKHSGLYACSVR 

NSATGMESSKSMTVKVSAPSGTGHLPGL 

NPL 


3027 


11078 


A 


iyll 


1 


1008 


• 


3028 


11079 


A 


3973 


3 


1374 




3029 


11080 


A 


3974 




1854 




3030 


11081 


A 


3975 




1319 




3031 


11082 


A 


3976 




2247 




3032 


11083 


A 


3977 




1993 




3033 


11084 


A 


3978 




1006 




3034 


11085 


A 


3979 


3 


1095 


AQLTAVLRKFLDPRLISTEENTQAAETM 

GPLSAPPCTEHIKWKGLLVTASLLMFWN 

LPTTAQVTIEAQPPKVSEGKDVLLLVHN 

LPQNLTGYIWYKGQIRDLYHYITSYVVD 

GQIIIYGPAYSGRETAYSNASLUQNVTRE 

DAGSYTLHIIKRGDGTRGVTGYFTFTLYL 

ETPKj^SISSSNLNPREAMETVILTCDPETP 

DTSYQWWMNGQSLPMTHRFQLSETNRT 

LFLFGVTKYTAGPYECEIWENSGSASRSD 

PVTLESP/RMGPDLPRIFPFSSPLNYFRER 

NLGFVPGLGDF*TPP\AQYSWTINGKFQL 

SGQKLFIPQITPKHNGLYACSARNSATGE 

T7QCTCT- TTD A/1 A Dl>i^l fVmC^f\ 

Etotyi IK VIArrvjJjU IrUry 


3035 


11086 


A 


398 


653 


1139 


RPFFPPHSESQNPPRQ/PDSSPTGTST*PA 

DTHCPRPVSQAQGGTAEGL**PRVHGPS 

PLPHSIGSAPPQCQEGAPAGEWAREPGE 

DGV\PGAPGQN*GKMEFSGAG/GQVPSR 

WEGVQSHLRSEGPPPACPAVPCAAEGP 

D\GRPGNTGRGGPGLRNQRRWEEW 


3036 


11087 


A 


3980 


3 


1442 


IRADPAHELENCSCPGKRLSTERGRTAQ 

LTAVLREFLDPRLISTEENTQAAETMGTL 

SAPPCTQRIKWKGLLLTASLLNFWNLPT 

TAQVTIEAQPPKVSEGKDVLLLVHNLPQ 

NLTGYIWYKGQMRDLYHYITSYVVDGEI 

IIYGPAYSGRETAYSNASLLIQNVTREDA 

GSYTLHIIKGDDGTRGVTGRFTFTLHLET 

PKPSISSSNLNPRETMEAVSLTCDPETPD 

ASYLWWMNGQSLPMTHSLKLSETNRTL 

FLLGVTKYYLQDPIECEIRNPVSASRSDP 

vvjprsi«;ppK'\i PK'PvnTMNi xipPirMvnvi 

NFTCEPKSENYTYIWWLNGQSLPVSPRV 

krpie>jrililpsvtrnergpyqceirdry 
GG vrsdpvtlnvlygpdlpriypsftyy 
rsgevlylscsadsnppaqyswtinekf 

qlpgqklfirhittkhsglyvcsvrnsat 
gkessksmtavevsgkvdpkhrwq 
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3037 


11088 


A 


3981 


79 


1565 


EASLLEDDDGMVYLRPLTSHQYRTAQL 

RAMLRKFLDPRLSSTEENTQAAETMGPL 

SAPPCTQRITWKGLLLTASLLNFWNPPTT 

AQVTIEAEPTKVSKGKDVLLLVHNLPQN 

LAGYIWYKGQMiCDLYHYITSyVVDGQII 

lYGPAYSGRETVYSNASLLIQNVTREDA 

GSYTLHIVKRGDGTRGETGHPTFTLYLE 

TPKPSISSSNLYPREDMEAVSLTCDPETP 

DASYLWWMNGQSLPMTHSLQLSKNKR 

TLFLFGVTKYTAGPYECEIRNPVSASRSD 

PVTLNLLPKLPKPYITINNLNPRENKDVL 

AFTCEPKSEN\YTYIWW\LNGQSLPGSVP 

RVKRPI\ENRVLIFTPCSRGIETG\PY\QCEI 

\RDRLWVGLRSLPSSPWNVPLMGPDLPRI 

\YP\YFTYLPFQGGKPSDLSWLSRES*PHR 

AGVFFWGQFNGGSFSGIQGQKLFIPQITT 

KHSGLYACSVRNSATGMESSKSMTVKV 

SAPSGTGHLPGLNPL 


3038 


11089 


A 


3982 


1 


2045 


MLEAAVHAPGNSDVTRTRCATQVLKPL 

VSYGQAETGFSVPQLKYPPWDGLLHRDI 

PPGTLPVEHSPCSLAALQFLNATSTHGEC 

SAFARRKLESSFSQHSLQEGHRHGSRLSP 

SGAPVKDSGSRTAPGSRGGQQHPSQLLL 

CGRDDLFQASSGHGPFLLLFPELPSPRDA 

LQLLREASKFPTDKRQGRSWSVAITNTA 

ATSLEWVPFHAFAIPRSTLVSQQRLSTER 

GRTAQLTAVLREFLDPRLISTEENTQAAE 

TMGTLSAPPCTQRIKWKGLLLTASLLNF 

WNLPTTAQVTIEAEPTKVSEGKDVLLLV 

HNLPQNLTGYIWYKGQMRDLYHYITSY 

WDGEIUYGPAYSGRETAYSNASLLIQN\ 

VTQEDAG\SYTL\HIIKRRDGTGGVTGHF 

TFTLHLETPKPSISSSNLNPREAMEAVILT 

CDPATPAAGY\QWWMNGQR/LSPMTHR 

LQLSKTNRTLFIFGVTKYIAGPYECEIRNP 

\VSA\SRSDPVTLNLLPKLPKPYITINNLNP 

RENKDVLNFTCEPKSENYTYIWWLNGQ 

SLPVSPRWKRPIENRILILPSVTRNETGPY 

QCEIRDRYGGIRSDPVTLNVLYGPOLPRI 

YPSFTYYRSGEVLYLSCFVADSNPPAQYS 

WNTINGKVFSLXQGQKLSIPQITTKHSGLY 

ACSVRNSATGKESSKSITVKVSDWILP 


3039 


11090 


A 


3986 


212 


461 


TEEHLYSPHWKGCGRKVKRLFQVRRGR 
GWIQTRQPGSMVKEPPLSEAGAESHVSC 
/RQGDCSRPPSFPLSPERVTPWLPDSHTW 
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3040 


11091 


A 


3987 


1 


2353 


MRPPRAPWPPDLGGPRLCPVPAAGGAR 

SPSSPYSVETPYGFHLDLDFLKYIEELER 

GPAARRAPGPPTSRRPRAPRPGLAGARS 

PGAWTSSESLASDDGGAPGILSQGAPSG 

LLMQPLSPRAPVRNPRVEHTLRETSRRL 

ELAQTHERAPSPGRGLVREQMAAALRR 

LRELEDQARTLPELQEQVRALRAEKARL 

LAGRAQPEPDGEAETRPDKLAQLRRLTE 

RLATSERGGRARASPRADSPDGLAAGRS 

EGALQVLDGEVGSLDGTPQTREVAAEA 

VPETREAGAQAVPETREAGVEAAPETVE 

ADAWVTEALLGLPAAAERELELLRASLE 

HQRGVSELLRGRLRELEEAREAAEEAAA 

GARAQLREATTQTPWSCAEKAAQTESP 

AEAPSLTQESSPGSMDGDRAVAPAGILK 

SIMKKRDGTPGAQPSSGPKSLQFVGVLN 

GEYESSSSEDmOSDGDSENGGAEPPGS 

SSGSGDDSGGGSDSGTPGPPSGGDIRDPE 

PEAEAEPQQVAQGRCELSPRLREACVAL 

QRQLSRPRGVASDGGAVRLVAQEWFRV 

SSQRRSQAEPVARMLEGVRRLGPELLAH 

VVNLADGNGNTALHYSVSHGNLAIASLL 

LDTGACEVNRQNRAGYSALMLAALTSV 

RQEEEDMAWQRLFCMGDVNAKASQT 

GQTALMLAISHGRQDMVUTLLACGAD 

VNAQDADGATALMCASEYGRLDTAVRL 

LLTQPG\CDP\SILDNEGPSALA\IALE\AET 

GMKVAALL\HAHLSSGHPDTQSGVTPLA 

PQTANTW 


3041 


11092 


A 


399 


2 


510 


FLANFLCFIRD/GFHHVGQDGLHLLTS*S 
ACLGLPKCWDYRREPLRPTSPLLSRPHQ 
ALCCLAFGHSAATCTCVN/SALAWAGF 
WNPQAPGF/SVAPAHLLTHTVSLSPMPL 
WATCSPGAGHEAPGLMLQDPFGPPWCS 

COr V r ri tUs. 1 Akj CivAKAr bOK V CKClvAi^ 
ALPETGR 


3042 


11093 


A 


3990 


53 


364 


RSKVEAGLAPEPGPLGARVGS/PGTRAR 
HGRPG\PA\GASIGPGCGPNEQVDEQAGP 
AQLQGPQGPGAPRAIGFPHLRLGGSCKI 
KGDGPGVRRPGSDRLSSSSPT 


3043 


11094 


e 


3991 


408 


620 




3044 


11095 


c 


3992 


64 


300 


MDSSHSTTLXPTANPNTGLVEDLDRTGP 
LSMTTQQSNSQSFSTSHEGLEEDKDHPT 
TSTLTSSNRNDGHRWKKRPKSF* 


3045 


11096 


A 


3993 


1 


530 




3046 


11097 


A 


3994 


1 


436 




3047 


11098 


A 


3995 


3 


1009 




3048 


11099 


A 


3996 


1 


2226 




3049 


11100 


A 


3997 


2 


1599 


QPLPGSVRHPRPVLRRPLPRAQGSSSSFR 

PRPPFAPDTMDKFWWHAAWGLCLVPLS 

LAQIDLNITCRFAGVFHVEKNGRYSISRT 

EAADLCKAFNSTLPTMAQMEKALSIGFE 

TCRYGFIEGHVVIPRIHPNSICAANNTGV 

YILTSNTSQYDTYCFNASAPPEEDCTSVT 

DLPNAFDGPITITIVNRDGTRYVQKGEYR 

TNPEDIYPSNPTDDDVSSGSSSER\SSTSG 

GYIFYTFSTVHPIPDEDSPWITDSTDRIPA 

TNMDSSHSTTLQPTANPNTGLVEDLDRT 

GPLSMTTQQSNSQSFSTSHEGLEEDKDH 

PTTSTLTSSNRNDVTGGRRDPNHSEGSTT 

LLEGYTSHYPKrKESRTFlPVTSAKTGSF 

GVTAVTVGDSNSNVNRSLSGDQDTFHPS 

GGSHTTHGSESDGHSHGSQEGGANTTSG 

PIRTPQIPEWLllLASLLALALILAVCIAVN 

SRRRCGQKKKLVINSGNGAVEDRKPSGL 

NGEASKSQEMVHLVNKESSETPDQFMT 

ADETRNLONVDMKIGV 
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3050 


ino] 


A 


3998 


245 


1148 


FPGSTPTPFAPDTMDKFWWHAAWGLCL 
VPLSLAQIDLNITCRFAGVFHVEKNGRYS 
ISRTEAADLCKAFNSTLPTMAXQMEKALS 
IGFETCRYGFIEGHVVIPRIHPNSICAANN 

Tr; WTT TVMT^nvr>TVr'PXT a c a PPPPDP 
1 VJ V I IJL J I IN 1 Ols^ I J-/ 1 1 L.rrN Ao/Vr JrXiliJL/O 

TSVTDLPNAFDGPITITIVNRDGTRYVQK 
GEYRTNPEDIYPS\NP'nDDDVSSGSSSE\R 
ES'RSGGYIFYTFSTVVHPIPDEDSPWITDS 
TDRIPATRDQDTFPPQWGFPLPLHGSEFR 
WDTHMGSQGRWEQTQPLGPIRDTPNSQ 
NGLIHLGHPLLALGL 


3051 


11102 


A 


3999 


3 


327 


AGPGEVAGDGRDSGGPAGGRRCWLNW 
SGSGKSLRKGNPSVSIYCFCLPNHYLFDR 
N/SCLRSSAGTKSGSYPPQISSLMLILVPP 
CVPQQTOPGLDLKTQKLSLLSALI 


3052 


11103 


B 


4 


3508 


3762 


MTPGVVHASPPQSQRVPRQAPCEWAIRN 
IGQKPKEPNCHNCGTHIGLRSKTLRGTPN 
YLPIRQDTHPPSVIFCLAGVGVPGLPV* 


3053 


11104 


A 


40 


25 


412 


IQARKKQQSVLGlKTEDQGTPmLRKGI 
MDIEAYLERIGyiCKFT55ICI DFFTf TDII <5 
HQIPAVSFDNLTVLCGDAMDLGLEAIFD 
QAVR*NR\GGWl\LQVNHLLYWALTnG 
YETTKIGRYGYOTPAEK 




1 1 1 


A 


/inn 






1 V t3> J KVjivi w JU I r\j_»L»r r r r li I i^^v^o V A,v^ V vj 
TOWHDLSSLOPLSPG\SSNSPASAS*VAGl 
TGTH 


3055 


11106 


A 


4000 


8 


280 


SAQMAVTTAJDPRVRPRVRTTVFTSIAHT 
DTMVHLTPVE\KSAVTALWAK\VNVNEV 
GGEAPGQGCWVVLPLGPPKGPLKPFGGI 
CPNSLNAG 


3056 


11107 


A 


4001 


405 


647 




3057 


11108 


A 


4002 


405 


606 




3058 


11109 


A 


4003 


1 


849 




3059 


11110 


A 


4004 


2 


1173 


PQQSPECDVPLPVSVCSHWSIPTSHRLLR 
VLVTVECELYVRWPRCNADLTCTKAVQ 
NGWDLLKVPTCLHLLLAVPGVGLFIDEG 
VKQGFSVETFRDTRGVLVHGCIMSCLCN 
NRVRPYLGKKQKSKKTTDVGVEVEESG 
RGCAAGAEEVFQCMQQGSHSAAEGQES 
SSKVESGRHSYNLYLWVISPRTPASLQN 

T nil VPTPPWTW14PPPP1 VMI "MPWPriO 

ELFSYLRNRGHFSSTTGLFYSAEIICAIEY 
LHSKEIVYRDLKPENILLDRDGHIKLTDF 
GFAKKLUYRLMWKSLLSEKRWVWRCG 
GEAKER*Q*QQFGWVPASRKVRS*SQDT 
CPHHRKQGRLRTWTLCGTPEYLAPEVIQ 
SKGHGRAVDWWALGILIFEMLSGAWL 


3060 


mil 


A 


4005 


149 


1358 


APPSHCLCVSVSRAEPRTQRRGRAWGAS 
VDAAAAAAPPSEAASRGVRLPERSGLAR 
RPGPECLPMEAPGPAQAAAAESNSREVT 
EDAADWAPALCPSPEARSPEAPAYRLQD 
CDALVTMGTGTFGRVHLVKEKTAKHFF 
ALKVMSIPDVIRRKQEQHVHNEKSVLKE 
VSHPFLIRLFWTWHEERFLYMLMEYVPG 
GELFSYLRNRGHFSSTTGLFYSAEIICAIE 

FGFAKKLVDRTWTLCGTPEYLAPEVIQS 
KGHGRAVDWWALGILIFEMLSGFPPFFD 
DNPFGIYQKILAGKLYFPRHLDFHVK/DG 
ANDVNHHRWFRSVDWKAVPQRKLKPPI 
VPTIAGNGDTSNFETYPEHDWDTAAPVP 
QKDLEIFKNF 


3061 


11112 


A 


4006 


1 


683 
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3062 


11113 


A 


4007 


521 


1163 


SQDTCPHHRKQGRLRTWTLCGTPEYLAP 

EVIQSKGHGRAVDWWALGIUFEML/SG 

AFPKHVSSNASPGLQNWGRFPPFFDDNP 

FGIYQKILAGKLYFPRHLDFHVKCQTPK 

EKQKTKNKVIFLHARHQKQNKTNNNNN 

SNNKMKFIBCNGANDVKHHRWFRSVDW 

KAVPQRKLKPPIVPTIAGNGDTSNFETYP 

EHDWDTAAPVPQKDLEIFKNF 


3063 


11114 


A 


4008 


181 


1448 


APPSHCPRRSVSRAOPRTRRRERAWGAS 

VDAAAAPPSEAASREARLPERSGLARCP 

GPECVPMEAPGLAQAAAAESDSRKVAE 

ETPDGAPALCPSPEALSPEPPVYSLQDFD 

TLATVGTGTFGRVHLVKEKTAKHFFALK 

VMSIPDVIRLKQEQHVHNEKSVLKEVSH 

PFURLFWTWHDERFLYMLMEYVPGGEL 

FSYLRNRGRFSSTTGLFYSAEIICAIEYLH 

SKEIVYRDLKPENILLDRDGHIKLTDFGF 

AKKLVDRTWTLCGTPEYLAPEVIQSKGH 

OKA V U W W ALCjuLIFEMLSGFPPaFFDDN 

P\FGIYQKILAGK\IDFPRHLDFU^VKD\LIK 

KLLWDRTRRLGNMKNGANDVKHHRW 

FRSVDWEAVPQRKLKPPIVPKIAGDGDT 

SNFETY\PENDWDTAAPVPQKDLKJFKNF 


3064 


11115 


C 


4009 


3 


167 


MPMXAQIEEPQPIQVKTRTNLRLTQLRE 
QDQTQKCLCPLYNQQAPRKKFLLLWA* 


3065 


UU6 


A 


401 


532 


986 


PWAKLGLSCVPAWQVQVLAICRWKEVG 

ILDFLFFFVFFFLR*SL/DSDTQAGVQWC 

DLGSLQTPLPGFKWFSCPSLPSSWDYRH 

APPRSADFCIF/M*RWGFTMLAKLVSNS* 

PQ/CDLPASASQSAGITGVSQCTRRNLGIF 

IDGTSVSDSSRT 


3066 


11117 


A 


4010 


1 


2195 


MDPGTLQSASQGPTAINPCDYVLKRRNI 

QTSWQRLTPIIKWHVYILMIGPGEKEAG 

RNLGIFGKWTPFPKIPAKRLRESNCPVDA 

QEIWLPQAFREYLGRRGNFGPGRRTCEF 

WEVESICSVESWELWLRQADSGDSGKC 

SPDACGnDTSGLRAGHCYLTRLWHVSG 

RIPPSFKLHHPGVaCFPKVGGKMTTFKE 

AVTFKDVAWFTEEELGLLDPAQRKLYR 

DVMLENFRNLLSVGHQPFHQDTCHFLRE 

EKFWMMGTATQREGNSGGKIQTELESV 

PEAGAHEEWSCQQIWEQIAKDLTRSQDS 

IINNSQFFENGDVPSQVEAGLPTIHTGQK 

PSQGGKCKQSFSDVPIFDLPQQLYSEEKS 

YTCDECGKSICYISALHraQRVHMGEKC 

YKCDVCGKEFSQSSHLQTHQRVHTG\EK 

PFKCG\Q\CGKGFSRRSALNVHHiaHTGE 

KPYICEACGKAFIHDSQLKEHKRIHTGEK 

PFKCDICGKTFYFRSRLKSHSMVHTGEK 

PFRCDTCDKSFHQRSALNRHCMVHTGE 

KPYR\CEQCGKGFIGRLDFYKHQVVHTG 

EKPYNCKECGKSFRWSSCLLNHQRVHS 

GEKSFKCEECGKGFYTNSQLSSHQRSHS 

GEKPYKCEECGKGYVTKFNLVDLHQRVH 

TGERPYNCKECG\KNFSRAS\SILNHKRL 

H/SPEKNPFKCEDCGKRLVHRTYRKDQP 

RDYSGENPSKCEDCGRRYKRRLNLDILL 

SLFLNDT 


3067 


11118 


A 


4011 


1 


4559 


MDGAKAFFSAVAAGFVIILTCQLQWQW 

QHGGVHAHQLWQLASGYRDACFCVST 

YSSGPSEFPGPTLGTLNELAIDLEERKHR 

RKAKVWKGEGGGLRSPRQSLLAFRAVL 

ASRGTRSCHVSPYLGVSGALSSPNPHPST 

TGAGPIPPVQRWGLPQnSIQKNREIAIPLT 

LGMSTHLRRGCKNMSRFSPSLHCCTTPIS 

TNFTDPGSHCKGAHGDICLLIQNLKGAL 

PMSINRSYFNAHPLLQISEAVTFKDVAV 

VFT 
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3068 


11119 


A 


4014 


1 


1387 


FRAASGRETRAALGASQCLTPHPLPRVG 

GGGASGGGLRGAGQAWSAMSSPDAGY 

ASDDQSQTQSALPAVMAGLGPCPWAES 

LSPIGDMKVKGEAPANSGAPAGAAGRA 

KGESRIRRPMNAFMVWAKDERKRLAQQ 

NPDLHNAELSKMLGKSWNAVLTLAEKRP 

LVEEAERLRVQHMQDHPNYKYRPRRRK 

QVKRLKRVEGGFMHGMDEPQAAAMGP 

EGGRVAMDGLGLQFPEQGFPAGPPLLPP 

HMGGHYRDCQSLGAPPLDGYPLPTPDTS 

PLDGVDPDPAFFAAPMPGDCPAAGTYSY 

AQVSDYAGPPEPPAGPMHPRLGPEPAGP 

SIPGLLAPPSALHVYYGAMGSPGAGGGR 

GFQMQPQHQHQHQHQHHPPGPGQPSPP 

PEALPCRDGTDPSNQPAELLGEVDRTEFVE 

QYLHFACKPEMG\LPYQGHDSGVNLPDS 

HGAISSEVSDASSAVYYCNYPDV 


3069 


nm 


A 


4019 


77 


407 


ESDGGKRKKKSRGDPSQLEEKISKGCPQ 
RRKKPRLYRPSNYNRAFRRMRR/ARLPT 
RTSPETRTPQPH\SPHS\PERTPTPPPGRPP 
FLGAGQLQRLFMGIPQVGDCPPPSS 


3070 


11121 


A 


402 


2 


992 


FVDAAGCPLRCSVVTGIVVLQKSGNRPE 

DLRAAQLPGRLELLLNNFCSAMSPAPDA 

APAPASISLFDLSADAPVFQGLSLVSHAP 

GEALARAPRTSCSGSGERESPERKLLQG 

VLWT1SEKLFCSTCDQ1TQNHQEQREHY 

ELHRRSFPAFSGIRRIQDSASEEDLQTLD 

RERATFEKLSRPPGFYPHRVLFQNAQGQ 

FSLCLPLCPR/LLIRIPQKRQNLLLTRTLQS 

RGPRDCWLMAAAGHFAGAIFQGREW 

THKTFHRYTVRAK/QGHSQGAFG/NARG 

GPSHSAGANLR\RYNEATLYKVS 


3071 


11122 


A 


4020 


20 


463 




3072 


11123 


A 


4021 


572 


1594 


SSDWKRTMSWIKEGELSLWERFCANIIK 

AGPMPKHIAFIMDGNRRYAKKCQVERQ 

EGHFTGFKQVLAETLRWCLNLGILEVTVY 

AFSIENFKRSKSEVDGLMDLARQKFSRL 

MEEKEKLQKHGVCIRVLGDLHLLPLDLQ 

EUAQAVQATKNYNKCFLNVCFAYTSRH 

nTCMAVDPXif AXUnVPrkTlT 1 T^PQT^TQTJQT 1 
EfloiM A V JKJCrlVlA W U V Cl^VjlrfLil^r OJJl olSOljLf 

DKCLYTNRSPHPDILIRTSGEVRLSDFLL 

WQTSHSCLVFQPVLWPEYTFWNLFEAJL 

QFQMNHSVLQKARDMYAEERKRQQLE 

RDQATVTEQLLREGLQASGDAQLRRTRL 

HKLSARREERVQGFLQALELKRADWLA 

RLGTASA 


3073 


11124 


A 


4022 


2 


365 




3074 


11125 


A 


4023 


] 


464 


RRWRICSTWTRSFATAWUPPAPSANFPR 

TDRSQGDRGAPAGFALAPILEFFLWDTS 

SQKFLQKPHCFMHGRERAKMGRRAQQE 

SAQAENHLNGKNSSLTLTGETSSAKLPR 

CR/QGGWAGDSVKASKFRRKASEEIEDF 

RLRPQSLNGSDYGGDIP 


3075 


11126 


A 


4024 


254 


662 




3076 


11127 


A 


4025 


3 


392 


MKYSAIQTLDGEIDLKLLTKVLAPEHEV 

R*VQWWQQFPGLSTLAIPINPAELPGLAL 

CLP*RPWNGREKVSLQLREICALSLSYPA 

KPFL\EDDVGWDWDHLFTEVSSEVLTE\ 

WDPLQTEKEDPAGQARHT 


3077 


11128 


A 


4026 


63 


779 


GPIRGPWGPGFGGWGGATPPAPTSLRRL 

RAAGLAPRRRAKMGRRAQQESAQAEN 

HLNGKNSbL 1 L I Ut, I c>b ArLLfKOKv^uO W 

AGDSVKASKFRRKASEEIEVDFRVLRPQSL 

NGS\DYGGD1P1\1PDLEEVQEEDFVLQV\A 

APPSJ\QIKRVMTYRDL\DNDLM\KY\SAI 

QTLDGED/IDLKLL/TPKVLAPEHEVRER 

NPSWQDDVGWDWVTHLFTEVSSEA^SFT 

p.wopT oTP.i^ p.npnnn\ a p wt 
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EWDPLQTEKEDPGGQVARHT 


3078 


11129 


A 


4027 


2 


311 




3079 


11130 


A 


4028 


1 


136 




3080 


11131 


A 


4029 


2 


170 




3081 


11132 


A 


403 


2583 


3827 


DRVSLLLPRLECNGAILAHCNLCL/SGFK 

♦FSCLSLPSNWDYREVPPmQLIFVFLVE 

MGFHHIAQAGLELLTS/SI/PPTLA/FPKC 

WDYRR\DHHAWLFFFCSE\NSFTLLPRLE 

*GGLISDHCNLRLLGSSDLPASASQ\EPRL 

QACATTPR*FLYFW*RRGFTMLARLVLN 

S*PQV/HPPASASQSAEnGVSHHTWPQEV 

FLFLNLFIYLRWSLALSPRLECSDGISAH 

CKLRPPGSS\ILLPQPPE*LGLQAPATTPG* 

FFCIFSRDGFSPC*PGGS*SPDLVICLPRPP 

KVLGLQV*ATTPGYFYFFETGTHSVTWA 

/V V W I 1 i/\n\^OuC»LjLtOo^Urr I ood\^ V JO 

TTGAPHHAHLIYLFryLFlFlEMRVPCW 
QAGLELLSSRDPFAWASQSAEITGMSHR 
AQLGIIFKAPRMSV 


3082 


11133 


C 


4030 


64 


276 


MCKALGTPYSPQQQRLOTEASSVHRTC 

WHLLGQGSAARXXXXXXXXXXXXXXX 

XXXXXXXVSIDPTTQG** 


JXJOJ 


1 1 n4 
1 1 1 


A 




1 


4>yj 




3084 


11135 


A 


4032 


3 


279 




3085 


11136 


A 


4033 


3 


392 


RIRHEAAAKGAAAMSAHLQWMVVRNC 

SSFLIKRNKQTYSTEPNNLKARNSFRYN 

GUSPARLWGVEPA\ADGKGW\VVI\KR 

RSGQR\KPA\TSYLRTTINKNARATLSSIR 

HMIRKVNKYRPDLAHGHAGI 


3086 


11137 


A 


4034 


2 


562 


VAAAKGSRRQCLRHLQWMWVRNCSSF 

LIKRNKQDPTALSPNNLKA\RNSFR\YNG\ 

L1HRKDCGTWSRSADGK\GWV\VI1C\RR 

SG\QRKLATSYVAGPPSTRNARSHASGR 

HQA^HIDPARNKLPPPTCRMGSPFRRAQR 

PFLAQAGRLVDWLKEGRRDPAPPRSSLK 

PLGPQKQLKSAGVFSKKKKKSR 


3087 


11138 


A 


4035 


i 


139 




3088 


11139 


A 


4036 


1 


299 


VG1W*PVTNFGVISGTKAIEMD*G/TPYIH 
ALTNGLLTVEAPHK/ERIALKPGYGKYLS 
INSOELVV/GRSDAIGPREQWEPVFQNDG 
HPVMRMNSLQLKATI 


3089 


11140 


A 


4037 


796 


911 


AMA*YSYVKSSKLVLKGT\SKKKKSTDK 
KRKREDEETQLD/IVGIW*TVTWGEISG 
TMAIWNGRKGTYIHALDNGLFTLGAPHK 
/ERIALKSGYGKYLGINSDGLWGRSDAI 
GPREQCEPVFQNGKMALLASNSCFIRCN 
EAGDIEAKSKTAGEEEMIKIRSCAERETK 
KKDDIPEEDKGNVKQCEINYVKKFQSFQ 
DHKLKISKEDSKILKKARKDGFLHETLXL 
DRRA\KLEAD\RYCK 


3090 


11141 


A 


4038 


193 


754 


EPSRGVWPHEDARINOSKKKKSKEKKR 

KREEDEETQFD/IVGIW*TVTNFDE1SGT1 

AIEMDEGTYIHALDNGLFTLGAPHKEGVK 

MALLASNGCFIRCNEAGDIEAKSKTAGE 

EEMIKIRSCAERETKKKDDIPEEDIGNVK 

QCEINYVKKFQSFQEHKLKISKEDSKILK 

KAOKDGFLHETLLDRGP 
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3091 


11142 


A 


4039 


213 


919 


YVQSLKQILS/GCI*ESIAIKKKKNKDKKR 

KREEDEETQLDIVGIWWTVTNFGEISGTI 

AT EMOKGTYIHALDNGLFTLGAPHKEVD 

EGPSPPEQFTAWKLSDSRIALKSGYGKY 

LGINSDGLVVGRSDAIGPREQWEPVFK\ 

MGKMALSTSNSCFIRINHEAEDIEAKSKT 

AGEEEMIQGSP*SSVQPFHLLWTFAFILT 

QEHRSLLLKIRSCAERETKKKDDIPEEDK 

GNIKOCEI 


3092 


11143 


B 


404 


1 


336 


MGRARWLTLVIPALWEAEAGGSREVEE 
YMGAEAVKSWTSSMFKEWDEKVRREK 
TSSRRARAAQCGGVFESPEYVHLLKVFL 
EDLDKQQQTNSKASRRQEIDCIRAELEIK 
T* 


3093 


11144 


A 


4040 


802 


1463 


AEATALENPLEESRPHEDARINGSKKKK 

SKDKKRKREEDEETQFD/IVGIWWTVINF 

GGISGTIAIEMDEGTYIHALDNGLFTLGA 

PHK/ERIALKPGYGKYLSINSDELVV/GRS 

KAIGPREQWEPVFQNGACAAGFTVIGSE 

KQSECSLLRESRAKYHGCTHGQISSSLK 

QHPRWMYSHQEDLKVWSLVEKKVTFE 

HIYLLKRNNSHHSIAEAMYGRLSNYI 


3094 


11145 


A 


4041 


879 


1051 


GGARYHFFFFFFFFDGACSVTQAGVQWP 
ILGSLQPPPPRFKQFSCLSLPSSWVDYRRD 


3095 


11146 


A 


4042 


125 


1366 


RDSSSS-nuSHKSAKCACGFFPSTHKSGTF 

RFTSVRCLKYKSAKSFLHIGYREAAVWC 

CQRLVPCTRRTQESSLDFATNLQHSAWS 

RLCRRGASRTSSAARSRSRSPAVEGCNR 

SPGAPQPAPRARRRPSRGAPGRAMVKV 

AVFNSALAQKEAKKDEPKSGEEALIIPPD 

AVAV\DCKDPDDVVPVGQRRAWCWCM 

CFGLAFXMLAGVILVGGAYLYKYFALQPD 

nVYYPniKYlKVT^nVlT TsI/P^P^^AHAPA a\ 
V I I i^vJiJv I irwvL'JL/ V iijiyi i^or or\iJ/\r r\j\\ 

LYQTIEENIKIFEERRSLNFISVPVPEFVAD 

SDPAKIVQDFNQETYRPYLDFNL\DKCY 

VIPXLNTSMCYATPKTLLELLIMIKAGNLF 

ALSPYLDSMRHMGYLLDRI\ENIDHPGF\ 

FIYRLCHDKETYKUQRRETIKGIQKREAS 

NCFAlRHFra^AVEmiCS 




111 An 
J 1 14/ 


A 








HRVAFLPKRRTGGTRMDRSATAATAPP 

AAPAGEGGPPAPPPNLTSNRRLQQTQAQ 

VDDWDIMRVNVDKVLERDQKQSELDD 

RC/ADALQAGASQF\ETSAAKLKRKY\W 

WKNLKXMMIILGVICAIILIIIIVYFQHLNP 

RGVCPA 


3097 


11148 


A 


4044 


17o 


fjl 


TGSSLVL\CLLAASLLLFVPTLALLTGATT 

CWCLHNICRLAV/RRPLAWAGAFGGLVS 

TRLIHGR-nSFYFNSLPVLQTNSSraQNU^ 

SWDSGGRGDLPWPLAAPRRVGLDLCSC 

QAHTCQQGADWIHALLCLMGVTGVPTA 

LPAKHLEQNTSPFVVDAE 


3098 


11149 


A 


4045 


3 


155 




3099 


11150 


A 


4046 


100 


448 


WWEVKGMSHGQKNKQEGGAIHFRACV 
CVMESHSVHRLECSGAISAHCNLRLQGS 
SNSPDSASRVAGTTSTRHEAQLIFVFLAE 

TGFHHVGQAALELLTSSDPPTSASQSAD 
MLYK 


3100 


11151 


A 


4047 


151 


461 


RLTAAATASLCPLPRPVTRLPLSRGSKM 
KEGMSNNSmSISKPRKAVEQLKMEAC 
MDRVKVSQAAAD\LLAYCEAHVREDPLI 
IrVrAobNrFREKKrrCl IL 


3101 


11152 


A 


4048 


1 


447 




3102 


11153 


A 


4049 


553 


1938 




3103 


11154 


A 


405 


2 


313 


FFFFLRRSLALSPRLECSGVISAHCKLRLP 
GSRyRFSCLSLSHSWDYRRPPPRPANFLY 
FLVEKGFHCVSQDGLHLLTS/AIPP/rSA/F 
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PKCWDYRCDSMNFLMVSKD 


3104 


11155 


A 


4050 


303 


478 


DCTSRPSLCPLSARCDVHGLSPGPELVR* 

GLIVIEDALPKSHSGGRGEVRQPWDFCG 
A 


3105 


11156 


A 


4051 


458 


964 


DPRTMNLAISIALLLTVLQVSRGQKVTSL 

SLTRETKKHVLFGTVGVPEHTYRSRTNF 
TSKYNMKVLYLSAFRSKDEGTYTCALH 
HSGHSPPI\SS\QNVPVFRDHGVK\CEGISL 
LA\QNASWLL\LLLLSLSLLQ\ATDFMSL 


3106 


11157 


A 


4052 


411 


557 


YSTDELPNIKISTSGRLQWLMSIIPALWE 
A/EDQAGRSFEFRNLRLVWTT 


3107 


11158 


A 


4053 


508 


1220 


PLPPAATPCPKKQLGSQAWACRAARGA 

EQGVWGWRKHPAPSRGRVDKGSTKQK 

DPSPAHTTSTLNYQMHSCS/HKRRHTHT 

HTHTHTHTHTHTHTRQHNIPGGPSPDQE 

EAGQWEKKAANPSHNPTLQDFOIVSSIL 

SCCKKKl/EAPSPEQISMVGPRGSNLWFP 

HWQRRQEPAKCSFGLKEQWGGDFSRM 

NRLMriPGVNPSTSFPWSRKI 1 T-imCDVR 

CWLRHRAKCLSARCPRIWRVW 


3108 


11159 


A 


4054 


1609 


1^07 


DRVWLLPRLEYSGMVSAHCNTHLLGSS 

QSNPTSASQAAGTTGAHHYVPQLVYIYIY 

ILGFLVETRFR 


3109 


11160 


C 


4055 


169 


297 


MILEFHXXXXXXXGGGRFKEPLGGPNLP 
GAGKVLFFSLWGAD* 


3110 


11161 


A 


4056 


270 


614 


PFKFILITQVIRDPLFSS£PYLGEKA>mPP 
GFHHVKGQQASHVCKTHPAPSCPP/PDC 
CLPCPSLGPAPHFRGCCEMEFPGKNFRC 
LDPFYLDNIFRFFCSLVTYPGGKEIARTFF 




1 1 lOZ. 


A 




O J / 


Ron 


iJxw/wjoxv I ijorori^xiiviriviorj«»ijL» v/o 1 r 
LALCMULVVLFLLKLPPKLFSELPLLKL 
TFLPCELLHLHLLFQDLAYFFFNGLRK 


3112 


11163 


A 


4058 


3 


191 

^ 


ATAARPCPGLGRRAGESRGPGH1GVRP\G 
STLCQIIATCHMSVNDGGOKYVLCRWE 
KRLWPAKVLARTATSTKNKRRKEYFLA 
VQILSLEEKLSVVLF 


3113 


11164 


A 


4059 


2 


1940 


CPGLGRRAGESRGPGHIGVRPGSTLCQII 

ATCHMSVNDGGC\KYVLCRWEKRLWPA 

KVLARTATSTKNKRRKEYFLAVQILSLE 

EKMKVKSTEVEILEKSQIEAJASSLASQNE 

VPAA/PPLEELAYRRSLRVALDVLSEGSI 

WSQESSAGTGRADRSLRGKPMEHVSSPC 

DSNSSSLPRGDVLGSSRPHRRRPCVQQSL 

SSSFTCEKDPECKVDHKXGLRKSENPRG 

PLVLPAGGGAQDESGSRIHHKNWTLASK 

RGRNSAQKASLCLNGSSLSEDDTERDM 

GSKGGSWAAPSLPSGVREDDPCANAEG 

HDPGLPLGSLTAPPAPEPSACSEPGECPA 

KKRPRLDGSQRPPAVQLEPMAAGAAPSP 

GPGPGPRESVTPRSTARLGPPPSHASADA 

TRCLPCPDSQKLEKECQSSEESMGSNSM 

RSILEEDEEDEEPPRVLLYHEPRSFEVGM 

LVWHKHKKYPFWPAWRSVRQRDKKA 

ISVLYlbOHMNrivMlvvjr 1 VoLivbLK.rlrJLJC 

KEKQTLLNQAREDFNQDIGWCVSLITDY 

RVRLGTWGAGEGWSWAAGVQPLKTPW 

TGWAGAAWRRGIFPWAWGIPCGWAGV 

LAWPDYFLNRDAGPAPGTHFLGLLLGLH 

SALSPPPPAGCGSFAGSFLEYYAADISKS 

TGCI 



wo 01/88088 
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3114 


11 165 


A 


406 


4565 


5027 


LIGYILFCFFFFFFFFLRQSLVLLPGLECSG 

VILAHCNPR/LPGFK*FSCLSLPSSWNYR 

HAPARPWSFVFLAEMGFHHIGQAGLKL 

LT/SV/IPPTSA/FRKCWDYRREPPRPTA\F 

FVLNKFTVLGSNSGF*T*DHRINHFMRLY 

CNYTLEYSGSHL 


3115 


11166 


A 


4060 


1 


2722 


MERPLRGSRHPRLFPVPPGVLGPSQGHIG 

VRPGSTLCQIIATCHMSVNDGGOKYVL 

CRWEKRLWPAKVTAIiyRVTSGLRNDFR 

VTKTSVTGPSILKYLNO'EPVTLNQRLTFK 

RQITDDQAAHCSAPIKVKSTEVEILEKSQI 

EAIASSLASQNEVPAAPLEELAYRRSLRV 

ALDVLSEGSIWSQESSAGTGRDNNRSLRG 

KPMEHVSSPCDSNSSSLPRGDVLGSSRPH 

RRRPCVQQSLSSSFTCEKDPECKVDHKK 

GLRKSENPRGPLVLPAGGGAQDESGSRI 

HHKNWTLASKRGGNSAQKASLCLNGSS 

LSEDDTERDMGSKGGSWAAPSLPSGVR 

EDDPCANAEGHDPGLPLGSLTAPPAPEPS 

ACSEPGECPAKKRPRLDGSQRPPAVQLE 

PMAAGAAPSPGPGPGPRESVTPRSTARL 

GPPPSHASADATRCLPCPDSQKLEKECQ 

SSEESMGSNSMRSILEEDEEDEEPPRVLL 

YHEPRSFEVGMLVWHKHKKYPFWPAVS 

WDESTRGWISRLKAAFRTIALHIPKSNAQ 

NRCHLTSPSLRVPGAHLRSDQPKPSGPR 

CPPAFRPAQAIGSPVPTCVQISPSHRVPG 

AHLRSDQPKPSGPRCPPFEQLRAQTCAW 

CVSHLPEGPCARRLPEPPLSGRNQAREDF 

NQDIGWCVSLITDYRVRLGCGSFAGSFL 

EYYAADITSRACPGALIPWATSSVSLLW 

LVAAHIRCCEECRPGASFAGYPVRKSIQ 

QDVLGTKLPQLSKGSPEEPVVGCPLGQR 

QPCRKMLPDRSRAARDRANQKLVEYIV 

KAKGAESHLRAILKSRKPSRWLQTFLSSS 

QYVTCVETYLEDEGQLDLVVKYLQGVY 

QEVGAKVLQRTNGDRIRFILDVLLPEAII 

CAISAVDEVDYKTAEEKYIKGPSLKLPG 

KRNI 


3116 


11167 


A 


4061 


57 


235 




3117 


11168 


A 


4062 


754 


1767 


WTSWWMSSVLTILLFSLQGNKMLNYSA 

PSAGGCLLDRKAVGTPAGGGFPRRHSVT 

LPSSKFHQNQLLSSLKGEPAPALSSRDSR 

FRDRSFSEGGERLLPTQKQPGGGQVNSS 

RYK-nELCRPFEENGACKYGDKCQFAHG 

IHELRSLTRHPKYKTELCRTFHTIGFCPY 

LQHSFSFAGFPSAAATAAATGLLDSPTSI 
TPPPILSADDLLGSPTLPDGTNNPFAFSSQ 
ELASLFAPSMGLPGGGSPTTFLFRPMSES 

GSDSPTLDNSRRLPIFSRLSISDD 


3118 


11169 


A 


4063 


568 


715 




3119 


11170 


A 


4064 


65 


347 


GLPAPLPPP/PPRSLPFPAPGLRSQRFSTSA 
PPRHARPPPVARARAAPPHPQASGRKSQ 
VSAPLVERAPLRAPGLTATAWTVLGDP 
ACAFPLEM 


3120 


11171 


A 


4065 


1648 


1974 


KVFFCFYRIYVCICVCVCVCVCyrLQTL/C 
YSIANMLTSSQCLQSCGSQSWCQMHIKS 
SKAIMTIPCKFISRKPWEGDCSSLEPHGV 
SAFDIWVPQLCIKKVLNHFSPRKN 
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3121 


11172 


A 


4066 


12 


1662 


FLRGGCCFCYMTCQRPSLRPTALLPERS 

VPPLPPAAPPRPVRHPPVAAPPARRCPAP 

APPPPFPPDDWVMLDMGDRKEVKMIPK 

SSFSINSLVPEGLQNDNHHASHGHHNSH 

HPQHHHHHHHHHHHPPPPAPQPPPPRAA 

QQQQPPPPPLAPQAGGAAQSNDEKGPQL 

LLLPPTDHHRPPSGAKAGGCCRPGELGP 

VGPDEKEKGAGAGGEEKKGAGEGGKD 

GEGGKEGEKICNGKYEKPPPFSYNALIM 

MAIRQSPEKRLTLNGIYEFIMKNFPYYRE 

NKQGWHNSIRDNLSLNKCFVKVPRHYD 

DPGKGNYWMLDPSSDDVFIGGTTGKLR 

RRS\TTSRAKLAFKROAA\LTSTGLTFMD 

RAGSLYWPMSPFLSLHHPRASSTLSYNG 

TTSAYPSHPMPYSSVLTQNSLGNNHSFST 

ANGLEAWDRLWNGEIPATATHHL'AAA 

ALAA\SVPCGLSVPCSGTYSLNPCSVNLL 

AGQTSYFFPHVPHPSMTSQSSTFMSARA 

ASSSTSPQAPSTLPCESLRPSLPSFTTGLS 

GGLSDYFTHQNQGSSSNPLIH 




1 1 1 / J 


A 


An'7 


10/ 




1 KU 1 b AAK 1 OKooOI AbMAbOlLVN VKE 
FVTPPIPl Fl 1 TOPI ^1 DPHH^FPnAPl T 

ANHKKSMLDKGESSCPVCRISYQPENIRP 

NRHVANIVEKLREVKLSPEGQKVDHCA 

RHGEKLS\IFCQEDGEGSFCW\VC*AVFR 

EHRGSPHVSSQRRFAREYQVKLQAAJLE 

MLRQKOQEAEELEADIR 


3123 


11174 


A 


4070 


1 


507 




3124 


11175 


A 


4071 


259 


1409 


FLLWRYFVFGIVTEEKEKVQPTVYLIQLL 

DLLKAIT/SPHLEAGSKPSKK-nGEKSSGS 

SSHSESKKEHHRKKVSGSSGELPLEDGV 

SHKSKKMKPLYVNTVETLTLREPDGLKM 

KLILSPKEKGSSSVDEESFQYP\SQQATV 

KKSSKKSARDEQGALLLGHELQSFLKTA 

RKKHKSSSDAHSS\PGPLKGLLGLDA\SQ 

FRKSPHSANVLDLSGLEPMLVESDSSSGGE 

LEAGELVIDDSS\REIKKKKKSKKSKKKK 

DKEKHKEKRHSKSKRSLGLSAVPVGEVT 

VTSGPPPSIPYAGAAAPPLPLPGLHTDGH 

SEKKKKKEEKDKERERGEKMGPSSWKK 

ISSGLPLILHDGPWKNCFPRNRYPVPKRL 

RTADLVGLYLGSQKHK 


3125 


11176 


A 


4072 


436 


2063 


RRREVEGWYFGGFSHRRTVCICDTPDISS 

LESSQKKKKKSSPQSTDTAMDLLKAITSP 

LAAGSKPSKKTGVEKSSGSFKAISGELKR 

EHHRKKVSGSSGELPLEDGGSHKSKKM 

KPLYVNTETLTLREPDGLKMKLILSPKEK 

GSSSVDEESFQYPSQQATVKKSSKKSAR 

DEQGALLLGHELQSFLKTARKKHKSSSD 

AHSSPGPEGCGSDASQFAESHSANLDLS 

GLEPILVESDSSSGGELEAGELVIDDSYR 

EIKKKKKSKKSKKKKDKEKHKEKRHSK 

SKRSLGLSAVPVGEVTVTSGPPPSIPYAG 

AAAPPLPLPGLHTDGHSEKKKKKEEKDK 

ERERGEKPKKKNMSAYQVFCKEYRVTI 

VADHPOIUr ubLbKKL AEVWKQLPEKD 

KLIWKQKAQYLQHKQNKAEATTVKRK 

ASSSEGSMKVKASSVGVLSPQKKSPPTT 

MLLPASPAKAPETEPIDVAAHLQLLGESL 

SLIGHRLQETEGMVAVSGSLSVLLDSIIC 

ALGPLACLTTQLPELNGCPKQVLSNTLD 

NIAYIMPGL 


3126 


11177 


A 


4073 


323 


539 


PFMICLVHFCAPGNXPPSARPRPSPSPRCH 
PCAPQEGKMTHPQFRVMPAPSCYNWLL 
ENVPFIIQNSGVRIS 


3127 


11178 


A 


4074 


27 


425 


GGGSGPRAPSATLLDTGESVAAVASGED 
KGIAASAAAAAVFACSCSPDPQSSTMNP 
VYSPVQPGAPYGNPKNMAYTGYPTAYP 
AAAPAYNPSLYPTNSPSYAPATLVM\KQ 
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AWPQNSSSCGTEGTFHLPVDTG 




1 1 1*70 

11 1 /9 


A 


hU/j 


1 


AXA 




3129 


111 OA 




40 /o 


1 n 
11/ 


ZDl 


M Vrur oLl^N D WC^Aor Nlr Wr ALr KxULu 
PSPSVSPVDIFCGACC* 


3130 


11181 


A 


4077 


58 


313 


SSKQNKNPKESKTTKQNQIYTSYTQARP 
WGFPIFTyPGLCFENTYKFFDQTTWKTLV 
KSSSSSSSSSSSPILFLFKM*VPIKFKN 


3131 


11182 


A 


4078 


1 


279 




3132 


11183 


A 


4079 


54 


946 


GGGSGPRAPSATLLDTGESVAAVASGED 

KGIAASAAAAAVFACSCSPDPQSSTMNP 

VYSPVQPGAPYGNPKNMAYTGYPTAYP 

AAAPAYNPSLYPTNSPSYAPEFQFLHSA 

YATLLMKQAWPQNSS\SCGTEGTFHLPV 

DTGTENRTYQASSAAFRYTAGTPYKVPP 

TQSNTAPPPYSPSPNPYQTAMYPIRSAYP 

QQNLYAQGAYYTQPVYAAQPHVIHHTT 

WQPNSIPSAIYPAPVAAPRTNGVAMGM 

VAGTTMAMSAGTLLTTPQHTAIGAHPVS 

MPTYRAQGTPAYSYVPPHW 


3133 


11184 


A 


408 


1234 


1337 


TRGPRGPADSCRKAWSEKAWQRGPWS 

WCPAAGASGGCGPLHPWLW/PPEPWVE 

RATPT*GPCSRTPAPGSPLPGFLRPGLPA 

AVCRPPGSPCSETVLF*EAEAT^/P*APVRI 

GGTFQPCAVLLPARMKVVQSSTVRWT 

VTRLPVQKVEVAGGWPGSHEKTLP/AA/ 

PAWGLDRKPLQAPRSQLKPPNPQGTAES 

GQRWAHRYKCCFVSLTPCSSQLPVP*DL 

ASKG*PSHT*ILGSF*DLCLPA*PMLQGPC 

PQPLSAP*VFLFPSL\S*VGALIGPFLARPF 

SRGQLP*AWATPPWPS*PLAK/SPPDVAC 

SLVPGPSFSPSHPSAPWEPHL*APGALN 

VLSPLDLMCIPSPASYVAAKAPQAVNGG 

SCHTSLPELT*P\PATSCIGILRAGPCSLM 

GPPRPVKPW»RSLACLLGNSQCLTPQPK 

TGSVPYGSPAVAWVP/ERLPPPGSPVPPAP 

IKVLPLMQACVDHVFPWPEPPPATGGQL 

PF 


3134 


11185 


A 


4080 


1 


502 


RHEGGMWRAGSMSAELGVGCALRAVN 
ERVQQA\VARRPR\DLPSPSQPRLVAV/SA 
KTKPADMVIEAYGHGQRTFGXENYVQEL 
LEKASNPKILSLCPEIKWHFIGHLQKQNV 
NKLMGKSEFLIKRENIMPRTELNSPFSGV 
lYTWETYPTSMFlUWWSFRKIIKNCSP 


3135 


11186 


A 


4081 


171 


1184 


IPILIMKLLCCHKSSGDPPYLHLFAKSKH 

STLPFSLGLGVGPRGMWRAGSMSAELG 

VGCALRAVNERVQQAVARRP/RGDLPAI 

QPRLVUVSKmPADMWIEAYGHGQRT 

FGENYVQELMJSKASVNPKILSLCPEIKWH 

FI\GHLQKQNVNKLMAVPNLFML\ETVG 

FCECLADKVNSSW\QRK\GSP\ERLKVMG 

PGFNTSREEIYLFSVSLLEGKHGMLPPSETI 

AIVEHINAKCVPNL>£FVGL\MTLG\SFGHD 

LSQGPNPDFQLLLSLPEE/ICGKKLNIPAE 

QVELIMGMSADFQHAVEVGSTNVRIGST 

IFGERDYXSKKPTPDKCAADVKAPLEVA 

OEH 


3136 


11187 


A 


4086 


1 


265 


AGMRLRFQLELEFVQCLANPNYLN/WYP 
QCLHMLELLQYEHFRKELVNAQCAKFID 
EQQILHWQHYSRKRMRLQQALVAKQQQ 
ONNTSGK 


3137 


11188 


A 


4087 


1 


987 
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1110 


11189 


A 


408J 


1 


491 


RGFRNFARVSGLLLCQAGGVLVSSFVM 

AAAVAMETDDAGNRLRFQLELEFVQCY 

ANHNTLIFLPQRVGYFMKDKAFVNYLKYL 

LYWNKDPEYAKYLKYPQCLHMLGAAPN 

MEHFRKEAGWNAQOAKFIGWNRQVST 

LGKHYS\RKRM\RLQQALAEQQQQNNTS 

GK 


3139 


11190 


A 


4089 


55 


858 


EKGRARGRERRRKMQLTRCCFVFLVQG 

SLYLVICGQDDGPPGSEDPERDDHEGQP 

RPRVPRKRGHISPKSRPMANSTLLGLLAP 

PGEAWGILGQPPNRPNHSPPPSAKGKKIF 

GWGDFYSNIKTVALNLLVTGKIVDHGN 

GTFSVHFQHNATGQGNISISLVPPSKAVE 

FHQEQQIFIEAKASKIFNORMEWEKVEUl 

GRRTSLFTHDPAKICSRDHAQSSSVTWSVC 

SQ\PFBCVVCVYIAFYSTDYRLVQKVCPD 

Y N y HSU I FY YPSG 


3140 


11191 


A 


409 


89 


596 


IILKTGSSLCHPRLECSGVILVHRNLR\LP 

G\SSNSPASGSPVA*1TGARHHDRLIFVFL 

VEMGFCYVGQAGLELLTSSDPPTSASQS 

AGVTGVSHCARPSFAL*F*KSA*YNLELC 

LFYHH*YSKCI1FHFLFLDYNCQNLITIN1E 

SSLIFSILLISTFYCYLAEIPR 


3141 


11192 


A 


4090 


1 


368 


MRARNLMTKLTVISRKEELQQEAAAHR 

EVQSLPPGEMEERSSSKTCPQVCDGRILS 

CM1KVPPAVGREKH*RPRGRSH*HEAGCG 

PFTPPKVDHHEHLPPRRVEAGSRQQKST 

TEPFPOAAGW 


3142 


11193 


A 


4091 


253 


536 


TPPSN/RHRQPPVDRKCVCRL\PLPPPPTF 
RPPKVDHHEHLPPRRVEAGSRQQKSTTE 
PFPQAAGC 


3143 


11194 


A 


4096 


318 


543 


NSGRSGPAEQRPQSS/ASSAMSAAGGSRL 
TFHPRNLPPRTPTQDSAALT 


3144 


11195 


A 


4097 


42 


342 


ENEILEWQLGSRVCVFHFYHLHCCRHH 
CPENVHAG/CFGDCLG/HGRCSIQNCTFE 
R*I*VG*NNVAATAVMFGLVFPLVLSLK 
YQVYFFKVLALMNFCSSS 


3145 


11196 


A 


4098 


1 


1289 


MYERVYVSTDIAIKLCCKLLNRQFDRLY 

KKHSTGSASGEGLKALPLIVEGEGEPVC 

AEITRQEREEGAVHLFGLTWQLQPVEGE 

LYANGVSKGNRGTESMDTTYSPIGGKVS 

DKSEKKVFQKGRAIDTGEVDIGAQVMQ 

TIPPGLFWRFQITIHHPIYLKFNISLAKDSL 

LGIYGRRNIPPTHTQFDFVKLMDGKQLV 

KQDSKGSDDTQHSPRNLILTSLQETGFIE 

YMDQGPWYLAFYNDGKKMEQVFVLTT 

AIEIMDDCSTNCNGNGECISGHCHCFPGF 

LGPDCARDSCPVLCGGNGEYEKGHCVC 

RHGWKGPECDVPEEQCIDPTCFGHGTCI 

MGVCICVPGYKGEICEEEDCLDPMCSNH 

GICVKGECHCSTGWGGVNCETPLP/EQC 

SGHGTFLLDAGVCSCDPKWTGSDCSTEH 

KGGSSRLFL 


3146 


11197 


A 


4099 


1 


4509 


VRLEWPTDLAVNPMDNSLYVLDNNIVL 

QlSENRRVRIIAGRPmCQVPGIDHFLVSK 

VAIHSTLESARAISVSHSGLLFIAETDERK 

VNRIQQVTTNGEIYIIAGAPTDCDCKIDP 

NCDCFSGDGGYAKDAKMKAPSSLAVSP 

DGTLYVADLGNVRIRTISRNQAHLNDM 

NIYEIASPADQELYQFTVNGTHLHTLNLI 

TRDYVYNFTYNSEGDLGAITSSNGNSVH 

IRRDAGGMPLWLVVPGGQVYWLTISSN 

G 


3147 


11198 


A 


41 


319 


1002 
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3148 


11199 


A 


410 


372 


639 


RAFWQYFKSLNMFMSFDPAILLIGIYPKE 
KS*IQKyDTLCPEVSEILLMVVKNYN*YlC 
HTRNDQAGUY/HLYSGIYLALK*VCEFF 
TLKG 


3149 


11200 


A 


4100 


338 


8522 


SEMEQTDCKPYQPLPKVKHEMDLAYTS 

SSDESEDGRKPRQSYNSRETLHEYNQEL 

RMNYNSQSRKRKEVEKSTQEMEFCETS 

n 1 L-i^o O Y 1 UMJio V oKHu i l^LbMUoL' V 

DTETEGAASFDHALRMWIRGMKSEHSS 

CLSSRANSALSLTDTDHERKSDGENGFK 

FSPVCCDMEAQAGSTQDVQSSPHNQFTF 

RPLPPPPPPPHACTCARKPPPAADSLQRR 

WVLNSN 


3150 


11201 


A 


4101 


139 


520 


LSLPLSPRLECSGTILARCNLHPSPPRSKR 

FSCLSLPSSWDYRRAPPNLAIFLLLLFLV 

EMGFHHVGQTGLELLASNYLPTSA/FPK 

CWDYRHEPPCPADKTNFLSLWFIGYNIF 

LESEVKFFLPWDA 


3151 


11202 


A 


4102 


7 


497 








o 

D 




7v 


182 


PPPKA! RUPl PFFAAAFFFTITIKIPVP^PIP 
♦ 


3153 


11204 


A 


4104 


51 


394 


WGGPGLKPLLMVLDPYRAVALELQANR 

EPDFSSLVSPLSPRRMAARVFYLLLWSV 

CMCVCVCGAGTQRPEARTGTPPTCPLLA 

S*PVLSAQQILHVKQEKPYGRLLIQPGPR 

FH 


3154 


11205 


A 


4105 


427 


499 




3155 


11206 


A 


4106 


796 


2482 


KTRGNMFYYPNVLQRHWGCFATIWLA 

ATRGSRLVKREYLRVNVVKTCEEILNYV 

LVRVQPPQPGLPRPRFSLYLSAQLQIGVI 

RVYSQQCQYLVEDIQHIUYRLHRAQLQ 

MRIDMETELPSLLLPNHLAMMETLEDAP 

DPFFGMMSVDPRLPSPFDIPQIRHLLEAAI 

PERVEEIPPEVPTEPREPERIPVTVLPPEAI 

TIL\EAEPLRMLEIEGERELPEVSRREL\DL 

LMAEEEEAILLEIPRLPPPAPAEVEGIGEA 

LGPEELRLTGWEPGALLMEVTPPEELRL 

PAPPSPERRPPVPPLLRRRRRRRLLFWDK 

ETQISPEEFPR>WLQTRAH\CWECPMV\Q 

PPERTIRGPAELFUITPTLSGWLPPELLGL 

KIEVPSEIEVPREALEPSVPLMVSLEISLE 
AAEEEKSRISLIPPEERWAWPEVEAPEAP 
ALPVVPE\IPEVP\MEMPLVLPP\ELELLLN 

LSPRRMA\ARVFYLLVLVLSAQQILH\VKQ 
EKPVYGRLL]\OPG\PRFH 


3156 


11207 


A 


4107 


136 


423 


SPEHPQLPGSLLRPPGAQIPSEWQVAEAT 
ALVHTLDGWSVVQTMWSTKTPDRKLI 
FGKGNFEHl \KKELEAAWGVEVFDRFTV 
VLHILRCNARTK 


3157 


11208 


A 


4108 


1 


212 


RPPRRVVRGRHQPHGEPAVRSGAPVRVP 

GEDDAAQPSAAERVGPRAVPGAGFTVH 

QHHRGGLHRRRRLRQ*RHQPHGEPAVR 

SGAPVRVPGEDDAAQPSAAERVGPRAV 

PGAGFTVHOHHRGGLHRRRRLRQ 
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3158 


11209 


A 


4109 


1 


1746 


AGRRTPGAAALPRGPRPLGSAGSRAVLP 

RARASRCRPQEPRESGGAVGRREGPAGG 

RRTKTERKTTRRSRKMRTRTPRRSCCGE 

SLCCRRGPKRVCLVHPDVKWGPGKSQM 

TRAEWQVAEATALVHTLDGWSVVHTM 

VVSTKTPDRKLIFGKGNFEHLTEKIRGSP 

DITCVFLKVERMAAPTKKELEAAWGVE 

GCLTAFTVWLQHLPACNARTK/ERARLQ 

VALAGDARLHRSNLKRDVAHLYRGVG/ 

SRAYIMGSGESFH/MQLQQRLLREKEAKI 

RKALDRLRKKRHLLVRRQRTRREFPVISV 

VGYTN\CGKmiKALTGVDAAI\QPRDQL 

FATLDVT\AHAGTLPSRMTVLYVDTIGFL 

SQLPHGLIESF\SATLEDVAHS\DLILHVR 

DVXSHPEAELQKCSVLSTLRGLRLPAPLL 

DSmVEVHNKVDLVPGYSPTEPNVWPVS 

ALRGHG\LQELKVELDAAVLKATGRQ1L 

TLRVRl AG AO] NWl YKFATVOFVDVTP 

EDGAADVRVIIS\NFPYGK\FRKLFPRMN 
GRPQKACGVGASPALGELRRYPLCWGQ 
LGVRCSRVLLVWFCTRLASQPFAGMYR 
ACR 




11910 


A 


41 1 


136 


251 


SQSAGITGV 






•D 






'MCI 


SDQFSVEFEVESLDSEDYSLSEEGQELSD 
EDDEVYQVTVYQAGESDTDSFEEDPEIS 
LADYWKCTSCNEMNPPLPSHCNRCWAH 
X* 


3161 


11212 


A 


4111 


1665 


1787 


FFVLLVETGFHRVSQDGLDLLTS*SAHL 
GLPKCWDYRHEPP 


3162 


11213 


A 


4112 


1431 


1553 


FFVLLVETGFHRVSQDGLDLLTS*SAHL 
GLPKCWDYRHEPP 


3163 


11214 


A 


4113 


1740 


1862 


FFVLLVETGFHRVSQDGLDLLTS*SAHL 
GLPKCWDYRHEPP 


3164 


11215 


A 


4114 


1 


752 


DLDAGVSEHSGDWLDQDSVSDQFSVEF 
EVESLDSEDYSPSEGGQELSDEDDEVYQ 
VTVYQAGESDTDSFEEDPEISLADYWKC 
TSCNEMNPPLPSHCNRCWALRENWLPE 
DTGKDKGEISEKAKLENSTQAEEGFDVP 
DCKKTIVNDSRESCVEENDDKITQASQS 
QESEDYSQPSTSSSIIYSSQEDVKEFEREE 
TQDKEESVESSLPLNAIEPCVICQ/GST*K 
WLHCPWQNRTSYGLLYMCKEAKEKE 


3165 


11216 


A 


4115 


426 


813 


SSRRFVWRAKLLCERAQSGTVYEI*QCA 
HRHPRHRHPGCCRHRLGYAGTAGPLAG 
YRPFRQHRQSLWRAASAICVDAISMRTR 

SRSTVRPT WPPPSPARFATWSHYRT RDH 
GDHTRPVDLPTSOFTILL 


3166 


11217 


A 


4116 


1174 


1354 


FFVLLVETGFHRVSQDGLDLLTS*SAHL 

GLPKCWDYRHEPLRPAGLFKHSPGLYSQ 

PILT 


3167 


11218 


A 


4117 


2251 


2373 


FFVLLVETGFHRVSQDGLDLLTS*SAHL 
GLPKCWDYRHEPP 




11910 


A 


41 Jo 


lU/ / 




rrrrrrrrrUrljVtl OrMKVoyUoL.lJjLu o 
♦SSRLGLPKCWDYRHEPPRPAEEGI 


3169 


11220 


A 


4119 


983 


1386 


QEVRYRKVETLRCLLFSSCLVPVCAASP 
ViSKruCRrLRSoLHWr J uKL VrKv^KOb 1 
FLVPEKTVLRGVASAPAQKAAGRTPVPG 
RPRDARLRADARS*SC*RAARPRRGASG 

AVGARCGPRPGFPFLRSGGIFV 


3170 


11221 


A 


412 


118 


337 


IHQEKPPNIFSVKKRHYD*PGQYGKTLSL 
LKIQJLAGYSGTCLXKSQLLRRVGREVIQL 
ALKIRAPIWKIECL 
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3171 


11222 


A 


4120 


6133 


7646 


YMLFLFLSTKGWTVIQNRQDGSVDFGR 

KWDPYKQGFGNVATNTDGKNYCGLPG 

MEQACKIKSFYLKWDFF*LKN1HCWKPV 

LGS*EEFPDKNVEAKDKGRKAVFSFPKF 

YFW*EILFCFSFR\EYWLGNDKISQLTRM 

GPTELLIEMEDWKGDKVKAHYGGFTVQ 

NEANKYQISVN\KYRGTUGNALMDGAS\ 

HLMG\ENRDHDPFHNGHGSFQPPYD\RD\ 

NDGWYVWHSLLLL*KSH*YHYSESLTIF 

LIATTSWALTVSHCPKLFMHHSKAFQL* 

GRHSYSHFTDEi*RDYVlCPMSHNYPEIK 

LEFEHSYFLNNEHLDKYLYLYILKCV*KL 

LPQRPSYLSFLL*GTGGLWCISVTLCIAP 

LITPNTFSFRLTSDPRKQCSKEDGGGWW 
YNRCHAANPNGRYYWGGQYTWDMAK 
HGTDDGVVWMNWKGSWYSMRKMSM 
KIRPFFPQO 


3172 


11223 


A 


4121 


333 


430 


GRGDKPYPSPGDSWFVQD*ILVQL*ICPQ 
EPS 


3173 


11224 


A 


4122 


2 


1679 




3174 


11225 


A 


4123 


42 


1465 


GRWPPRGGRENALSKTLWDMDMADYS 

AALDPAYTTLEFENVQVLTMGNDTSPSE 

GTNLNAPNSLGVSALCAICGDRATGKHY 

GASSCX)GCKGFFRRSVRKNHMYSCRFSR 

QCVVDKDKRNQCRYCRLKKCFRAGMK 

KEAVQNERDRISTRRSSYEDSSLPSINAL 

LQAEVLSRQITSPVSGINGDIRAKKUSIA 

DVCESMKEQLLVLVEWAKYIPAFCELPL 

DDQVALLRAHAGEHLLLGATKRSMVFK 

DVLLLGNDYIVPRHCPELAEMSRVSIRIL 

AKGLSDPGKIKRLRSOVOVSLEDYINDR 

QYDSRGRFGELLLLLPTLQSITWQMIEQI 

QFIKLFGMAKIDNLLQEMLLGGSPSDAP 

HAHHPLHPHLMQEHMGTNVIVANTMPT 

HLSNGQMSTPETPQPSPPGGSGSESYKLL 

PGAVATlVKPLSAIPQPnTKQEVI 


3175 


11226 


A 


4124 


3 


1840 




3176 


11227 


A 


4125 


6233 


6874 


VUGCIPQVPPSISYSPLFWFSALGNVAEI 

ITTT'l r*l /^XIIJMC/^\l7D'rf WD\/017CT f^V>lAC* 

rrCLCLONJiNoCWKI L.V vJbVrJioJ-.v^rrll-* 
»RLLV*HKSGDIWVLTPQNiLQLDPAALP 
CPPSSIVDAKGLSDPGKIKRLRSQVQVSL 
EDYINDRQYDSRGRFGELLLLLPTLQSIT 
WQMIEQIQFIKLFGMAKIDNLLQEMLLG 
GPCQAQEGRGWSGDSPGDRPHTVSSPLS 
SLASPLCRFGOVA 


3177 


11228 


A 


4126 


1 


1481 


GFGVGAQGRAGGRRVEAGRMRLSKTU 

VDMDMADYSAALDPAYTTLEFENVQVL 

TMGNDTSPSEGTNLNAPNSLGVSALCAI 

CGDRATGKHYGASSCDGCKGFFRRSVR 

KNHMYSCRFSRQCVVDKDKRNQCRYC 

RLKJCCFRAGMKKEAVQNERDRISTRRSS 

YEDSSLPSINALLQAEVLSRQITSPVSGIN 

GDIRAKKIASIADVCESMKEQLLVLVEW 

AKYIPAFCELPLDDQVALLRAHAGEHLL 

LGATKRSMVFKDVLLLGNDYIVPRHCPE 

LAEMSRVSIRILDELVLPFQELQIDDNEY 

QVSLEDYINDRQYDSRGRFGELLLLLPTL 

QSITWQMIEQIQFIKLFGMAKIDNLLQEM 

LLGGSPSDAPHAHHPLHPHLMQEHMGT 

NVIVANTMPTHLSNGQMCEWPRPRGQA 

ATPETPQPSPPGGSGSESYKLLPGAVATl 

VKPLSAIPOPTITKOEVI 


317S 


11229 


A 


4127 


602 


799 


ENPKQQENLWSQYFTLISTI*KKKSWLCI 
VAHACDSSTLGD*GGHIA*AQEFETSVG 
NIVKPPSLY 
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3179 


11230 


A 


4128 


646 


1905 




3180 


11231 


A 


4129 


6717 


7569 




3181 


11232 


A 


413 


160 


437 


KRD1TTSLGQYGQNP\SLLKIQILAGY\SG 
TCL\KSQL\LRRLRHQNRLNLGGRG\GSE 
QRSCHLHSWGGHSETVSKKKKKRERQQ 
WRQIGTCMP 


3182 


11233 


A 


4130 


2 


93 


DFTMSHHYHSAHGTLVLAPRALGNPLSL 

YPSNYTFPFQHSPSDPCTQSYSLPPEYAT 

HGSSCFDTTDGGLNASRALAGSCAPVSG 

SLPCCPTLGIPSPPLPHMHKSLPTYPPTPn 

SMKPP*PCPGSOGPWOSAFTLPI 




J lzJ4 


A 

A 


4131 


1A1 


955 


ESDFTEYFTHNSCLFCYNKIYINIYIKLSL 
NCNYGNYFLYIVAAHTQTYIYI*NIFCFF 
CHLLLTFCLGF 


3184 


11235 


A 


4132 


49 


313 


PLRIWPC*ALFLKLSLGFSLF*FYSSLFLL 
SPPLC*SLPRVQY1YMYILYICICN*YTYI 
QVCICNGYMYSCSWCSNVWYGYTENM 
RT 


3185 


11236 


A 


4134 


508 


780 


VSFSSFPPSFPHLSLFFFSLSFSFPPSLFPSS 
FFTFFGNHLL*ISCNPNLMYQWGIFKYK 
YYQCIFWLLSDF*LKYNENDMSVAFGLR 
TSL 


3186 


11237 


A 


4135 


34 


329 


DRLKRXNKQSLSYLWEYNKKSNICVTQ 
SLEREEDDRAEKVVE»IMASNFPYLSRD 
VNLKIQDS*RILNW1KLKKSISKYIIDLLE 

i t\JJllKlNJL*l!>OOV^K 


3187 


11238 


A 


4136 


582 


869 


MCQRVQTPKSPSNPYVHSNICTQLFIAPL 
SI1AKRWKQPKCPSAEE*INEM*YIHSME 
I UoAlis.KNJbVLlliVl 1 WJKJNrfiNIRLMKD 
ASHKGLYVA 


3188 


11239 


A 


4137 


285 


346 


AVLFYVFHIPYLLVMTI 1 ! YFI P»T PMOr* 
RFSSLHSKTTAWPSTTVTLF 


3189 


11240 


A 


4138 


97 


298 


PAASAS*VAGTTGT*HHAWIFVFLCNWL 
RNRGVTVKKRS 


3190 


11241 


A 


4139 


147 


502 


IFHSKMPISEWKLV*TLWQFFKELKIELP 
FDPAJPLLGI*PKLAVVAPQHS 


3191 


11242 


A 


414 


2 


150 


WLPSLLEPGLHPSNHVQGPAVGIDLGTT 
YSCVPI\GNRTTPSYVALRPG 


3192 


1 194^ 

I IZ.HJ 


A 
r\ 


4J4U 


433 


ooO 


NLNQHEKLSMLE* ILKS YPKILDN INDHE 
VSHCSKGNNFKNRSKEWWCGTQDSWR 
LGNLKVGEEEFNDLTRNTL 


3193 


1 1944 


A 








NVWFSSSVRGRNE*GREGGRRRTQQAA 
GLGPAPSDLWWLWLSWCLQKNMSQGG 
ENLPAGPGSCCGREAQEGAGTSLEDAPF 
FEAQLLQLH 


3194 


11245 


A 


4142 


1329 


1563 


WPRNQPTRRPWLKDKLPGVPGGLTGPN 

PCGQGPPGPPPPLRPSALWSSHSGPPPNG 
PPi Pppr:P*VT upQppPTQvi 


3195 


11246 


A 


4143 


304 


589 


RTWWTAASYFRSVGGSASNRPFSIPGPY 
EFQLPRGHSRKGTRRSRAREPS'n.WSTP 
AAP*RTWWTAASYFRSVGGSASNRPFSI 
PGPYEFQLPRGHSRKGTTEEQSQGAIYT 
VEYACSAVKNLVDSSVYFRSVEGLLKQ 
AISIRDHMNASAQGHR 


3196 


11247 


A 


4144 


131 


690 


VSPAVTTSSSLSWARSDLAAEGHARCPL 

CSGWAQHLSNEEADALSPHTRPIPTTCI* 

SRTSSLRASTSWPTSHPWPCTGCRSMCV 

RSLPELAQHKADNAALGRSRAREPSTLW 

STPAAP*RTWWTAASTSAAWRVCSNRP 

SASGTILNASCPGPQVAPGDRPPPLPFPSL 

OGPSLSCAGEPLLLAY 


3197 


11248 


C 


4145 


332 


421 


MEEKIFSQPGMVAPTCNPSTLGGQGRWI 


3198 


11249 


A 


4146 


685 


929 


KVGGAKPSLGYLRLGLRLPVFCLH1S*A 
GDFPRGV*LLPRRGSGVVAHTCNPSTLG 
GQGRQ1T*GQEFKTGPVNMVKPHLY 
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3199 


11250 


C 


4147 


710 


892 


MCVCAHTCPQTSIYIHVFTHGYDCiQVT 
AQKCLHMCFHIHMSTHACVDTYICIYIH 

Vlf 1 T* 


3200 


11251 


A 


4148 


98 


317 




3201 


11252 


A 


4149 


656 


1037 


FVQVQAHKLACiCHVQGAYFVFKEQQPE 

GNVFRCQGVSTS*EHGASSEPWHGPAGA 

GVTTSFSSPFSGGDRHKFEVSGRRLPTCG 

LPSNSSFESFPSSIPWPFLFPQVQLSTIWG 

LKFQFFGDLKILP 


3202 


11253 


A 


415 


1 


1786 


MCLLVITYSSRHVYNNLTEEQKGRVAFA 

SNFLAGDASLQIEPLKPSDEGRYTCKVK 

NSGRYVWSHVILKVLVRPSKPKCELEGE 

LTEGSDLTLQCESSSGTEPIVYYWQRIRE 

KEGEDERLPPKSRIDYNHPGRVLLQNLT 

MSYSGLYQCTAGNEAGKESCWRVTVQ 

STMFQGTLQLGIDLGTTYS\CVGVFQQR 

KSPRLIAN\DQGNR\TTPS\YVAFTGH*TG 

WIGDAAKNQ\VAMNP\TNTVF\NAKRSD 

LDGRF*MNAVCPVLIMKHWALYWVGE 

MMLGRPQGPK*DYKGEDQKAFYPEEGC 

LLWPDKD*KEICRSPNLGEELVTNAV\V 

TVPAY\FND\SQRQATKDAGTIAGLNVLR 

IINEVPTAAAIAYGLDKKVGAERNVLIFDL 

GGGTFDVSILTIEDGIFEVKSTAGDTHLG 

GEDFDNRMVNHFIAEFKRKHKKDISENK 

RAVRRLRTACERAKRTLSSSTQASIEIDS 

PVEKALRDAKLDKSQIHDIVLVGGSTRIP 
KIQKLLQDFFNGKELNKSINPDEAVAYG 
AEMRQDKKELLLDPIAEDFLEEVAFDKK 


3203 


11254 


A 


4150 


1365 


1503 


LKTLQRAGCSAHACNPSTLGGQGRWII* 
AQEFNTSLGNVAKPCLY 


3204 


11255 


A 


4151 


397 


682 


YSKSCHKAYRMKCQLNVGLSCKCCECT 
EWRDPCELEGQESLWGQVQLAHACM>N 
TLGGQRGRIA*GQKFKNSLNNIARPHLF 
KKRKKISLMRWLK 


3205 


11256 


A 


4152 


477 


684 


LYLCSALKKNQ*EPGMVTHAWNPSTLG 
GKGRRTA*AQEFQTSLSNVGRACLYKIY 
IFKISOAWWHAFVI 


3206 


11257 


A 


4153 


108 


419 


SHTLGGQHGRIMRSGVRDQPGQHGETPS 
LLKIQKKKKLPGRAGRHL*SQLLRRLRL 
ENRLNLGGGGGSETEIEPLPPQPG*TQ*R 
LPSQKQNKNLETVSKKKS 


3207 


11258 


A 


4154 


175 


190 


DKVRVSQVRLTSRHLITLR*1RKGRGKK 
RGCRERNRENRGK*KYV 


3208 


11259 


A 


4156 


20 


430 


RPQTYTMVHLTPEEKCAVTALWGKANV 
DEVGGEALGRLLVVYPWTHRVFETFGD 
VSTPDAVMGIPNGNADGMNVLWASIDG 
LAHLDNLRGTFATLTEHD*D*LHVDPE1L 
MLLGNVLICVLAHHCVGEFSPSWQAA 


3209 


11260 


A 


4157 


31 


. 492 


QRILQSRPFEGRVKQGVTWLLQLVGLVS 
ESHIGPELHLPCSEEECHLLVSFGVNSPE 
DSSPLLTEWLWTSHLPFLLHCLFGASGR 
GLQ J VFFr VSTALQN VCrr(^Kullw\rr JUL 

TRGSSGESAPML 


3210 


11261 


A 


4158 


165 


433 


GSGQADHPCVGWRQNSVNPRQVFLQAT 
G*L1SASSGSI>JTNMAQGTAWCFGPVYP 
PKAKGRARSQVTPCLTLPSKGRLCKILC 
YLFKL 


3211 


11262 


A 


4159 


132 


257 




3212 


11263 


A 


416 


1 


154 


PQRRVARRKRAVLPSTKA*PENTPSTFTS 
ASMEWASRSVI-ILGHSKRFGNLP 
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Ilzo4 


A 


hIo\) 


7 


111 
1 1 i 


V^L.J^rwI/o/\J\o J i-r Vl_, I r L» W/vrv v oVs^rwoUV^Cr 

LKVLSQRPGKKLGLLWVEAWECPGAVA 

RCLCHPGPLCPASGTFTVPGTEPHS*LLL 

RNELPSPLF*LLGQSEPEKWMLPPQGAIS 

ETR 


3214 


11265 


A 


4161 


3 


116 


GWRAPTSQPGGPAQVPCSSF*KILPGQH 
WSSTPAGPE 


3215 


11266 


A 


4162 


273 


793 


DSLLLIQVDTMPFTLHLRSRLPSAIRSLIL 

QKKPOIRNTFSMAGGAPTSQPGGPAQVP 

CSSF*KILPGQHWSSTPAGPE*ARKVDAA 

PSRCYLRDQPKGPFKVPGTEPHS*LLLRN 

ELPSPLF*LLGQSEPEKWMLPPQGAiSET 

SLRDLSKCLAQNLTHDCCSGTSCPPHCS 

DSFPYHLAPVLAEIFEIMEKVQPWRNPT 

GSAICFLHRPSQKPACTGLRRK 


3216 


11267 


A 


4164 


212 


494 


FSEAQFLANVAIKAILSEEISEGKGDRRM 
LADHTL1LTERGSEGPCC*PQEVRPTVLS 
EWGCKCAQANCECSP*PWPHKSRAGHF 
PPLSLGKLL 


3217 


11268 


A 


4165 


281 


587 


EIFFNPKREYLSLHWMDEHQCPNFIHHV 
GQGGLGTIWQDVLQEYNQKNFLYNISLK 
DKFLGWMW*LTPVIPALWEAEVGGSLE 
PRSSKTSLGNMARSHPYKK 


3218 


11269 


A 


4166 


113 


564 


IDRLDSAKIFGHLSIFDRCEKRKPDLVSG 
TGTCSGSFRRVTFQPAVPGRTDSPIPRTH 
UriNr Vr** 1 LViiisJvrrAAW' 1 rACUL 1 bK. 
PiSIGPnLVPTPKVEPGSLPTPA*DPLEPIQ 
SPEKK*SIVPQTGSFQTASQLTEAVPELV 

L»VAri 


3219 


11270 


A 


4167 


1173 


1432 


PIPVDLNTLMFCHYFIYVYHPCLEMFSFT 
CGLLSL^AQRPSDGYFFEAFIYIILFCTMF 
FLNVQILYSSEKNTVFVDNHSYYTVLR 


3220 


11271 


A 


4168 


75 


270 


QY1SVVDTYLLK1PRLATAIILWITN*VFE 

KRVAHFGYHWSLMVRDRRISGVDRYYV 

SKGLENID 


3221 


11272 


A 


4169 


271 


825 


SPPACLVDGQQALPSGGGLYPNSLRQGS 
VGQAGRGCLSWFCMVHFANPEDQFLGF 
QASGFLLHVLKPPQGAATPSGSSQGGPA 
MFSGLPSEPPTPPATPQNPILHSSTKLLCE 
AAAPTRGKPCTPSSIFQPWHRTDGKGRA 
GFSASGTRGRPHLTPPSPVHQTG*EASQK 
GPALMPPGFQPPKGK 


3222 


11273 


A 


417 


1 


893 


PTRPCKJVIAGEKVEKPDTKEKKPEAKKW 
DAGGKVKKGNLKAKKPKKGKPVHCSRN 
PVLLRGIGRYSRSAMYSRKAMYK\RKYS 
AAKSKVEKKKKEKVLATVTKPVGGDKN 
GGTRVVKLRKMPRYYPTEDVPRKLLSU^ 
GKKNPFSQHVRKLRASIY/TPGTILIILTGR 
HRGKRVVFUCQLASGLLLVTGPLVLNR\ 
VPlJUlTHQKi^I\ATFnaDISW\VKIPKHL 
TDAYFKKKKLRKPRHQEGEIFDTEKEKY 
EITEQRKIDQKAVDSQILPKIKAIPQLQGY 
LRSVFALTNGIYPHKLVF 


3223 


11274 


A 


4170 


1 


211 


THPPPAEAPGAEGPQ*G*AKHPSAP*APL 
lyPRRRARASSRPVTSVTPSSGGSFRPGTP 
AQGVITAVTVSA 


3224 


11275 


A 


4171 




424 


NSRVDDFVRPGGSSAAGRQMRGGGQQV 
PNPRPGFRGQQP*RNGHPVPASPWAJLAG 
DAGGMLWNMMRSWPVSGRPTLNPFNK 
QSGPRQHEQGPGEEVPDVTPEEALPELPP 
GEPEFRCPERVMDLGLSEDHFSRPVGLFP 

UL 


3225 


11276 


A 


4172 


1091 


1421 


RGllTEINKHPDHIHSPTHTCRHTFTNMH 
AHTHTPTYMHTHTGMFW*K*N*GSLNS 
RSGFK 


3226 


11277 


A 


4173 


1407 


1607 


LSDLNGNFHSKVMTKRVNIKGNYLKNM 
RPGAVAHACNCSTLGGQGGQTA*AQEL 
ETSLGNVVRLCLY 
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3227 


11278 


A 


4174 


I 


294 


FSRPDHU^GHIKQVHTSERPHKCQVWV 
GSSSGLPPLEPLPSDLPSWDFAQPALWR/ 
CVPFGS*HRLFPFSKKIIPSP*KPGPSTLQQ 
HSDLDPAFISG 


3228 


11279 


A 


4175 


56G 


824 


FWKVGCLPWELAHPAYLLPFPLGITSP*A 
LGFPRTGGPWPTPFPPLPRVSRPSQRRLG 
TIPT*SQPHACPLPLPHSGSRSCFHFWLV 
K 


3229 


11280 


A 


4176 


3 


325 


FFHVSRNLFYFFRYIKHCYFIFSLIILVSGS 
RVNLLLLLGLIVyCFLWFMNF*TWISHF 
LSFFFFFCRDGVSHCVAQAALFTPGLKC 
WDSRREPPRPAEMFLFLGT 


3230 


11281 


A 


4177 


292 


543 


SPGTYAPKRIGKGAGNWKPGVPFRSSM 
WKETQPLSSRVSKVKLSVSPSPPIPVPVP 
LLPALPK*GHSPLVPSPPLHRSSQGESP 


3231 


11282 


A 


4178 


3 


367 


IQMDCVLLFPAQAQISAPPLIMKTTPTIS 

WGLEHICPSYPWNHSPSLYHRYAMGFG 

MFFQSGPCSSWAWKLSRTLPSLVVALSS 

AWPLTRG*RLDLGPPAPSSYVGFSSQASP 

SPSPAAQC 


3232 


11283 


A 


4179 


67 


283 


MCAYIKIDKGNRMYCTNMIYLVEGIGVT 

FSLTLMYKYTKLIIMLSYVKRLTLISCAF 

YVNLWINLYYAMH+MCAYIKIDKGNRM 

YCTNMIYLVEGIGVTFSLTLMYKYTKLII 

MLSYVKRLTLISCAFYVNLWINLYYAMF 

IK 


3233 


11284 


A 


418 


934 


1272 


WCILGLCTSLMSRTALFPSRHTFFA/RSH 

SAASKL/EKKKKEKVLATVTKPVGGDKN 

GGTRVVKLRKMPRYYPTEDVPRKLLSH 

GKKPFSQHVRKLRPSITPGXTILIILTGNRH 

RG 


3234 


11285 


A 


4180 


268 


467 


GNRRALLRLPALGPPRSSP/DGFTPGTTA 
RPSILKRCPMPTPLPPDPSAAAPGTSELW 
TSPDSSSSSR 


3235 


11286 


A 


4181 


880 


1200 


GNPTWLFLPSYQGNSGPAE1QS*GFTPGT 
TARPSILKRSPMPTPLPPDPSAAAPGTSEL 
WTSPD*QQQQQDGKEAPQSGRHDSSSA 
LRPAAPEALPVSRPPPPPLAA 


3236 


11287 


A 


4182 


343 


720 


SCLLTVISFHQIKKYIYVHTQLTKAGQKE 

FICRLSLALTNLPPAAPPLAMAPCVSPAS 

RQDTVLG\GPQPPSGPAPTAPQQPA*AR 

WQLGPPSPGPSILPPREGRPSAPSGAGWG 

GDLAGPSQVHF 


3237 


11288 


A 


4183 


789 


1015 


MSLMVPLMPYGPG*YLPPSPPAYP1WEL 
PLPQRDSADVSRRLGGRGVAVERDSPTE 
KSNISKFGLYQVACAVTHL 


3238 


11289 


A 


4184 


319 


471 


IMWYIHIMEYI*PQKGRKILTHATI*MKL 
EDIMLSEISQSQKNKYCIISVI 


3239 


11290 


A 


4185 


68 


422 


GSPSRCPAFLSSPVAARPPLTHFPTGAGL 
LRASGEPACLQTGSVSQ*PPRAPSSGLPL 
KHSPHQCSAQHSGKEGLGGGTNTTREN* 
PSPRPLCMGAQAGRMLLLPAAVRNHVL 
ESGSV 


3240 


11291 


A 


4186 


135 


500 


PPWVTPRWERGWGVIRDTGDRVRSQRQ 

QGLPPKLQSGWEVESWLGPRPRVF>JPGS 

VPGTPR\SPAAGGSQPRCPDARPAHKGPR 

APGARCGPPPAPPPGLPPAY*PGRPR/PRP 

ARR*TPLTAA 



467 



wo 01/88088 



PCT/USOl/14827 



3241 


11292 


A 


4187 


365 


1452 


IGPEVPEGCHFRSGESRGDATLAYRVESE 

HHLGLEGCAGNATLVQGVGRKIPCLGLR 

GAIILGPQIAVRLGSRIMARPAAPGLSQA 

RSLARRGCPAAGGSQPRCPDARPAHKGP 

RAPGARCGPPPAPPPGLPPAY*PGRPRRG 

LHGGRHRSRRPPRRGPAAPGSPPAEVAG 

PSARPSVPAPAPAPSRSPRLPQPPAAPWG 
GRASGPKDPGTAPPPPTRTQSARNPSRSP 
pPAPPSPASAnA^AnnpnTPWT4RTrTppp 

QSQTRKHTGP*AARDQRQSRRKDDSPTG 
LCHCLRPGAPKCLKGLWFAFSVHPPWSS 
TPWLQSGRVNLiPLAQDIFLL 


3242 


U293 


A 


4188 


200 


390 


GPHAKSAFFPP*LSEQLGQG*QPGQTPVG 
RLLALSVAFPQGVGFPKAGGGTGEAFGG 
LACPLP 


3243 


11294 


A 


4189 


805 


1030 


LVLCPLPHSQLTKGTSHTCLTLQGPL*KL 
TRLALFRLGAVAHACNPSTLGGPRGPIT* 
CQEFKTRLANMVKPLLY 


3244 


11295 


A 


419 


1 


2607 


mafawwpclilallsslaasgfprspfr 

llgvangievystkinskvtsrfahnw 

tmravnradtakevsfdvelpktafitn 

ftludgvtypgnvkekevakkqyeka 

vsqgktaglvkasgrklekftvsvnva 

agskvtfeltyeellkrhkgkyemylk 

vqpkqlvkhfeievdifepqgismldaea 

sfitndllgsaltksfsgkkghvsfkpsl 

dqqrscptctdsllngdftitydvnresp 

gnvqivngyfvhffapqglpvvpknvaf 

vidisgsmagrkleqtkeallriledmqe 

edylnfilfsgdvstwkehlvqatpenl 

qeartfvksmedkgmtnindgllrgis 

mlnkareehriperstsivimltdgdanv 

GESRPEKIQEhFVRNAJGGKFPLYNLGFG 

NNLNYNFLENMALENHGFARRIYEDSD 

ADLQLQGFYEEVANPLLTGVEMEYPEN 

AILDLTQNTYQHFYDGSEIVVAGRLVDE 

DMNSFKADVKGHGATNDLTFTEEVDMK 

EMEKALQERDYIFGNYIERLWAYLTIEQ 

LLEKRKNAHGEEKENLTARALDLSLKY 

HFVTPLTSMVVTKPEDNEDERAIADKPG 

EASYQPPQNPYYYVDGDPHFIIQIPEKDD 

ALCFNIDEAPGTVLRLIQDAVTGLTVNG 

QITGDKRGSPDSKTRKTYFGKLGIANAQ 

MLirv^ VJbV 1 1 JiKJ 1 \CO I u\RA\o 1 rSWLD i 

VTNn-QDGLSMMIblRKNMVVSFGDGVTF 

VWLHQVWKKHPVHRDFLGFYVVDSH 

RMSAQTHGLLGQFFQPFDFKVSDIRPGS 

nPTTf PHAT! VWMUOT IVTPnQnvnVPV 
ur 1 rwr jL//\| V V JSa>lril^l«i V 1 J\\JOKlr%AJ X ISJIv 

DASIGTKWCWFVHNNGEGLIDGVHTD 
YIVPNLF 


3245 


11296 


A 


4190 


90 


417 


LALEILSYFYLLYLPVWHFGFNSVVALSL 
KILNIIVYLFSSFKSLRNFSALVSIFFVFCF 
SSFSACFSLNSKDFF*NPDIEKKPHVKNS 
RIYKTQYSKDHPQRENQFR 


3246 


11297 


A 


4191 


2 


672 


GRVGFTPGSWEAFMVKNIVPKLGMCLG 
ELVINPHQQHMDAFYWVIDWEGMISVSS 

EITKWYLGWKSMFSDQVLAHPSVKDKL 
NEALDVMNRAVGSYVG\AYMQPG\ARE\ 
NIAYLTHTERRKDFQYDAMHERRAGPQI 
GLLRSLGKNLKICAKKEPLEIYLWA>n-K 
EYYLAKTGQGPPPFFLTRAPEGLITAWA 
LWG 



468 
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3247 


11298 


A 


4192 


1642 


2785 


RNn-SSCPMADRTCPLPFSHRLIWEVWMP 
FVRNIVTQWQPRNCDPMVDFLDSWVHII 
PVWILDNILDQLIFPKLQKEVENWNPLTD 

TVPIHSWIHPWLPLMQARLEPLYSPIRSK 

LSSALQKWHPSDSSAKLILQPWKDVFTP 

GSWEAFMVKNIVPKLGMCLGELVINPH 

QQHMDAFYWVIDWEGMISVSSLVGLLE 

KHFFPKWLOVLCSWLSNSPNYEEI/TPK 

WYLGWKSMFSDQVLVAHSIWSRDKFNE 

ALDIMNRAVSSTVGAYKQPGARENIAYL 

THTERRKDFQYEAMQERRRPENMAQRG 

IGWAASSVPMNFKDLIETKAEEHNIVFM 

PVIGKRHEGKQLYTFGRIVIYIDRGWFV 

QGEKTWVPTSLQSHDMAK 


3248 


11299 


A 


4193 


264 


638 


PSRTRIKTKQMATSEILPSFVATMDASNF 
SFWQVLCSWLSNSPNYEEITKWYLGWK 
SMFSDOVLAHPSVKDKFNEALDIMNRA 
VSSNVGK*GFPFWMSWPQVSDFTHVND 
TESEFSGSCRQPKP 


3249 


11300 


A 


4194 


2413 


2707 


EMHVY/WTERSGSRL*SEHFGRPRWVDH 
*/RQEFETQPGQYGDTPSLLHPLLSTSCPS 
FLSLFSFLVTFFFSSSFLSLFLIYLLSRHDF 
LACDCFPLFLD 


3250 


11301 


A 


4195 


835 


1050 


GSR*HNLQIIGRPRRADHLRSGV*DQPGQ 
HGETPVSTRNTRJSQAWWWTPVIPATQE 
AEAGESLEPGRWRLW 


3251 


11302 


A 


4196 


2 


112 




3252 


11303 


A 


4197 


36 


172 




3253 


11304 


C 


4198 


1 


1482 


MVTHACNPTTIGKLEPSYVIRKFLDAQRI 

HNLTAYLQTLHRQSLANADHTTLLLNC 

YTKLKDSSKLEEFIKKKSESEVHFDVETA 

IKVLRQAGYYSHALYLAENHAHHEWYL 

KIQLEDIKNYQEALRYIGKLPFEQAESNM 

KRYGKILMHHIPEQTTQLLKGLCTDYRP 

SLEGRSDREAPGCRANSEEFIPIFANNPRE 

LKAFLEHMSEVQPDSPQGIYDTLLELRL 

QNWAHEKDPQVKEKLHAEAISLLKSGRF 

CDVFDKALVLCQMHDFQDGVLYLYEQG 

KLFQQIMHYHMQHEQVRQVISVCERHG 

VLKHIENKNLMPPLLVVQTLAHNSTATL 
SVIRDYLVQKLQKQSQQIAQDELRVRRY 
REETTRIRQEIQELKARVKAMPPPGKVPR 
KENLWLQCEWGSCSFVCSTMEKFFEHV 

NKDIRNKSAILPSRSNC* 


3254 


11305 


A 


4199 


913 


1299 


ELGIVGICHAPTGGAGYHFLLGMAAEVL 

SKFTAVLEGAGTAFPATQHHRWLADCF 

VFTETDCVLPHADKTTQDCRRNSVPGAT 

HSAPTDNRJCWSGISGMTFRLWKSRMQG 

PRSAWLC*ACSPHCFSLVW 


3255 


11306 


A 


42 


1 


818 


MAGAEGAAGRQSELEPVVSLVDVLEED 

EELENEACAVLGGSDSEKCSYSQDKAK 

VNSGNKYNDNFFGLYCICKRPYPDPEDE 

VRRLFVKPGVTK.ISTEDDGLVRNIDGIGD 

QEVBKPENGEHQDSTLKEDVPEQGKDDV 

REVKVEQNSEPCAGSSSESDLQTVFKNE 

SLNAESKSGCKLQELKAKQLlkKDTATY 

WPLNWRSKLCTCQDCMKMYGDLDVLF 

LTDEYDTVLAYENKGKIAQATDRSDPL 

MDTLSSMNRVQQVELIC/G1Q*FED 


3256 


11307 


A 


420 




1842 




3257 


11308 


A 


4200 


1 


587 


GAEETWEPTDGSGSAAQDGVQWCDLGS 

LQPLPPGLKPSSHLNLPSSGTAG*RPCAL 

PGKVPRKENLWLQCEWGSCSFVCSTME 

KFFEHVTQHLQQHLHGSGEEEEEEEEDD 

PLEEEFSCLWAGMWLLFSGQFCLTSSAM 

SYFHCYHTKLKQWGLQALQSQADLGPC 
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IPGISRAGTSSUSLTTSCVWGTTGEILR 


3258 


11309 


A 


4201 


262 


409 


RSGGRNISSRKSITAHRSISAPGSISAQGSI 
PALKSILAHGSIPSQG*DTPLGWDAPMG* 
DALEGWDAPLG*DASRG*DTPMGRDAL 

NVMPTNPISAELMCGRGAGWQEWMCPG 

PETAKAAW 


3259 


11310 


A 


4202 


729 


922 


WFETIEATQLYFNELPDTFHCVLCFLLCH 

FYINVKAFCCCCCCSCC*NTCSLIFRPTV 

YYALML 


3260 


11311 


B 


4203 


306 


392 


LTSGTYPKSGKAVEEAQPNSPPAEDVRD 
R* 


3261 


11312 


A 


4204 


965 


1298 


GNLVTAFQLVLCIPDESLYRSICFLLHHQ 
KLHISVPQSPRWGWTSLGLAGTPRCSPL 
PTPPRLLLPQPSRPKGATGKIPRPDRRTP 
VRPLGHKEPRGT*GKSWPAVAQPPG 


3262 


11313 


A 


4205 


1 


324 




3263 


11314 


A 


4206 


310 


513 




3264 


11315 


A 


4207 


65 


191 


QEISIMVGFKATDVPPTATVKFLGAGTA 
ACIADLITFPLDTAKVRLQVRG*SLGVLM 
VSTLFPPQRHRPLKGQCLEHRDDWRWE 
GQHAYPCSYPVLALQIQGESQGPVRATA 
^ A n VP nv\yf nTTT T\>fVPTPr;pR<;i VMrji 

o/Vl^ I J\yj V iViO 1 i J IVI V K I livJJ^KoL. I iN \JL» 

VAGLQRQMSFASVRIGLYDSVKQFYTK 
GSEREYGARV*AGNQHHGWVQGHRCA 
PYCHCEVSWGWHSCLHRRSHHLSSGYC 


3265 


11316 


A 


4208 


12 


237 


NFKYILFKILHLGEKIYNNVYTCFNNLFH 
CTTYILYNST1NQPKKITS*HLKKNLPCK 
KHSMGHYKVVFKIFFK 


3266 


11317 


A 


4209 


361 


444 


QRLLKNNCVITCS*QRPRVFSSSPQGLAA 
CHYRGLRSSPQSRGRCLSHFSCQGVHPR 
SCQRGSAWSPRTTGQRGPTVGTGRTKR 
RLNTAYLLGAASADILRPIPSTSR 


3267 


11318 


A 


421 


3 


377 




3268 


11319 


A 


4210 


89 


198 


APP*THKWKIPHPTSCDRSLSTCWHTTV 
DSTSLREK 


3269 


11320 


A 


4211 


119 


698 


PTLMLHYIPWGRGRLGGWGQCGQSHSA 
RCAGTGTCLPMGTLMHMHEASRQVWG 
GCILPLPFPYFLPPQLPS+LGPSNIWVAKD 
GWLRDLLDPP*YEWTLGVNWPSPGILAY 
WTVSAPSLGFSGPITDAALPCPYNLGGSS 
PHPRRGSRFQKTGLSLTEGNLPFPPPIPPT 
PYLPHFLHIRVWPANVEOMRCRK 


3270 


11321 


A 


4212 


728 


916 


FFFPI*SV*KVSAQG»SLWPGVAAHIYHF 
SILGGQGGRlT*GQEFKTSLGNIVRPHLY 
KSGG 


3271 


11322 


A 


4216 


162 


528 


LLPYGLDRGPYGGVWCGLPYP/SGTVST 

GPPQRTASPLPKQSS/GPQPPEFAACTGT 

DAI»DARDAGDAGEGGSS/GAEPASSPAG 

AAGGGCGLAARSQVPSEIRSGWLKGSLP 

OLASSOALVICP 


3272 


11323 


A 


4217 


160 


835 


GGCGRRTVLVjECDYQFFAEGRLIQFRWE 

NAAARFSALAPDMQRQMFRPPTPPYPGP 

GGGGWOTObNFRGTPGGGGPRTALPSR 

RVRGVRTTRRRTGPRS*ARNGSKSLSAK 

RRQLSRGARFGSPSPGGYPGSYSRSPAGS 

QQQFGLLPRAAADPPPRVLQGHLHHLD 

QGVLEKKECLMSWKINFKAFKCLKIPW 

GWPRTQGICSGYKPNNTAILKHSQAKKE 

DTFC 
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3273 


11324 


A 


4219 


198 


392 




3274 


11325 


A 


422 


1 


621 


MTKRCLDHRGEWLPGAGGGGHTEGTRC 

LHHAPVTWVGIEVDIFEPQGISMLDAEAS 

FITNDLLGSALTKSFSGKKPVWLRGRHT 

PKGNLDSEVLAGLSPCPIPLAGLTVNGQI 

TGDKRGSPDSKTRKTYFGKLGIANAQM 

DFQVEVTTEKITLGTG\RA\STFSWLDTVT 

VTODG * APLOGLOGGLOGEGDHSGPOP 

NPGALSEPELV 


3275 


11326 


A 


4220 


318 


718 


YHHLQGRDIPGNLRVEGSVPHPAVRPRF 
SASCSQPPFPPPLSPHLRAJRARPRWERQK 
FTPSLDGSFWGETPAGGCGSHIHPWQGP 
RALFRRRSQ*PRR*AHMEGRVGRRSPLL 
HPPWEKTPS^LSGLTDRKQA 


3276 


11327 


A 


4221 


1 


563 


ETFSSHFERPYLQFKAEPPLTSRGFVEKS 

TALHRISAEHPESMMSEVHERALQQHPQ 

AQGGLLETREKMHADNNFTKTQDRLHA 

SSDAFSGLRFQSGTSRGYQRQMVPREEI 

KSTSAKSSVVSLADTAPNFSRLLSNVTV 

MEGSPVTLEVEVTGFPEPTLTWWVAYN 

DKP*METNSITEKNHSVSTN 


3277 


11328 


A 


4222 


366 


622 


LSTMLHQHLLSVLLKLSQSLYVVYSFFLI 
QSTLQSGTRVTFLKCRLQAGAVAQACN 
ASTLEG*GGWIARAQEFETNLGNRARPC 
L 


3278 


11329 


A 


4223 


43 


245 




3279 


11330 


A 


4224 


634 


1316 


GSGPHSPGKWMVDDSREHSRDVRSGSR 
LTLMVTECLSLQEFSNMDLWDFHKYMR 

RAIRQRVLRLTRLSPEIVELIEPLQVVRYG 
EGGHYHAHVX>SGPVYP*TICSHTKLVAN 
FSVPFFTSPRYMTVT FYT ISlNVTrinriFTV 

OkJ V r r Xi 1 OV-zJ^ 1 IVl J V S-rT 1 i^JNlN V J VJvJVJiii A V 

FPVADNITYDEMSLIQDDVDLRDTRRHC 
DKGMLRVKPQQGTSSLLVPTTCLMGKV 
GWVT 


3280 


11331 


A 


4225 


506 


708 


FLMRSEFL*KVFPHP*HS*GFPCVCSLMS 
CVG*LLGEGFSTFMTFIRFFPWMCSPDDS 
GFEIFPLIS 


3281 


11332 


A 


4226 


I 


1662 


MIISJDAEKAFDEIQQCFMLKTLNKLGID 

GTYLKIIRAIYDKPTANIILNGQKLEAFPL 

KISTRQGCPLSPLLFNIVLEVLARAIRQEK 

EIKCIQLGKEEVKLSLFADDMIVYPENPI 

VAAQNLKLISNFSKVSGYKINVQKSQAF 

LYINNRQTESQIMSELPFTIASKRTKYLGI 

QLTRDVKDLFKENYKPLLSEIKQDTNKW 

KNIPCSWVGRINIMKMAILPKGIASFTGY 

CIPKPEVILKLETGKEPWILEEKFRSQSHL 

EEPSEYNNNGNSFWLNEDLIWHQKIKN 

WEQPFEYNECGKAFPENSLFLVHKRAYT 

GQKTCKYTEHGKTCYMSFFITHQQTHPR 

ENHYECNECGESIFEESILFEHQNVYPFS 

QNLNPTLIQRTHSISNnEYNECGTFFS*D 

RVSLCLPG*STVARSQLSAASISQ\VKRSS 

H/CLCLLSTSDYRCMPPCLANLCIFCRDN 

CAMLPRLVSNS*AQNLKLISNFSKVSGY 

KINVQKSQAFLYINNRQTESQIMSELPFTI 

ASKRTKYLGIQLTRDVKDLFKENYKPLL 

SEIKQDTNKWKNIPCSWVGRINIMKMAI 

LPKGIASFTGYCIPKPEVILKLETGKEPWI 

LEEKFRSQSHLEEPSEYNNNGNSFWLNE 

DLIWHQKJKNWEQPFEYNECGKAFPENS 

LFLVHKRAYTGQKTCKYTEHGKTCYMS 

FFITHQQTHPRENHYECNECGESIFEESIL 

FEHQNVYPFSQNLNPTLIQRTHSISNIIEY 

NECGTFFSEBCLALHLQQRTHPGEKPYEC 

HECGKTFTQNFTEHLRRHTGEKPFGCNE 

CGKTFHQKLALIVHQRTHIRQKPYGCNE 

CGKSFCVKSKLIAHHRTYTGEKPYECNS 

GGVRPALWDERSCGYVSAGTKRAEGEV 
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WKGQGEEMGSIVERLVTLSK 


3282 


11333 


C 


4227 


472 


681 


MNHKIYVYGHTQQFLYCSYVFKRYEFY 
SNPTLQGFLCSPHSYFYKYLLLTGRNLAl 
IILNIFAQWYQSL* 


3283 


11334 


A 


4228 


2 


277 


RAEIPTAGEVWDGAGPMGAELKPWARQ 
lUCVEMDHVGPLLSPPPGRS* SFGPGRGR 
SRWTMLGPFSPRPQAAVRGPRPGVLGSP 

REALEPPGARHPRAVTAAPRELQGCGST 
VRAVAR 


3284 


11335 


A 


4229 


1 


240 


ALLGWFVNLYKEITTTTPSFRRRSYILGF 

VKLYVSEHFHFFFWVLYYFL*MHCEKFY 

FRRCNAGRRSQIMYIVFLKSLSS 


3285 


11336 


A 


423 


3 


2722 


FSDGLCMVALSHLGSALQLGSLCFPRSPF 

RLLGKRSLPEGVANGIEVYSTKJNSKVTS 

RFAHNVVTMRAVNRADTAKEVSFDVEL 

PKTAFITNFTLTIDGVTYPGNVKEKEVAK 

KQYEKAVSQGKTAGLVBCASGRKLEKFT 

VSVNVAAGSKVTFELTYEELLKRHKGK 

YEMYLKVQPKQLVKHFEIEVDIFEPQGIS 

MLDAEASFITNDLLGSALTKSFSGKKGH 

VSFKPSLDQQRSCPTCTDSLLNGDFTITY 

DVNRESPGNVQIVNGYFVHFFAPQGLPV 

VPKNVAFVIDISGSMAGRKLEQTKEALL 

RILEDMKEEDYLNFILFSGDVSTWKEHL 

VQATPENLQEARTFVKSMEDKGMTNIN 

DGLLRGISMLNKAREEHRIPERSTSIVIM 

LTDGDANVGESRPEKIQENVRNAIGGKF 

PLYNLGFGNNLNYNFLENMALENHGFA 

RRIYEDSDADLQLQGFYEEVANPLLTGV 

EMEYPENAILDLTQNTYQHFYDGSEIVV 

AGRLVDEDMNSFKADVKGHGATNDLTF 

TEEVDMKEMEKALQERDYIFGNYIERL 

WAYLTIEQLLEKRKNAHGEEKENLTAR 

ALDLSLKYHFVTPLTSMVVTKPEDNEDE 

RAIADKPGEDAEATPVSPAMSYLTSYQP 

PQNPYYYVDGDPH/FSIIQIPEKDDALCFN 

1DEAPGTVLRLIQDAVTGLTVNGQITG\D 

KRGSPDSKTRKTYFGKTGASPMAQMGF 

PGWEVTTEKITLLEQARCRAFFSWLDTV 

TVT\QDGHFLASSRRLSMMINRKNMWS 

FGDGVTFVVVLHQA^CWKKHPVPTVDF 

LGFYWDSHRMSAOTHGLLGOFFQPFDF 
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KVSDIRPGSDPTKPDATLVVKNHQLIVT 

RGSQKDYRKDASIGTKWCWFVHNNGE 

GLIDGVHTDYIVPNLF 


3286 


11337 


A 


4230 


1508 


1686 


1FFQPKECLYKNL*GLGAVAHACNPSTL 

GG*GGWIS*VQEFETSLGNMAKPRLYKK 

YKN 


3287 


11338 


A 


4231 


596 


729 


YFPNKHGILCRVQWLSL*YQPPLWESEV 
GVLLELKSWRTAWATW 


3288 


11339 


A 


4232 


1212 


1344 


ATCLSLEKIQKLUQNPGRR*ASCDSSLLL 
GCSPDLSSHFTVL 


3289 


11340 


A 


4233 


2 


114 




3290 


11341 


A 


4234 


1 


326 




3291 


11342 


A 


4235 


37 


199 




3292 


11343 


A 


4236 


3 


263 




3293 


11344 


A 


4237 


164 


298 




3294 


11345 


A 


4238 


60 


152 




3295 


11346 


C 


4239 


512 


805 


MSSLPLMITDTQQAVSSGLWIGIPNYRVF 
TPTGTWVRXPHATESLHKFNLNRTWEM 
GLQRRAVXTXGTNVKALESAQQPWNQ 
AGRGDNFLLWRKGGD* 


3296 


11347 


A 


424 


1168 


1627 


RAGRGGEGHKLNSYGGRRARSQGHLLS 

SALSPFVSAASYQPPQNPYYYVDGDPHFI 

IQIPEKDDALCFNIDEAPGTGVLRLIQDAV 

TG\LTVNGQITGDKRGSPDSKTRKTYFG 

KLGIANAQMDFQVEV l ItKmCGTGVRAx 

STFSWLDTVTVT 


3297 


11348 


A 


4240 


1 


361 


EPRMLYTRYVSDPEFVISRVDDFWLQL 
FRMSSLPLMITDTQQAVSSGLWIGIQIQS 

SFFRPCGLASQIPESYPAGTWVRAPHAM 
EKLT 


3298 


11349 


A 


4241 


545 


865 


PNNKHPYKSVTILSLCAVLFSLYIFNSGH 
r I r 1 ooiv^ri\jtiirfiNri\j*iNiNijr i v^ir vjuivi Jv 
FL*II*QIICAEPLlVEHK*KnYKKPYLFNT 
QVLALKLKR*GFLYIIS 


3299 


11350 


C 


4242 


47 


319 


MVFHKARTRMKERTDTAMQAESASETN 
KRAHPALPPVLPGXGRWARRGQEAPRP 
HLLSPQSGQGGQAPPWRERGVTRLKLG 
EGCRGRLAP* 
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3300 


U351 


A 


4243 


211 


472 


STLGGSLCAQSGCSFEPLPLRGPHPAMPV 
KCAQPLFS\SPCPPCLPRAAREGEQGEHA 
CWFQMHFLLALPYLCVPSSWSWLYGTP 
CF 


3301 


11352 


B 


4244 


1 


1023 


MCWAPSTRGGSPALHLPLLLLPHPLPAR 

CTGFRAPAVPSSPAGIFGHIAVIGSPFPTA 

GGNTSDSFSNGCSQDVGSPRLCGCGLLG 

VGIWLSVSQGNFATFSPSFPSLSAANLVI 

AIGTIVMVTGFLGCLGAIKENKCLLLSFFI 

SPVAELILLILFFVYMDKVNENAKKDLK 

EGLLLYHTENNVGLKNAWNnQAEMRC 

CGVTDYTDWLPSAGGEHGSRPLLHGRT 

PRAAGATAPRLCGERAAMKRSWGMAFS 

MTLFQHIHRTGGNHVHLGPKIFASFPGA 

TDISSGLGGDYIICDPKEKKYRKPKREPH 

LQ* 


3302 


11353 


A 


4245 


630 


841 


DTGPCWRERGVTRLKLGEGCRGRLAP* 

HLLPPPKSSSQPCAPLTPTAGWLPEEKAE 

VCSGCPPCSPSYKP 


3303 


11354 


A 


4246 


29 


360 


HSLISORFKFSFRFRAl^F^FRF**R A9PRF 
RERGRDKIPTRKGGEEVQFLQTIHFFFLIF 
LTAFFEQYFKERGSYYRYRGGKAKKGG 
RGEEKNSRSRNPSRSFTGRKKRV 


3304 


11355 


A 


4247 


253 


451 


N WS AG AALLS AAPAHTPSPHQARPTPGS 
PPSAALWGSPSPSRSPPHFSPTPDL*MRPE 
RHPSSAPF 


3305 


11356 


A 


4248 


355 


500 


ARCGGMHLYSQIFGRLRWEHCLR*KVLS 
QVWWHAPVFADIWEVEVGALLEARSLR 
L*CAMLLPVNSHGPPTWAMO 


3306 


11357 


C 


4249 


175 


387 




3307 


11358 


A 


425 


87 


508 


MGCFIREGGEEGNLIIKKRFVSEAELVDV 

RRKRRQEEWENVRKPEDPEECPEEVYDP 

RSLYERLQEQKDRKQQELRGTVSNCKN 

M\VRG\LDEDETNFLDEVSRQQELIEMHR 

lEEELIELNEYRIALWNVGISYENYEGRG 


3j\Jo 




A 
J\ 








AObU 1 lOlYlLKr AUbKOUQbKLKOoAHPl 
SQAAPCPAFLNRPFTGPS/CGPSVTSLRNT 
AGFCPE\GPGCPPSLAEASCPLPSCRAGS 
HWA 


3309 


11360 


A 


4251 


56 


277 


TVSVQRHQAVQSPWVFTEHIPQDAWCS 
PSCAPGPN*PPLCPTNKPCALQQGMKPL 


3310 


11361 


A 


4252 


235 


721 


DLADCSLQLQSRSSWKKCSTMLQKVLV 
PPEAATSLSHPTPRPLPHPPALGSPLQPPS 
NTFGP*CCLSQDAPVFPSPVKLHLVTVPA 
SSLANESRKGPSPRVFSRTPAPSSSSITSIS 
DSGIQNATVWSGVRLSVSASSFGLLTSPF 
SASGVSLSVSPLASTL 


3311 


11362 


A 


4253 


1866 


2283 


IRILYRSPHLQLPCLTRFLVKKSYSVTGN 

WMVSLKD*SLRLDCWHGPLNLVKLDEV 

WQNLGTSTKSLL*NNFKN1LGKINTFKTL 

FGGGMKLIPCKVSFSIYLMVNLESHDST 

WHLQANQTPHFDVSPVLVLEFPFKF 


3312 


11363 


A 


4254 


2 


767 


ELLFDKSTMRRPFGQKASSLPPIVGSRKS 

KGSGNDRHSKSTVGSSDNSSPQPLKRKG 

KKEDVNSEKLUCLKQNVKLKNSQETIPN 

SDEGIFKAGAERSETRGAAEvQEDEDTQ 

VEVPVDQRPAEIVDEEEDGEKANKDAEQ 

KEDFSGMNGDL*EEGGREATDAPEQVEE 

ILDHSEQQARPARVNGGTDEENGEELQQ 

VNNELQLVLDKERKSQGAGSGQDEADV 

DPQRPPRPEVKITSPEENENNQQNKDYA 

AVA 
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3313 


11364 


A 


4255 


79 


928 


TWQRCNLNPCLHIPVLCSLSSTMWDVLL 

PLDRGDLHLSCIDSSNWALFRCQSKVVL 

YHCVEADSKGLRSVLDELTLNKTNLELK 

MESQTEKLNYLRNNHEEAGTTQNEFKV 

SVCQYLSRYGGGGYHYKRQSFHKTQSK 

ELMGRHRLLLTIANRHEIAELRWTLQTL 

ELELQAQWPLVRMLQQ*EP*ERLTC*R* 

RENQEPPVQWEEQPRANTKETRKKSSF 

SQPMSASTKEESQDGRRKGK*LKGRARE 

GKMLHQKSLGFKEYFEQRGAGPTPSGPT 


3314 


11365 


A 


4256 


235 


674 


SGKQNNPQATAKAEACTETRSQMGATE 

TSSTFDYLGTASLKSPPHRKWFFCFTIET 

SLHSNSL*ILLPLHSISNIQQKTQTSNLNIN 

LQPATAGPPSQAPPTALSELPGGRSAPEP 

bHAAPrFARVPPPSSGSPiU'NARWAAKA 

A 


3315 


11366 




4257 


60 


471 


CLGSI OPPPTRVKOF<>YT PI PISFPFFT FF 

FGLFLRFSLCHRF*AV*L*CSLVLFSSCFL 

CLGFAMVFGSVGL*FSSSLECFQALFLQT 

FLLSFPLFFMNSN*PCIRLTEVVPRLSDAL 

FIFKNSFSCCADAWADAW 


3316 


11367 


A 


4258 


392 


517 


MTLKDVVAHACNPNTSGGRGGWIT*GQ 
FKISLANMAKPRLY 


3317 


11368 


A 


4259 


446 


767 


IWYKSTHSSVIFKCEFFLQFLSQSLALSPR 
HECSGAIMAHCSPSLLGSSDLPASFLNFS 
WR*CLHYVAQPGLELLGLK*S1PPWASE 
SAGITGLSHHAWPKYELLLF 


3318 


11369 


A 


426 


90 


549 


QGASQTTRSETSCLGIAR*TFLGL\FVR1E 

RIDGNLKMLHIVEPYVTWGFPNLKSVRE 

LILKRGQAKVKNKTIPLTDNTVIEEHLGK 

FGFICLEDLIHEIAFPGKHFQEISWFLRPF 

HLSVAHHATKNRVGFLKEMGTPGYRGE 

RINQLIRQLN 


3319 


11370 


A 


4260 


119 


342 


ISICIKININUYACYVYIULCIRIYLSKYILL 
ENCI *CT1LFYVIFYVYIYLHIIYILLRLCPF 
FIYSWSPV 


3320 


11371 


A 


4261 


374 


471 


GKK*KCPTHLSHLYINPGEKSYLFETSGL 
NF 


3321 


11372 


A 


4262 


255 


496 


LYKFQTSVPLT»FnKALYlTFYYNSR*RG 
YYSKFKT*S*RPGMVAHACNPSTLGGRG 
GRIT* SQEFETSLAN V AKPHVY 


3322 


11373 


A 


4263 


231 


417 


CELPVTRHGAGCVCSSDTVLP*PCPFSPV 
SOSPSVCLSPl FSnPCFEPPYPVLESl PDC 
SF 


3323 


11374 


A 


4264 


1204 


1398 


ASFLAISMSWRVGVPFYHLFFLRQSLIL 
SPRLVGVR*CDRG*LQPLPPGYK*FSCLG 
LPSSWDF 


3324 


11375 


A 


4265 


581 


705 


LLAECGAHAC1PSTLGDQGRQIT*GQEFE 
TSLANVVKPCLY 


3325 


11376 


A 


4266 


3840 


4074 


AQEYRGQLRQYSETMSLQKKFKNRSAG 
CGATCL*SQLLRRLGWEDHLSPGGRGCS 
EP*SHHCSPAWVTEQDLSPCHP 


3326 


1)377 


A 


4267 


173 


421 




3327 


11378 


A 


4268 


423 


595 


SCLSINFHLGQAQWLMPVIPALWEAKVG 
RSP*VRMVSIS*FRDLPASASQSAFNISH 
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3328 


11379 


B 


4269 


1 


1224 


MPTVGKAQARRRTRDTLLLDITQVLIDQ 

SPRKDTGLAQQTGVIVPSKGIVKYWRAQ 

LKGDMKYASPAFELFYFSVRAQSTDGIV 

TLLDPTTREDCDISSAPNPEVRTQRQAEV 

AGVGLLAVKVPRDEEGVLGGAPGPQKR 

SRVCGEPTLQRRSGPLPVARPGSRCPPPT 

SVSSPVPEDEYGRTVVMIRLDNPGISGRT 

lENNPPELEKQLPGEPSENSPYLGPPQVLF 

LLRDPREDVMLLLNQTPTTAEKQAVLQ 

AAEIFRNEQQISYNTSKGKKGDRECEEIA 

ETPFQIGSEAVPLDNPDWNSSSSAGEWK 

RRHFLICILEGLERTKAKFLNCSKLSMVD 

QKPDENPAAFMERLREALIEQTSLSPDSV 

EKQLILKDKFVTQSASNIRRKLQKQAJGP 

ISTLKNLLK* 


3329 


11380 


A 


427 


215 


870 


RAPPNGLTDQQKKGKGLRFKRLESFLHD 

o WKv^JU\lJK VKl^KilLbVKPHALELPDKH 

SLAFWRIERIDGVSLLVQRTIARLRLKKI 

FSGVFVKVTPHNLKMLRIVEPYVTWGFP 

NLKSVRELILK\RGQAKVKNKTIPLTRH/S 

Q*WRSTWGKFGVICLEDLIHEIAFPGKHF 

VJtlljWrLCrrnKJLoUPoCYCjlv'bGLPQ 

GHTWAIGVNASNQLIRQLN 


. 3330 


11381 


A 


4270 


1016 


1393 


IFQLGEYIFLFLFSVFEMESHSVTQAGVQ 
WCNLSSLQPLPPRFK*FSCLSLPSSWDYR 
QMPPCLANFCIFSRDGVSPCWPGWSQTP 
DLKRSAHLGLPKCWDYRRETTAPSMFL 
QNLLALVPMQQR 






A 


4Z / 1 






KAtUrCr N WCCv?oN ILlrCHUr OSRS AQS 

DWACHLGWQOSGSGQNHGVPAFGDAL 

QLPGNTSRVGAPQGGSGRGRKDGPGNS 

H*AHGTGWRECYGDRSRKRNRQFWHL 

APPRSEIFLIILACTLRSNGSASCPRSCFDS 

SFLRVPRTGRFWGSTWGVTPGI 


3332 


11383 


C 


4272 


442 


522 


MRCASPSTSKEFSCALLLQCWLQDLG* 


3333 


11384 


A 


4273 


322 


1025 


PLLCVLLAPPEGAVGDICKKEDAGNMPS 

TSEGSIYLEMAHFLRNKLAGSSVRKPDS 

GFLWEGALRAWSNMAAPSGGVNCEEFA 

crl^cLLK VMKi'lUURlVHJcX.N J I v P IPSF 

AGKIDASQTCKQLYESLMAAHASRDRV 

QKNCIAQTSAVVKNLREEREKNLDDLTL 

LKPT*EKSRQS*KWVQSELNVVEVVNDR 

SWKVFNERCPNSLQASKE*IKRDSFFFFF 

FLRTGSSHKS 


3334 


11385 


A 


4274 


22 


54 




3335 


11386 


A 


4275 


506 


622 


TRDS AH AYNPSTLGG* GGRIA* VQEFKT 
TRAHSYTLIPT 




I IJo/ 


A 

A 


4276 


296 


495 


KHVRPYITHSLGGKXDFLILEKIWLGIVA 
RPCLYLKT 


3337 


11388 


A 


4277 


270 


558 


FWIFLRSFYVIRiCHLIGHFHPWPRVLKC* 

KHGfi WK VHfinPnO* ROK fiTOK FORlf fi 
ivXlVJVJ W I\. V n vJVJA ivv^ivvj i vjxvcvjiviwi 

LRGRRELTEEGARPLFSSGPVESTQIVPLP 
QPPYVGAAAS 


3338 


11389 


A 


4278 


51 


113 




3339 


11390 


A 


4279 


179 


387 


1LVGFCCLFPPPSNK**THTHTHTHTHPH 

THPVVTNRISLQGICRKGKQKTSQGPFTA 

TSLSPLSDSAV 


3340 


1 1391 




4,9R 


H /O 




I r I WJrijr VKliiKJiJvJ Vor l wi-'i\xirl_.\^Ur A 
LRKIFSGVFCKGTPQDSKMXLRIVEPYVT 
WGFPNLKSVRRLILICRGOAVKVKNKTIPL 
TDNTVIEEHLGECYSLGVSWGRKPGSLK 
L 


3341 


11392 


A 


4280 


464 


596 


EFSPGMGAYTRSPSTLEGHSGQIT*AQEL 
ETSLANRVRPCSYMW 


3342 


11393 


A 


4281 


468 


564 


YAFYRTQVPGGIRLV*CRLRVLWSNILK 
KQS 


3343 


11394 


A 


4282 


780 


837 
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3344 


11395 


A 


4283 


993 


1050 




3345 


11396 


A 


4284 


175 


387 


HFGEAEAGW1TRSGDRDHPG*NDETPSL 
LKIQNISRAWWQAPVVSATPEAEAGEW 
HEPQEARACSEAEFEP 


3346 


11397 


A 


4285 


161 


409 


PPGVIYYLFVKVRLIWGNVMTV*VYMTL 
LSFPYPQICIYTYIKYVYILPI*NIYIYTHIC 

I YIP/ Fl PI 1 II ATVPrsA AI7MV 


3347 


11398 


A 


4286 


1910 


2120 


SVSGFWLEAMLPSLSEGQPCRLQPFIGN 

KSLTGWVAHACNPSTLGG*GKWIT*AHE 

FQTSLANMMKPCLY 


3348 


11399 


A 


4287 


1156 


1320 


KNSS*FFYFLSYLKNKNRPGAVAHTFNP 
NTLGGGWIT*YQEFETSLANIGKPCLY 


3349 


11400 


A 


4288 


1497 


1767 


PSASPPQVP1PALPQWTGPGRQNPL*CLH 
IGLCSPQPSDGPWRKACSLFQVPSHQCG 
RIRKKINKVHICVFTASRVRWKPKPAAA 
NDQL 


3350 


11401 


C 


4289 


1434 


1655 


MKKFSHILKKKFFCTLVPIIMLKLMENLK 

SQCKTKEGKYCTLAENLFHHKIHCFPSS 

DHRSHFSLELAWKKL* 


3351 


11402 


A 


429 


33 


370 


ATRSRLGKHTRRSKSSAIQAVRIISQVLR 
CKQRCMHCPRTIPATLQEHKSVNNPSAQ 
QRTKTWSIHTPAPHPHM>APHPSTHQ/HPH 
PST/PAPHPSTHQHLIHPHTSISSIRTRG 


3352 


11403 


A 


4290 


275 


485 


TNWKLSLCEKLYSTHFCTDHKAVLFP*C 
LSCFVLLCVLFICVLFVGFRFLSFCFVFTT 
SVISTSFFLAVS 


3353 


11404 


A 


4291 


889 


1199 


KKCVCVCVCVCVKC*LLKLMLVGNFRA 
LWGSEWFLHHHLSSTNRKMLSLQGHV 


3354 


11405 


A 


4292 


502 


768 


SPCDQTPVEEGMLPKFRKSLQGFSLNFH 

NPSTLGGQGGW1T*DQEFETSLANKVKP 
RLY 


3355 


11406 


A 


4293 


3 


309 


IFGRDGFHHVGQAGLD*TPDLK*STHLG 
LPKCWDYRHEPPCLARRYFKNNNKKDN 
LLSHHTHKTTVNILPIFSSCTDVFLHNHD 
VECNVFSLDLVNIFQSC 


3356 


11407 


A 


4294 


204 


317 




3357 


11408 


A 


4295 


1905 


2032 


VKHLDGTQK*GCNAFNVGQSGPGPDAA 
PRWASRTPGGVNAGl 


3358 


11409 


A 


4296 


2 


225 


K.WQVTWLSFCSTFMSPSSWSSCS/PPCSA 
QPYPAPVSCDGPPHRFPEPLLD*GRUCTY 
FPPPCVNWGCWGQCVISQ 


3359 


11410 


A 


4297 


299 


663 


lAHITElRNLILHSLNNPLWLEPTRlEKFSP 
RGKVTSLHPRVKKMSPSSPKNSHPPEEV 
GSASSSFLREPSPGGSQHSPYPAPSIDAM 
VPPYRVP^TPFfilKEDLKTKPLFWGITFI I 
PCV 


3360 


11411 


A 


4298 


1 


406 


MDWEGSLPLVFNYCRDASLIIHPRFKGV 

RPRRDACLGPSPLAASPAFLGKGQTITDA 

ELRVTLTVEDSARLHPGEINSHVAHTKP 

VWWSLHTDARETTHLQRTHFQQSWLV/ 

CIRP/MNPAKSTVSSVRTQT*APLP 


3361 


11412 


A 


4299 


236 


768 


VPCRESPRALALPRKEMMRA*NQNKTK 

HDSRHCRISPVGNMDIAENNYNSFKAEL 

GPNSSSASTPPPYNLHASPPHTCSGLQFH 

STITDAELRVTLTVEGNRMSVVRSSFLGL 

NQLKLAKSMMAAYSIFEEPLASLYSNFH 

1 


3362 


11413 


A 


43 


46 


511 


QLRMAGAEGAAGRQSELEPVVSLVDVL 
EEDEELENEACAVLGGSE\SEKCSYSQGS 
VKRQALYACSTCTPEGEEPAGICLACSY 
ECHGSHKLFELYTKR1FRCVDCGNSKF*N 
FGMQLLP*QSK/DVNSGNKYNDNFFGLY 
CICKRPYPDPEDEIPDE 


3363 


11414 


A 


430 


42 


334 





wo 01/88088 
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3364 


11415 


A 


4300 


302 


897 


SVAKEGVEVEVSHTCGLKWGDIRGGCE 

GGFGLGEKAAMRCGCSPGIvREADNLV 

KVSPPSVLIKKGTDLPSTVRVTRRSASV 

MVLTMPLAPATFLRGNCWAGGGGLVTE 

*NCICPDQV*GGEMIKGL*GGGA^RGCGRI 

ET*LGLARRSLGRRGEVRLVWRSGTLLP 

KYCAFPTVFTTARPGDPLPCLAQWVPCP 

WSLAHC 


3365 


11416 


A 


4301 


111 


275 


SRNETESRTRCEEGR**KDYRVEEQRLR 
KNWDLARPGKEQLPAFQSGNLSRQLH 


3366 


11417 


A 


4302 


3 


220 


SLQPLSREDLGRSQSESLGPEFQGLWEW 
SP WPGGQIS GTCSKLL 


3367 


11418 


A 


4303 


2 


347 


LTMPLAPATFLRGNCWAGGGGLVTE*N 

CKPDQV*GGEMIKGL*GGG/VRGCGR1ET 

♦LGLARRSLGRRGEVRLVWRSGTLLPKY 

CAFPTVFTTARPGDPLPCLAQWVPCPWS 

LAHC 


3368 


11419 


A 


4304 


2 


265 




3369 


11420 


A 


4305 


3 


865 




3370 


11421 


A 


4306 


288 


597 


TDFSVRCKGCRTGPFLRLIFQDRIVGVEL 
IAV/C*RHGPRFSSCRLSCRRPFDKTCRL 
MCHQRLSGFPQEQTQRDSRCIQLLFRQR 
FAAASCPTHQVLLQTQYF 


3371 


11422 


A 


4307 


3 


188 


KPRRSRSESLGPEFQGLWECLPGELNSPI 

SSGVPQRWDTA*EESWAAGIPWPGGQID 

FWHL 


3372 


11423 


A 


4308 


498 


803 


HLGPEFQGLWEWLPGELNSPISSGVRHR 
WDVA*EESWAAGIPWPGGQISGTCSKLL 
EEEVLEEGLAAAVQAFGSSCVLEMWLG 
FVSQWRQGIATFFYYCTP 


3373 


11424 


A 


4309 


3 


338 


KPRRSGKESESLGPEFQGLWEWLPGELD 
SPISSGVPHRWDVA*EESWAAG1PWPGG 
QISGTCSKLLGEEVLEEHLAAAVQAFGSS 
CVLEMWLGFVSQWRQGTATFFYYCTP 


3374 


11425 


A 


431 


55 


1078 


SERRRGPLCLPSDSVLDCSGPPMYCGIAE 

PSLRRWDPQRSPLESASCRLLGCLAIPRH 

PNFPRPPIASSSILQIKMATAAAAAAVMA 

PPGCPGSCPNFAVVCSFLERYGPLLDLPE 

LPFPELERVLQAPPPDVGNGEVPKELVEL 

HLKLMRKIGKSVTADRWEKYUKJCQEF 

NSTWAWEMEKKGYLEMSVECKLALLK 

YLXCECQFDDNLKFKNIINEEDADTMRLQ 

PIGRDKDGLMYWYQLDQDHNVRMYIEE 

QDDQDGSSWKCIVRNRNELAETLALLK 

AQIDPVLLKNSSQQDNSSRESPSLEDEET 

KKEEETPKQEEQKESEKMKSEEQPMDLE 

NRS 


3375 


11426 


C 


4310 


321 


734 


MIKHQGKAAFPVRDRRQSFVSTDKTCLL 
CLSQKMKGIEIKRRERLKSGKEKVWLRI) 
RtRLEKRTILlO\o V r KufcKx AAUbKOK V 
W*?rn<sIHVT OFKGSRPOISVLCILNHRKY 
SPRFSVWSLKPPSMKLEVRRKCQR* 


3376 


11427 


A 


4311 


867 


nil 


RHCRYGTR/ARCRSANAGAMILTMKQL 

AIVMRVYQHQVRRSMRPGRNGARSGMS 

AVGAYYSSCIRVMTALQSCTGDDEAVL 

L 


3377 


11428 


A 


4312 


1 


560 




3378 


11429 


A 


4313 


2 


268 




3379 


11430 


A 


4314 


11 


783 


NLFLRPQKDQTWYHRJRLGQTKHLLKEL 

KVYTYLLYATISF*DV*RHC/RSAILAEAK 

ETKETHFIRGPKTLArVl DWhGSLPLVFN 

QCRDASUIHPRFKGFRPRRDACLGPSPL 

AASPAFLGKGQRLKTDTARLPWKPPDH 

HRRRASGNSHSGRVQPPSRLPSWAHVEC 

LRLFQEHGASCQWIYRSGIWRTVVFMC 

VRVKRPPNRLCVSNMAVYFTWVQVHYP 

LYENNKTQLRALRMIHVESLACGVRESS 



478 



wo 01/88088 



PCTAJSOl/14827 















TNDNYY 


3380 


11431 


A 


4315 


177 


434 


LCLWLQPPF*E*IAGQVGEG*SRNETVSR 
TQCEEGR**KDYRVEEQRLRKNWDLAR 
PGEEQLVPSSEKRDLPLRVKDQGRCPCV 
V 


3381 


11432 


A 


4316 


1332 


1602 




3382 


11433 


A 


4317 


797 


954 




3383 


11434 


A 


4318 


1 


817 




3384 


11435 


A 


4319 


3 


93 


LSPS+AIISPVPCTYTPRWPEATEDPQKK 


3385 


11436 


A 


432 


1 


568 




3386 


11437 


A 


4320 


874 


1114 


ESLGAQAEDYCRSGALTESLY*SSSKRK 
CGVGVPKQSLLYSTV*WSCGRGSLSFRP 
QNDRASSFQPQYEKSTEAKLPKGL 


JJOt 


1 1418 


A 


4321 


264 


1259 


GDRWEGJCKEDLGRVALGTFTRKfil MP 

KRMPGH/AGTSDHLSILGQELFRSCRME 

KLK/RAJ/CPAIWNYCRVCIGVKRHCRRK 

*DA*ILQDLNNSCPKIDKWSEVPDVQAFF 

YTSVPS 


3388 


11439 


A 


4322 


607 


769 


SQVLRPTQPKEHLANFKSEDRSVRPLSPS 
♦AIICSPVTCTCTSR*PEATEDPQKK 


3389 


11440 


A 


4323 


495 


658 


GLTGTTWAHAFTHWLVVl^HSTELSGC 
ERLCGPAELGTFTLWLF*RKPFADHWP 


3390 


11441 


C 


4324 


218 


352 




3391 


11442 


A 


4325 


444 


994 


PMTHPFFFFPAEVHEPNQRQAFLVPVSQ 

ARWTASSLFSSWVSASTSPQLEELQGST 

QTWHFSATCSQQPSRCVETVDPSSLLTQ 

QGLAFSAPTGRQAQRCSARMAWNPGDP 

LPPPSVHPCTPHCP*GPPQQPPSASTPWG 

SCCSRWGHQAILGCRDRERCRGTCSSRP 

WLPLCLLPRFPDKWS 


3392 


11443 


C 


4326 


296 


625 


NfVSEGHTSPLAKSSASELHRTSWSTDNG 
MDFWRECQFRAKEIQGENEALNKSSKR 
AQKLVSDLNN4ERQVRRKYIVNAGSLLH 
FILSLLSSIHLLKTAFCVLLQGNYLTL* 


3393 


11444 


A 


4327 


221 


344 


KVLSSDFCSVPFCVCVCVCVCVCVCVCV 
LTLL*NSSIYYGH 


3394 


11445 


A 


4328 


441 


656 


AHNYIYFQRYIHIQTYTDTGRGMRIGMR 
DQKKRPGTVAHTCNPSTMGG*CRKTSQ 
GQEFKTRLSNTVRPNL 


3395 


11446 


A 


4329 


409 


749 


RRGRERKRHTHIHTHTHTANLFVSVFLY 
FLSFLLHCALCLS*WM*RCSANPILPTGP 
YASQTFMILPSCTTVISLPCHWLLFPQYS 
QTLYSLFTELNGQITVTSAKITYTSKI 




1 1447 


A 


433 


I 


0/2 


AXrKTOD A I T'/^XrO/^T>/^LJ/^ A A A A A A /^/^#^/'V\ 

ANNor AJL 1 ON^t^r v"x<^^AAAAAv^yv^V2v 

CGGGGATKPAVSGKQGNVLPLWGNEKT 

MNLNPMILTNILSSPYFKVQLYELKTYHE 

VVDEIYFKVTHVEPWEKGSRKTAGQTG 

MCGGVRGVGTGGIVSTAFCLLYKLFTLK 

LTRKQVMGUTHTDSPYIRALGFMYIRYT 

QPPMCDLWDWFESFLDDEEVCOOG 


3397 


11448 


A 


4330 


1682 


2410 


LNKGGQTDIASSQTCLVGHVESDGALHT 

QKKKMNGMHTHRRNEAETIAGILTVQE 
LFPRTNSLTVIDVHSHSVLFCTTIQVLISQ 
VNHLYLPLPQAFKFPVIFIIITSTGLLFTYV 
RVVMYNFV1SYNGKKNQNI*KVICTELY 

FSSFLKMICMVRKRRGQPGEGRASRELC 
TFYTFVLCTALLILHPIMILLEPICKKLLR 



479 



wo 01/88088 



PCT/USOl/14827 















KFICVYVNNTT 


3398 


11449 


A 


4331 


2 


57 




3399 


11450 


A 


4332 




192 




3400 


11451 


C 


4333 


218 


364 


MTRVSSCFSDLATDRSFTHKGNNIVSSNS 
KIISLTWMGFEILKTQHFa* 


3401 


11452 


A 


4334 


172 


304 


PSPVFLAPGGVRAGNSLYPRGPGFH*PRF 
GPFPPPRGTKREPPF 


3402 


1 1453 


A 


4335 


258 


509 


RGHSKQQRDIPRVLDHLMINFSFKIVTVC 
RSLYSFI*KQAQVKLFLHLHPIPSSHTHTH 
THTHTKPTLLLTKPSDDSWVFRWC 


3403 


11454 


A 


4336 


1 


2411 


MSFLGILCKCPLQNESQEESYNAYPLPA 

VKVSMDWLRLRPRVFQEAWDERQYIW 

PWLISLLNSFHPHEEDLSSISATPLPEEFE 

LQGFLALRPSFRNLDFSKGHQGITGDKE 

GQQRRIRQQRLISIGKWIADNQPRLIQCE 

NEVGKLLFITEIPELILEDPSEAKENLILQE 

TSVIESLAADGSPGLKSVLSTSRNLSNNC 

DTGEKPWTFKENIKTREVNRDQGRSFP 

PKEVRRDYSKGITVTKNDGKKDNNKRK 

TETKKCTLEKLQETGKQNVAVQVKSQT 

ELRKTPVSEARKTPVTQTPTQASNSQFIPI 

HHPGAFPPLPSRPGFPPPTYVIPPPVAFSM 

GSGYTFPAGVSVPGTFLQPTAHSPAGNQ 

VQAGKQSHIPYSQQRPSGPGPMNQGPQQ 

SQPPSQQPLTSLPAQPTAQSTSQLQVQAL 

TQQQQSPTKAYPALGKSPPHHSGFQQYQ 

QADASKQLWNPPQVQGPLGKIMPVKQP 

YYLQTQDPIKLFEPSLQPPVMQQQPLEK 

KMKPFPMEPYNHNPSEVKVPEFYWDSS 

YSMADNRSVMAQQANIDRRGKRSPGIF 

RPEQDPVPR^4PFEKSLLEKPSELMSHSSS 

FLSLTGFSLNQERYPNNSMFNEVYGKNL 

TSSSKAELSPSMAPQETSLYSLFEGTPWS 

PSLPASSDHSTPASQSPHSSNPSSLPSSPPT 

HNHNSVPFSNFGPIGTPHNRDR\RTADR 

WK\TDKPAMGGFGIDYLSATSFSESSWH 

QASTxPSu r wl CjHCjPSMEDSSAVLMESL 

KSIWSSSMMHPGPSALEQLLMQQKQKQ 

QRGQGTMNPPH 


3404 


11455 


A 


4337 


17 


300 


TFKFYYRNLNFLILKKSYMYATFFIIYLYI 
YASFLLVLTEIFYFIIISKELLPVFIYQVYF 
PCFFLGY*FIYLSSKNPPYNLF1LLPFYNFF 
NN 


3405 


11456 


A 


4338 


257 


476 


KAQMSLLDTLTHPVWLLCLKLCGAV*V 
KL*EYF*SICNICTAICVCGVCLCIYVTMC 
VCVRAIERKLKEECLS 


3406 


11457 


A 


4339 


283 


494 


GQRCEPPPLPPSFG*DSG*EPPFPPAFQKA 
GGPASPSPGPPGPH*DPTGPASEWKMAT 
MGNRPPEMVSQA 


3407 


11458 


A 


434 


6 


223 


TVTNFGEISGTIAIEMDEGTYIHALDNGL 
FTLGAPHK/ERIALKSGYGKYLGINSDEL 
VGHSDAIGPREQWEH 


3408 


11459 


A 


4340 


766 


1083 


FKHFGPFHKHHLMVLFKIQNVLFKDGNT 
FEVRRGGSRLSSQHFGRPRRADCLMSSV 
V*SQPGQCGETLSLKICNTKISQA*WHVP 
WQATWEAELGGSLEPRRLRLQ 


3409 


11460 


A 


4341 


2 


163 


FVFFVETGFHYVGQTGLELLTS*SARLGL 
PKCWDYRHEPPRPAYVEYFYSALL 


3410 


11461 


A 


4342 


192 


440 


ATVWEEPPCSPPPIPRARFWGPRPPECSS 
RGQKPKPPAYMSPPDAWRPAWLPSSTPT 



480 



wo 01/88088 
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YD*T 


3411 


11462 


A 


4343 


1875 


221 C 


PLSQVITGKHQKRKRHLEEGKERPEKEQ 

SKHKRKKSYEDTDLDKDKSIRQRKREED 

R\TCVSSGKLKHRKKKKSP*VYPPRKKN 

VSTGKRKRNLLKKGQKRKCFGMSLFLG 

F 


3412 


11463 


C 


4344 


217 


396 


MSEETAKEVMRAYLQQLRQETGLRLCE 
KVFDPQNDKPSKWWTCFVKRQFKfNKSL 
SXPGQ* 


3413 


11464 


A 


4345 


1 


546 




3414 


11465 


A 


4346 


216 


324 


VFFFSL*NEADRTLIYITLYISECLKKLQK 
VIKLG 


3415 


11466 


A 


4347 


71 


650 


NPGAAKMPAYHS\SLMDPDTKT IGTsTMAT 
LPIRSQFKGPAPRETKDTDIVDEAIYYFKX 
ANVF\FQNYEIKNE\ADRTL\IYITLYISE\C 
LKETAKSGNSKKPKVEERKCFTLGIH*FF 
PFPG\EPGFFPL*RQFFAKP\ANKQEDEVM 
RAYLQQLRQETGLRLCEKVFDPQNDKPS 
KWWTCFVKRQFMNKSLSGPGO 


3416 


11467 


A 


4348 


552 


872 


SGPNCCEEADAQLAEESGNASHTSFTV* 
VRPRRACHACNPSTLGG*GGRIA*SQEFE 
TNLGNTVRPCRNSGEVLNRKTVSIRRAL 
RVFSPLHTARLHPAAAARAARA 


3417 


11468 


A 


4349 


199 


375 


FSLGGIPPFHRRGNWVSREWPGTVAHTF 
NPSTLEGRGRWIT*GQEFETSLTNMVKT 
CLY 


3418 


11469 


A 


435 


3 


685 


RTQSGNVYFASTSVPPRPGAAPGHILVLS 
RLOPLRAEV^R^RT f RVFY^WKTTK'I V 

FKGTKAKSKKKKSKDKK*QREEDEETQL 

DIVGIWWTVTNFGEISGTIAIEMDKGTYI 

HALDNGLFTLGAPHKEVDEGPSPPEQFT 

AWKLSDSRIALKSGYGKYLGINSDGLVV 

GRSDAIGPREQWEPVFKVMGKMALSTSN 

SCFIRIVHEAEDIEAKSKTAGEEEMIKIRS 


3419 


11470 


A 


4350 


368 


546 




3420 


11471 


A 


4351 


2 


211 


YVYIYKGIESRVSRAICTPSMAALVDKR 

WKKPKCPLMYEWINKM*YTHTMFYYTF 

♦KRKYCSTLSHATl 


3421 


11472 


A 


4352 


1 


676 


PK*WGFLPLIYKKGKDGGGTWGGDVLP 
SPSLGQGGGKKGWPKREGGRDLGAERK 
AGKCREKWKQSKMKGRSRKTGGERVK 
KPEKHQDTGLFPFQIGGGGLRLSRVCVP 
QPOVGRGSVSLAOFLSCTSSD 


3422 


11473 


A 


4353 


1029 


1252 


CKFVYSSLLFIYSSFFICLFIFLPFAPVLryP 

LAH*LCKPCSSYMSWVNIQYSIYFRHKC 

FRNIVQKILYSIKM 


3423 


11474 


A 


4354 


299 


561 


FPSWQRDAQASLTSPAPLIYPKATPFRKR 
PFRRQLWNKGLIQSKLTQRLYTVAHTCN 
PSTLGG*GRQMTWGQKFKTSLANMVKP 
RLY 


3424 


11475 


A 


4355 


17 


195 


FMDAQVTFKLYIYIIYTYVCTYMYIYTY 
V*MCEYLFIYIYARIYMY1*MHYYTYISL 
TP 


3425 


11476 


A 


4356 


3 


565 




3426 


11477 


A 


4357 


1 


597 




3427 


11478 


A 


4358 


1 


567 




3428 


11479 


A 


4359 


1596 


12368 




3429 


11480 


A 


436 


115 


662 


AGFSLSAQKSPGAMA*YSYVKSSKLVLK 

GT\SKKKKSKEKKRKREEDEETQFD/IVGI 

W*TVTNFDEISGTIAIEMDEGTYIHALDN 

GLFTLGAPHK/ERIALKSGYGKYLGINSD 

ELW/GRSDAIGPREQWEPVFQNGACAA 

VFTVIGSEKQSECSLLRESRAKYHGCTH 

GQISSSLKQHPRWMY 



481 



wo 01/88088 
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3430 


11481 


A 


4360 


48 


436 


RTGSSSGLSISATCLISQRRYSEDCWNVY 

SLVRSG*ERGS*LLSTYYVLGSLPDVFrY 

INSFQKTYLK.+MGPGMWHAWNPSTLG 

G*GRRTA*GRELETSLSNIVRPCLNNNNN 

NNNSNNEVNGIRKEG 


3431 


11482 


A 


4361 


2 


2551 




3432 


11483 


A 


4362 


322 


1288 


RKNWGLRKIPWSSLKQEQNLPESFGSKK 

AFFGSTWRKKDGEPEFQGSLGCPLLKAR 

PLLSQLPLLRAISTRKPGQTWKNKEHHL 

SDREFVFKEPQQVVRRAPEPRVIDREGV 

YEISLSPTGVSRVCLYPGFVDVKEADWIL 

EQLCQDVPWKQRTGIREDITYHQPRLTA 

WYGELPYTYSRITMEPNPHWHPVLGTL* 

NRIEENTGHTFNSLLCNLYRNEKDSVDW 

HSDDEPSLGRCPIIASLSFGATRTFEMRK 

KPPPEENGDYTYVERVKIPLDHGTLLIME 

GATQADWQHRSAQKNTTLREPRVNLTF 

RTVYPDPRGAPW 


3433 


11484 


A 


4363 


249 


906 


RIHFPRVSGPSQSNPKFAVASRGFFSLSLS 

SAQPDPLPPPLGEALALSLHPVPRRSTET 

VAGDSSELQLGLRSPQQPLAGLAFLARL 

FLLFPPP*RCKSKPN*NDRRRSSVDSQIHL 

VGRESAHPLAGLRVCVSLPLLARCFGQV 

LQGVPGLWIPSPGGS/AGVSGRRREERH 

MGVVVMRVRVEARVSS*ESKI/SRALR*S 

THLGLPKCWDYRREPPCPAH 


3434 


11485 


A 


4364 


843 


1186 


QHSTKNSGGWAQTPYGSSQISVCVYIHT 
YIHIYIFFFFFLVETESHSVTQAGVQWHN 
LSSL*PPPPGFKRFFCFSLPSSWDYRRTPP 
HPANFCIFSRDGVSPYWPGWSRTPDLR 


3435 


11486 


A 


4365 


127 


601 


NLILNVTWPTQLAKQERLHLRLKTSVV 

WWRKEKPTRFPRLGAVSHCPQLLILQL 

VLSPSTSKTLP*EPPDSESP*PKRKGKPSW 

GRTGAPNLHSPPLSPEGPPWAAWNPLKL 

PPPQHSSGAVPSSACSPWAGSVPAAPPSV 

CYLIYWNLHSQALAHR 


3436 


11487 


A 


4366 


30 


436 


RRRCGGCFPALPGSPHKPHEQLPPLCPRV 

PVA*PSSSAEHPDPRAGKGGGRGL*AGS 

SPG\AVPHPPSIPGRKNRMGSLEG/RGAP 

APRRGGSGAGAAE/ASLTWPGSTGPAPG 

SHGCSAGVGPSRWAWSLPQRCGRC 


3437 


11488 


A 


4367 


497 


924 


KRGSRGWFFSTFHHLWGRLQAHLLGPT 

PALQPCDPGAGARTARPGQTASAAPAPL 

PPRRGAGAPPLRDLARVPAPPCCAQRAP 

PSSSQPGRNQ**AASGPWRPPRQAEKEA 

SAGKRRDRPVGARKTAAERDRRGQASG 

GQTR 


3438 


11489 


C 


4368 


226 


405 


MCEKQPQNTTSFQGSYPKYTRGSLPELR 
QLLKVELFKKOWEHLQPRSMLLVRSG 
LSQE* 


3439 


11490 


A 


4369 


3 


275 


TSMYVGPVAKDLLHPSAEEENRKHTMK 
RLAQSPNSYFMEAKSP*CYKnTAFTHA 
QTVGWWVGCSTVLCQPTGGEARLTERC 
AFTRNQRF 


3440 


11491 


A 


437 


1 


380 


GPPASVRTDSGHPRRRAEGAVSTRTQAD 
PLAPCGPPRPAGGQGAYARLLLLQCLLA 
AARPSSANDGSAPDSPFTSPPLREEIMSNN 

FSLESHNISLTEHSSMPVENNITLERPSNV 
NLTCQFTTSGD 


3441 


11492 


A 


4370 


266 


455 


AQWHTSIVLAAWEAAAAGLLEPRS*SRL 

KCTMIIPINSHCTPAWQHMRPCLLKKNF 

SNSFISK 


3442 


11493 


C 


4371 


409 


507 


MNTRFLTCVPGWVKNDNYSIVCIDFPLV 
VIAI* 


3443 


11494 


A 


4372 


870 


1027 


HLCMCVRVCVCACMCTLLHLFSNGFII* 
CFCTST*AIHVMG*VAIKMYINDP 



482 
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3444 


11495 


A 


4373 


1 


690 


FHHLEDSlIEffDAFLTLRKKKRKKKHNG 
NMPIFSKLFHMVNPN1KISTSLFF*HKYMI 
VPISPQSHQYSSNGLSVLFLPVYRHSLFF 

SM*SVLLIY*Y*SYILLQYLLTVLEFFSFHI 

♦VFSLLRILFFFKIFTFSIWMPLSQSYLLR 

HSVFIDVPYLISYILICVDLFLNTLFCSIG 

LFILGLTQHCLNSSSFIIIVI+QSISSHLVQ* 

DCLCLHLCIFCALSCATKTKNKDVEIFIG 

LTM 


3445 


11496 


A 


4374 


393 


491 


GLYLHRPIFPHDiCLLVQLSCPFHR*THRG 
TES 


3446 


11497 


A 


4375 


435 


524 




3447 


11498 


A 


4376 


293 


1228 


NADNSLENFCRKSASCDLEQRRFIIRFIKL 
RRGSFSERKQQHSVTRKYSFIQNWVLEK 
DNKALNTRVIYNRFLFMMYKIKQNTDD 
GDCRLLCSYHVLDRHCCKGSTCIDPFFL 

MT>J Y WPN YH AHFTDFHTF A OR A RTsJfiK 

QGDECEVGGIESRRRSGNSGARYVHDSS 

PPTSGIHSNARPSVRLFLATLSKIAFLLTV 

SLLYEMTVHIYGEPLPRRQRITQLLEGVG 

TLNGSVASVDPVFRNQQLHLATGSLMA 

THSHTHTHTERERERERETEREERVKF 


3448 


11499 


A 


4377 


953 


1317 


VLTLGVSPLYVSKGFWFFLLLFS*TMFSH 
SPTWAILESWSSLARFSGMSGEPQMTPIG 
LQYLA*G*RPRNPTLVTFTEIS*VYFnLP 

AHIST 


3449 


11500 


A 


4378 


9 


359 


PRKAELRIFEKVSVTDAMAEDMEKLRPR 
LKKVHIRELVLAISIMPKTHKPMLTLRVT 
WREMLR\PRDLK*EVEGGCRRCSSSPRA^ 
DPPGG\RREFRGGVRVRGRG\SAPPGGPG 
LSAML 


3450 


11501 


A 


4379 


223 


458 


CLRRINPCSPRCRRPAWRRRRPGPRTRR 
RTDS*IRPKSGAASHPPGGAEGIPRGCQS 
TRSRTRRRPEAPASRPCCLRI 


3451 


11502 


A 


438 


3 


217 


RVMSHRKVNSAPRRGSLGFLPRKRSSRH 
RGKVNSLPKEDLVHPLHLTCYLEDSPAF 
ADIVRNVYKTGGSAMN 


3452 


11503 


A 


4380 


887 


1172 


FFPESELAQPEKRF*VPGKGRGLSPRRLL 
PPRCRRPAWRRRRPGPRTRRRTDS*IRPK 
SGAASHPPGGAEGIPRGCQGTRSRTRRR 
PEAPASRPC 


3453 


11504 


C 


4381 


22 


255 


MPSSSAQLLLPHEVSPVLSCQLCFLKITR 
VCSYLWATVILGLDYCNSUPCLVSYFLL 
SLSLPCISWFRTQILLHY* 


3454 


11505 


A 


4382 


23 


361 


LTTLVFAGTPGKKRRGGNQWR*SPHYSC 
SGGTGGRPRPAFSLPGAPGQSGQISQSD 
WR R GPr S* 9 9 n WPN ^rVHPn WPGLVRGG 
MTS*WSYS*ATGP/GPGYKAIPGAS*RST 
SL 


3455 


11506 


A 


4383 


2 


310 


PLLPAHPPPWSLPVTS*PRCGSPQRTSSW 
NRHSHRPA*SLPCLGFAGTPGKICRRGGN 
QWR*SPHYSCSGGTGGRPAPAFSLPGAP 
GOSGQISQSDWRRGPCS 




1 1 <fV7 


A 

r\ 






I JO J 


PHI ^PAGTPI 1 PAVTPPPWQT PVT^*PRPG 

SPQRTSSWNRHSHRPA*SLPCLGFAGTPG 

KKRRGGNQWR*SPHYSCSGGTGGRPAP 

AFSLPGAPGQSGQISVPPCRVPPLLQSRA 

AGPSPSSFSKWELYCSHHILPPLLYAHCQ 

ESLSNTQQRLEASLSSLNASEPTTAKCPH 

GTAACLLGD 


3457 


11508 


c 


4385 


361 


612 




3458 


11509 


A 


4386 


448 


683 


VNMERKKDLTESSLPAVPTKVPGMRMK 

LS*TLKTSLATRCQTLSRLCSPPTNQRLS 

QQEGVGVGEKGELRIYLAMWIK 
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3459 


11510 


A 


4387 


1977 


2160 


VNMERKKDLTESSLPAVFTKVPGMRMK 

LS*TLKTSLATRCQTLSRLCSPPTNQRLS 

OOEGV 


3460 


11511 


A 


4388 


145 


370 


GRVLLVLFCFFETESRSVA*AGVQWRHR 
GSLQP*ASVSYELEAAVGYGGTTALQPG 
RQSRALYLKTKTKNFLNLS 


3461 


11512 


A 


4389 


248 


452 


GWVFTMLARMVLQ*NHLNPGGGGCSEL 
RSHHCTPAWATE*DSVSKKKEKEKKMR 
NETKTKWTCSPFIT 


3462 


11513 


A 


439 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


3463 


11514 


A 


4390 


141 


354 


ARWADWLPLGIANCPRAHLAYLETWEL 
EAHWKR'nVNFCVCVCLCM*VCLVALR 
LFCSSGMHHSFNRALQ 


3464 


11515 


A 


4391 


354 


592 


IRCTQAFALTSVVSGPGTVAHASNPSTLG 

G*GGQIT*PREFKTSLGKMAKPCLYKNL 

GRHGDLCLQARLLQLAEVEGFT 




11516 




4392 


63 


J J J 


ATPPVWPPP1 WPnPT/^AlfTirRnVARP* 

CVRPPKASLVLSPSSAGNASSIFMDYKCL 
SPCPFKQFLSSPPQSTEPSPACELGLINVN 
LSSRPSLPSR 


3466 


11517 


A 


4393 


357 


559 


L1LETGSVCVFQAGVK*LCTSVIIAHYSL 
ULLOSbNr 1 oDSKVFUUuDVHLYSQVD 
AAANLVWAA 


3467 


11518 


A 


4394 


1048 


1599 


CRSKWGLASILWLKSFLLGHHLGGDGFK 
A*FKFHSKFTVLASSKCLLLVGF*SHNYG 
*VR1HLFIY*IFIHF*KDFKSMFPRLVLSSW 
PQAILPPWPPKVLGLQVLANCIQPMFHF 
rvi w 1^ jvo oiv. w IjKJI 


3468 


11519 


A 


4395 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 




1 1 ^OA 
1 IDZU 


A 
A 




Jo 




ArorUAMOHr 1 cilUKAII 1 \i>LWuK.VN V 

EDAGGBTLGRLLVVYPWTQRFFDSFGNL 

SSASAIMGNPKVKAHGKKVLTILGEMP* 

KHL\DDLKG\TFAQA*SELALVDKL\HVG 

S*RTFKLPGEMLLVTRFWQSHFRQKNFT 

PFHAPI ^WAPPWVTWQWPVAI VI PDI P 
J^iiVJ/UvljO W AJllvW V 1 Wo Wr VAJLVLpr 

LKLNCP 


3470 


11521 


A 


4397 


74 


432 


TTGTLESLCSNNACFGALLPHPPAPGE*R 

PWS*HFTRYLGPLNRCAWEGGRG*TGPG 

LPSLGKALVEGIPSESPGPTVSHPCCSPRP 

DPDQSAASLHQVPPPTVHCSHLTLPMG 

WPGPQ 


3471 


11522 


A 


4398 


1 


176 




3472 


11523 


A 


4399 


1 


188 




3473 


11524 


A 


44 


275 


403 


FSHFWPPEFLRD*MWLGV/VAHACNPST 

LGGRGRWIT*GQESET 


3474 


11525 


A 


440 


37 


527 


APSPDAMGHFTEEDKATITSLWGKVNVE 

DAGGETLGRLLVVYPWTQRFFDSFGNLS 

SASAIMGNPKVKAHGKKVLTSLGDAIKN 

HLG*SQGAPFAQA*SELHC\DKPAMWDP 

ENFKAPGEMLLVTRFGQSHFRAKNFTPE 

GCKASWAERWVT\GV\ASALVPSRYH 


3475 


11526 


A 


4400 




118 




3476 


11527 


A 


4401 




227 




3477 


11528 


A 


4402 




157 




3478 


11529 


A 


4403 




133 




3479 


11530 


A 


4404 




169 
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3480 


11531 


A 


4405 


J 


143 




3481 


11532 


A 


4406 




89 




3482 


11533 


A 


4407 




166 




3483 


11534 


A 


4408 




190 




3484 


11535 


C 


4409 


21 


218 




3485 


11536 


A 


441 


68 


398 


GPASNRALGFWLLETRMVSAVSDPPTS 
1 1 Cjo 1 MCbCloJH Vuv^AOVQMCjNACWb 
LYCLEHDIQPSGTMPSHKALWSSDNSFN 
TFFRETQPGRHV\PGLSVDLEPAVIAQ 


3486 


11537 


A 


4410 


1 


206 




3487 


11538 


A 


4411 


2 


185 




3488 


11539 


C 


4412 


247 


393 






I 1D4U 


A 

A. 




199Q 


17R4 


RPRRPMnST ^WWMVn^ftFT WPPWRH 

Iv\^IVJ\JZ>JLViVJOl_»OOriO V iVl V JL/OVirJu W JTVf W SSXJ 

PGSRTSNTVENRNPPPPPRHPLGQLFILFQ 

SLSLHLSLS/CLSLSTSFFQSLFLNLSVSLC 

QSlJ>SPSI7CFSn>LSNTHTHTHTHTHTHT 

HTHTHTHTESGRC*SVLFFPPCPYLYHYR 

*G*GVGSAALSLPTPHYEMTVFKGNLLY 

LPAVSIVSRVNL 


3490 


11541 


A 


4414 


76 


297 


EIRTLSRSSQSLWRRDVRWISGSCLKGH 

ASDHQLCQH*CTHTHTHTRTHTHTHTHT 

HTHTHTHTHTHTHTPKMA 


3491 


11542 


A 


4415 


48 


327 


EELEALRR\QRLAELQAKHGDPGDA\AQ 
QEAKHREAEMRNSILAQVLDQSARARW 
SEQGLIEILKKVSQQTEKTTTVKFNRRKV 
MDSDEDDDY 


3492 


11543 


A 


4416 


786 


905 


VSEQGLIE1LKK*CQLTEKTSTVKFNRRK 
VMDSDEDDDY 


3493 


11544 


C 


4417 


58 


237 


MAAEELEALRRPEAGRAAGPNTGDPGD 
AAPTGSQSTGQAEMRNSILAQVSGSSPA 
PGPG* 


1A€kA 

34 y 4 


1 1 j4j 


A 


44 lo 


11^ 
J ij 




linininini iiiiiiLtLiiNv^t'i^ 

K 


3495 


11546 


A 


4419 


10 


398 


ENTVFIGLLKQQTRNIILPLKIFCLRLKIPP 

LTMPSPPPSPFRKSPDLVPAHTPKEGRLW 

PWPGPPGGPSKAAHARRPLSTCQD*PPQ 

REILPGPQPTSPTHCRMSREGRSGGTGAR 

ACOLPLLRPLAS 


3496 


11547 


A 


442 


3 


398 




3497 


11548 


A 


4420 


551 


792 


INFFFF*IIDRFSLCHPGWTAVAQSRLTAT 
LLPSRFKRFLCLSLPSSWEYRPLPPYPAIM 


3498 


11549 


A 


4421 


56 


193 




3499 


11550 


A 


4422 


1 


3552 




3500 


11551 


A 


4423 


373 


593 


KKSLESINSRLQLVMKSGKYVLGYKQTL 
KM1RQGKAKLVILANNWPALR*SKRLNV 
LRLPRIHRERIYRSVNL 


3501 


11552 


A 


4424 


118 


206 


VGGRPRSLRQGRWVARKEDEKSRWESI 

NS\RL\QLVMKSGKYCPWGTSETLKMIR 

Q\GKAKLVILA>JNCPALRKSEIEYYAMLE 

K\TGVHHYSGNNIELGTA\CGKYYVRVCT 

L\AIIDSGGL*Pn*KACPEQTW*KEDEKS 

RWESINS 


3502 


11553 


A 


4425 


1134 


1287 


HGQmQMEVNLPMDRKV*THTHTHTHT 
HTHTHTHSSTSCPYTLKRNKVKS 


3503 


11554 


A 


4426 


102 


443 


SPIIPLPlTnNILVYVLLAFLCIYIHT*IYLY 
HFFFTNIVSYYTYCFITCVFHLIYIVNIIVY 
SLKNFTDTTCSLVVKIRSYRYAKRKYNCS 
KSHLPEINAFTLWQVSFQTL 


3504 


11555 


A 


4427 


263 


615 


LNVSEGNIWVKLCHELQHGPLNSSPFLIL 
LSHSEKlNRASINfl^KKKYKLINNYILSAF 
NPPPGKIHTHTHIHTHTHTHTHTESQKVK 
ST*EIT*IFPQQYTNLCQREEHCYFLSHSE 


3505 


11556 


A 


4428 


839 


963 


CVNGLVLGQAQLLRPVIPAL*EAEAGRL 
LEPRSSRSAWANM 
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3S06 


11557 


A 


4429 


526 


710 


MGVWLNILTPTFGDQSAKLGTLQFKPAR 
HEFSQSGRTSFPIMPSPRLPDVA*ENPNG 

SLOP 


3507 


11558 


A 


443 


1 


255 




3508 


11559 


A 


4430 


2 


539 




3509 


11560 


A 


4431 


920 


1110 


TAWFLNKLOLHF*KFLSEAFDNFYfiIA 
YNSLSSEILERLQKIDAPPSASVEWCRKC 
FGAPLI 


3510 


11561 


A 


4432 


38 


571 


GSHRRCSFITNYVHLYIFTLYIYIYIYIYIY 
IY1YTQMHSPPAHSVT*LYGNTSLSATLE 
RPVTPAWAVGFRVRSEKQLIVYEGARP 
RG 


3511 


I U\7^ 


A 
/A 








IN V AVAoLoLrAri 1 WisJv^s^ois^VLr VSAuLE 

TSMEAAIGDLSVFPGSLTQLEGIQGLVEP 

VQA*ASSWSSR*AAHSQGPGHPSYHRSH 

LPKPTQRNPERSQMEAPSPKPLDQPVPE 

KRHRGASAMRRRKPISFGFLAEMLHVLA 

VREIELTNCPHPEPNLATGKMTWLRSSS 

GFCESNRVT 


3512 


1 1563 


A 


4434 


328 


333 


AFEFKR1DILTFKSSFAGSL*E*LHTHTHT 
HTHTHTNTCFLTVMKELSNHPGNK 


3513 


11564 


A 


4435 


1461 


1710 


SGVLGRAALLKPPSRARSSGGSSLSSILR 
LSSPGPLSSPSLPCPTSQDRGIPFQTFHLN 
VALT*AAHEMDWREPCyKTRTGS 


3514 


11565 


A 


4439 


3 


451 




3515 


11566 


A 


444 


2 


732 


YLVSCFRDMAFNFGAPSGTSGTAAATA 

APG\GFGGFGTTSTTAGSAFSFSAPTNTG 

1 1 ULrJrOCj 1 \^NJvOr OrOTUrG 1 1 1 GTS T G 

LGTGLGTGLGFGGFNTQQQQQTVAVGYS 

CMPSNKDEDGLWLVFNKKETEIRSQQQ 

QLVESLHKVLGGNQTLTVNVEGTKTLP\ 

DDQTEVVIYVVERSPNGTSRRVPATTLY 

AHFEQANIKTQLQQLGVTLSMTRTELSP 

AQIKQLLQNPPAGMFLESQSS 




1 I DO / 


A 


AAAti 




529 


N biDSERTHP WLLSP ADK\TN VKA\A WG\ 

KVGAHAGEYGAEALERMFLSFPTTK\TY 

FPHFD\LSHGFWQVKG\HGK\KVA\DALT 

KAVAHV\DDMPKRRCPP*SDLHAHKL\R 

VOrub 1 rKLLxbHLPCLGEPWAAHLPRPS 

FNPWRLORLPWnOSFT HFI I KHRPT NT P 

NTR 


3517 


11568 


A 


4441 


294 


600 


ISCFLCSETLSNFALFLKESNGPVKVWGS 
IK/AMTENLHGFHVHEFGDNTAGRVLCF 
FLEaWEL*FlI*LFFLLLINR\CTSAGPHFN 
PLSRJCHGGPKDEER 


3518 


11569 


A 


4442 


517 


758 




3519 


11570 


A 


4443 


80 


725 


SPAASGGFPLQSLEPRTLGRGLSDFGDRS 

rvK^v L.ivUJKJKi'ls.L.KOllNr \bv^K.CKboNOP\ 

VKVWGSH/IKGLT*KALHGF\HVH\FFr;\r> 

NTARLYQVQGPHF^PLSQKTTVGPK\DE 

ESHC*DLGQCDCLTKNGVADVSI\EDFV 

NLTLQGD\HCI\1G\RTLVVPWKKPDDLGP 

KVGNEXESSK-nGNAGKSVWPCGVMGIA 

RINIPLGCSLRPPKLICVSC 


3520 


11571 


A 


4444 


415 


635 




3521 


11572 


A 


4445 


2 


478 


MAGKOAVSASGICWLMGTRKWYYN A AF 

FNKLGLMRDDTIYEDEDVKEAIRRLPEN 

LYNDRMFRIKRALDLNLKHQILPKEQWT 

KYE/EGLCCSSSALCFLLR*KDQPIECPSR 

SQEELL*SKLSPL*TAFET*AKENFYLEPY 

LKXEVIRERKEREEWAKK 


3522 


11573 


A 


4446 


323 


400 




3523 


11574 


A 


4447 


2 


396 


RPPTTTKFAAARQMAGKQAV^STQAKG 

LNG/IFKKWYY\NAARIQNKLGLM\RDDT 

IY\EDEDVKRSP*EDFPENLYNDRMFRH* 

EGHWTLNLK\HQILPKEQWTNF\EEKNFY 

\LEPYLKEA^LFRERKERE\EWAKK 
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3524 


11575 


A 


4448 


3 


314 




3525 


11576 


A 


4449 


5 


340 


GSGTSAKAFRSIWGPLPPVHRHGSPRSSV 

QR/DGPGLGTGEPRVYIRNKVANTGVPG 

APGPSIGGVTAPATDYCHRIAPILAARRR 

RRRRRRRRRRRRRGGGGGVAGGGGGG 

G 


3526 


11577 


A 


445 


2 


681 


AREGSALRVAGVTYLVSCFRDMAFNFG 

APSGTCGTAAATAAPA/GNTFLLFGGGF 

GGFGTTSTTAGSAFSFSAPTNTGTTGLFG 

uli^NKOrOruiOrul 1 1 ulolOLUl vjL.O 

TGLGFGGFNTQQQQQQTTL\GGLFSQPT 

QAPTQSNQLINTAiSALSAPTLLGDERDAI 

LAKWNQLQVAFWGTGKGYFNNNIPPVEF 

TQENPFCRFKAVGYSCMPSNKDEDGLV 

VLVFK 


3527 


11578 


A 


4450 


1 


117 




3528 


11579 


A 


4451 


1 


1973 


DGGARARGRAAARRRRRPRRRRRRRRR 

RRRRRRRRRRRRRRRLGLERPQPTSRGR 

APGASRAEEKMEELVVEVRGSNGAFYK 

AFVKDVHEDSITVAFENNWQPDRQIPFH 

DVRFPPPVGYNKDINESDEVEVYSRANE 

KEPCCWWLAKVRMIKGEFYVIEYAACD 

ATYNEIVTIERLRSVNPNKPATKDTFHKI 

KLDVPEDLRQMCAKEAAHKDFKKAVG 

AFSVTYDPENYQLVILSINEVTSKRAHM 

LIDMHFRSLRTKLSLIMRNEEASKQLESS 

RQLASRFHEQFIVREDLMGLAIGTHGANI 

QQARKVPGVTAIDLDEDTCTFHIYGEDQ 

DAVKKARSFLEFAEDVIQVPRNLVVIGK 

NGKLIQEIVDKSGVVRVRIEAENEKNVP 

QEEEIMPPNSLPSNNSRVGPNAPEEKKHL 

DIKENSTHFSQPNSTKVQRGMVPFVFVG 

TKDSIANATVLLDYHLNYLKEVDQLRLE 

RLQIDEQLRQIGASSRPPPNRTDKEKSYV 

TDDGQGMGRGSRPYRNRGHGRRGPGYT 

^I^TMQT? ACM ACPTPCnUDnPI QnWQI AP 
ovJ J INoJCAofMAoc. 1 jDOL'HKJLJ£il-«oJJ WoL./vr 

TEEERESFLRRGDGRRRGGGGKG\QGGR 
GRGGGFKGNDDHSRTDNRPRNPREAKG 
RTTDGSLQNTSSEGSRLRTGKDRNQKKE 
KPDSVDGQQPLVNGVP 


3529 


11580 


A 


4452 


1 


2115 




3530 


11581 


A 


4453 


2 


424 




3531 


U582 


A 


4454 


1 


456 


RPRRPQREPTMVLSPADKTNVKAAWGK 
VGAHAGEYGAEALERCFCLSHHQDLLSN 
HFDLSHGSSQVKGHGKKVADALTNAVG 
HVDDMPNALSALSDLHAHKLRVDPVNF 
KLLSHCLLVTLAAHLPAEFTPAVHAFLD 
KFLASVSTVLTSKYR 


3532 


11583 


A 


4455 


25 


640 


EFHRLRENPPWCLSPAXDKTKAQRPPRLK 
LGAHAXGEYGGEPLERMFLSFPTTKDLLP 
ALRP*ATVSAQG*RAHGK\KVA\DALT\N 

A\/A\LI\/T^\rWifDrkTAI C ADUOTPWrj AO AF 

AVA\M VLluJMrl^ J ALdArJbKI ^INUAV'^ 

GWDPVQLSSS*SHLPCLGEFWAAHLPRP 

SSTPGGCKASLGTKFPGLFVEAPLLEPSK 

LPLKLGSLRVGHCFFAPLGLPPSPSSPSCT 

RTPVVFE 




1 IDOf 


A 
/\ 








r L/rlHiN W oi^^ 111 UAV^KV; 1 1VI\ l v o 

AHNEAMCFGTCASDCLYR 


3534 


11585 


A 


4457 


1 


383 


MVLMPVVSAIPEAEAKSSLIENDVCLSA 

KENHKSKRAITRTAERFPTE/SPHDATRK 

TARTGLRHAQQASL\PNWSTPLAAR1AP 

VPPAANPQGVLLKSAGPHIXLLARTTTC 

NR*VP1ASP0TTHRME 


3535 


11586 


A 


4458 


1 


1509 




3536 


11587 


A 


4459 


579 


91.9 


PGSM/IPLSVSHSTGDDGRSLPKRRSTAPS 
MTSVYCFNCERCLVSCSLLLLSSLGPPCL 
AVLLAPFFAPFF*VFLLCVWAGLPALLL 
LLVSSLLFLVLLSFCAASACFGFLSV 
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3537 


11588 


A 


446 


1 


459 


HRRPLYPAGIARMTRGDRTRTGCTRPKG 
SRTGGAVGAAMQEIIGSVDHIKFDLEIAV 
EQQLGAQPLPFPGMD/KTPDSQAPISTVW 
GLLLPSLGLRSSLPRIFGPLRLFKESGAAV 
CEFFLKAACGKGGMCPFRHISGEKTWC 
KHCLRGLCMN 




1 1 cort 


A 


4460 


1 Ann 
1477 


1691 


YCNVSFGANLERA*TSFSALFIDLQPPGY 

PTTTQWIWQCQT 1Vn,V\n T niIOT?lJTM MT 

ivi 1 ioJvrlJvVoDol^lJS.OnVLiuUHornU 
QLWISTNAFRFGN 


3539 


11590 


A 


4461 


1076 


1354 


QQKCAVNLHSFLPITKLCRLFASCRAAR 
CCSHLTSQPVTA*LAGKVNPLPLGNLWE 
CDTKAGSQAMRTHLSITWRAVMQLPVl 
NTTYQRGKR 


3540 


11591 


A 


4462 


880 


1242 




3541 


11592 


A 










3542 


11593 


A 


4464 


46 


492 


HPVTLGDNTYRTHIKQLIKGEVLFLHFTP 
DAVDVFRTnMTLPL*RLQLSSQRADDQ 
RTLRCSVRGRDAVHAAVWQFVCIRLDVB 

VTP A \nx*r\UD'Qf\1 QT\Qt2'r\fCr\T> rr\\ wr^Ti 
V 1 JCtAVirvrrryLoUotil Vov^KCVL/VOTL 

FCROYTFIFRRIFYFAOMSNTLRLFDDYA 

EEIIDHRQ 


3543 


11594 


A 


4465 


7259 


7441 


IASPGWS*RQECSSRSCAQCCCQSTTTCR 
HAKQRSLALAHKPLAKLAGNGITPRLRQ 
ICR 


3544 


11595 


A 


4466 


538 


1056 




3545 


11596 


A 


4467 


1 


1134 




3546 


11597 


A 


4468 


745 


1263 




3547 


11598 


A 


4469 


3506 


3826 


EVWRPARRSRDVSCSRSHAYYVVPGTA 
DWLWPS*RPSTTGVCG*PVTWRWLEGQ 
WTPHLGRVLQEDSDSPTFPSALGIQETRP 
EPLKSPREVPTSGRTGVFHYPVA 


3548 


11599 


A 


447 


1 


811 


DGTMEDSEAVQMATALIEQRLAQEEEN 

EKLRGDARQKLPMDLLVLEDEKHHGAQ 

SAALQKVKGQERVRKTSLDLRREIIDVG 

GIQNLIEL\RKKRK\QKKR0ALAASHEPPP 

EPEEITGPVDEETFLKAAVEGKMKVIEKF 

LADGGSADTCDQFRRTALHRASLEGHM 

EILEKLLDNGATVDFQDRLDCTAMHWA 

CRGGHLEVVKLLQSHGADTNVRDKLLS 

TPLHGAVRTGQVEIGEHFLSLGLENNAR 

NREGDTALH\DAGRVNRYPILO 


3549 


11600 


A 


4470 


1 


751 




.3550 


11601 


A 


4471 


482 


1200 


VFSGPFSGVGFFPFSGLCPCELSATVLEV 

APPLLPGNRMSSRITMLSESCQRM Vr/G 

YGRCFADRQNLMVCLRSMPNVFTGSCA 

RMRCCLSENL/PVPPSKRAHTGRVAVKE 

SNQRWCSDGFEFCCDNGERLRVTFALD 

CCDREALHWAVTTGGFNSETVQDVMLG 

AVERRFGNDLPSSPVEWREGVFVRNIDE 

EFGNESAQTGMLHHQLDPSVEGELHQN 

TOSTACCRADSTHISHWRFM 


3551 


11602 


A 


4472 


1^/1 


lOOI 


TPC*PRAGPTGGLGCTSFSDEPILDGWPP 
QSSQLMIRMCFSVYTMLSESCQGMVIVG 
YGRCFADRQNLMVCLRSMPNVFTGSCA 
RMRCCLSENLLYRHRNGHIQAEWP 


3552 


11603 


A 


4473 


739 


1257 




3553 


11604 


A 


4474 


1 


2661 




3554 


11605 


A 


4475 


1 


2370 




3555 


11606 


A 


4476 


421 


972 




3556 


11607 


A 


4477 


766 


1073 


HRQLVIVFQQPLVSGFHEAELSLDDAKW 
VLHPGPDAGFHVFDVDGRFVLA\*CCFK 
VLTLPGRSAISQS-nPPRPAPRAVAPLGSR 
HRLROIAPLHAADYPAD 
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3557 


11608 


A 


4478 


1662 


2045 


PTALAAFSRRTVRITFLPVGDPGFHQSGS 

LRLS/NPDALQIQPACRIFSSALITSVFACS 

VHEGE*LPVDPG1IRALLHR*R*KAESAC 

AVPCI*AWTDREYGCHNRRKSGVILRRT 

DDWMDGRRSRHT 


3558 


11609 


A 


4479 


1 


1803 




3559 


11610 


A 


448 


100 


1532 


EARRMWGAMGKARRSPPGHHRHCEGCF 

NRHCHIPVEPNTSCLVISCHLLCGATFHM 

CKEAEHQLLCPLEQVPCLNSEYGCPLSM 

YRHKLAKHLQACPASWCCSMEWNRW 

PNVDSEITLHENIMKETPSEECLDTALAL 

QDQKVLFRSLKMVELFPETREATEEEPT 

MNGETSVEEMGGAVGGVDIGLVPHGLS 

ATNGEMAELSQEEREVLAKTKEGMDLV 

KFGQWENIFSKEHAASALTNSSASCESK 

NKNDSEKEQISSGHNMVEGEGAPKKKEP 

QENQKQQDVRTAMETTGLAPWQDGVL 

FPT IfTAVnAlf DYTMMVT VT-TMriRN^M 1T4F 

GQMPACTPKERDFVYGMCLEAQEVKTV 

YTFKVPVSYCGKRARLGDAMLSCKPSE 

HKAVDTSDLGITVEDLPKSDLIKTTLQCA 

LERELKGHVISESRSIDGLFMDFATQTYN 

FEPEQISSGTELADLTAATPGGLHVELHS 

ECVTKRHN 


3560 


11611 


A 


4484 


875 


1075 




3561 


11612 


A 


4485 


2097 


2179 




3562 


11613 


A 


4486 


4274 


5255 


HTLFGDKLCTVATLRETYGEMADCCAK 

QEPEKNECFLQHKDDNPNLPRLVRPEVD 

VMCTAFHDNGETFLKK*VIRCL*FKIICK 

HGVTP»ANTL*KLP*QKYFQH*DLEVLL* 

♦FFKEVVFDTTKFYTAKNMIKDILKFIET 

GYNl^QKFKIDKFFNVFRRYVYMVVlID 

FVLVSNIILPKFNHLCTHTHTHTHLTLFST 

YLKNDRDKTIMCKLSLIG *L\ESLEFGGS 

GENVDYNYFCNIVCYRK/ADCFSFLKPR 

YLYEIARRHPYFYAPELLFFAKRYKAAF 

TECCQAADKAACLLPKVLCTRIEKKSLL 

SNLILSILWLDLGTLSV 


3563 


11614 


C 


4487 


102 


230 


MFLSCRSVXXXXXXXXXXXXXXXSPLF 
LSPLLFLLFHTYMRA* 


3564 


11615 


A 


4488 


2 


567 




3555 


1 1616 




4489 


125 


522 




3566 


11617 




449 


124 


602 


WATTPFQPKSNSKMAELFMECEEEELEP 
WQKKVKEVEDDDDDEPIFVGEISSSKPAI 
SNILNRVNPSSYSRGLKNGALSRGITAAF 
KPTSQHYTNPTSNPWPASPIKFVHPESRSS 
DSSVIVQPFSKPVSVSKTIRPAQGSIGCCL 
SISTVPSYNSGLS 


3567 


11618 


A 


4490 


195 


473 




3568 


11619 


A 


4491 




966 




3569 


11620 


A 


4492 


1 


960 




3570 


11621 


A 


4493 


1743 


1935 
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3571 


11622 


A 


4494 


1 


1540 


NSGGSGGGTSGSGSSSGQGKMGQSQSG 

GHGPGGGKKDDEDKKKKYEPPVPTRVG 

KKKKKTKGPDAASKLPLVTPHTQCRLK 

LLKLERIKDYLLMEEEFIRMQEQMKPLEE 

KQEEERSKVDDLRGTPMSVGTLEEIIDD 

NHAIVSTSVGSEHYVSILSFVDKDLLEPG 

CSVLLNHKVHAVIGVLMDDTDPLVTVM 

KVEKAPQETYADIGGLDNQIQEIKESVEL 

PLTHPEYYEEMGIKPPKGV\ILLVPPG\TG 

KTFLPKAVANQTVSATFLRVVGSELIQKY 

LGDGPKT/LSRELFRWSEELAPSLRFIDRI 

LPPLGHKRYD\SNS\GVRRELQRTMLELE 

LLNPVGMGFDS*GRL*KLSWATNRI\ETL\ 

OIHTSRMTLADDVPM DD\T THfiT ICinT <5\ 

GA*HSRAICTEAGL\MGL*GERRMKVTN 

EDFKKSKENVLYKKQEGTPEGVVSLMN 

HGLSSGKWLGDFSIPERDEVGGSCPEESL 

FPLIFY 


3572 


11623 


A 


4495 


125 


320 




3573 


11624 


A 


4496 


1376 


1509 




3574 


11625 


A 


4497 


2120 


2313 




3575 


11626 


A 


4498 


2 


266 




3576 


11627 


A 


4499 


918 


1475 




3577 


11628 


A 


45 


2 


343 


NLCQVFIPFLFHSLLYVFKTILKGLFQASF 
LGHLLLLPLSGTPGRPGGGGAGGSGRGD 
PPAAGASRTIPWPLLLQQLSSSSSHFKA/P 
SKLSSHG*PRALGPPGPYHRPPSPGTT 


3578 


11629 


A 


450 


1 


368 


ICRFNPYVFl AAT^ADOI OVRTTOf T/Pk^<2 

CWLYHCINHSTLQTCNISTL/MALGHIPG 

LWILINLSEPWDATPVWHFVKLLLTKLT 

HHACRASGIXIIFAIVSLVTLITSAVMSSVA 

LHSSVQMAO 


3579 


11630 


A 


4500 


1 


822 




3580 


11631 


A 


4501 


158 


668 




3581 


11632 


B 


4502 


151 


336 


ANSDSMVGYVLGPFFLITLVGVVVAVG 

GPAAHHLLPMYSYDPAEELHEAEQELLS 

DMGDPKV* 


3582 


11633 


A 


4503 


748 


949 




3583 


11634 


A 


4504 


1139 


1241 




3584 


11635 


A 


4507 


41 


488 




3585 


11636 


C 


4508 


187 


342 


MICKNKNKVILLXXXXXXXXXXXXXGG 
AXXXXXTTPPRRRGKKQFFLPPKQ* 


3586 


11637 


A 


4509 


1304 


1434 




3587 


11638 


A 


451 


126 


373 


GRGTSKILMALQRTHSLLLLLLLTLLGLG 
LAYPSYGHDVLYXHRVVADNGHLEETLV 
M\DRCLSVM1LLRIISRDDCERLIGLA 


3588 


11639 


A 


4510 


1 


1383 




3589 


11640 


A 


4511 


1 


674 




3590 


11641 


A 


4512 


19 


249 




3591 


11642 


A 


4513 


1000 


1174 




3592 


11643 


B 


4514 


60 


378 


NAVLEADFAKRGYKLPKVRKTGTTIAG 
VVYKDGIVLGADTRATEGMWADKNCS 
KIHFISPNIYCCGAGTAADTDNfrrQLISS 
LAAMAVFEDKFRPDMEEEEAKNLX* 




1 J O't'r 


A 

r\ 


**j 1 J 


1 


All 

4i7 


UrKA 1 bOM V V AL>K rCQKSTGRLPELVT 

airmlkqmlfryqgyigaalvlggvdv 
tgp/hlysiyphgstdiaagifndlgsgsn 
idlcvisknkldflrpytvpnkkgtrlgr 
yrcekgttavltekitpleievleetvqt 

MOTS 


3594 


11645 


A 


4516 


1 


1059 




3595 


11646 


A 


4517 


1115 


1307 
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3596 


11647 


A 


4518 


3 


866 


FLGKMAAVSVYAPPVGGFSFDNCRRNA 

VLEADFAKRGYKL>PRPRKTGTnAGW 

YKDGIVLGADTRATEGMVVADKNCSKI 

HFISPNIYCCGAGXTAADTAMniQLISSW 

LKLHSL\STGR\LPRV\VTA\NRMLKQMLF 

RYQGY1GAALVLGGVDVTGPHLY\SIYP\ 

HGSTEKVPVYVTHGFLAPLAUMALFER* 

V*APDMEEEEA\KNLVSEDSPPQFPPPSW 

RIFNXDLGSRKPNIDPLPSSARNKLGFSPP 

HTQLPNKKGTRLGWP/RYRCEKGVTTAV 

LTEKIPLLWST 


3597 


11648 


A 


4519 


4 


181 




3598 


11649 


B 


452 


1 


1812 


MPSPSPLFFVATIHDCQELLETTETGPSD 

LQDVPLEKADATVFTDGSSFLEQGVRKA 

GAAVTTETDVLWAHALPANTSAQKAEL 

lALTQALRWGKDINVDTDSRYAFATVHV 

HGAICQERRLLTSAEKADCNKNPPSSKPN 

RSSSSLGNNLRFDGSMYMHRSKGVPAV 

SVNVNILTPSESLNLESSCVTKKLSPEKEI 

YEMESLQWENMGKRINHHLQYNGLGD 

NMECKGNLEGQEASQEGLYMCVKITCE 

EKATESHSTSSTFHRIIPTKEKLYKSPNPS 

QDTGYSQHHTRTTFSKRQPKNCERFPVE 

GRPLTLPAQTSXGYSGSKPDVITLLEQGK 

EPCWARDVTRRQCPAAPMVDSLIARV 

GVMARGNAITLPVCGRDVKFTLEVLRG 

DSVEKTSRVWSGNERDQELLTEDALDD 

LIPSFLLTGOOTPAFGRRVSGVIEIADGSR 

RRKAAALTESDYRVLVGELDDEQMAAL 

SRLGNDYRPTSAYERGQRYASRLQNEFA 

GNISALADADNISRKNITRCINTAKLPKS 

VVALFSHPGDYLPVPQAKGNNVAnTSY 

MTNRGFFEDKKATFAPSFLMNIKGNKTS 

WKNSILEQGQLTVN* 


3599 


11650 


A 


453 


305 


1088 


NHWPMHLVTFRDVAIDF\SQKEWECLDT 
TQRK\LSRDVM\LENYNNLGLTG/SDILGS 
KPWITLLEQGKEPCWARDVTGRQCPG 
I T SRHKTKKI SSEKDIHEISI SKESIIFK^JK 
TLRLKGSIFRNEWQNKSEFEGQQGLKER 
SISQKKIXSLKKMSADRKRPSFTLNQRIHN 
SEKSCDSHLVQHGKIDSDVKHDCKECGS 
TFNNVYQLTLHQKIHTGEKSCKCEKCGK 
VFSHSYQLTLHQRFHTGEKPYECQECGK 
TFTLYP 


3600 


11651 


A 


4538 


1511 


1687 




3601 


11652 


A 


4539 


425 


619 




3602 


11653 


A 


454 


1 


2088 




3603 


11654 


A 


4540 


122 


621 




3604 


11655 


A 


4541 


2315 


2790 


AATTPALRPLRRSSFLMATTITKASTGT 

WSSSPSLPTPPPTSTLRKAPTTLIQKWRP 

GAQQPSCPKPRS*PSSSTPRTGP1PGTSTS 

EPMTTQWP*STPSMR*LPPALTHPRSCVP 

SRTAAWVLGWYATHIERWLSAYSRQPD 

SGLGWQTCFAQNLPK 


jb\)j 


1 loOo 


A 

A 


4542 




/oo 




JoUd 


1 1657 


A 


4543 


294 


502 




3607 


11658 


A 


4544 


969 


1158 




3608 


11659 


A 


4545 


147 


402 


GRGIQLFHEIQLQLSKTLCEPAYPVQRLR 
GRTAARWPGSRESPLRPVFDVEYCGVLI 
FIILFI*WRHFHSLCWSGDDULACLL 


3609 


11660 


A 


4546 


240 


433 




3610 


11661 


A 


4547 


3 


310 


GGQFPHPPAARPGGRWGCQPPARQPLRP 
GGSVSTGTGFPPGRWQPETSWVSCRHC 
GPHLSAVWGLPR/LSPLPAGPNPRQPQLS 
EFPRPKEFLTPRTQKTKPN 


3611 


11662 


A 


4548 


3 


195 


WPPGPLQPRGTEHRPPTPDTTPRAARSTR 
SHSPSEPRTRTWPQQR*LPRPSKPSHGPD 
VIEAA 
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1 i/^'x 

1 lOO^ 


A 
r\ 


4549 


\ 








1 lOO^ 


A 


455 


140 


51 1 


PTO^TRRT ATVSTAAAVAPI TLFLYRGDG 
GLSSRRRADAAGG/APFSLCGEVAVKPPl 
NPFTELM\ENAVNDGSHSEELFCHLKT1S 
QKED\LTRCmSESHLSWYSHQYQGKSKF 
PILGFPVLSII 


3614 


11665 


A 


4550 


292 


573 




3615 


11666 


A 


4551 


376 


456 


GEEPTSVF*RNQWNLRPHKHFGNASPW 


3616 


11667 


A 


4552 


1663 


1984 




3617 


11668 


A 


4553 


1735 


1868 




3618 


11669 


A 


4554 


138 


279 




3619 


11670 


A 


4555 


72 


192 




3620 


11671 


A 


4556 


571 


690 


CQQGFSFLQAYGPAQHAIS\MRKFKAKY 
PDYEVTWANDGY 


3621 


11672 


A 


4557 


130 


943 




3622 


11673 


A 


4558 


45 


405 


GIPGRJRNMAVADLDLIPDWDIDSDGVFK 

YVUPSPLGIPAPGIRPAESKEIVRGYKWA 

\GHHADIYDKSVGATCRKQGLRTVSILG 

GGRIS/HTKSPGQERFTVY\GYSMGLWSC 

PRTPIST 


3623 


11674 


A 


4559 


613 


866 




3624 


11675 


A 


456 


1 


1014 




3625 


11676 


A 


4560 


69 


430 




3626 


11677 


A 


4561 


144 


294 




3627 


11678 


A 


4562 


13 


759 




3628 


11679 


A 


4563 


177 


328 


INAHLKFKVYFLSQAPLKCTWKTSAARE 
NHV*LTFLMFYGTLGTGVCFCL 


3629 


11680 


A 


4564 


218 


343 




3630 


11681 


A 


4565 


708 


916 




3631 


11682 


A 


4566 


829 


1002 




3632 


11683 


A 


4567 


51 


209 




3633 


11684 


A 


4568 


♦ 8 


218 




3634 


11685 


A 


4569 


3 


357 




3635 


11686 


A 


457 


577 


2195 


IMGCVQCKDKEATKLTBERDGSLNQSSG 

YRYGTDPTPQHYPSFGVTSIPNYNNFHA 

AGGQGLTVFGGVNSSSHTGTLRTRGGT 

GVTLFVALYDYEARTEDDLSFHKGEKFQ 

ILNSSEGDWWEARSLTTGETGYIPSNYV 

APVDSIQAEEWYFGKLGRKDAERQLLSF 

GNPRGTFLIRESETTKGAYSLSIRDWDD 

MKGDHVKHYKIRKLDNGGYYITTRAQF 

ETLQQLVQHYSERAAGLCCRLVVPCHK 

GMPRLTDLSVKTKBVWEPRESLQLIKR 

LGNGQFGEVWNGT\WN\GNTKVAIKTLK 

PGTMSPESFLEEAQIMKKLKHDKLVQLY 

AVVSE\EPIYIVTEYMNKGSLLDFLKDGE 

GRALKLPNLVDMAAQVAAGMAYIERM 

NYIHRDLRSANILVGNGUCKIADFGLAR 

UEDNEYTARQGAKFPIKWTAPERALYG 

RFTIKSDVWSFGILLTELVTKGRVPYPG 

MNNREVLEQVERGYRMPCPQDCPISLHE 

LMIHCWKKDPEERPTFEYLQSFLEDYFT 

ATEPQYQPGENL 


3636 


11687 


A 


4570 


2 


217 


ECGDVCDTGDRASVDEEGYIWFLGRSH 
HTINAS/GVVKALIVLTPQFLSHDKDQLI 
KELQQHVKSVTAPCIGC 


3637 


11688 


A 


4571 




846 




3638 


11689 


A 


4572 


361 


916 




3639 


11690 


A 




128 


416 


RQVLLFWGRGKYHNPFSPCLYPFSAFLG 
EGQVPLNPFSFTLSGKSRFSRGQEP/LNPL 
FPHPDLLSVCPNPLFPHPDPFPAFLEGKN 
PRTPRTRGST 


3640 


11691 


A 


4574 


127 


135 


NKIVLKCWGGENFWGVVWRENGRCFS 
GLLQAGLGAAWEPRVG/IVRRN1CCIE*L 
VMAWIRFCMN*KTK 
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3641 


11692 


A 


4575 


35 


386 


QLKTDTAQSPRSPLDHHGHRASGNSHSG 

QKKCKWPVLALSAD1TL*KSFSWULAQ 
KAPPLSTL*PPLLPAREQMSFDCNFPLPT 
QIL 


3642 


11693 


A 


4576 


148 


336 


IRTPLKIGLFNSPGSHSQSPWNSGPRLSD/ 
WTPSQIFSA*QLKTDAAGSPRKPPRPSRT 
PSFR 


3643 


11694 


A 


4577 


4418 


5130 


DnSYQLEWRSLKSQETTDQAPMSSL»NF 

LRSNPWLS*RLGA*/WNADEQGVPLIQE 

MLESWASICKVPKYPNAEAVRPEEQTPH 

LHPGEmSHVAHTKLVWWSLHTDTHEI 

WCRDSDRGTSLGRSIPCPPALCSVRKIHL 

RPQVLRPTSPRNISPISNPHTRT/SQTPEPQ 

RPGVPPEPPSPGACYKCQKSDHQAKECL 

(^P Kir riUi'Cr ICAGP H W Ki-»DCS AHLAATL 

RAPGTLAQGSL 


3644 


11695 


A 


4578 


522 


923 


PSAAGLLEFAGGPLQTLFAWVSAAEAAE 

QRVLLNSQAVLLPDRSSGSFVSVGSIWPCE 

VSVCPSSRCWRPRRKPLEAHLVQPQPPT 

LLAPVLVLLAVCYGWSPRPLAHTLFAAS 

RLAHHGVDRQNNLVDKAQILN 


3645 


11696 


A 


4579 


1 


569 


MGKKQNRKTGNSKKQSTSPPPKERSSSP 

ATEKSWMENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFERNLEECITRITNTEK 

CLKELMELKTKARELCEECRSLRS/LMRS 

TGRLLIKKTPFSSG*SRI»FNN*ASNSLY* 

NINSNKSLP*PLKGPILSKPSASNIPCISLQ 

WVQAFQKSESLPAPR 


3646 


11697 


A 


458 


561 


966 


GALCAASVPRCVWSSAGVVALFEEHCA 
PLVWVYTYECCHYMCSALLSLSCPCPAP 
SERAAGLCCRLVVPCHK\GMPRLTDLSV 
KTKDVWEIPRESLQLIKRLGNGQFGEVW 
MGMLRLNYSUSFPVWKIPNTKDGR 


3647 


11698 


A 


4580 


23 


660 


FIDSMPSPSRYQ*LSSQNWKKLL*SSYGT 

KEEPASPSQS*AKRTKLEASHYLTSNYTT 

RLQ*LFQKHTMLSPRENLTQPACTQVK* 

TAMLLTQ/RPVWWSLHTDAHEIWCCDS 

DRGTSLGRSIPRPPALCSVRKIHLRPQVL 

RPTSPMNISPILNQLSSLRLTLPDRLRSPL 

DHHGRRASARLHPGEINSHVAHTKPVW 

CSLHTDTHENDKNKO 


3648 


11699 


A 


4581 


1 


764 


MIQEHADKQVQRLQGVLLGSIPTAASRA 

RLHPGEINNHVAHTEPVWWSLHMDAYE 

IWCRGSDRRTSLGRSIPLPPALCSLRRIHL 

RPQVLRSTSPRNISPISNPGHLSDYTPTFQ 

GCQTMQGRLPWSFTLSGKSRFSGEGATQ 

RQYPIPQQALKGLMPAITRL/STAWPFKA 

YKLSLPFPHFTCPKTRQALQVSSGSAPYQ 

PNCr A YrPHUAlCPri bblLN 1 CL YNFLr 

RSQTSFLYYSFAPFIPASLRIHLD 


3649 


11700 


A 


4582 




400 


MWNAVTLWQQRESCIEEESEIGTLETKE 

THF1RGPKTLAPVTDWEG/SPSLGV*SMQ 

GRLSDYTPTFQGFQTTQGRLPWSFTLSS 

KSCFS/AGRGKLLLARPS*VPILPQPLLLH 

PTILLSPPLLTPGOAYSFIP 


3650 


11701 


B 


4583 


1 


933 


MEEKEERKRRRKRKRRREEGRDGERKR 

MEKQKENQDPKDPPTTSGPQTDQPKKH 

LTNFKSETKETRFIRGPKTPAPVTDWEGS 

LPLVFNHSRDTSLIIHPGFRGVRPRRDAC 

LGPSPLAASPTFLGKGPAAPRQTELGPNS 

"^SASAPPPYNPFIASPPHTWSGLOFPSMT 

SPPPPAQQFTLKKVAGAKGIVKDLINLTF 

KVYNNRKKLQFLASTVRQTPATSPAHK 

NFQTPELQQPGVPPEPPPRGACYKFQKS 

GHRAKECLQPRIPPKPHPICVGPHWKSD 

CPTHLAATPRAPGTLAOGSLTPSQIFLA* 


3651 


11702 


A 


4584 


1 


582 
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3652 


11703 


A 


4585 


1 


622 


MAKSFSGSGKSVCKSPKGKNNTWETRM 
IGDGGLQEGSLTMKFEDGKYLFGFNIIEG 
DFCEDSNFQTGESVSDVYFENVSALQRE 
STGSGIAQERNDEGLESGRAVLCIEECLS 
ASLASTSQSSIEQPLPTSS\PTKTKQNMTP 
DIAEYPQWAIWTSLKTTTIVLRPS*VLILP 
QPPLLHPIIFLSPPLLTPAPAYSFIPPSQTPS 
FG 


3653 


11704 


B 


4586 


102 


1151 


MEEHFMLMGSKNQYRENGHTAQEKLL 

YAFHNISLKQSSSLSLSQNFPNNENNDGS 

KDDDDGGDDDDDCQASEAKPNSACLHP 

GEINSHVAHTKPVWWSLHTDTHENDNG 

DVGDDNVDDDVDDDGGDDGKDDGDD 

DIX5DTVMVVMMIMMMVLMVVMIVVV 

VVVWVVASRKAFLFLINGEESELESHLT 

GFANIPNHHLTVQHIYTPTLPSGETKETR 

FICGPKTPALVTDWEGSLPLVFNPCRDAS 

LIIQPRFKAASPAILGEGQVPLNPFSFTLS 

i^T/' COT? 0/^*17 AD A WV/^D I'OrM.K^ A 1/T»/~»T» 

uKoKr bObOAKAY YKCKKoUHQAKbCF 
QPRIPPKLCPICAGPHWKSDCSTHLAAAP 
RTPGTLAQGSLTDSFLA* 


3654 


11705 


A 


4587 


258 


479 


TAAARRSSRTSSHRSLLHVPEIWPLGQG 
MPAARDSS*AASHLCR iPPKIGLFNLPGS 
HSQSPWKSGPRLSD*LLPRSSRLSS*RAL 
GOISRGSGSGCQVS 


3655 


11706 


C 


4588 


259 


531 


MSPAHKNFQTPEPQRPGIPPEPPPPGACY 
KCQKSGHQAKECLQPRIPPKPRPICAGPH 
WKLDCPTHLASTPRAPGTLAQGSLTASQ 
IFLA* 


3656 


11707 


A 


4589 




446 


MNLNRNALVLTLFSDSARLHPGEINSHV 
AHTKPVWWSLHMDTHEIWCRDSDRGTS 
LGRSIPCTPVL/VLSRFKKIKACYHSPATS 
WPFKTYKLSLQLPHFTCPKTRQALQVSS 
GAVPYQPNCFAYPPCGAQPVPSFVLNTF 
LHNSLCRA 


3657 


11708 


A 


459 


46 


949 


ARRPRPWLSSARTPRRPFWRPPSCCSPM 
LTTSSETLMMKNIDPSGLETQPF/YEVLQ 

RKSQEKLSRARKLDKGINISDEDFLLLEL 
LHWFKEEFFHWVNNVLCSKCGGQTRSR 
DRSLLPSDDELKWGAKEVEDHYCDACQ 
FSNRFPRYNNPEKLLETRCGPWCE 


3658 


11709 


C 


4590 


228 


260 


MFLGLVGLRT* 




1 1 /lU 


A 

A 


4j91 


268 


390 




' 3660 


11711 


A 


4592 


1 


499 


MAPTNCKGSRKCGRPHEQMPHPYLPLL 
TLFSDSARLHPGEINSRVPHTKPVWWSL 
HTDAYEIWYHDSDWGDLPWE\T1PCPPA 
LCSMRKIHLRPQVLRPTSPRNISPISNPEK 
♦NGLKVF*KHTSPSSATNLKRPGQYFYH 
FPFSEFRPVLGMLQVTSAFQKFTLL 


3661 


11712 


A 


4593 


I 


355 


MEVYTQKAYWRVPLGSTVGDQGGHGR 

FIHPFAIKJEQGSTNRCPSGSPATKYVLLC 

LHGEKVDLLPADQQSIFSPGRSTQGHLISI 

TGVLMNRHSTYMDKEKVKMVTALWTD 

EELSKLTWTRMKFDAMTQLGDLPWEIN 

PLSSCSLLREKDPPTTSGPQTDQPKEHLT 

NFKSTTNHAPLTIPLKPNHSYPAECQYPV 

PQHALKGLKSIITRLLQHGLLKPINCPYN 

SPILPVLKPDKAYRLLQDLRLINQIVLSIH 

PVLPKPNTLLSSIPPSTTHYSVLDLKHAFF 

nPLHLSSQPLFAFTWTDPDTHQAQQlTW 

AVLPQGFTDSPHYFNQAQISSSSVTYLGII 

LMKTHVLSLUVSG»ESIAVFWQHGVDRQ 

NNLVDKAQILK 


3662 


11713 


A 


4594 


260 


487 


AQACMYTSRWPEATEEPQKK*KWLVPA 
LTDDITL*HSFSGTVSLRSSPLSTL*PPPLP 
AREQPPLTVIFHHLPKS 
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3663 


11714 


A 


4595 


1 


508 


MNMNIKKIVKQATVLTFTTALLAGGAT 

QAFAKENNQKAYKETYGVSHITRHDML 

QIPKQQQNEKYQVPQFDQSTIKNIESAKG 

LDVWDSWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKTA/PSPGQ 

A/TVPILPQPPLLHPIILLSPPLLTPSPAYSF 

VP 


3664 


11715 


A 


4596 


1 


1246 


MGKGRRSLWLLPADGGSSGNGNELQGT 

SPHDYFSIAIKSTHIGLEYPTSRQSNRVSP 

QSKRIRQPLGLPSGSITERGPPNNRQKGY 

TRQQFCHESTPNKGDRVIYNLTCLLYCC 

VRFPLAGTGPHILYLSRLASNLELFKRDK 

GRGEQRKEEVTCFHKLLAEKENNPPFSFl 

YPNPIKRPHPYLPSLTLFSDSAHLHPGEIN 

SFMAHTKPVWWSLHTDAHEIWCRDSDR 

GTSLGRSILRPPALCSMRKIHLRPQVLRLI 

SPRNISPISNPHALKGLKPVITRLLQHGLL 

KPINSPYNSPILPVLKPDKPYKLVQDLCLI 

NQIVLPIHPMMPNPYTLLSSIPP/CHNPLF 

CSGSQTCFLYYSFVPVIPASLRFHLD*P*H 

SS/WFSKLPGLYCRKASQTAPITSVKPKF 

HPHLLPISA 


3665 


1 1716 




4597 


182 


750 


KWPYCPSSAGQQTQLCSSSTNSNNCLPY 

RGTSLGRSIPCPPALCSK4RK/MPPTrSGP 

QTDQPKKHLTISNPVAEAKGIVKVNAPF 

SLSD\PPKIS*RLGSFSSNHPYLGQRQYPIP 

QQALKGLKPVITCLLQHVLLKPVNSPYN 

SPILPVQKLDMPYRLVQDLCLINQIVLPI 

HAMVPNPETFIPLTVLNP 


3666 


11717 


A 


4598 


3 


504 


KRPHPYLPLLTLFSDSAHLHPGEINNHVA 

HTRPVWWSLHTDVHEIWCRDSDQGTFP 

WEINPPSSCSLLREKDPPTTSGPQTDQTK 

KHLTNFKSGKRPLFTVPSPTSLTIPQPLSPF 

NLGATLQSLPSLNFNSFHFLVFTKETCFl 

HEPKTPAPVTDWEGSLPLVFNHC 


3667 


11718 


A 


4599 




1032 




3668 


11719 


A 


46 


105 


328 


RDLHMKTITSKVY*LT1\H*SGSVGRDYE 
LHENPLVGPNIKLGDFVDISHPNDEYSPL 
LLQVKSLKEDLQKETIS 


3669 


11720 


A 


460 


3 


284 




3670 


11721 


A 


4600 


72 


724 


FQIAGKWHFQFFHPTRSK*FLS*N*QMV* 

HLSPQYQPQVSLSLSNLPFLQTHVTSAFL 

PRLLLARPS*VPS/RSSASA/LSTLQSLYHL 

PSSHLVRLTVSFRDYPSPTCPAIYS*KGG 

WSQRHSQG*CSF/SLYPKSDSV*ALFHQI* 

KSSPVHGSFGSNPKTLYSPSP*KVKRPSY 

SQYTFVYPICSRH 


3671 


11722 


A 


4601 


2009 


3197 




3672 


11723 


A 


4602 


3948 


5007 

• 


VLQTFAVSVTAHKGGTPRWCSSQWVR 

GLADFRNEAADPHDQGMDENPTDFLER 

LRGALVKHMSLSPDLVEGQLILKDKFIT 

QAAPDIERKLQKQNGPSLRDIFFSPQNGY 

NWRMASFYLPVANKWKILKSLYQILHL 

GPDWEGPYTVFLSTPMAVEVTGIDSWIH 

YTQVKAWKADGATSVNPEEHPKYQGEI 

NSHVAHRKPVWWSLHTDVNEIWCRDSD 

RGTSLGKS/HPRSSCVLCSVRKIHLRPQV 

LRPTSPRNISP1LNQELATRAA^KSGH*AK 

ECLQPGIPl[CPHLICVGPH*KSDCSn'SPGS 

HSQSPWNSGPRLSD/WTPSQ1FSA*RLKT 

u rAKSPQKPPRPSRMFSFR 


3673 


1 1724 


A 


4603 


567 


678 




3674 


11725 


A 


4604 


1 


305 




3675 


11726 


A 


4605 


3474 


3657 




3676 


11727 


A 


4606 


796 


937 




3677 


11728 


A 


4609 


664 


1059 




3678 


11729 


A 


461 


420 


690 
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3679 


11730 


A 


4610 


775 


944 




3680 


11731 


A 


4611 


279 


416 




3681 


11732 


A 


4612 


36 


4704 




3682 


11733 


A 


4613 


124 


672 




3683 


11734 


A 


4614 


688 


940 




3684 


11735 


A 


4615 


561 


663 




3685 


11736 


A 


4616 


217 


378 




3686 


11737 


A 


4618 


198 


347 




3687 


11738 


A 


4619 


201 


424 




3688 


11739 


A 


462 


557 


753 


IIEIGIMEQRKPWKKICYFICCASHAKGSL 
/CRRMKRAPVYYGRTVPSPDGSiAHGEY 
HVLLELNTE 


3689 


11740 


A 


4621 


305 


440 




3690 


11741 


A 


4622 


936 


1380 




3691 


11742 


A 


4623 


9 


1230 




3692 


11743 


A 


4625 


942 


.1293 




3693 


11744 


A 


4626 


40 


154 


RCWLCPHALFLWLASHLCHFYTFECVQ 
AEC*VMPPHPL 


3694 


11745 


A 


4627 


4 


436 




3695 


1 1746 


A 






/Ho 




3696 


11747 




4629 






wrKoOrl_i\JLL.Kl VCCi- Vl^rJLJ-roHoKJ-.HKJl 

SVSAPGP**QIPPPFQNRSFSCDTERG*GG 
ETPLVPGKFSSPHQTLL*GTSSGRTGSAG 
QLPLLYLSYKTR 


3697 


11748 


c 


463 


137 


274 


MRKQLLLPQKKRRVYLLRITKKVEMIPQ 
DNENPGNTNCHDWLVQ* 


3698 


11749 


A 


4630 


1 


1614 




3699 


11750 


A 


4631 


1 


410 


KGKVKEAAQRYQYALKKFPREGFGEDL 
KTFRELKVSLLLNLSRCRRKMNNNSSSC 
VHILSSRQFAAALEDLNEAIKLCPNNREI 

QLPEEAEPEP*RT*TRPSSCVPTTVRSRDF 
C*EWKKSVD/TMQQPQQPPPPPQPQQQL 
PEEAEPEPQHEDIYSVQDIFEE 


3700 


11751 


A 


4632 


1 


. 972 




3701 


11752 


A 


4633 


196 


390 




3702 


11753 


A 


4634 


2 


4417 




3703 


11754 


A 


4635 


158 


358 




3704 


11755 


A 


4636 


4 


152 




3705 


11756 


A 


4637 


382 


458 




3706 


11757 


A 


4638 


46 


314 




3707 


11758 


A 


4639 


46 


271 




3708 


11759 


A 


464 




2155 


MKKKKMKEEEEKEKKEEEEEEEEEERR 

KEEDDFCNRTSPAGGSEGPGQESEQPAQ 

PPEQAGGRPGASPAPDEDAEAAGAEQG 

GDSTEATAKPKRSFYAARDLYKYRHQY 

PWKLSQFHSSVSHRRKEIDCKAFKWQDL 

AFFGELTRGKRSQHNYLRITRILKSLGEL 

GYESFKSPLVKFILHEALVENTIPNIKQSA 

LEYFVYTIRDRRERRKLLRFAQKHYTPS 

ENFIWGPPRKEQSEGSKAQKMSSPLASS 

HNSQTSMHKKAKDSKNSSSAVHLNSKT 

AEDKKVAPKEPVEETDRPSPEPSNEAAK 

PRNTEKDSNAENMNSQPEKTVTTPTEKK 

ESVSPENNEEGGNDNQDNENPGNTNCH 

DVVLPRSPAPAAASSMGNLLGGVSFREP 

TTVEDCDSTWQTDSEPEPEEPGPGGGSE 

GPGQESEQPAQPPEQAGGRPGASPAPDE 

DAEAAGAEQGGDSTEATAKPKRSFYAA 

RDLYKYRHQYPQNFKDIRYQNDLSNLRF 

YKNKIPFKPDGVYIEEVLSKWKGDYEKL 

EHNHTYILWL\LPLTEQGLNFYAKELTTY 

EIDESSKTKEAIIRFPPWAYKNDARIFWN 

KT/GLIKLGMFARGVYWQESFQHLNESQ 

HNYLRITRILKSLGELGIXESFKSPLVKFJL 
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HEALVGGIUFPILRQSALVEYFVYTIRRTG 
RRKGRKA/LCGFAP/WKHYTAFQGNFIW 
GDPPSEKEQFGGGGQRPREM 


3709 


11760 


A 


4640 


1 


1815 




3710 


11761 


A 


4641 




1284 




3711 


11762 


A 


4642 




1650 




3712 


11763 


A 


4643 


1 


I60S 




3713 


11764 


A 


4644 


303 


410 




3714 


11765 


A 


4645 


92 


395 


HHHSKLTVTLSPPFPCKKPLPPMKAKLV 
EERKRNARG*SAKRRKMRQRSQVNPPSF 
VAPVEATQEHETWNAQTLGMLGTSCGT 
ACYCLELVSMGSRTSSAL 


3715 


11766 


A 


4646 


362 


497 




3716 


11767 


A 


4647 


609 


701 




3717 


11768 


A 


4648 


1 


104 


TYV*PSVFKVN*HPT*SSS*HRKDQTD1L 
NAINQ 


3718 


11769 


A 


4649 


1 


1398 




3719 


11770 


A 


465 


226 


486 


NWKTKIITSMLCWGNASFGQLGLGGIDE 
ElVLEPRKSDFFINKRVRDVGCGLRHTVF 
VLDDGTVYTCGCNDLGXQLGHEKSRKKP 
EF 


3720 


11771 


A 


4650 


1 


1149 




3721 


11772 


A 


4651 


3 


242 




3722 


11773 


A 


4652 


213 


658 


EGPARHRLLSPVRASKMTKKRRNNGRAV 
KKGRAPRQGTAPLKIFPSGPLPPNCARCY 
P/RRDKAIKKFRHSET*WEAAAV\RDLSE 
AoVrTJAYL\LrKL\YVKLH\YCVSCAlHK 

PHGPPTKSP 


3723 


11774 


A 


4653 


161 


295 




3724 


11775 


A 


4655 


355 


476 




3725 


11776 


A 


4656 


662 


979 




3726 


11777 


A 


4657 


960 


1387 




3727 


11778 


A 


4658 


696 


996 




3728 


11779 


A 


4659 


240 


461 




3729 


11780 


A 


466 


674 


1026 


LWAEGTLVWGSIREWLQHTPPNGIRDW 
AKQRMWRTGQPQPAPTRVNISRPSPTPF 
r Kr J J KLM WALCr I Urt i til til Jiortor Art 
IHSCTHAAWQEHTYTYSLPHTSRPFLKG 

SKSTPKP 


3730 


11781 


A 


4660 


2939 


3295 




3731 


11782 


A 


4661 


44 


319 




3732 


11783 


A 


4662 


2 


896 




3733 


11784 


A 


4663 


68 


438 




3734 


11785 


C 


4664 


208 


345 


MSPDRNIECKATGFTETTIYDLLFCKSVD 
SFYQLLISSSGSKSIT* 
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3735 


11786 


A 


4665 


1 


320 




3736 


11787 


B 


4668 


1 


651 


MQKEDCVIVLVKLAVEGMAPTQQIHLF 
VAITFSGWPRQCTGSSFKAIDLFLDPDSV 
MQQIYSFHFGIMCNFDNHAFQNLMAVID 
NIKQDRDMDEAGSHHSQQTNTGTGNQT 
PHVLTHKWELSNENTWTQGGEHHTPGP 
WVLGLADFKNEVVDPHGVKPQTFTVSV 
1 AJLlsJL/U V bsjlHor LL VOo WoANr KNfcAA 
FP^Al FTlAlf IWTTsIT ^TUnmv/flMn* 


3737 


11788 


A 


4669 


1 


112 




3738 


11789 


A 


467 


133 


380 


PRSWGQDTTPSRGERSPNSSGTPGLPPPG 
GHPFPSQPVRPQLLPPTPDLGPGPGGQAG 
IQGNPSGSPTQDGANSRL 


3739 


11790 


A 


4670 


474 


616 




3740 


11791 


A 


4671 


197 


334 




3741 


11792 


B 


4672 


82 


402 


DSMLVEAREASEEDLLVVHTRRYLNELK 
RKVLRPLRTQTGGTIMAGKLAVERGWAI 
NVEAIXRKVELEWGTEDDEYLDK* 


3742 


11793 


A 


4673 


1 


1524 




3743 


11794 


A 


4674 


39 


786 




3744 


11795 


A 


4675 


434 


1333 




3745 


11796 


A 


4676 


772 


1107 




3746 


11797 


A 


4677 


282 


377 




3747 


11798 


A 


4678 


233 


459 




3748 


11799 


A 


4679 


761 


962 




3749 


1 1800 


A 


468 


140 


754 


TAMSSEEGICLFVGGLNFNTDEOAT FD\H 

HFSSFGPISEWWKDRGTSSGPGGFGFI 

TFTNPEACFKLPMKKPMNRRSLLEWSVR 

SRCWIMQAKSASGEPEGGGLLGAHWGL 

GSQLTFKKVVGGPGLIGELSFAMRAMN 

GESLDGRQIRVDHAGKSARGTRGGGFG 

AiiOROKb Y SKO O uDQu YOS>vjRY YDSVR 

PRnVRYRYVfiRSRn 


3750 


11801 


A 


4680 


3 


190 




3751 


11802 


A 


4681 


150 


338 




3752 


11803 


A 


4682 


168 


375 




' 3753 


11804 


C 


4683 


55 


444 




3754 


11805 


A 


4684 


64 


322 




3755 


11806 


A 


4685 


2 


38 




3756 


11807 


A 


4686 


185 


451 


SQHFGRPRQVDHLRLGVGDQLDQHGET 
PSLLKIQNWPGVVAHACNPSYSGG*GRR 
I/RLTLGGGGCGELRSCHCTPALATRAKL 
RLKKKK 


3757 


11808 


A 


4687 


344 


468 




3758 


11809 


A 


4688 


204 


286 




3759 


11810 


A 


4689 


206 


395 


TFCLVFFQFSYNFQLVPVFNTALVC*RH* 
LIAFLNLRn*F*YKYISYIFVKL*QNQISKP 
WF 


3760 


11811 


A 


469 


2 


259 


GG1\DLAFPH/HENEIAQCEVFHQCEQWG 
NYFLHSGHLHAKGKEEKMSKSLKKYITI 
Jvrol J V 1 ArUoJSX»&ol-^WOW/\J^VvKlri 
VPT 


3761 


11812 


A 


4690 


2112 


2221 




3762 


11813 


A 


4691 


116 


382 




3763 


11814 


A 


4692 


11 


666 




3764 


11815 


A 


4693 


47 


241 




3765 


11816 


A 


4694 


246 


485 




3766 


11817 


A 


4697 


3 


728 




3767 


11818 


A 


4698 


825 


941 




3768 


11819 


A 


47 


1478 


1732 


GGQGRWITRSAVQDPHGQDGEKPSLLKI 
QKLARHGGRRL*SQLLGRL/RQENCLNL 
GGGGCSEPRSHPCTPAWVTEQDSVSKJC 
KKK 



498 



wo 01/88088 



PCT/USOl/14827 



3769 


11820 


A 


470 


198 


353 




3770 


11821 


A 


4700 


1 


299 


MALRKNEVFEGWDGRKGVSHGEGCFSK 
GSNIGAYLGKSQEQFEGNIRGNRQIIVNN 

P<i1?l VIQPTJnT TDUKifDODCMTl "Di^ccncrk 
coisX»jvloJc.r«JJJL I rtsMtsxlKoN I LtrKor (jov 

KLQEKRAESSRPEDIKDMTKDQIANEKV 
ALQKALLYYESIHGRPVTKNERQVMKPL 
YDRYRLVKQILSRANTIPIIVSRIPSRGWY 
NTFP*CPOGGCFPLASPGASSE 


3771 


11822 


A 


4701 


1 


238 




3772 


11823 


A 


4702 


1082 


1436 




3773 


11824 


A 


4703 


126 


417 




3774 


I189S 
1 1 oaiJ 




4704 


Ov> / 


yvi 




■^775 




A 
r\ 


47n^ 


J 






"^776 
J / /o 




A 


471 


iV/J 




"MTAwcm/ Ancr*T a cue An a dt do at o\7 
IN 1 A Vol 1 VAvjoCJLAoJloAOArLroALSV 

GLGVPAPWNKGRSCLPGRPSTGEDLGA 

DFIPNPTLGLYIGXNVQVPIRFLGSHVSLR 

PESLLTQLRLNAFVFVSGHLHAKGKEEK 

MSKSLKNYITIKKK 


3777 


11828 


A 


4710 


244 


318 




3778 


11829 


A 


4711 


1 


1605 




3779 


11830 


A 


4712 


1 


816 




3780 


11831 


A 


4713 


395 


1374 


KVTLMRWLYKG*NSGPMSV/TEEMDLAI 

EASEMIVLQSLHKYQPRLHIVEVNDGEP 

EAACNASNTHIFTFQETQFIAGTAYLNAE 

ITQLKIDNNPFAKGFRENFESMYTSVDTS 

IPSPPGPNCQFLGGDHYSPLLPNQYPVPS 

RFYPDLPGQAKDVGGSSRVNREVSKDF 

ADFGTTIKQDFRLLGQTSVDRLLQLSQG 

v^AVK.(jNi^L*L.rVoLVKivK>l ULArNIv^fAS 

PRAl Anm MOT AROV^RI F^nonFAHF 

GTTIKQDFRLLGQTSVDRLLQLSQGQAV 

KGNQLLPVSLVKRKTTLAPNTQTASPRA 

LADSLMQLARQVSRLESGO 


3781 


11832 


A 


4714 


1 


2109 




3782 


11833 


A 


4715 


251 


623 




3783 


11834 


A 


4716 


36 


69 




3784 


11835 


A 


4717 


328 


441 




3785 


11836 


A 


4719 


560 


688 




3786 


11837 


A 


472 


98 


1339 


GLRAAQAWAPRCSRPRWALGGLGGTGL 

RSLSASGGRGRAWLQPTGRETGVQVYN 

SLTGRKEPLIVAHAEAASWYSCGPTVYD 

HAHLGHACSYVRFDIIRRILTKVFGCSIV 

MVMGITDVDDKIIKRANEMNISPASLAS 

LYEEDFKQDMAALKVLPPTVYLRVTENl 

PHIISFIEVRllARGNAYSTAKGNVYFDLKS 

TGDKYGKLVGEVPGPVGEPADSDKRHA 

SDFALWKAAKPQEVFWASPWGPGRPG 

WHI\ECSC\LASNGIWKVNLDIHSGGIDLA 

HLHAKGKEEKMSKSLKNYITIKDFLKTF 
SPDVFRFFCLRSSYRSAIDYSDSAMLQW 
SSCSWGLGSFLEDARALHGRGAAGLRL 
RQGSDAVGEALQHQEGREGGLGR 


3787 


1 183S 


A 


4720 


245 


382 




3788 


11839 


A 


4721 


235 


425 




3789 


11840 


A 


4722 


253 


363 




3790 


11841 


A 


4723 


235 


320 




3791 


11842 


A 


4724 


I 


1326 




3792 


11843 


A 


4725 


2 


1502 
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3793 


21844 


B 


4726 


144 


2704 


XHGSVVVWDLREDSRLHYSVTLSDGFW 

TFRTATFSTDGILTSVNHRSPLQAVEPIST 

SVHKKQSFVLSPFSTQEEMSGLSFHIASL 

DESGVLNVWVWELPKADIAGSISDLGL 

MPGGRVKLWDSSTDSHAVTGLQWSPTR 

PAVFLVQDDTSNIYIWDLLQSDLGPVAK 

QQVSPNRLVAMAAVGEPEKAGGSFLAL 

VLARASGSIDIQHLKRRWAAPEVHSCVE 

RKWSGHTASRVHTHSPSLLLFCNPLDD 

WSRSFETEAPKHWVFFEPYRNVKFVKK 

ETSKKANDLPLSLTPREELARCLWAPPSP 

SVEGPMTAEAVPWNESSHSSKGRREGPE 

PHRRRSSAEQEVQAARLQGKERKARGE 

HGRSIKGRENGAKQDKPRQAPPTVSVFR 

QPSPPSRESAHSSGTRFQLGCSHTELTGG 

HLASLCDYLLQTPRPGVPEHRASPGSKC 

TRHSHSHTLGRGEGVVCTCPSATDTPQV 

VERESNPLDEVRRGHAGEHRLLSQSLST 

VGAESISSKSTGWAPLNAPVRTFLGESLG 

SAFSSASIALRTSVKRRHKWARPHTNGA 

RQPPGGKGTPPGGKEHPYEIKAPPPCVSR 

WLSSPPPGTPSCTTVRRSWLPSALKHCC 

VT PQPK^AVr^UPT CVOPAW Ai\/VXJD/^T?/^ 
V LiivtvCM/\ V v^xiKi^oivUr /UN Al V Krir CliVJ 

KSPPYRALWHRSGVWTVAGTQRSPNIR 

AHRDQTLRNNYTIUPNGNWRHGAYAG 

VSSFSRX* 


3794 


11845 


A 


4727 


8 


3281 




3795 


11846 


A 


4728 


162 


347 




3796 


11847 


A 


4729 


201 


522 




3797 


11848 


A 


473 


414 


833 


NVLVICQRNSNSFKKLFKVRDDGEQTQQ 
DFSALQ/AS/SQGRPELVHSRGVQGPGW 

n V* * W V v^t^XMrJLAKAAr I ALL VLfcSLREE 
ERTVTAEGAPLSPGGPHTSPSPGRDAGG 
SNLGTFSRSYSQRLEFLSSRKLCNINCKL 
S 


3798 


11849 


A 


4730 


205 


424 




3799 


11850 


A 


4731 


343 


500 




3800 


11851 


A 


4732 


103 


361 




3801 


11852 


A 


4733 


1097 


1298 




3802 


11853 


A 


4734 


874 


1184 




3803 


11854 


A 


4735 


451 


641 




3804 


11855 


A 


4736 


1 


1215 




3805 


11856 


A 


4737 




417 




3806 


11857 


A 


4738 


19 


345 


AATLGHCPSSIOCWRSAGSrPRASSSGPn 
ASPMAWV*STDLR*MSWATSLQGWCPQ 
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4887 


1 


1049 


GGGGTTWPASVPPRHLACLRPAAPLRLP 

PSPARRAMPVAGSELPRRPLPPAAQERD 

AEPRPPHGELQYLGQIQHILRCGVRKDD 

RTGTGTLSVFGMQARYSLRDEFPLLTTK 

RVFWKGVLEELLWFIKGSTNAKELSSKG 

VKIWDANGSRDFLDSLGFSTREEGDLGP 

VYGFQWRHFGAEYRDMESDYSGQGVD 

QLQRVIDTIKTNPDDRRIIMCAWNPRDLP 

LMALPPCHALCQFYVVNSELSCQLYQRS 

GDMGLGVPFNIASYALLTYMIAHITGLK 

PGDFIHTLGDAHIYLNHIEPLKIQLQREPR 

PFPK\LRILRKS*RKUDFKAEDFQIEGYN 

PHPTIKMEMAV 


3953 


12004 


A 


4888 


437 


851 
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3954 


12005 


A 


4889 




1063 




3955 


12006 


A 


489 


27 


406 




. 3956 


12007 


A 


4890 


496 


701 




3957 


12008 


A 


4891 


875 


1156 




3958 


12009 


A 


4892 


76 


382 




3959 


12010 


A 


4893 


71 


228 




3960 


12011 


A 


4894 


69 


242 




3961 


12012 


A 


4895 


146 


431 




3962 


12013 


A 


4896 


3 


262 




3963 


12014 


B 


4897 


185 


338 


MSTTFMGRSQATGGCVQTDTPGPPTLLQ 
DTQQLSVVHPDIQLEVGFPGGGGX* 




i ZU 1 J 


A 










3965 


12016 


A 


4899 


260 


881 




3966 


12017 


A 


49 


245 


616 


NPPN*NPPNACVKPEFENQPKLKWSQRG 

VGGPRREGPPAQPAPEGTAGRRADKLV 

RVGWRPPPATSAQGSAHSPPLFC*SSRSR 

GPSSPCLEAPTPGASPST*TITPPRRAWRR 

ACWTWPCSCPTPCG 


3967 


12018 


A 


490 


191 


1074 


RLPEMSSFGYRTLTVALFTLI\CCPG\SDE 

KVFEVHGEAKGSWAVEPKGSLNEVNCST 

TCVNQP*SGVGLGDLS*D*GFCWDEQVQ 

L/WKHYLGFQTFSH\DTVLQ\CHFTC\SGK 

QE\SMNSN/VSALYQPPRQ\VILDTCNPLL 

GGFLGKSFHHLKLQGA^PTVEPLGQP*PSF 

NSTADREDGHRNFSCLAVLDLMSRGGNI 
FHKHSAPKMLEIYEPVSDSQMVIIVTWS 
VLLSLFVTSVLLCnFGQHLRQQRMGTY 
GVRAAWRRLPQAFRP 


3968 


12019 


A 


4900 


373 


491 




3969 


12020 


A 


4901 


1 


232 




3970 


12021 


A 


4902 


3 


701 




3971 


12022 


A 


4903 


3 


1622 




3972 


12023 


A 


4904 


26 


168 




3973 


12024 


A 


4905 


258 


484 




3974 


12025 


A 


4906 


1121 


1518 




3975 


12026 


A 


4907 


19 


541 




5y/o 




A 

A 




Zoo 






35/77 




A 

A 






lOJ i 




3978 


12029 


A 


491 


■a 
3 


4U3 


O W oOoAAALrtvJVlKr V t\J-»IVLlV Vr V J KKUr A 

EGANLKVISTMSVGIDHLALDEIKKRGIR 
VGYTPDViyrRYHRRTRSLPATYHLPPV 
AGGHRGSEEWW\WTSWKPLWLCGYGL 
TQSTVGIIGLGRIGOAIARRLKPFG 






A 

A. 


AQ1 A 




At A 
HI** 








A 

A 


A01 1 
1 1 


1 
1 


^A7 








A 
r\ 


4019 

f y iz 






AQLPGPFTRLVHRRQSLHAVPKCIHAVP 
CSFTLFHLPQEGLQRPEFLAPWGLHLKA 
TPVWPFANPRCCSILGAGGYFVQLTLGM 
S 


3982 


12033 


A 


4913 


67 


467 




3983 


12034 


A 


4914 


2 


307 




3984 


12035 


A 


4915 


1 


2112 




3985 


12036 


A 


4916 


796 


1018 




3986 


12037 


A 


4919 


512 


625 




3987 


12038 


A 


492 


2 


465 


DAAGANLKVISTMSVGIDHLALDEINKR 

GIRVGYTPDVL/TRYHRRTRSLPATYHLP 

PVAGGHRGSEEWWXWTSWKPLWLCGY 

GLTQSTVGIIGLGRIGEAPTGPLARPGSHS 

VVCIPGTTCLKAEKTHMLSGHFACSRDIS 

NEGYSFVKHROIHK 


3988 


12039 


A 


4920 


206 


366 




3989 


12040 


A 


4921 


504 


690 
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3990 


12041 


A 


4922 


3 


336 




399) 


12042 


A 


4923 


22 


129 




3992 


12043 


A 


4924 


852 


1364 




3993 


12044 


A 


4925 


1 


897 




3994 


12045 


B 


4926 


449 


2578 


MLLECEEEAVCVIMCASVKYNIRGPALIP 

RMKTKHRIYYITLFSIVLLGLIATGMFQF 

WPHSIESSNDWNVEKRSIRDVPWRLPA 

DSPIPERGDLSCRMHTCFDVYRCGFNPK 

NKIKVYIYALKKYVDDFGVSVSNTISRE 

YNELLMAISDSDYYTDDINRACLFVPSID 

VLNQNTLRIKETAQAMAQLSRWDRGTN 

HLLFNMLPGGPPDYNTALDVPRDRALL 

AGGGFSTWTYRQGYDVSIPVYSPLSAEV 

DLPEKGPGPRQYFLLSSQVGLHPEYRED 

LEALQVKHGESVLVLDKCTNLSEGVLSV 

RKRCHKHQVFDYPQVLQEATFCVVLRG 

ARLGQAVLS0VLQAGCVPVVIADSYILP 

FSEVLDWKRASWVPEEKMSDVYSILQS 

IPQRQIEEMQRQARWFWEAYFQSIKAIA 

LATLQIINDRIYPYAAISYEEWNDPPAVK 

WGSVSNPLFLPUPPQSQGFTAIVLTYDR 

VESLFRVITEVSKVPSLSKLLWWNNQN 

KNPPEDSLWPKIRVPLKVVRTAENKLSN 

RFFPYDEIETEAVLAIDDDIIMLTSDELQF 

GYEVWREFPDRLVGYPGRLHLWDHEM 

NKWKYESEWTNEVSMVLTGAAFYHKY 

FNYLYTYKMPGDIKNWVDAHMNCEDIA 

MNFLVANVTGKAVIKVTPRKKFKCPECT 

AIDGLSLDOTHMVFRSFPINlCFA^VFrJT 

MPLKYWEHRA* 


3995 


12046 


A 


4927 


533 


804 




3996 


12047 


A 


4928 


965 


1109 




3997 


12048 


A 


493 


217 


426 


TLVNMVEADVTTRCURSGIRVGYTPDV 
L/TRYHRRTRSLPATYHLPPVAGGHRGSE 
EVSERRPGAVAHGC 


3998 


12049 


A 


4930 


507 


981 


CWRSTATCYQWVIKSANRCTLQVGTRR 
RTMDNGDERHSRICPGM*EAARSLFIPT/ 
CQRTRH*RPVPQRLRSNTAPIRT/RPRPSV 
HRPTGRESMPRTRPPEPEPLQTPLAATKR 
RSTSENASYSDALLRGLGKLSGKDREAR 


3999 


12050 


A 


4931 


1121 


1272 




4000 


12051 


C 


4934 


178 


360 


MGQELRHFGTVTWPMHRKMERRXFPRE 
QGPGXQLLPQWRGNEKTLGSAGRQGED 
HRLRAE* 


4001 


12052 


A 


4935 


409 


516 




4002 


12053 


A 


4936 


288 


573 




4003 


12054 


B 


4937 


1 


1152 


MGSEAGCLVRAERFQLIVERDVRSSFPS 

WKELSMPGFIQKQQARVYVQFFLADALI 

LPVPRPCLHSATPSTPQTDPTGPEGPHLG 

QSRLFLLCHKEALMKRNFCVPPGASPEV 

PKPALSFYVLGSWLGGTQRKEGTGWGL 

PEPQGNDDNDQKVHUFFGSSVRWFEFL 

HPGQVYRLIAPGPATPMLFEKDGSSCISR 

RPLELAGCASCLTVQDNWTLELESSQDI 

QDVLDANKSLPESSLTDLLSDKSHNVYC 

CFRSSTYVQVLSFPPETTISIPLPHIYLAEL 

LQGGQSPFQATASCHIVSVFSLQLFWVC 

AYCTSICROSSARVDEPMTMFLWTI PT*? 

PSVLRPIVLSFELERKPSKIVPLGTPSRSSS 

FQPFAARAKGGK* 


4004 


12055 


A 


4938 


409 


701 


KEKVKVNWLLNPLPKAQEFGYPSPSLPA 
TLHLKLGSRPCKLQDH/CCCHMVIHTGH 
HGFGSPILHQEPMGSRRKYSRL 


4005 


12056 


A 


4939 


301 


573 
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4006 


12057 


A 


494 


80 


1058 


RCSSPAGYPPRCRVALARAADCEVEQW 

DSDEPIPAKELERGVAGAHGLLCLLSDH 

VDKRILDAAGANLKVISTMSVGIDHLAL 

DEIKKRGIRVGYTPDVLTRYHRRTRSLPC 

SY\HLA\PLAGGL\QGSEEWW\WTSW\KP 

L WLCG YGLTQSTVGU GLGRIGPGPLLGV 

T K'PPnvnPT?! \VmD r^DD C\l?T7 A AM7i:r\AC 

J-»rwr r Vj V v^KrL»\ i 1 VjKl^r KoviiiiAAuir v^Afc 

FVSTPE\LAAQSDFIVVACSLTPATEGLC 

NKDFFQKMKETAVFINISRGDWNQDDL 

\YQALASGKI\AAAGLDVTSPEPLVPTNHP 

LLTLKNCVILPHIGSATHRTRNTMSLLAA 

NNLLAGLRGEPMPSELKL 


4007 


12058 


A 


4941 


339 


494 




' 4008 


12059 


A 


4942 


408 


546 




4009 


12060 


A 


4943 


1421 


1581 




4010 


12061 


A 


4944 


1 


1113 


MHQEDLRAWYLDLGLPSHQNAQPTAW 

KCQRAPSPYTHQDMAUPSPTARWLSPE 

KEPKQGEVGEKSLLPDPTLPLTDPRLTGS 

TEQAHAEGLAALMSALRVSHLQGRGGV 

VTLVDSQLGVIAVSSTQFNKGPSYRLLA 

DVQNRLLPKYDSQKEAELRSWIKGFTGL 

SIRPDFQKGLKDGIILCTLVNKLQPGSVP 

KINUSV*NWH*LENLSNFLKAMVSYGM 

/NPVDLFEANNLFESGhfNMQVRVSLLAL 

AGKAKTKGLRSGVDIRDKYSEKQNFDD 

TTMKASQCVIRLQITNKCASQSGMTAYG 

1 KJKJbiL YUrKNKlLrrMDNS 1 ISLQMGTN 

KCASQVGMTAPGTQRHIYDTKLGIDKCE 

NSSMSLKMGYT 


4011 


12062 


A 


4945 


272 


902 




4012 


12063 


A 


4946 


281 


470 


TGSWSQCTPSC*TTMCVYTFMTYTWAW 
GCPPNHVQPHA*PVSPTVLLNVGFRAKA 
VFSGHGYL 


4013 


12064 


A 


4947 


1192 


2248 
% 


APSKKLRSATLRRPGSSKDTARGPVSVG 

WCPSQEPLGARCATSCPWLCRLPSSVFS 

PRALAIRLGGGSGSLSAGCAARLQGSVP 

CWPLARLRSASATPLSELRQQPAPPPRC 

DPGSRLSVPVAPCPAPRAPQPRRLPSPGP 

RFCRCPSLSVCRSLG/PVSPPPQPFLPPCLP 

RWLARSLALGRGETASQANPRNLCKKL 

AMKFKKFFDFGAIFEWSQSFPLSPRPVRF 

DT CDC/^CDirD A QT 'DTTD'DCDDI.rD A CCC/^T>1 r\ 

r JLfcr fcOor V r AoLr tKi^ or Krir Ao o ovj KLl^ 

DPGLILCSLCHYLFIRTDYAVVTRAGNG 

GECVWLQKFPVKLASLMMSFGLYIGHF 

LGVPPANPQEAPRTRSFFTPKSVMEPSAV 

PGTAERVLHPG 


4014 


12065 


A 


4948 


654 


730 




4015 


12066 


A 


4949 


1574 


1881 




4016 


12067 


A 


495 


3485 


4056 


DLPSRHRVMEAICHVCCVRRGCCV/CAC 

/ICVCHMCSVWCVRCVLCVPQVLCWH 

ALCV\CVCCLQCAJ< Y V WCMCC VCbVLC 

MRCV/CVCVPRVLCV\CVCCGCSRCSVW 

CVCCVCRV/CLCV/CACAVWCVCCMC/L 

CVLCV/CACACVCCVCRVCSVWCVRCV/ 

CVCCACSVWCVLWCVC/VCMQCVCYV 

WCMCCVCCVCLE 


4017 


12068 


A 


4950 


207 


315 




4018 


12069 


B 


4951 


199 


420 


MSLPIGIYRRAVSYDDTLEDPAPMTPPPS 
DMGSVPWKPVIPERKYQHLAKVEEGEA 
SLPSPAMTLSSAIDSVDK* 


4019 


12070 


A 


4952 


336 


594 




4020 


12071 


A 


4953 


401 


1301 




4021 


12072 


A 


4954 


388 


681 




4022 


12073 


A 


4955 


272 


452 




4023 


12074 


A 


4956 


256 


381 




4024 


12075 


A 


4957 


58 


301 




4025 


12076 


A 


4958 


562 


1221 
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4026 


12077 


A 


4959 


152 


358 




4027 


12078 


A 


496 


1 


858 




4028 


12079 


A 


4960 


184 


361 




4029 


12080 


A 


4961 


2017 


2406 




4030 


12081 


A 


4968 




396 




4031 


12082 


A 


4969 


67 


180 




4032 


12083 


A 


497 


106 


542 


GATLGGMSEHVEPAAXPGPGPNGGGGGP 

AP\ARGPRHPQFSTPTPLINVRDRLFHA\L 

FFKMAV\TY\SRLFPPAFR\RLFEFFVLLK 

ALFVLFVLAYIHIVFSR\SPIN\CLEHVR\D 

KWPREGNPALWKVRHNSSRAPVFLQ\FC 

D\SGGR 


4033 


12084 


A 


4970 


2 


415 




4034 


12085 


A 


4971 


1090 


1203 




4035 


12086 


A 


4972 


3 


356 


VQNRTLHFSLLYEPKRKSKPESYLYCYKI 

FQDEPLAP*AFL*IPASLSQIQ*FTSRKGK 

ASQNLIYIVIKYSKMSLWPPEPSCKYLPP 

CLKSNSSQLSWLLWCVLVWGVGWKYC 

QGWGGPPLHLVSLWGGYSASRWEDIGK 

QHTSLRGVPKGVIFir/I 


4036 


12087 


B 


4973 


148 


305 


MDNSASVEQLQETLLRALRALVLKNRPL 
DTSRFTKLLLKLPDCGPFISSLGHN* 


4037 


12088 


A 


4974 


484 


927 




4038 


12089 


A 


4975 


2053 


2615 


RGCPFGGRKAPFGLLFNVKDOTVMFl SR 

TTYSLQELGAMGMGDLLSAMF\DFSEKL 

NSLALTEEELGLF\TA\VLLVSADR\SGME 

\NSASVEQLQE\TLLRA\LRALVLKNRPLE 

TSRFTLLLLKLPDLRTLNNMHSEKLLVLS 

GWTAPVTPPRAGLSAGCPLCTESELCTS 

LSFYETEKEKQTRILnLL 


4039 


12090 


A 


4976 


173 


520 




4040 


12091 


A 


4977 


44 


213 




4041 


12092 


A 


4978 


840 


980 




4042 


12093 


A 


4979 


72 


464 




4043 


12094 


A 


498 


309 


586 


NKNLEISFFFETESRCCQPRLXECNGAISV 
HCNLCLPGSSNSPTS/ASQVAEMTGVCH 
HAQLIFVFLVAMVFHLHA^GQGGLELLT 
SGGPPASASQ 


4044 


12095 


A 


4980 


I 


132 




4045 


12096 


A 


4981 


99 


212 




4046 


12097 


A 


4982 


84 


196 




4047 


12098 


A 


4983 


2 


186 




4048 


12099 


A 


4984 


87 


347 


SLNFHIGQ*AQPHAGFGLRGS*GPCPPCC 
QANAC*APEPNDSMEDQAPGVRHPPLSN 
VKIQGSE 


4049 


12100 


A 


4985 


176 


1554 




4050 


12101 


A 


4986 




1863 




4051 


12102 


A 


4987 


1171 


2784 




4052 


12103 


A 


4988 


176 


464 




4053 


12104 


A 


499 


3 


451 




4054 


12105 


A 


4990 


7 


394 


HHELQYPIRFCPIKSCCKGRNSLQNKIYD 
LSLQNFPPATLRQNLALSPRLECSGTISAP 
CNLHLPGSSDSPASASRVUGNAGMHCH 
KQ\LIFVFLVETGFHHVAQAGLRTP*PCG 
SGPPRGPKSAGDLO 
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4055 


12106 


A 


4991 


1 


2201 


MTNLAMVERDSEAGTAASRFPGNHAAK 

GKAQAHYKVWRPAEVRCLKLGPEWVT 

LRYTIKHRPYKLCGKRQHVFFFTSRSDV 

GFMLTTLKPFGSVSVESKMNNKAGSFF 

WNLRQFSTLVSTSRTMRLCCLGLCKPKI 

VHSNWNILNNFHNRMQSTDIIRYLFQDA 

FIFKSDVGFQTKGISTLTALRIERLLYAKR 

LFFDSKQSLVPVDKSDDELKKVNLNHEV 

SNEDVLTKETKPNRISSRKLSEECNSLSD 

VLDAFSKAPTFPSSNYFTAMWnAKRLS 

DDQKRFEKRLMFSHPAFNQLCEHMMRE 

AKIMQYKYLLFSLHAIVKLGIPQNTILVQ 

TLLRVTQERINECDEICLSVLSTVLEAME 

PCKNVHVLRTGFRILVDQQVWKIEDVFT 

LQWMKCIGKDAPIALKRKLEMKALREL 

DRFSVLNSQHMFEVLAAMNHRSLILLDE 

CSKWLDNIHGCPLRIMINILQSCKDLQY 

HNLDLFKGLADYVAATFDIWKFRKVLFI 

LILFENLGFRPVGLMDLFMKRIVEDPESL 

NMKNILSILHTYSSLNHVYKCQNKEQFV 

EVMASALTGYLHTISSXENLLDAVYSFCL 

MNYFPLAPFNQLLQICDIISELLTSDDMK 

NAYKLHTLDTCLKLDDTVYLRDIALSLP 

QLPRELPSSHTNAKVAEVLSSLLGGEGH 

FSKDVHLPHNYHIVDFEIRMVDTNRVNQVL 

PL/SLDVGTTSA'nDIQRLLTYISFAGLSEL 

KS 


4056 


12107 


A 


4992 


3 


485 


LHTLDTCLKLDDTVYLRDIALSLPQLPRE 

LPSSHTNAKGGQRS*AALLGGEGTPPSK 

DV\HLAPHNY\HIDFEIQNGTPNRNPSAYP 

LS\DVDTTSCLQIFKE*LCYVFPRSAYCLG 

SSHPRGFLAMKMRHLNAMGFHVILVNN 

WEDCQTRDGRCQSPFLKT 


4057 


12108 


A 


4993 


40 


131 


ATKAFEENEVYKTTLVVYCFFKCVILKA 
SL*FRILLTEWFYMRWLKKYHIVCF/PLG 
DAKIFCFMY1TVLFKTLEDSC*TLVVYCF 
FKCVILKASL 


4058 


12109 


A 


4994 


2437 


2762 


GIILFWAQLFPASFFFFFFF*DGVSLCCPG 

\i/c Aa/\/^t>c/^t ta CO A OT>\Tr\ ATI r*t ot r»op 
WoAVVKoC^Ll AbJsAbKVQAILCLSLPSS 

WDYRHT PPn ANFFVFl 7rRnfi(iFTMI A 
RLVLNS*AS*VHPPWPPQSAGDY 


4059 


12110 


A 


4995 


1 


299 


FSLIKISMMLLMKMEK+NLQFIW/KPRRL 
QIAKARLNASSSSSSSSSSSSSSSSSSWW 
YWHKKRHIDHWNRLENSNINRHICSQLI 
LTKVPGANTKDHP 


4060 


12111 


A 


4996 


3 


358 




4061 


12112 


A 


4997 


76 


386 


VLPPPSSPALHSPAPPSTCPYLPGA/PPPLL 
PPCAGRSPPAAAAPHCPAPCAPRH*GSR* 
LESPAPQGPQSRAARMPAWPLPPAPPTD 
PTAPPAPRSHWPAAPPT 


4Uo2 


12113 


A 


4998 


66 


381 


VLPPPSSPALHSPAPPSTCPYLPGALPPLE/ 
GPPSRRPPRTFIGNPGGQGPGEVSPIVLRS 
PSQPH*PGNQGPCPSSQPPGSPRSEHGC* 
HRCWALYGOQEKPAPS 


4063 


12114 


C 


4999 


36 


236 


MGPTIPDXSXFFWRKPITWMPTWEGTSN 
VGPQPLSSSKSLHSXRGHPAPIPTGQAGP 
RDSGPGASP* 
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4064 


12115 


A 


5 


105 


1711 


VESNTGRKWTEAAGTGDIQCLAWGSSG 

DGRGGDPRGRVPAAALGAAVVAAMAS 

PDPWAPGPKQPG/LMGRPGSSPALWAQ\ 

PA*PPY/FPGLTPPCPQEVPQSFGPPG/EQG 

RVLRGGQNVT*GEGRVPQVCGRRPPCPS 

LMEPFVYTPASPFPSGQPQGTPGRRQDG 

EPRLGTGGQTGSPGPGLVSGPRGRAAKP 

GGTQGGLVRQVPPGEHPTPGEARI*HLG 

WVGCP*RMGQGNFGVASKPFLD17PGPM 

LGSTNCDNLGSFGLS/GPMFPKWPTSTGR 

LPKGPSAN*GG/PGMERPPGVMPSS/GHQ 

DPEASGPLDLLVRAALQGG+ALGHKVGG 

AS*TSQKAESLPQPLGPPGGGCYG1TQNP 

LASGPKQTWSMGRPGSFPALWAQNRLT 

FLTPRP\SPPCPQEVPQSFGPPG\PSQGAER 

RARLSPRERGGFLKVCGRRPPCPSMMEP 

SCLHTC*PLSLPASLRQAKEPPSCGLRAP 

S*HLRRPCLTPPFRPQGLLGTSHCPQKPA 

PDSGLLHSPLNSPRGFSGQCNPRRLHPQL 

NPSNRDR 


4065 


12\\6 


A 


50 


96 


547 


AJDPAAPVPWFGPSQPGARAQWPGLLGP 

AAPPPALCSPP*TDSGVQDPVSNAPWVN 

SQQWWRQ/PAATEKPPATKAPGLLVQEK 

YKVSR*QKGW/PSTKKAKGYFP*NCPPL 

QFLLPPLLSLPPGDISGQCPHLPKPLIPPPS 

YPAPCPGFCPR 


4066 


I2I17 


A 


500 


2 


493 


GLEFGTSHRLRENPPMVAVSCPTKTNVK 
GPPGGKVGAHAG\EYG\SEALERMFLSFP 
T\TKTYFPHFDL\SHGIAAOVKGATAKKV 
A\DALTKAVANV\DDMP\NGAVRPEATL 
HAHKLRVEPVNFK\LLKPLACLVDPGPA 
HLPGRVSPLAVARLPWNKVSWAFCGOI 


4067 


12118 


C 


5000 


231 


521 


MRAPVCQSQSVYFTQTISLKPTITVPGRC 
DAFQVTNNKLAQATQSEGVAGASNPDL 
ESHEPAHGMQREFSGVTAVSQADTVMN 
YPVSNGWENRGSG* 


406S 


12119 


A 


5001 


46 


1438 


LSTPTALVWPGHRPP*PIP*WPLCPQEGG 

PGGLPRGWSSGTVAP*S*AGGCEGKIQS 

YPQGSASWSEPAPSPS/PAFPAPFLMLNC 

SGPLALSLSGPKWAREQL*CVPPRALAT ' 

GLPLEVWL*LRPFPWP*CLPPPG/PWVQL 

LHSLSSCWGPPPMPRTIRGIPPGSICRLCF 

CPAAGL\PPWWLSSGQLPHPPGTPLCSVS 

♦GGPDQPPIXCLSPWAPGLSSTALCHSRL 

VLPATPIPWTWPSCGLSTT/PPAPGATPT 

PAACFQQVPSAPDKPLLVSPSPAKHPPVP 

PPVGLGLRAMDR/PPGPIPETPRD\LPCHP 

TPPKSKLQARGPWPGWVD*TTSGWKLR 

KEALMGPTIPDPKSSSWAGPLVSLPLVL 

GGNPSPWNALRGKRDPRKCGNPQPPSPK 

LRKSPPTAXPGKTPAPYSPREKAGPQKTL 

GPRGPPP*SRDPPL*L\RTPADPGVRTRGA 

GPPAPPRRNP 


4069 


12120 


A 


5002 


. 


874 


LDDALESCDEHGYRTASSSCLRKGVMV 

KSSSNRELV*SRYTDITI/SGSTSEFPDWA 

AGQRGSSHPRRWAARQRRSSLHLFYSEP 

DTDAKHQDDALTEEET*G/SRSASCAHW 

L*SNCCTATGSSTLLPLTSRL*LPRMAVK 

SSRASAALPSSRFSSWHRACSASPAAATT 

AAPSAWGLSSNIPSGPAGCAPRPPTSFSL 

PGALPTTTRRRHSS\DRSRRSPSRGLTSAR 

ESGSKSPPQG/TARDSRQALRSAMVTKTS 

WRMELDRECGRSSCTSTFCVSAASRGFL 

LQTSFRWE 


4070 


12121 


A 


5003 


1 


2487 
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4071 


12122 . 




5004 


227 


2119 


RCRKEMFSLCWAYYCI*KLQQIPMRLAP 

LPTLDPV*SP/GGASTATNSGSSVTSSGVS 

TATISGSSVTSNGVSIVTNSEFHTTSSGIS 

TATNSEFSTASSGISIATNSESSTTSSGAST 

ATNSESSTPSSGASTATNSDSSTTSSGAST 

ATNSDSSTTSSEASTATNSESSTTSSGAST 

ATNSESSTVSSRASTATOSESSTTSSGAST 

ATNSESRTTSNGAGTATOSESSTTSSGAS 

TATNSBSSTPSSGAGTATNSESSTTSSGA 

GTATNSESSTVSSGISTVTNSESSTPSSGA 

NTATNSESSTTSSGANTATNSDSSTTSSG 

ASTATNSESSTTSSGASTATNSESSTTSSG 

ASTATNSGSSTTSSGTSTATNSESSTVSS 

GASTATTSESSTTSSGASTATNSESSTVSS 

GASTATNSESSTTSSGANTATNSGSSVTS 

AGSGTAALTGMHTTSHSASTAVSEAKPG 

GSLVPWEIFLITLVSVVAAVGLFAGLFFC 

VVSACVPLCECRDALKMPGGLEQLLTES 

RIVHWGTEGRPIATAEGWVLLLAMKIRL 

AAEAKIKCFLDGMAAGLRRSSLSRLGSQ 

AEALPTSQTMGGQAETLLSSQTGSRPNR 

GLFSHLRRWAAGORRSLTS 


4072 


12123 


A 


5005 


124 


670 


FQRTKLLNGPGDVETGTSITVPQKKWLH 

VISPIFVQS\LTLPFLAKWGDRLQLLQIEL 

AAREVSDI*EETV*NETyLLLLCSRKTLD 

TLKWAHSIPSYARLFYI**FSCSLKLAFSQ 

FLLPAVDPYGVAVGGTVGHCLCTGLAVI 

GGRMIAQKISVRTVTIIGGIVFLAFAFSAL 

FISPDSGF 


4073 


12124 


A 


5006 


3 


273 


AAAPGNGRASAPRLLLLFLVPLLWAPAA 
VRAGPDEDLSHRNKEPPAPAQQLQPQPV 
\AVQGPEPARVEVSGPGWGERGCRAGC 
AEYOAPGL 


4074 


12125 


A 


5007 


2 


986 


AAAAPGNGRASAPRLLLLFLVPLLWAPA 

AVRAGPXDEDLSHRNKEPPAPAQQLQPQ 

PV\AVQGPEPARVEKJFTPA\APVHTNTE 

DPATQ\TNLG\F1HAFVAAIS\VII\VSELG\D 

RTFVIAAIMAMRYNRPGPCWAGAMLCL/ 

AGLMTCLFSA^LFGYATTVIPRGLYILMF 

QPVLFAIFG1RMLREGLK\MSPDEGQEEL 

EEVQA\ELKKKDEEFQRTK\LLNG\PGDV 

ETGTS1TVP\QKKWU,HFISPIFGQALTLTF 

LAEWGDRS*VLTnVLAAREDPYGVAVG 

GTVGHCLCTGLAVIGGRMIAQKISVRTV 

TIIGGIVFLAFAFSALFISP 


4075 


12126 


A 


5008 


2 


439 


1 — 


4076 


12127 


A 


5009 


3 


366 


RDSWEILFEQDNKEQSVATLILDSLIQCP 

IDTRKQLAENLEMMFDVGKTQPPLLKRA 

FSTEK*KFD*/TINLASYQIFNQL*ANCTK 

YVGCFVIEDYSGSESILCLLFALIYNSFDF 

VSLV 


4077 


12128 


A 


501 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


4078 


12129 


A 


5010 


387 


446 




4079 


12130 


B 


5011 


16 


348 


MVLDCGYRESLVLPIYEGIPVLNCWGAL 
PLGGKALHKELETQLLEQCTVDTSVAKE 
QSLPSVMGSVPEGVLEDIKARTCFVSDL 
KRGLKIQAAKFNIDGNNERPSPPPKC* 


4080 


12131 


A 


5012 


I 


595 


MGCRPVGQAGLELLTSARTCFVSDLKR 

GLKIQAAKFNIDGNNECPIDTRKQLAENL 

VVIGGTSMLPGFLHRLLAEIRYLVEKPKY 

KKALGTKTFRIHTPPAKANCVAWLG/GK 

VFVGI*QVEYAMKAVENSSTAIGIRCKD 

GVVLGVRKISPF 



513 



wo 01/88088 



PCT/USOl/14827 



4081 


12132 


A 


5013 


3 


461 


Y1EDDMNPFQGNLE\EQRPRKSICTFL*QG 

AAEQIKH1LANFKNYQ\FFIGENMIS\DGM 

WLLLDYVKGWVCPPYMIFFKVDGLDMD 

luVlLNlvCOtvLr Wl Ynr VlHNWAbALo5>H 

TTTRDLRQNWTDCHPGALPHLDWGFYL 

GVGGHCFYEKPCPW 


4082 


12133 


A 


5014 


3 


325 


RRVSSVTQAGVQWHGLGSLQPPPPGFKL 
FCLSLPRSQDYRCMPPRPANFC/IFLVETO 
FHPAH*DKLVSNS*PCGPPAPASQSAGIT 
GVT/HRAHLPCNV/C*LDLFHHHV 


4083 


12134 


A 


5015 


1593 


4449 


PSGLGNTCIYRRGPHLPNSHRHAARGRIS 

ADRRFRHLGHRELHPAPCVPGRGEPHPA 

PCVPGHGELHPALCVPGRGQLHSVPCIP 

GRGEPH/RCTLCPRSWA/RCTLHPRDLRF 

NRIRElQPGAFRRLRhnLNTLLLNNNQIKRI 

PSGAFEDLENLKYLYLYKNEIQSIDRQAF 

KGLASLEQLRLDSNTLHCDCEILWLADL 

LKTYAESGNAQAAAICEYPRRIQGRSVA 

TITPEELNCERPRITSEPQDADVTSG 


4084 


12135 


A 


5016 


1 


3174 




4085 


12136 


A 


5017 


1 


4759 


SRPWWLRASERPSAPSAMWYRSRGPGR 

RCLLALVLFCAWGTLAVVAQKPGAGCP 

SRCLCFRTTVRCMHLLLEAVPAVAPQTS 

ILDLRFNRIREIQPGAFRRLRNLNTLLLNN 

NQIKRIPSGAFEDLENLKYLYLYKNEIQSI 

DRQAFKGLASLEQLYLHFNQIETLDPDSF 

QHLPKLERLFLHNNRITHLVPGTFNHLES 

MKRLRLDSNTLHCDCEILWLADLUCTY 

AESGNAQAAAICEYPRRIOGRSVATIT 


4086 


12137 


A 


5018 


2 


267 


ADLSAEAL*TRREWDDIFKVLKTSS/LGQ 
PKILYPSKLSLINEASSSSSSSSSSS/REFTT 
RLVL*EMUCGILHMEAQGQYLPS*KHTK 
V 


4087 


12138 


A 


5019 




164 


TRVNENQIESKAAYALFYKRQDVARRLL 
SPAGS/SGAPASPACSSPPSSEFMDVN 


4088 


12139 


A 


502 


38 


557 


APSPDA\MGHFTEEDKAT1TSLWGKV>JV 

E\DAGGETLGRLLVVYPWTQRFFD\SFGN 

LSSAFCHPWATPKVKAHGKKVLTSVLGD 

A1KHL\DDLKG\TFAQA*SETALVTKLHV 

GS*RTFKLPGEMLLGDPFLGNPIFGKRISP 

LEVGRLSWAERWVTWSWPVALVLPRLP 

LKLNCP 


4089 


12140 


A 


5020 


1 


712 


EILIIHLKRFSYTKFSREKLDTLVEFPIRSG 

ARERMAGGRQGKEGVYQY»PSPHPQ\DL 

DFSEFVIQPQNESNPELYKYDLIAVSNHY 

GGMRDGHCMCQAVGGACPGGSGQGGD 

QDLPSE*LGM*ASGEGSSVVGRK*TRSEI 

WTLSEEARKGRRG*LSFPFR\TTFACNKD 

SGQWHYFDDNSVSPVNENQIESKAAYV 

LFYQRQDVARRLLSPAGSSGAPASPACS 

SPPSSEFMDVN 


4090 


12141 


A 


5021 


3 


3090 


IPLLQLLLRRLWRRHGRWTEDREPQHEE 
LPGLDSQWRQIENGESGRERPLRAGESW 
FLVEKHWYKQWEAYVQGGDQDSSTFPG 
CINNATLFQDEINWRLKEGLVEGEDYVL 
LPARAWHYLVSWYGLEHGQPPIERKVIE 
LPNIQKVEVYPVELLLVRHNDLGKSHTV 

/*M?CIJTT^QT/~'T \rf OT AD17D17T XfCTOi^TST^TDT 

i^r pn 1 u:blOLVLKl AKbKrJLVlir'l^tD 1 KL 
WAKNSEGSLDRLYDTHTTVI HAAI PTGO 
LIIMEITUOCDGTWPSAQLHVMNNNMSE 
EDED 


4091 


12142 


A 


5022 


1 


1584 




4092 


12143 


A 


5023 


1 


3519 




4093 


12144 


A 


5024 


3 


673 




4094 


12145 


A 


5025 


3 


2383 




4095 


12146 


A 


5026 


2 


2348 




4096 


12147 


A 


5027 
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4097 


12148 


A 


5028 


2 


. 7106 


KSKRQAQQMVQPQSPVAVSQSKPGCYD 
NGKHYQINQQWERTYLGNVLVCTCYGG 
SRGFNCESKPEAEETCFDKYTGNTYRVG 
Dl YERPKJJbMIWDCTCIGAGRGRJSCTIA 

l^iVV^jriCrVj\JV^O I JNJVJi^t VVIVXVxiXDl vjU I ivuu 

ECVCLGNGKGEWTCKPIAEKCFDHAAG 

TSYWGETWEKPYQGWMMVDCTCLGE 

GSGRITCTSRNRCNDQDPRASYRIGDPW 

SNKVHRGNLLQCMCTGNARGEWKCERH 

TSVOTTSS 


4098 


12149 


A 


5029 


1 


389 




4099 


12150 


A 


503 


318 


449 


ERKKKKMATVQKGM/PHKYYHGKTGS 
YNVIQHAVGNAVTNRTRGS 


41UU 




A 








AUALUKKI Kr AbljbKC 1 KoQb VOrSGFG 

GGHRGE/SGRAYVWQPPYGSSE/HASGL 

RYWSRRLRPAAGSFAAVCSRSVASKTPV 

GFIGLGNMGNPMAKNLMKHGYPLIIYD 

VFPDACKEFQDAGEQVVSSPADVAEKA 

DRI1T\!LPTSINAIEAYSGANGILKKVKK 

GSLLIDSSTIDPAWSKELA 


4101 


12152 


A 


5031 


1 


1123 


MGNPMAKNLMKHGYPLIIYDVFPDACK 

EFQDAGEQLCPNLDVNHPFVQRLHAAD 

TPWPISHLLAASVIGCCDIACLFSGRVSIS 

SLCVTISSQADEVRAKENKPIPQHPTKIA 

EMLVVSSPADVAEKADRIITMLPTSINAI 

EAYSGANGILKKVKKGSLLIDSSTIDPAV 

SKELAKEVEKMGAVFMDAPVSGGVGA 

ARSGNLT\FMVGGVEDEFAAAQE\LLGC 

MGSNVVYCGAVGTGQAAKICNNMLLAl 

SMIGTAEAMNLGIK/S*GFDPKLL\AKILN 

M\SS\GRCWSK*HFINPVPG\VMDGVPSA 

N*LFRVDFGTTLHWLKDLGLAQDSATST 

KSPILLGSLAHQIYRMMCAKGYSKKDFS 

SVFQFLREEETF 


4102 


12153 


B 


5032 


13 


441 


MEGVEEKKKEVPAVPETLKKKRRNFAE 
LKIKRLRKKFAQKMLRKARRKLIYEKAK 
HYHKEYRQMYRTEIRMARMARKAGNF 
YVPAEPKLAFVIRXRGINGVSPKVRKVL 

QLLRLRQIFNGTFVKLNKASINMLRDCR 
AIYCMG* 


4103 


12154 


A 


5033 


1 


775 


RRVPA\VPETLKKKRRNFAELKIKRL\RK 
KFAQQML\RKAR\RKLIYEKAKH\YHKEY 
RQMYRT*NFEWARMGKKKLANF\YVPA 
EPQIWRFVIRIRGIxNGVSPKGSERFFQLL 

PY1AMGGTPNLKVSKMN*SYKRGLWAK 

SNKKR\IAL\TDNALUARSLGKJRHJLAWE 

DLIHEIYTV\GKRFK\EANNFLWP\FKLSFS 

TKVEMKKXTTHF\VEGGDAGNR\EDQIN 

RLIRRMN 


4104 


12155 


A 


5034 


193 


384 




4105 


12156 


A 


5035 


96 


1636 


ARSPAMAPLRPLLILALLAWVALADQES 

CKGRCTEGFNVDKKCQRDELCS\YYQSC 

CTDYTAECKPQVTRGDVFTMPEDEYTV 

YERLGEEKNNATVHEQVGGPSLTSDLQA 

QSKGVNPEQTPVLKPEEEAPAPEVGASKP 

EGIDSRPETLHPG\RPQPPAEEELCSGKPF 

DAFTDLKNGSLFAFRGQYCYELDEKAV 

RPG\YPBCL1\RDVWGIEGPI\DAAFT\RINLF 

RGRPYLFKG*\QYW/RAFEDGV\LGPWIY 

PKNISWTAFDGHSPGQTWD\AALGLPCP 

LAYSGRERVXYFFQRGKQYW/ESYQFPG 

I V v^r/i::«^i:.vjooL.\o/\ V r Viiiir AmlviXv^lvLio 

W\EDIF\ELLF\WGAERSGWVTR\QPQFHL 

AGEVAHGVPG\QVD\AAMG\GRILHLQG 

MATRPLLWPKKK\RFRH\RNR\KGYRS\Q 

R\AHSRGR*PETPRRP\SRA\MWLSFVLPS 

EESNLGA\NNY\DDYRMDLALCLPTC\EPI 

OECFFFSFGDKYYRVNLRTRRVDTVDPP 
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YP\RSIAQYWLGCPAPGHL 


4106 


12157 


C 


5036 


1 


300 


MRSFGQLTLCPRNGTVTGKWRGSHVVG 
LLTTLNFGDGPDRNKTRTFQATVLGSQM 
GLKGGAGSVWLQAAGLGLLPASLLWPS 
LLLHC Y VLPrAPGVPLV* 


4107 


12158 


A 


5037 


359 


1229 


MPQPPTLGQEMTGPSQPWTGKGGLPGP* 
QLRAKAQEVDSHLGRKKIKQQNRSKSC 


4108 


12159 


A 


5038 


2 


311 


VRWNSAAPLVTSRGAPASARPRGQALP 
GGSAPSAPHGQLPGRAQPAPVSGPPPTS 
GLCHFDPAAPWP\PGLGLGMLPPHPQDW 
PAQP*HPPGLGLFFEIFSAS 


4109 


12160 


A 


5039 


310 


415 


SQYFGTLRRVDHLRSGVRDQPGQLGKTP 

S*PQVIHPPQCPKVLGLQYYHFLFFLRRS 

L/DSVAQAGVQWRDLGSLQRPPPGFTPF 

SCLSLPSSWDYRRPPPRLANFFVFSVETG 

F\TVSARMVSIS*PRDPPASASQSAGDTG 

VSQAPV 


4110 


12161 


A 


504 


1 


467 


DHSSSPAREQNWMENXEFDELTEVGFRR 

WVITNSSELKKHVLTQCKEAKNLEKRLG 

ELLTRITSLEKNINDLMELKNTARELHEA 

YTSINSWINQAEERLSEIEDQLNEIKRED 

KITEKMKNSTTVRVAASMQSKLLQGVA 

EEGPLRLTRSASFSA 


4111 


12162 


A 


5040 


1 


114 


ARAEMLIVQYILPRLTHCAIFTILFIFSLLT 
*VMLLSS 


4112 


12163 


A 


5041 


335 


477 


TPASLKIPVE**NTLLAKMVSIS*PRDLPA 
SASQSAGITGVSHRARC 


4113 


12164 


A 


5042 


135 


804 


GIDTILTLNQN*SLKTRQ*FTLI1F/1FFFFL 

RWSLALSPRPDCGLQWRDLGSLQAPLPG 

FTPFSCLSLPSSWDYRCPPPRPANFFCNFF 

FSRDGGFTVLARMVSIS*PQ/CDPPTLAS 

QRAG\ITGLSHCTRLFFF*WMESPSVTQA 

DYRCMPPCQANRC1FSRDEVSPC*PGWS 
GSPDLVIHLPWPPKVLGLHA 


4114 


12165 


A 


5043 


63 


361 




4115 


12166 


A 


5044 


151 


384 




4116 


12167 


B 


5045 


385 


479 


MAGAFRRRFASEVRAQGLESLLEHGLRC 
AGSLRGGQSLPTTMWSPVKVGFE* 


4117 


12168 


A 


5046 


3 


698 


VFFFFFSGCTRGPLFESDFHRAPHRCGQG 

LAAP*AAGAPQPRAPGETRGPEPAPHWR 

SASGDKPPGQAA\PPALVPGEGPSWDSD . 

PRGHRCSQATLPRVLAGPLQP*LS*LSL* 

DPPELRSL*PPL*LRLL**SLEPP*PPLLDS 

NRFPP+PRSPPPLENPRPRPRPPRKKPRPP 

AEPPRYPTESVSDDLPAWSTRISVHLQTS 

HSWPSWASLASSMFFKVTKPNSRELWSS 


4118 


12169 


A 


5047 


138 


550 


FCCCFTSSEHSLLAYGSCSPRRTEVLCAQ 
QNPSETQAAPLAS\YMWK*PCNSRLKGP 
GPGLGEGWPESVRMTSGVTVPGGTSPGT 
RAGGS\PCPGGLSPEALRQ*GAGSGPRVS 
PGA/PGCGAPAAYGAASPCPQRCGAL 
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d1 IQ 


1917ft 


A 




0 




T7I7PPI7PI riATJVAI VQMPTFTni UTW/^VTk 

rrrrrrL»0/\rl VAL# I oiNr iJr i UL.rli V V\jl\±/ 
WPPP*AAGAPQPRAPGETRGPEPAPHWR 
SASGDKPPGASGCLQLLFQGEVPPGDS*P 
QRSSLALRPPFPRVLGPGPFQPVAKAKQR 
YSQRPPQGSQLAPP/GPPRKQPQPLRKVS 
G*SGGCDLRLRHRPACPGRVCTLAQLEP 
ATRMGWSYVGQCGL 


4120 


12171 


A 


5049 


1246 




PRSPPPSREPTGPyRPRPPREESPGPRQ*PP 
RVPHGIGLSDDLPAWSYSGS/GRPSTGLPI 
/PWPSWHP*RRQCSQR*QTQIPEISGSPCL 
SQPPLQRSVRTLRRPAPATA/PLVSKLSPP 
TKSLPSSDAMVRPLSRAGP*RKQEDSAPQ\ 
DPEPPRNRGPGN 


4121 


12172 


A 


505 


1 


1140 




4122 


12173 


A 


5050 


207 


251 




4123 


12174 


A 


5051 


335 


419 


TFDFPNWRSYFSMSNW1TSLPTLLSSWD\ 
YRHVPLYPAKICIFSRDRVLPYWPG*SHD 
FTLFVSMTILTLQIYKMTKLDNYLETIYY 


4124 


12175 


A 


5052 


68 


399 


WELL1YFSGHTCSNLSPLLSLSFFFFF*DS 
LAVSAPGVQ\WHDLCSL\RPLPPRFKRFW 
CLSLLSGWD\YRHVP\QYPAKICIFSRDRV 
LPILAKASRNVSFLTLNMLGGFS 


4125 


12176 


A 


5053 


2 


322 


AFFFFFFF*DGACSVnRLECSGTlTAHCN 
FRHLGSSNFPASTSRVVEITGTCHHT*LIF 
VFLVETGFHHVGQAGLELLWVIHPPQS 

TKVLGLQVVSHCTRPLSDF 


4126 


12177 


A 


5054 


16 


357 


TITIGQNFFFFFLEMGSCSVA\RLECSG\IS 
AHCNLKLLGSSNLPTSTS*VAGTTGVCA 
TIPSYFYNKISM+NQSLPMLPSLGLELLG 
LRPVFLPRPPKVLGITRHEPPHSALK 


4127 


12178 


A 


5055 


2 


346 


LRWSL/DSVAQGGVQWHDFGSLQPPPPG 
FKRLSGLSLMSSWDYRRPPPRLANFLHF 
**RRSFTMLARMVLIS*PHDPPASASQSA 
ijli OVbUHAQdQlrl'KLQM llCSMGFKTK. 
FLN 






A 

A 


JVJO 


5 


401 


rrr WKQbLTLVTQACjVC^'LUHubLQrPL 

PGPKGFSHLSPPSSWDHFCHAPPHLANFF 

L*RHGFTM/RLVLTSLPQ/CDPPAAASQS 

AGITGVSHCAQPVIFCKKLDFSSTDIFTPS 

NLQPRGFWDLTAPQGEIVST 


4129 


12180 


A 


5057 


142 


250 


PPTGSLLTPPLWDPQFASLFNGTL*WERE 
♦PLPQNV 


4130 


12181 


A 


5058 


2 


775 


RCNSAQQQMTSSQKALMLELKSLQEEP 

VEGFRITLVDESDLYNWEVAIFGPPNTLY 

EGGYFKAHIKFPIDYPYSPPTFRFLTKM\ 

WHFNIYEEwEMYGlSILHPPVVDDPQSGE 

LPSERWNPTQQCEGL1LLRC*SHWLNEP 

QHLSPQPMSDASVMFR\KWERQ*REKTK 

EYGLKnRETKFSAT*GPKAGKGWGVEG 

SPTNPGREYCIKTEVP\RNDEQVQSLLYD 

ELGMMTDIDDER*GRRKDAD\CYDDDEF 

WGMRKP 






A 




1 
1 


3/1 


AT AriVTT^/L'VX/TAKil/^TA/AUVnnJlDC/^l^ 

YNLDFRSRlsinP/ARHI/TPFOI VAT YKSFI 

REICH*VFPD*GLVQRTLFSLVFLVCLKN/ 

SFDCDDREVWKKFTANACLQEAGNDLT 

V\NLRHIAEAVDENSCNFLQLTVD*IUCK 

L1QSNW*GIMVSHYSLT*NTFIAILVKHCT 

G*/INTGAPC*SEPLARYKELSF 


4132 


12183 


A 


506 


1 


2640 




4133 


12184 


A 


5060 


32 


534 


GRERPLLSPYMETLYRVPFLVLECPNLK 

LKKPPWLHMPSAMTVYALVVVSYFLIT 

GGIIYDVIVEPPSVGSMTDEHGHQRPVAF 

LGLQSKMDNNINGKGLCIQAS*FTMGGF 

RFS*ILDPIECTKYPKTSI\DSFFCSIGISSV 

VLLEFFPWARSNSMRNGNCPGU 
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4134 


12185 


A 


5061 


1 


328 


FLKRQRFGLVAQAGL*WHNLGSLQPLPP 
GFK+FSCLSLLSSWDYRHLPPHPPNFLLF 
LVETGFYHFGQAGLKLLTD\SGDPPALAS 
QSAGIIGVSHRAGPGLCTFSNHI 


4135 


12186 


A 


5062 


2 


687 


grvgfnvrwdrndtnlipngssitvnqt' 

nkrdyvskyinyifndsvkavyeefrrg 

fykmcdediiklfhpeelkdvxmlgntd 

ydweniveknaryepgynsshptivmfw 

kafhkltleekkkflvfltgtdrlqmk 

dlnnmkitfccpeswnerdpiraltcat 

vsllpspkysyngns*kkrfkkpinnnr 

giwltslpcpnslillllsllllllllfly 

FVLF 


4136 


12187 


A 


5063 


1 


525 


ISHDAIAQESKRYWQNLEANVPGAQVLG 

NQIMPGFLNMKIKFVCRPQCPEKRSKSIE 

PDKNRKYCSAKARHSWTVKDRRAMRV 

MSY*\RKKWMNIRPLPTKKQMPLQFDLC 

NHIASGKKCQYVGNCSFAHSPEEREVWT 

YMKENGIQDMEQFYELWLKSQKNEKSE 

DIASQSNKEN 


4137 


12188 


A 


5064 


. 735 


1517 


SYSYFFIQLCNHIASGKKCQYVGNCSFA 

HSPEEREVWTYMKENGIQDMEQFYELW 

AQESKK*KK*RHRPVSPNKGKWENQIH 

MANRJMAGRLQWDFSLAGMCGGKTGN 

SEKQWQGHISSEKHKEKVFHTE\TDQYC 

WQHRFPTGYFSICDRYMNGH/AAQEGNS 

CK/CLHMGNARTFMEWGRKGRRLPLKV 

DLN * Y AGF YGMIPNOSIDOKNLKCSE AH 
SRGAARFPACIGVYRSS 


4138 


12189 


A 


5065 


237 


381 


LHQPPTTQTLAFTSNLRGR*RSAALPDAL 
DSSKVSEMHRFLKRRGVN 


4139 


12190 


A 


5066 


1 


876 




A1A(\ 

4I4U 


1 O 1 Of 


A 

A 


5067 


1 


78 




4141 


1 O 1 


A 

A 


DUdo 


155 


417 




A 1 AO 

414Z 




r> 

o 


jOo9 


40 


411 


MQVTGVRTDSGALNITIHKLASSPHSKPF 

PIFQATFIFSDHIRCIIAEQRLAKGRIPGKA 

HEDAENSCPPAVTSQSSPPLKSWGLDSAP 

PPPLSTCLSASTTRGAGAAATPQCSAPCL 

HRWTRCO* 


4143 


12194 


A 


507 


1 


714 




4144 


12195 


A 


5070 


1 


987 




4145 


12196 


A 


5071 


HI 


2187 


DERRVGAADMFGRSRSWVGGGHGKTS 

RNIHSLDHLKYLYHVLTKNTTVTEQNRN 

LLVETIRSITEILIWGDQNDSSVFDFFLEK 

NMFVFFLNILRQKSGRYVCVQLLQTLNI 

LFENISHETSLYYLLSNNYVNSIIVHKFDF 

SDEEIMAYYISFLKTLSLKLNNHTVHFFY 

NEHTNDFALYTEAIKFFNHPESMVRIAV 

RTITLNVYKVDNQAMLHYIRDKTAVPYF 

SNLVWFIGSHVIELDDCVQTDEEHRNRG 

KLSDLVAEHLDHLHYLNDILIINCEFLND 

VLTDHLLNRLFLPLYVYSLENQDKVFUI 

HHAPLVNSLAEVILNGDLSEMYAKTEQD 

IQRSSVLPTLSSLWQGSHLSLNQLQSGLH 

KCSSHLCGAQAAADSVTGEIPAIRSLEW 

LISAGSKARTFFFLKMLIGFWEKVDCEY 

QRRQVLSTRLQEALPSNRLTDVAAVHSS 

CMLGFGSTAPRGSWIGDPAAVHLPLPGE 

LAEHLGSKGTTTVTKHQPQAKPSIRCFIK 

PTETLERSLEMNKHKGKRRVQKRPNYK 

NVGEEEDEEKGPTEDAQEDAEKAKGTE 

GGSKGIKTSGESEEIEMVIMERSKLSELA 

ASTSVQEQNTTDEEKSAAATCSESTQWS 

RPFLDMVYHALDSPDDDYHALFVLCLL 

YAMSHNK/GKSPEKEEGLSGTQSHPGKA 

GTFGKEGAEERKRAOV 



518 



wo 01/88088 



PCT/USOl/14827 



4146 


12197 


A 


5072 


2 


2774 


RNLLVETIRSITEILIWGDQNDSSVFDFFL 

EKNMFVFFLNILRQKSGRYVCVQLLQTL 

NILFENISHETSLYYLLSNNYVNSIIVHKF 

DFSDEEIMAYYISFLKTLSLKLNNHTVHF 

FYNEHTNDFALYTEAIKFFNHPESMVRIA 

VRTITLNVYKVSLDNQAMLHYIRDKTAV 

PYFSNLVWFIGSHVIELDDCVQTDEEHR 

NRGKLSDLVAEHLDHLHYLNDILIINCEF 

LNDVLTDHLLNRLFLPLYVYSLEN 


4147 


12198 


A 


5073 


2 


1802 




4148 


12199 


A 


5074 


546 


802 


GQAGRARQVRSVPSSALITLPPLA*QKH 

G/ISRWVVIGDEWyGEGS\SREHAALEPR 

HLGGRAIITKSFARIHGELESVPRPSSSHP 


4149 


12200 


A 


5075 


3 


2380 


SLSVHKMAPYSLLVTRLQKALGVRQYH 

VASVLCQRAKVAMTHFEPNEYIHYDLLE 

KNINIVRKRLNRPLTLSEKIVYGHLDDPA 

SQEIERGKSYLRLRPDRVAMQDATAQM 

AMLQFISSGLSKVAVPSTIHCDHLIEAQV 

GDEKDLRRAKDINQEVYNFLATAGDKY 

GVGFWSPGSGIIHQIILENYAYPGVLLIGT 

DSHTPNGGGLGGICIGVGGADAVDVMA 

GIPWELKCPKVIGVKLTGSLSGWTSPKD 

VILKVAGILTVKGGTGAIVEYHGPGVDS 

MSCTGMATICNMGAEIGA1TSVFPYNHR 

MKKYLSKTGREDIANLADEFKDHLVPDP 

GCHYDQLIEINLSELKPHINGPFTPDLAH 

PVAEVGKVAEKEGWPLDIRVGLIGSCTN 

SSYEDMGRSAAVAKQALAHGLKCKSQF 

TITPGSEQIRATIERDGYRQILRJDLGGIVL 

ANACGPCIGQWDRKDIKKGEKNTIVTSY 

NRNFTGRNDANPETHAFVTSPEIVTALAI 

AGTLKFNPETNYLTGTDGKKFRLEAPDA 

DELPKGEFDPGQDTYQHPPKDSSGQHVD 

VSPTSQRLQLLEPFDKWDGKDLEDLQILI 

KVKGKCTTDHISAAGPWLKFRGHLDNIS 

NNLLIGAINEENGKANSVGVNAVTQEFGP 

VPDTARYYKKHGIRWWIGDENYGEGS 

SREHAALEPRHLGGRAIMTKSFARDPRD 

EPGRKQGLLPFGPFA\DPADYNKIHPV\D 

KLTIQGLKDFTPG/RSPLKCIIKHPNGTXQX 

ETILLNHTFNETQ1EWFRAGSALQQK*RN 

LQQ 


4150 


12201 


A 


5076 


3 


203 




4151 


12202 


A 


5077 


52 


393 


EASAWPAPRGSWMVVAEDPACSVTLCP 
FSKSfiYT PnfiSGOGPSPAAGTSPSLPPRS 
LPGLEKLRSPSGRESRLSSSAPRAPSISAK 
AQLQCQAEEEDPEIVNNV*FSSVTCLSL 


4152 


12203 


C 


5078 


121 


396 


MALPGRLPHRKLAGGTLEAPWPGIPSGA 
VRRHQPQPPTTLXXWLGKVKKPLRKRIE 
AKFLCAEGPEHIRQGSAAVPGGGGRSRN 
CEQCLI** 


4153 


12204 


A 


5079 


3 


755 


FWDFDRPHETRVLQVSCGRAHSLVLTD 

REGVFSMGNNSYGQCGRKVVENEIYSES 

HTVHRMHDFDGQVDQVACGQDHSLFLT 

DKG\KVYSCGWGADGQTGLGHYNITSSP 

TKLGGDLAGVNVIQVATYGDCCLAVSA 

DG\DIFGWGNLEYLQLA/APVTDSTQVN 

VPRCLHFSGVGKVRQ/CLHAVARAVQC* 

TGEGHVFVWGYGILGKVGPNLSGKCPSL 

KMIPPTLFGFDGFQPRNPGFPAFRCGIQA 

TLLH 


4154 


12205 


B 


508 


1 


546 


MKQPNRKRKLNMDSKJERLDQDGRLVK. 

MSFFVFCCVVSSEESEHEETQDLMCSELF 

WVLLHMWSLDQQHQHHLEDHNSSPAR 

GQHWMENESDELTEVGFRRWVITNSSEL 

KEHALTQCKEAKNLEKRLDKLLTRIISLE 

KNINELMELKSTARELREAYTSINSQIDQ 

VEKGYQRLKINLMK* 
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4155 


12206 


A 


5082 


7 


279 


GQVCIAETGVQWYHLSSLQPLPPGFKRF 
L\CSASRRAPPCPANF\*FLVEMGFHHVG 
VAULv2LL 1 LODrr 1 ljAo^^oAuI 1 GVSHH 
ALPAWI 


4156 


12207 


A 


5083 


5164 


5586 


FTAALNSWVIKLSSCFSLLSSWDCMYMP 

PCPASFFFFFLR*SFALVAQAGVQWCDL 

GSLPPPPSGFERFSCLGLPSSWDYRRPP/P 

TPG*FFFFVFLVEMGFHYVGQAGLELLT 

SSDLPTSASOSAGITGVSHHALPSLYK 


4157 


12208 


A 


5084 


2 


5438 




4158 


12209 


A 


5085 




4294 


WAVFDGNYYYYLPWAHTKPWTLTSY 

WEDISHRLDAVNALLAMAERLQTNIEAL 

KSGIQGKIPANQLAELWLKLIDEVIEDTR 

YTLPLTEGKANVTVLDTQIRKLRSRSLSQ 

IHEAAVRMRSEATDVKSTLAEIEDWLDK 

LMQLTEEPQNSMPDIIIWMIRGEKRLAY 

ARIPAHQVLYSTSGENASGKYCGKTQTI 

FLKYPQEKNNGPKVPVELRVNIWLGLSA 

VEKKFNSFAEGTFTVFAEMYENQALMF 

GKWG 




loom 


A 




AAA 


ion 


r nol-ar OAoJxJ'MLIlr vjI-L/ Wllr CKJvLrJlJ V 
KRAKSVPT TRH! H* VVl 1 Ml PPPPTPH 
QAPVYDVPLPVSKCSHCQFPLWF*FAFL* 
WPVMMSVFSCVCWLHKCLLLRSVCSYP 
LPTF 


4160 


12211 


A 


5087 


489 


611 


SPCPCLCPEWYCLGFLLGFLWFLV*HLSL 
♦SILNYFLYKV 


4161 


12212 


A 


5088 


1 


336 




4162 


12213 


A 


5089 


1 


1581 




4163 


12214 


A 


509 


1 


732 




4164 


12215 


A 


5090 


235 


583 




4165 


12216 


A 


5091 


1 


430 


MGIODFMTKTPKAMATKAKIDKWDVIKJL 

KSFCTAKETTIRVNRQPTEWEKFFATYSS 

DKGLISRIHKELTQIYKKKTNNPIKKWAK 

DMNRHFSKEDIYAANKHMEKCPSSLAIK 

EMQIKTTMRYHLMPVRMAIIKKSGKNR 

WELNNENTWTQEGEHHTLGPWGWGK 

GGGKALGDTPNVNDELMAFSTTRPTFFP 

RSDPTTTRPMAVPPHEEKDDHLETHRPL 

RPRTTLPHAPDGRWLLLTLTHTSTPGKT 

GLRTYRPCLSRTEKVQTAGARPSHPHSS 

AAFTTWAKGPTGRRPGHMRSESATQKE 

VTMSPCTALRGQKADSKAHGQQGTWA 

ARGMHTESGTCKASRGFPSLLSPRTRIPK 

VFVAERKGLRGFVLSLTLPFSCIQKHWE 

QTVPMSPLVEDVSE*TGNLQNGRNFLQP 

THLTKG*YPESTKNSHKFTRKKQTTPSKS 

GQRI*TDTSQKKTFMQPTNTWKNAHHH 

WPSKKCKSKPQ*DTT*CQLEWQSLKSQE 

KTGGN 


4166 


12217 


A 


5092 


65 


163 


LEASKFSLVPTGPSV*CSPPCVHVFSLFNS 
HL 


4167 


12218 


A 


5093 


175 


495 


PQFFGNVLGHLLYSFLGPFQCDENIRYLS 
♦CSPSSCPPCTNRPOYVMFPSI PPPVT MV 
QLPPMSENMWCLVFCSCDSLLRMMVSS 
FIHVPYRFCYCNLWYFEVRCH 


4168 


12219 


A 


5094 


67 


351 


LHTRKSVFNCVKLFLHCISSVLINQLYDR 
PWCVMFPTLCPSVFIVQFPPMSENMWCL 
VFCPCDTLLRMMVSSFIHVPPERHKSKH 
HDTRG*CSNM 


4169 


12220 




5095 


2 


43] 


ovFn^ivPTwnriFWFPT t vnn i ppvnisjp 

vrwoi V ivinv^\jJD w rr i vJlJ^LirlvVv^lNv^ 

LTN*LDLCWSQHQTPHVLTHRWELNNE 
NTWTQEGEHHTLGPVVGWGEGGGIALG 
DIPNVNDKLMGAAHQHDFLVSPKITGIV 
LSISQVRVPFIDHRRKARYSADLTSFLIAI 
PG 


4170 


12221 


A 


5096 


75 


173 
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4171 


12222 


A 


5097 


1 


2349 


MLEDRDGEEDEGDEDRLDNAVRGPGPK 

GPVGTVSEAQLARRLTKVKNSRRMLSN 

KPQDFQVATAWRSASLFhlLYIAHLLAIA 

VMFQWTYSNGQWLNRPALNDFIPTAAL 

GLYNPTPVPILGMTLGGSTQLVAPGIAQS 

CPGLVLAILIGEGNEATPEDPKDPTCWER 

LGNHPPSVLQIRVRVIEGRQLSGNNIRPV 

VKVHVCGQTHRTRIKRGNNPFFDEVLW 

LQPGDHTPASYSRAGLNDYHNCCKNKM 

QGVVLTHKWELNNENTWTQDGEHHTL 

GPVVGLWPQCLTDPEGFGEETWASTQPF 

AGVTCKALYLLHFTPTAIGSHCLDHCFS 

DFLGIKNYRKEKVGLRDLGICRRPGEGR 

LGKHILRNVLGDDAEAELIGTATVALKD 

LTGDQSRSLPYKLISLLNEKGQDTGIYNC 

ELENVAEFEGLTDFSDTFKLYRGKSDEN 

EDPSWGEFKGKLQMWVDVFPKSLGPP 

GPPF\NITPRKAKKYYLRVIIWNTKDVILA 

EKSITGEEMSD1YVKG\WIPGNEENKQKT 

DVHYRSLDGEGNFNWRFVFPFDYLPAE 

QLCIVAKKEHFWSIDQTEFRIPPRVLIIQIW 

\DNDKFSL\DDYLGFPRNLTLRHTIHFLQ 

AFLFEQKFMN*WWPCYAEKDGARVMA 
GKVEMTLEILNEKEADERPAGKGRDEPN 
MNPKLDLPNRPETSFLWFTNP\CKTMK\F 

i V WKvir W W ViiUVbL.rL»L»iL/L»L»r V01vrVrJ-.l 

LLPNYFVQWKIVKPNVLTKGKGFISRVIQ 
0 


4172 


12223 


A 


5098 


1 


296 


RRSAPSTSLRTTCVSSCCWPRRRAPSMTP 
GAGYPSGSSAGP/PTHSP*PPWTRPS/SAQ 

RYLRK*QPQPGPPALLPLLPAP\PKAWLS 
GLGPVVLDSPGPQ 


4173 


12224 


A 


5099 


26 


253 


RWLSPWPUSCPQPGWTARNPQPTRELPP 
HPQAGKPFLPVPVPFQPTSPSLLPVMGGL 
SRPGSFSPVSVASLRCCTH 


4174 


12225 


A 


51 


702 


1107 


LQERYSDPGLLASFHGESSQDRLDTVQQ 
EK*NAGSASPPGPPHP>rrCQPRDGRGFT 
RLPCHRMWGTPGIRWKMPLQ*AAGP\PH 
AA* WPGSLMPPCL*PSASAWTRQQ* ♦PG 
SLPTLTSPG*DPGAHILLWRKQSY 


4175 


12226 


A 


510 


2 


1601 




4176 


12227 


A 


5100 


274 


2462 


RRSAPSTSLRTTCVSSCCWPRRRAPSMTP 

GAGYPSGSSAAHHRCDGWATTHSP*PP 

WTRPSWRSAYLRK*QPQPGPTQHCCPLP 

SQPPAKGVAVRAGPCSAGLSRATIGTGQ 

G/PG/TSPGHTWGQQRYHEATFWG*LLD 

CLVFKSEKPR*ULLUTMF*STSVSLTML 

SLD*ARGRREPAHPTPGPSPAATN*PGAL 

LPTVQIS*KCSSLQAPERASPPPCSPR/PPA 

TASFRPSLSDPGPS/APSFGKPSPHLKPNS 

NIFIFLPYQLLSHL*VAQSMATPCPQPGW 

TARNPQPTRELPPHPQAGKPLLPVPVPFQ 

PTSPSLLPVMGGLSRPGS\SLPSQWLL*G 

AVHAR*PVPFSILPRGTELTWTPSAKGPM 

GWAAGLAASGGCLHSSR*PTLVFRGWW 

EHIPVPLPHNRCGDSPGRP*QGSSMVVR 

DSGEL*GLGDPGLPGFENKPCCPF*AEIL 

KWNARLARNAVLTQNAPSPCPYWTWP 

CLMPSKDPYPEAYPPYVLREAECPLQAV 

MGPEAPPAWPCSPVG/SVTVFP/TSVSRSP 

PPVKl THrF*PWA^/<5PNl L.VPOFPHLEK 

MGPPLASSSRAAHAPFSP/SPHPALGRLM 

PLPQWALWEPTGSPALTPPEASEACVMS 

QLSSR*GPRVLCWWGWGMPSFLYLFHR 

KSPAGAEMQSGLGLPSP*PVLL*GPEAGP 

GPVAAEPPSQEVKLVPSGRLPVRGLSPSF 

OSNSRRGLQSPVROTGPFPKVKPCV 
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4177 


12228 


A 


5101 


I 


545 


DFPRQSS*NLN1TGKCGISP/GTPLNA\AHF 

VPGQYA'DVTTKTMCKGFQGVMKRWG 

LKAQP\ATHGQSKSTGRPGA\VATGDIGR 

VWPGTKMPGKWGNIYRQEYGVLKVWRI 

NTKPP1I\YVKWSGPGP*KWLR*RSKDFK 

LPAVFKDLGKNLPIPYIFFLEGDEGGTAQ 

KIGMDEKRVSSPGAPSN 


4178 


12229 


A 


5102 


2 


202 


LFGYLPK*VDNMSTKKPCTWIFTLALCIT 
ARTWKQPRCPLVGKWI/QLCCI*KMKYY 
SDFKKSCQAMK 


4179 


12230 


A 


5103 


1 


422 


FFFFFLRWSFrLVA*A*VQWRDLNSLQPP 

PPRFKRPSCLSLPSSWDYRRASPCSANFL 

DF/HFLVETRFHHVCQAGLELLMSGDLP 

ASASQSAGIIGVSHCARPLASLFLIHIFNK 

CISGVRLCSRPWRYSAAQKSLDLAY 


4180 


12231 


A 


5104 


2 


375 


DGSCFVAQTGVQWHNLGSLQPLPPRFK* 
FSCLSLPSSWDLRQVM>PPHPANF\*FLV*P 
GFHDVGQAGLELLTSGDPPTLATRSVGIT 
GVSHCARPGSIYKQRLDKKLRSSVAART 
NRCPLWSLPl 


4181 


12232 


A 


5105 


1 


293 


RRLFFSFLRQSLVLVIQAGVQWGDLGSL 
RPLPAGFICRFSCLSLPSG*DYRHGPPRLA 
NFW3FTREGM/FAMLARLVSNS*PQGDPP 
ASASQSSGDYRA 


4182 


12233 


A 


5106 


3 


305 


ETETCSVAQAGVQWPILSSLQPLPPRLKR 
FSeLSLLNSWDYRCLPPHAANF\*FLVET 
GFPHVGQSGLKLLTSGDLPTSGSQSAGIT 
GVSHCTWAGKSYIF 


4183 


12234 


A 


5107 


1 


485 


ARRDAAEVFLVSDPSGRMVKFSLQRILN 

SHCFAREKEGDKPSATIHASRTMPLLSLH 

SRGGSSSE/SDDRLNVTEELTSNDKTRIL 

NVQSRLTDAKRINWRTVLSGGSLYIEIPG 

GALPEGSKDSFAVLLEFAEEQLRADHVFI 

CFHKNREDRAALLRTFSFL 


4184 


12235 


A 


5108 


1 


506 


FGVSVYLHDYNMRTNPGEMSESTVPTH 

PADKGWPQGPDAQPRGGPTPPPLPKTLS 

RTCRPMKQASGLLGTRGCPGLTISKPKK 

LKVRSKAAAGEKPSEPLPTRTPRPHPPPP 

QGDRACGLRMKGRRRHPHAPYCRRYGS 

PTSVLAVLVEANEDMVGSQLLLSELQEN 

WQAVLAPLGQRAARDLDVEAAATQHCS 

PN\WRTVLSGGSLYIEIPGGALPEGSKDS 

LPVLLEFAEEQLRADHVFICFHKNREDR 

GR*PVSPAVGCVGVPAPPLHSQPAGTVS 

LRGWGVRAGGSGRQGF*RLLPR\AALLR 

TFSFLGFEIVRPGHPLVPKRPDACFMVAY 

TFERESSGEEEE 


4185 


12236 


A 


5109 


1 


996 


MVKSSLQRILNSHCFAREKEGDKPSATIH 

ASRTMPLLSLHSRGGSSSESESVWMARD 

APGEAAH/CRRHPG/PSPRGPPGS WGWR . 

TPTARQRPGKTPAASREDASRFRGRGCQ 

LRLWGS/HAGSRSSFPDCVPRGGRRSAP 

DREDDRLNVNRGN*RSNRQDGGFFNVQ\ 

SRL\TEAQTALNWRNNC*SGGSLFNIKPA 

GGRRWPEGSKGQLLQFLLEFAE/EKQLR 

ADHVNFACSHKNREVDRSCLAPKLSAFLG 

LKILNRPGHPVLVPKETPDACFMALQRSRE 

SLPGEEEEVGARLRGWAIPPPWGHPFVS 

RVGRNRRLAHLAWVCPHWIVQINAHS 

Q 


4186 


12237 


A 


511 


1374 


2220 


QAENSHININKKDVHSETPSEGHQRKRP 

KDHSSSPAREQNWMEMEFDELTEVGFR 

RWVITNSSELKKHVLTQCKEAKNLEKRL 

GELLTRITSLEKNINDLMELKNTARELHE 

AYTSINSWINQAEERLSEIEDQLNEIKRE 

DKITEKMKNSTTVLVSTWGSQLEQNNLP 

HIISPLFHSTHDLNISFYGGCLLQACSSKL 

LQGLAEGGPLRLTRSASFFAAKLCLTKH 

FLPTEMILIKSRKTTPDTOPRRLYLLQGV 
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VDQTSRKGPTALNIRQKTFAAAPPHR 


4187 


12238 


A 


5110 


1 


125 


FFFEMESHSVIRLECSGVNSAYCNI/TLP 
GSSGSPASAPPPQVGGTTGTHHHAQLIFV 
FLVETGFHHVGQDGLDLUNLVIRPPQPP 
KVLG*OAVLLPOHRPPK 


4188 


12239 


A 


5111 


2 


280 


FFFFGDRVPLHSAAQAGVKWCNLGSLQ 
PPAP/GLKPFSCLSLPSS*DYRSLPPCPTHF 
CIFSRDEVSPSWPGWSPTPDLMNHPPRPP 
KVLGIQV 


4189 


12240 


A 


5112 


2 


291 


FLEMESHSVAQAGVQWRDLGSLQPPPP 
GFKRFSCLSFPSSWDYRRPQPRPAmFFV 
FLVETGF\TILARLVSNS*PRDPPASASQS 
AGITGVTYRARP 


4190 


12241 


A 


5113 


3 


690 


FFFFFLRQSL/DSVTQAEVQW/RRILGSLR 

P/LQLPGLK*CCCLSLLSS*DYSYNPLPRL 

ANFFA^FaF**RRGFTMLARLLSNS*PCD 

LPTSASQSAGITGVSH/HAPGLASPSLNN 

KVQSSVGAQRRHDEDNGSRA*VFFCFFF 

FKRFALVA*AGVQWRDLSSLQPLPLRFM 

♦FSCLSLPSS*DHRCVPPHPANFFVF1*VRD. 

GVSPCQPG*SRSPDLAIRPPRPPKVLGLQ 

A 


4191 


12242 


A 


5114 


3 


282 


FFFFETESHSILSPRLECNGTISAHCNLRL 
PGPRDCPASAS*VAGITGVCHHAWUFVF 
LVETGFHHVGQAGLELITNLVIRLPQPPK 
VLGLOA 


4192 


12243 


A 


5115 


3 


198 


LSLNWCIILYIYICIYVV/CVVLFCHSCLS 

NMGT*FFLAGLLLFRICLCLHFYFLL***L 

LFIMI 


4193 


12244 


A 


5116 


1 


854 


MNKLFSILLGEKVDTQPNVLHNDPHARH 

SDDNGQNHLEGQMNFNADSSQFKDENT 

DIAEK\LEEKVRILCWVMTGPQ\NLEKKA 

KHVKATWAQRCNKVLFMSSEENKDFPA 

VGLKTKEGRDQLYWKTIKAFQYVHEHY 

L*DADWFLKADDDTYVILDNLRWLLSK 

YDPEEPIYFGRRFKPYVKQGYMSGGAG 

YVLTREPLKRFVDALKTVKCTHSNSSIED 

LALGRCMEIMNVEAGDSRDTIGKGNFFH 

PFV\PE\HHFNLKGYLPRTFWYWNYNYY 

PVPVEGPGLLL 


4194 


12245 


A 


5117 


13 


290 


ECRRQRGVQ*CNHS*QQL*PP\GLMQSSL 
LSSPGSSDYRQVLLHSAEF*VFNLVEMG 
SYYVVQAGLKFLASSDPPALTSQWARIT 
GMSHITRA 


4195 


12246 


A 


5118 


1 


595 


MGIHHVGQASLELLTSGDLPASASQGRG 

VRLYYIVEGRSSQSASVTALFLSSLPTVTS 

AMAGTRPPSARSHQTLQACRAQKTKTR 

MSS1*GTGAKHQASSPGKAPLSTPSPYFW 

KPSLQTSPCSGSRSLWASLPSPLAALFLC 

FWQDAT*RSSTTRSSLPSWPSRSTRALRL 

STS*PECAPSA*ASSKAGERSTGDRL 


4196 


12247 


A 


5119 


3 


496 


FFFLRCSV/NSTAKAGVQCHNLSSLHPLP 

PGFKQFPCFSLPSS*DYGCAPPHPANFYIP 

SRISQAWWRVPVIPATQEA\RQSFNFVAQ 

VGVQWHNLSSPQAFPAGFK*FSCLSLPTS 

WDYRHMPPCPDNFCIFSRGGVSPYWPS 

WSRTLDIMIHIPRPPNVLGLQA 
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4197 


12248 


B 


512 


1 


765 


MLAGQQREFPVGVGSADPALGAAGWP 

QRPGQARDLQLAMPEPPIPSMGSCAAGA 

SPTSTAPCSKAPSPIDHPRAAECRRRARD 

WQAAPPAAPVRDPLGEASRAPESVKDV 

CIYDIMFDGGAGRFAAATLGTISELPAFP 

EERKSWKPKROAPGALV* 


4198 


12249 


A 


5120 


3 


329 


ETVSHSVAQAGVHWHHVGSQQPPSPGS 
KQFSNLSLPGGWDYRHPPPHPAN\FIFLV 
ETGSHYVAKADLQLLASNDPPTSASQHA 
GIIGRSHCTRPRIY*WSNKL*YK1T 


4199 


12250 


A 


5121 


1 


537 


ERQSCSVARAGVQWHDLGSPQP/LPPRL 

KRFS\CLNLLSSWDYRRALPHPG*FLYF* 

*RQGFTMLVRLyVLNS*PCDPPTSASQSA 

G1TGVSHRARPVLRF*QNYYYFETGSGS 

AAQAGMQWIMAMQPQPPRLKQASNL 

SLLSSWDHXGMQPHPANTTVCKTERKQV 

FRMHLLNNTOYREO 


4200 


12251 


A 


5122 


1 


197 


EAGSHSVAHAGEQWCDYGSLQHQPVPV 

LKQFSHLSLPSS*DYRCVPPCPANFUILM 

ISVSIRGSV 


4201 


12252 


A 


5123 


809 


1472 


KTLLLSCYLSKLWPVDYLRSSRLLRRAA 

SSFGSWRFALQRTPHTTRRLSRSSKAVQ 

TAFPRRSPSSRHRCGSSSRATTTCRMSFL 

SSLTTCAQQLAGWVTLKRSIGLRKRSMS 

LMALKKWPCLMWKKRRSLPRYPQPQRT 

RGKKRSGSKIMIRRLNGQMGPRTVPAPA 

MKEVQI/TKLKKSKRRSCSHCSSKVCDS 

KSA^QEQGAP*VGGQQPPPRG*SYAWC 


4202 


12253 


A 


5124 


■ 


504 


DSEPCSVAQAGEQ*RDLGSLQPLSLGLK 

QFSCLCLPSSRDYRRPPPCLANFCYF*YR 

WGFTTSARPV*NSWPCDPPtSASQSAGT 

TGVSHOA\RLLLFFKAFKVWSGr)^T*rVKr 

EFNIISKISSFPSHFTSTPQSCPIMHSQIKY 

K*F*DYP*CSKQAGGISISDTYY 


4203 


12254 


A 


5125 


2 


351 


KQGllMTYVLRRPFFFSRWSL/DSVSQAG 
VQWRVFGSLQAPPPGFLPFSCTG/RQPPS 
PANFFL YFLVETGFLF* *RQGFrVLDRM V 
SIS*PRDPPALASQSAGITGVSPRTRQEGH 
S 


4204 


12255 


A 


5126 


1 


1047 


MVSISWPRDLPASASQSAGITGLIGALVL 

SVG1YAEVER/HEI*NP*KCLPGSSHHPHP 

PGRRHVHGLLHWCAGVPP*OPPFl I AST 

RLSRGYGLVLSWLEPRYEKMISGMYLG 

ElVRNILIDFTKKGFLFRGQISETLKTRGIF 

ETKFLSQIESDRLALLQVRAILQQLGLNS 

TCDDSILVKTVCGVVSRRAAQLCGAGM 

AAWDKIRENRGLDRLNVTVGVDGTLY 

KLHPHFSRIMHQTVKELSPKCNVSFLLSE 

DGSGKGAALITAVGVRLRTEASS 


4205 


12256 


A 


5127 


116 


498 


YNFALKSELKFKNQAIVSLNKFFFFFFLR 
WSLRPVAQAGVQWRDLGSLQNPPPPGLT 
PSSCLSLPSSWNRRRPPPCPAKSFWIF/M* 
RRGFTVLARMVSIS*PRDLPASASQSAGI 
TGVSHRTRQEGHS 


4206 


12257 


A 


5128 


3 


490 


GIYHTLRTGQEGRGSIKQQRLLQRPLPYF 
FLF1FPSFLYMIEIKH*LSFYILLFAFNIVS* 
PFSYFIFFF/RF*DSVLLCGPGWSTVA*S*L 
TAASTSQDQGDSPTSGPLKVTDRVCGHH 
T*ANFYIFCGGWGGLTILLRRIPNSWAQG 
IFPPWPPKVLGLQA 


4207 


12258 


A 


5129 


423 


495 




420o 


12259 


A 




J 74 


1300 


LGASEPWQPRSQETPKHSWPSPruPANQS 

KEVPENPNYALKCTLVGHTEAVSSVKFS 

PN/CENGLASSSADRLIIIWGAYDGKYEK 

TLYGHNLEISDVAWSSDSSRLVSASDDK 

TLKLWDVRSGKCLKTLKGHSNYVFCCN 

FNPPSNLllSGSFDETVKIWEVKTGKCLK 

TLSAHSDPVSAVHFNCSGSLIVSGSYDGL 



524 



wo 01/88088 
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CRIWDAASGQCLKTLVDDDNPPVSFVKF 
SPNGKYILTAT 


4209 


12260 


C 


5130 


628 


849 


MCGSVYSTIWSLIASRREETIRVIVLYIQS 
PNINTRHISKRGLNKGVNQFHKEDWNLL 
KRVCSHSGAEAGIFS* 


4210 


12261 


A 


5131 


350 


412 


NFELKLSPYQKKSIYWGAAQVMPVAVG 

KPSSEWPPGSHMDNSQIRGNPVCGIK*FS 

CPSLQCSWDYRCMTPCLANLFFFKLEGG 

FCHVAQTSLKLLGSSSPFILASRSTGITG 

MNHHA\RQLLN*SIRE*HSITHRLTHSRE 

KSCECNLYGKTLSSNFPPTKKKVSTGELP 

R 


4211 


12262 


A 


5132 


3 


189 


HERKAQPAGEGRTHMTKSDSLPSFRVST 

LPLESHHPDPNTMGGASHRDRALSGTAT 

VRDTRGIDPAPVHASPTRNR\NEGRHVF 

KRFPDTLTDRSISIYTDHHSLQIRTLRALS 

QL*TTPTQTPWAGPATGTGLSRGLPPYG 

TPEG 


4212 


12263 


A 


5133 


32 


800 


FKTIIKVRFLCIRVYSLCCKLLTYCDHFH 

SLDFEECAHKLLKMEFPESQTKELCNMI 

LDCCAQQRTYEKFFGLLAGRFCMLKKE 

YMESFEGIFKEQYDTIHRLETNKLRNVA 

KMFAHLLYTDSLPWSVLECIKLSEETTTS 

SSR\IFVKIFFQELCEYMGLF*/SUARLKD 

G>ALAPFF*R1\FPRDDPRITRVAI\SFFPS1A 

SGCLTYCPVSALSSIPLRPLWALLLPIPIF 

HHDLLLELFRLPFFYNDTLVLPFV 


4213 


12264 


A 


5134 


2 


706 


RCNSAQQQMTSSQKALMLELKSLQEEP 

VEGFRITLVDESDLYNWEVAIFGPPNTLY 

EGGYFKAHIKFPIDYPYSPPY/TFRFLTKM 

WHPNIYENGDVCISILHPPV\DDPQSG\EL 

PSERWNPTQQCEGLILLRC*SHWLNEPQ 

HLSPQPMSDASVMFR\KWR\DSKGKDKE 

YGLKFIRETKFSA-RKARRQEKGGS^RFP 

1 ILOUNI V^iKl JL.Vr\KiNJLJiiV^VyoL,jjl IJ 

GMMTDIDDER*GRRKDAD\CYDD\DDSG 

E*GSPQPWAGIPASKLRCPCNDEQVQSL 

LYDELGMMTDIDDER 


4214 




A 


5135 


1 




SLASAF*VSGGTGESHHKQLIAVNMVEM 
GSHRAGQAGNELSTL 


4215 


12266 


A 


5136 


2 


309 


DGVSLLLSPRLQWHNLGLLQPPPP*FKGF 
SCLSLPGSWDYRHV/PPCLANFVFLVETG 
FRHVGQTGLELLTSGDPPASASQRAGIT 
GVSHRTWQKMYFLSQKYF 


4216 


12267 


A 


5137 


1 


309 


SCLSLLSSWDHRRVPAHPANFVFLVETG 
FHHVSQV/GLELLTSSNPPASASHSAGIT 
GVNHRAWLPGLNLRF*KMIIRRLRRLLK 
NKFHSTILRKSETSNSCE 


4217 


12268 


A 


5138 


2 


625 


TYGEMAKIVDVPTKQLRAPDPIDSMLCH 

FCHNVSFPCTRNGCVDMEHFKVIKTHQI 

EDEl^RREKKLYFGYSLLGAHPILNQTIG 

RMQRATEGRKEELFALYSAHDVTLSPVL 

SALGLSEARFPRFAARLIFELWQDREKPS 

*TF\VRILYNGVDVTFHTSFCQDHHKRSS 

ii^i>Kyn7Dl PMT VRPVlf UTMViifFI AT fxn^CT\^ 
l\.r Ivlr r Ltii^ ^ * IVKJL'IvlJ' JL>AL»VjVJf 1 IN 

YYDACHREGF 


4218 


12269 


A 


5139 


167 


6S8 




4219 


12270 


A 


514 


188 


478 


QRGVLLKTANVLVPEDLGREMRIFFSVK 
TWKTFTCIFTKGTNIHLFLFYFFFETASLS 
EAQAGAQ\LGSLQPPPPGGSSDSPASASPl 
AGITGACHH 
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wo 01/88088 
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4220 


12271 . 


\ 


5140 


3 


1230 


QRDSYAREFTTTVVSCCSAELQT/GEGAT 

ARNIFLSGFQWLEDTVLFPEGGGQPDD 

RGTINDISVLRVTRRGEQADHFTQTPLDP 

GSQVLVRVDWERRFDHMQQHSGQHLIT 

WVVADHLFKLETTSWEVGRFRSAIELDTP 

SMTAEQVAAIEQSVXNEKIRDRLPVNVRE 

LSLDDPEVEQVSGRGLP0DHAGPIRVVN 

IEGVDSNMCCGTHVSNLSDLQW*\1LGT 

EKGKKNRTNLIFLSGNRVLKWMERSHG 

TEKALTGLLKCGAEDHVEAVKKLQNST 

KILQKNNLKSAQ/RT*AVHIAHSLKEQSR 

LGRCGHITQEGG*FRVHEYHCQ*RLGQR 

RPSLFLTCGR*ERWWTLLYWQGHLRLW 

RPWGPGWLRSWEGKGAGKKGRFQGKA 

TKLSRRMEAOALSPGLHQHAEC 


4221 


12272 


A 


5141 


3 


306 


SRQWTLFADGQHSGPAAPCPCGEV*RTG 
ALNPKTFQGA.PSAPGPCPVPHGASHP*T 
PQKLQPGNKSQMKPVKPGFPPSGAGGA 
WASL+PSSLPFPDLQYLL 


4222 


12273 


A 


5142 


1 


306 


FFFFFL*RQSCSVAQAGVQWYDPGSQKP 
PPPRFERFSCLNLPSS*DYRRPPSLPA\IFV 
FLVETGFHHIGQDSLKLLASSDLPISASQS 
AGITGMSHCTWPV 


4223 


12274 


A 


5143 


81 


657 


TAEKGGEETKSGELGRSQRTLSQVGATR 

GTSEEITLIVQMRDAGGSALCSGIGGGEK 

WSVLGVILKJCDDRIVLAYCMGHEIKRGI 

EDDSKVFFFFFLEMKSCSWQAGVQWH 

DLSSLQPALPRYK*FSCLSLPGSWDYRH 

VLLRLVNa*FLVEIGFHHVVQAGLKLLT 

SSDLPHSASRSAGITGVSHRARPG 


4224 


12275 


A 


5144 


3 


494 


ETEDLALSPQAGVHWAR/SLSSLQPPPPG 
VFKQILCLSLLSSWDYRG/PCHPHPAKFL 
AF*VETGVSPSWAR\LFLNS*PRDPPASAS 
QSAGEPPRWASVCNSVKMLSSAFNWCV 
CRLHKEKWMRRQKTHTVMIPHSNRCSS 
RHFSRIPSSIETYNNLRHTLLAGRF 


4225 


12276 


A 


5145 


3 


123 


ESGSHS\LPKL*CSGAITAHCNLKLLGSR 
DPPTSASGVAGT 




19777 


A 




3 


292 


RQRL/NSVTHSGVQWRNPGSLQPLPPGF 
KHFSCLSLLSSWDYRHTPQCPAMFVFLV 
ETGFR^^ARLVSNS*PHNLPVSASQ/SAWI 
TGLSHHARPCVSF 


4227 


12278 


A 


5147 


2 


303 


FLGWSFTLVVQAGVQWRDLGSPHPLPP 
GFKQFFCLSLPSS*DYRHAPPHLANFVFL 
GEMDFLHAWQAGNLELLTSGDPPTLASQ 
SAGITGVRHCSRPVSE 


4228 




A 


5148 


2 


613 


PRVRTYRFGSVGHDTQLCLWDLTEDILF 

PHQPLSRARTHTNVMNATSPPAGSNGNS 

VTTPGNSVPPPLPRSNSLPHSAVSNAGSK 

SSVMDGAIASGVSKFATLSLHDRKEKAP 

RERSQSRNHSMGHNF*QEASDKLESS/SP 

KPKPDPAKTLGTPLCPRMEDVPLLEPLIC 

KKIAHERLTVLIFLEDCIVTACQEGFICT 

WGRPG 


4229 


12280 


A 


5149 


2 


393 


IGFQPQLTEFQVSLQDLEKLSGLVFFPHL 

DRTSDIRNICSVDTCKLLDFQEFTLYLST 

RKIEGARSVLRLDKIMDHLKNV*NE\PYD 

YPMRRYYKKLQELTAIDLTSTHISQPSLL 

SYTTCLISGATPPFT 






A 

A 








GISYCPLNVFLLDVLQVAPEEDERKKRRR 
ERNKIAAAKCRNKKKEKTECLQKVSAF 


4231 


12282 


A 


5150 


644 


962 


NASSLAWTVLLKLLVGFGAGQCMGNFF 
FCWGGAMESPSVAQAGVQWRNLGSLQ 
PPPPGFKRFSCLSFPSSW0YRHVPPHPAN 
F\CIFSRDGVSRCWPGWS*TPDLR 
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wo 01/88088 
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4232 


12283 


A 


5151 


3 


t 321 


RRCLCAGYFKNVARRSCWRTFCTMDGR 
GSPVHIXHPSSALHEQETKLEWIIFHEVLV 
TTKVYARIVCPIRYEWVRDLLPKLHEFN 
AHGFEQCGPT*SERRCKKEMDK 


4233 


12284 


A 


5152 


237 


602 


. LLlTGRQYSLTFRRFYIHLjRNKILNSGLG 
KPPLKLHFYTEAFFARNPDQMEFHSVAQ 
AGVQWHDLG+LQPLPAGFKQFFCLRFLS 
SWDYK\GTPPCLAGFCIFSRDEVSPRWRG 
WS*TPDLK 


4234 


12285 


C 


5153 


166 


4n 


. 


4235 


12286 


A 


5154 


282 


1112 


FLKRENLLKNVCRNKLDLRPNRASPTGS 

QEWRQHGVQSEVQFVHSLLKPGPPADS 

CRTAA/GDPGGTETADPGHTGLELRFPEP 

PKPTLPLALSEAPVP/PERGENTGPRSLPS 

TPMPSWGPLLSSPPRPATSPTSPSQAN*PP 

PPRPSSHPPTTVPPTRPQPWQPGCCAQPP 

RPCLH*RGGN*VY*GMQLHQKSVSWPH 

SQWPQKREGNGSSHEIHPSCPPSGFHGPS 

PEGRMPTQAGALHSWYPGLSLSHGSGP 

HPPPRWTATVQAARPRVPPLTNL 


4236 


12287 


A 


5155 


69 


734 


SRLGRDHVGPGLGGVGA/^RR/RENDIGEY 

EGGRNEAGERHGRGRARLPNGDTYEGS 

YEFGKRHGQGIYKFKNGARYIGEYVRN 

KKHGQGTFIYPDGSRYEGEWANDLRHG 

HGVYYYINNDTYTGEWFAHQRHGQGTY 

LYAETGSKYVGTWVNGQQEGTAELIHL 

NHRYQGKFLNKNPVGP/AKVCI*CWV*T 

TW*1SFNRYGKRRRGRGGRISNCCSKME 

SYPNH 


4237 


12288 


A 


5156 


4 


674 


GVQRGHFQEAKGSGRCLSSLNVPHPSPP 
SAGMDPSSPVPNPEEAGGPLAQVPSAAL 
AQVAPGPVPISSLLEGPT\PSLPF*ERGNSS 
HKQASGPERGARPPALLGPQEIGGSSK/Y 
PPPGPGSTLGKGLLASPRCGPPQVLGWG 

MGRMGAQPLPKAEGAPPPTQLPPTHSPR 
RILGPLGASPERPPPRVVPPGGEG 


4238 


12289 


A 


5157 


3 


•342 


NFFFLRQSF/NSVTQAGVQWRDLGSLQP 
LPSGFTPFSCLSLLSSWDYRHPPPHPANF 
LYF* *RRGFTLLARM VLIS*PHDPPTSASQ 
SAGITGVSHGAWPKSEPFLNAEVMLYY 


4239 


12290 


A 


5158 


1 


251 


VCVCGFCFVLETESRSVTQAGLQRHHLC 
SLQPPPPGFKGFSCLSLPSSWDYRCPPPR 
LANF\*FLVEMGFHHVGQAGLKLVASSD 
PPASVSQSAEMTGVSHHALPG*SRSVTQ 
AOLQRHHLCSLQPPPPGFKGFSCLSLPSS 
WDYRCPPPRLANFCIFSRDGVSPRWSGW 
SQTRGLK 


4240 


12291 


C 


5159 


24 


362 


MGITVFRXXXXXXMXXXXXXXXXXXX 
XXXXXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxxxxx 

XXXXXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxs* 


4241 


12292 


A 


516 


3 


853 


SQARTAQLSSLAAARAHPSARAPAVSPR 

CSPAGQTNSPPDPVPTLAAPSGAWSKM 

MLQHPGQVSASEVSASAIVPCLSPPGSLV 

FEDFANLTPFVKEELRFAIQNKHLCHRM 

SSALESVTVSDRPLGVSITKAEVAPEEDE 

RKK\RRRERNKIAA\AKCRNKKKEKTEC 

LQLQY*QSHRPPLWHHQGFSEEEGLHFP 

KPSAALPSPIFLSQLDEPRCV\QESEKLES 

rClVRAQNGRTPEDERNLFlQQIKEGTLQ 

S 


4242 


12293 


A 


5160 


1 


287] 

• 

1 
1 


FFFF*DIRVSAQSPRLECSGA1LAHCNLCL 
PGSSDSCASTSPVAGITGMCHHTQLIFFV 
FLVETGVHHVG\RAGLEL\RLQVIHPPQP 
PKVLGLQA 
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4243 


12294 


A 


5161 


1 


1672 


QTGLQATTKHSGFPVRMDNAVPIVPQAP 

AAQPLQIQSGVLTQGSCTPLMVATLHPQ 

VATrrPQYAVPFTLSCAAGRPALVEQDC 

RCTAGVAWKGLKQILLPSNFGQQLAWG 

♦ALHNSWQPTAMIPEAMGSGQQLADWR 

NAHSHGNQYSTIMQQPSLLTNHVTLATA 

QPLNVGVAHVVRQQQSSSLPSKRNK\QS 

APVSSKSSLDAA.PSQVYSLVG\SSPLRTTS 

SYNSLWPVQDQHQPIIIPDTPSPPVSVITI 

RSDTDEEEDNKYKPSSSGLKPRSNVISYV 

TVNDSPDSDSSLSSPYSTDTLSALRGNSG 

SVLEGPGRVVADGTGTRTIIVPPLKTQLG 

DCTVATQASGLLSNKTKPVASVSGQSSG 

CCITPTGYRAQRGGTSAAQPLNLSQNQQ 

SSAAPTSQERSSNPAPRRQQAFVAPLSQA 

PYTFQHGSPLHSTGHPHLAPAPAHLPSQ 

AHLYTYAAPTSAAALGSTSSIAHLFSPQG 

SSRHAAAYTTHPSTLVHQVPVSVGPSLL 

TSASVAP\AQYQ\QQVATQ\SYIGSFRGST 

lYTGYPLSPTKlSQYCYL 


4244 


12295 


A 


5162 


1 


111 


ELRYKRWPGWKADTPQAQ\TVKWVGV 
GKSRESMIQLF 


4245 


12296 


A 


5163 


2 


1034 


DRAHLVFDFHQAVDGLQEVQRQAQEGK 

NIGTTKKGIGPTYSSKAARTGLRICDLLS 

DFDEFSSRFKNLAHQHQSMFPTLEIDIEG 

QLKRLKGFAERIRPMVRDGVYFMYEAL 

HGPPKKILVEGANAALLDIDFGTYPFVTS 

SNCTVGGVCTGLGIPPQNIGDVYGVVKA 

YTTRVGIGAFPTEQINEIGGLLQTRGHEW 

GVTTGRKRRCG\WLGS\MILRYAHMVNG 

FTALALTKLDILXDVLGEVKVGVNSYKLN 

GK\RIPYFPG*PGRCFKKGRKLKYETLPG 

WK\ADTTGRPGRWEDLPPQAQ\TYIRFVE 

NHVGSRSGYHYQSFLIWSVKWVGVGQ 

VQESPMIQLF 


4246 


12297 


A 


5164 


3 


148 


LLSSRDHRHVPPHPANFFCRD/RGLAMLP 
RLALNSWA*AIHPPWPPKVL 


4247 


12298 


A 


5165 


3 

« 


325 


YVFSGDLAHQILNVSLGIRRLHLADVSV 
GICLAKLRIAPVPPHNESVFNRWRCPVYS 
SCSY\HHLITSHQFQPSELIKYWNHLQHN 
KHNACANAA*EKAGMYRHRRLH 


4248 


12299 


A 


5166 


373 


950 


SRGVFFFLRQSFTLVA*AGVQWCDLGSL 
QPLPPRFKQFSOPASLVSWDYRHAPPHP 
ANFFCFLVEDKGFSMLVRLGLELPTSGDL 
PASASQSPGITGVSHHARP+MILHFMFSF 
GRRDGVSVTQAGVQWHDLGSLQASPSG 
FMPFSCLSLPSSWDYRHV'PCQANFLYF* 


4249 


12300 


A 


5167 


2 


334 


VRHRFTLVPOAGVO+rSLG^OOSPPPWF 
KQFSCLSLPRSWDYRHLPPHPANFFVFA^ 
EKTGFHHVGQAGLELLTSVDPPASASQS 
AGLTGLSHHAQLSFNLSAKKSFTKTRS 


4250 


12301 


A 


5168 


35 


437 




4251 


12302 


A 


5169 




1845 




4252 


12303 


A 


5170 




212 




4253 


12304 


A 


5171 


371 


915 




4254 


12305 


A 


5172 




2460 




4255 


12306 


A 


5173 




933 


LESMIGIDPGNRGIGHLLCKDELLKASLS 

LSHARSVLITTGFPTHFNHEPPEETDGPP 

GAVALVAFLQAL\GRRSP*SLTREPVILH 

QKJVEDA\LSKVF*RRRSRY*LTKVDQW 

KLLRHSCAKIGDPQTLRFDHLVAIERAG 

RAADGNYYNARKMEHQAL/RLTPFDDL 

FLXSAKKIPGISSMGVGDGGNELGMGKVK 

EA/DEEAHTARGCHRLATWKAEFAVIAG 

VSNWGGYALACALYILYSCAVHSQYLR 

KAVGPSRAPGRFRPGLRPSRRSLRKKKC 
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WASWCSTKSGVASRASWAWRWMGCPS 
TTPTPR 


4256 


12307 


A 


5177 


1 


439 




4257 


12308 


A 


5178 


1 


552 


GNEFSILKSPGSVVFRNGNWPIPGERIPD 

VAALSMGFSVKEDLSWPGL\AVGNLFHR 

PRGYPSWVMWKGSGTKLALTPQAVVIS 

YP\LENRVYMVGKANSVF\EDLSVTLRQ 

LRNRLFQENSVLSSLPLNSLSRNNEVDLL 

FLSELQVLHDISSLLSRHKHLAKDHSPDL 

YSLELAGLDEIGKRY 


4258 


12309 


A 


5179 


3 


nil 


ILKSP\GSVVFRNG^J^WPIPRE\RDPPDVA 

A\LSHGLPL*KKDLSWPGLAVGNLFHRP 

RAT\VMVNVNGVNKLDLPP\GSGIS\YPL 

ENAVPFSLDSVANSMHSLFXSEETAPVVLQ 

LAPSEERVYMATCGRANSVFEDLSWTLR 

HSRNRLVFKKTLFLSFTPPQILLSRNNEV 

DLLFLSELQV\LHDISSLPSRPKHL\ARDH 

SPDLYFTGSWAGLVDEIGVKALLGEDSEQ 

FRDASKILVD\ALQKFADDHVPVFMVGN 

PVVELVHCPSHLNTSPPLGKTRDLPLRPK 

nAnppnnvpvTsiT avvk"vtmfpv<?\wpmm 
v^/\V^cr \^v^ yri jnjl«/\\ i jv i iNrc i o\ v v riNivi 

VLWlMnALALA\VnTSYNIWNMDP\GYD 

SHYRMTNQKISEWIECYLWPRIRKRGFG 

NWLFC 


4259 


12310 


C 


518 


512 


739 


MAEHHWAFPIPSXASXGFAXLQPTKATL 
KKXEGFKXFXKJKJCKKKKTPEGGAXGTX 
IXXPXGGAGXWKXPXGXXXG* 


4260 


12311 


A 


5180 


18 


594 


NVAGTAICSFAPGRRQTPCHTREPQDGR 

PRARLTAWTRARGTCRVAHTHTGRQNH 

PMPLWGFSRHHRAFSEHLSLGCAPPSAT 

WT*TRSPAAAAAGP/PVPRKPNPSPPSRS 

PAGLRPPGRAGPLTSPRCPGPPASQASDT 

VGPVRHKQRGPTSDVSGAWDGPATAAS 

gpwKlypstlggrgrqitrsadkt 


4261 


12312 


A 


5181 


68 


446 


RLTSELAQTLAVHPSKSARPRP*AGE\KP 
GKKPPLQVNGAWD**PRVGADPGHSPD 
SLDPSTVGDVQGGSYSYWEGRTITMFLW 
GFPDRAGLLGSPGSSGPGKRRPILAGQPY 
KLLIiLV^ AKr LOFOH 


4262 


12313 


A 


5182 


2 


512 


APPSATWT*TRSPAAAAAGP/PVPRKPNP 

SPPSRSPAGLRPPGRAGPLTSPRCPGPPAS 

PGIGHCGCRQTQAAWPRRRTYQGRGMG 

PRPRPRRPVVPVGGERSHSHPSGPPLRSP 

GPEWGLTSSSCPARG/PGGCLCPQNQLPN 

PGP/SGPASPNLPSPRLHPTDTSGPGFPRA 
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4263 


12314 


A 


5183 


14 


720 


KNFPDRPTRPRTRGRTRGRTRVRTFGPG 

PVASAGCSRGDGRFGEAGPTALDSGADS 

GVRDTLPVHEPGSCLRYYRTPRPRSRAH 

PTPLIRPTSGPRCFGSDGTHSVRCPVNAG 

RPGHLGLGG/AKSSGFAGQKGRLLLAAG 

TCGVHVQGPLRAARPQEVLIFQGGPLQP 

AA\PEQPPATGAWLQPRLRCSEKAL*LP* 

gap/sqspprpmq\pitvpasg»naggpga 
sggtrvpg*klpdtggp/saqhplsptgl 
phdarp/psscptgrscvhcpqlnavhl* 

E*PANSELSRPLSEDTGP*AAPTRPGSAG 

PISDPHS\PPPSSPSSSGTPALPGHMSS/GG 

KWYQHQPSACPVLGL/PPDPGAEICAGSQ 

PSPGHLVQAPGHPGPPGPHTPAVTPSFPN 

SRAALPSFSPR*PCPQSPKPQGSCDPRPPR 

KPKPWKFQGSL*GLPLQKNRPPFSPRTG 

ATPGEPPGAL/PLSGNPPKSHRDGSALPS 

MSMSHPARPSVLGSKLSGFLPSSWPGPC 

TF*WMKCGRTRSIRGHSCAWUCAA 


4264 


12315 


A 


5184 


2 


1558 


RRSRDSGYRAPPASHSRPGQAARAPAPR 

PARREVCCTRPGWRRARTTRKTPTWAA 

VATGTRGASAEGGPTGLAHG/SGLAAAA 

GLM\GCEPASGWGPGRQGSGARTAAGS 

SGSSSGSGPSAPTSSSVLGSGLVAPVSPY 

KPGQTVFPLPPAGMTYPGSLAGAYAGYP 

PQFLPHGVALDPTKPGSLVGAQLAAAA 

AGSLGCSKPAGSSPLAGASPPSVMTASL 

CRDPYCLSYHCASHLAGAAAASASCAH 

DPAAAAAALKSGYPLVYPTHPLHGVHSS 

LTAAAAAGATPPSLAGHPLYPYGFMLPN 

DPLP\TSATGCRPTGRATSASPRPKSC*AT 

/SRTHTAFPGTDKLLSGYPSSSSLASAAA 

AAMACHMHIPTSGATGQPWDAGAAQPP 

PRGWDSAAATTPTPRA/ALPTPGAPVPVP 

AATGPYYSPYALYGQRLTTASAAGVSV 

RGGREGERGIGRKRGRGGVQGEAASRT 

RLLTPARGEGLGPRKERNVLPYISYPTAA 

TETRWDTPLLPTFTSHTQTL 


4265 


12316 


A 


5185 


6 


56 


VVAWRGSDSFSGLTSKLVQRQVFHHQL 

LKTVPHQAHPY*LPRAALQQ1HRC*LPR/ 

DTSQVAASLLASKSSSQTSGSLVSKSTSL 

ASVSQLASKSSSQTSTSQLPSKSTSQSSES 

SVKFSCKLTNEDVKHEATFF/LIRLYKTV 

AWKLVAVGGFSPNVNHGELLNAAIEAL 

KATLDVFFVPLKELADLPQNKSSQESIVC 

ELRCKSVYLGTGCGKSKENAKAVASRE 

ALKLFLKKKVWKICKRKYRGSEIEDLV 

LLDEESRPVNLPPALKHPQELL*CVQNIT 

AYNIWYLKRKTDFCIV*N 


4266 


12317 


B 


5186 


133 


345 


RLSERRNWTPQAMLYLKGAQGRRYLLR 
PEPANGPLRPAHCRIDHAPISTYra-RRPE 
PSYRSSSYFPDDD* 
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4267 


12318 


A 


5187 


2 


2168 


KESRRTVRRMLRGRSLSVTSLGGLPQWE 

VEELPVEELLLFEVAWEVTNKVGGIYTV 

IQTKAKTTADEWGENYFLIGPYFEHNMK 

TQVEQCEPVNDAVRRAVDAMNKHGCQ 

VHFGRWLIEGSPYWLFDIGYSAWNLDR 

WKGDLWEACSVGIPYHDREANDMLIFG 

SLTAWFLKEVTDHADGKYWAQFHEW 

QAGIGULSRARKLPIATIFTTHATLLGRY 

LCAANIDFYNHLDKFNIDKEAGERQIYH 

RYCMERASVHCAHVFTTVSEITAIEAEH 

MLKRKPDWTPNGLNVKKFSAVHEFQN 

LHAMYKARIQDFVRGHFYGHLDFDLEK 

TLFLFIAGRYEFFKTKGADIFLDSLSRLNF 

LLRMHKSDITVWFFIMPAKTNNFNVET 

LKGQAVRKQLWDVAHSVKEKFGKKLY 

DALLRGEIPDLNDILDRDDLTIMKRAIFS 

TQRQSLAPVTTHNMIDDSTDPILSTIRRIG 

LFNNRTDRVKVILHPEFLSSTSPLLPMDY 

EEFVRGCHLGVFPSYYEPWGYTPAECTV 

MGIPSVTTNLSGFGCFMQEHVADPTAYG 

lYIVDRRFRSPDDSCNQLTKFLYGFCNMS 

RRQRF1QRNRTER\LS\DLLDWYLG\RY 

YQ\HAR\HLTLRQSFSKINFHVGT*HAPPT 

DRJKDFKYPR\PSCSYPPFSFQGSSGPSSP\ 

QVSSDVEDEVEDERYDEEEEAERDRLNIK 

orr olorl V JrHOiUUULiiOb YK.N 


4268 


12319 


A 


5188 


j- 


1347 




4269 


12320 


A 


5189 


1 


272 


QTEGFKYRRPSSVPPSPSGSQASSPQSSD 
VEDEVEDERYDEEEEAGFG/RYV*ESPSI 
LYAVPYSDSCCQVTPSLHCSHFFILFPKT 
DKSS 


4270 


12321 


A 


519 


1 


760 




4271 


12322 


A 


5191 


225 


430 




4272 


12323 


A 


5192 


16 


1420 


PSVRRNQRFL*SCKDFDYWHN*RKQEGC 

YTA^LEKKVLSNRKQRVF/DGSSGKLTGS 

TSSLNKLSVQSSGNRRSQSSSLLDMGNM 

SASDLDVADRTKFDKIFEQVLSELEPLCL 

AEQDFISKFFKVHSNIKVCLELWAGSRGP 

GMGGTIITAT»LLGTPLPVSSEKDM1RQM 

MIKIFRCIEPELNNLIALGDKIDSFNSLYM 

LVKMSHHV\*LQQNVDPASFLSTTLGNV 

LVTVKRNFDKCISNQIRQMEEVKISKKS 

KVGILPFVAEFEEFAGLAESIFKNAERNRG 

DLDKAYTKLIRGVFVNVEKVANESXQKT 

PRDWMMENFHHIFATLSR\LKISCLEAE 

KKEAKQKYTDHLQSYVIYSLGQPLEKLN 

HFFEGVEARVAQGIREEEVSYQLAFVNK 

QELRKVIKEYPGKEVKKGLDNLYKKVD 

KHLCEEENLLQVVWHSMQDEFIRQYKH 

FEGLIARCYP\GSGVTMEFT 


4273 


12324 


A 


5193 


2 


391 


FFFFLRWSLA/SV/TQAGVQWRGLGSWQ 
RPPPGFKSFSCLSLLSSWDYRRPPVHAQLI 
FVFLVETSFTMLAGMVSIS*PRDPPASAS 

QSAGITGVSHRARLTLLIFKRCSIRDESFE 
VFLYVYLFKTNILLKA 


4274 


12325 


A 


5194 


2 


302 


KTLQSGCPRLEVQWCNLGSLQPL/PFPGS 
K*FSCLSLPG\SWDYRSVPPRSANF\*FLV 
ETArHHVGQAGLELSTSGDPPVSASQSA 
G1TGVSHSARQ*RAF 


4275 


12326 


A 


5195 


2 


388 


RATPRHIIVRFTKVEMKEKMLRAAREKG 
RVTLKGKPIRL-nADLSAETLQSRREWGP 
AFNILKEKNFQPRISYPAKVSFISERnKYF 
TDKQMLRDFLTSRPALKELLKEALNMER 
NNRYQPLONHAKM 
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PCT/USOl/14827 



4276 


12327 


A 


5196 


1 


578 


VAAKCMHKDAKKGF1RLDMS*FQERHE 

VAKFIGSPPGYVGHEEGGQLTXKLKQCP 

NAVVLFDEVDKAHPDVLTIMLQLFDEGR 

LTDGKGKTIDCKDAIFIMTSNVASDEIAQ 

HALQLRQEALEMSRNRIAENLGDVQISD 

KinSKNFKENVlRPILKAHFRRDEFLGRI 

NEIVYFLPFCHSELIOLVNKEC 


4277 


12328 


A 


5197 


3 


1618 




4278 


12329 


A 


5198 


495 


653 


MTLTSIDPVLTTFFNLECPLAOTATASSG 
LGEVE*AIALN 


4279 


12330 


A 


5199 


1 


1433 


MPESNCSLTWRHSVGRAVAAQGGEHSS 

QGASLVLGEPRGGSSWLLGLEGDTGLW 

GGLLKEGRLTDGKGKTIDCKDAIFIMTS 

NVASDEIAQHALQLRQEALEMSRNRIAE 

N\LGDVQISDK1TISKNFKENVIRPJLKVR 

GLSWHFLLEPKAHFRRDEFLGRMGEIVY 

FLPFCHSELIQLVNKELNFWA\KRAKQR 

HNMTLLWDVREVADVLVDGVYNVHYGA 

RS\IKHEVER\RVVN\QLAAAL*SRTLLP\G 

GCTLRITVEDSDKQLLKSPELPSPQAEKR 

LPKLRLEIIDKDSKTRRLDIRAPLHPEKG 

RLTDGKGKTIDCKDAIFIMTSNVASDEIA 

QHALQLRQEALEMSRNRIAENLGDVQIS 

DKITISKNFKENVIRPILKVRGLSWHFLLE 

PKVLTTFFNLSVLYLHGNSIQRLGEVNKL 

AVLPRLRSLTLHGNPMEEEKGYRRARG 

HSLHQGIEKYICESDDIFRKYCNNOFL 


42S0 


12331 


A 


520 


669 


823 




4281 


12332 


A 


5200 


1823 


4712 


FFKKNLCASAHYY/TWCVPIJ>FFFFI ROd 

L/NSIGQAGVQWCNHSSLQPCPPRLKLSL 

HLSLPSSWDHRHAPLRMT/NFFKYLRRG 

LPVLPRLVSNSWAQWLPS/SASQSIGITD 

MSH\*PAQLPNSLPFFKRQFRS1SPGLGM 

Q*CDHSSL*PQTLGLKQFSHQPPFYFFVQ 

MGSCYVAPSWS*TPKENTTJIQHPHMYT 

LKTTVTFLYTELYSDIA 


4282 


12333 


A 


5201 


3 


298 


RQSCSVA*AAVQWRDLSSLQPPPLGFKR 
FSCLSLLSSWDYRRPPPRSVNF*KIFLIET 
GFHHLGQAGVERLTSXDPPGSASQSAGII 
GISHCTWPELFK 


4283 


12334 


A 


5202 


1 


422 


APMPAATMTARSGPAAJSTRCPWRPRSP 
STPRPSWSGTCCAPTRSLRRAATASQGPS 
PATNTPSPRAASPP*RVWAPRTET1KGHT 
AHSLRTGATTGPKLSAPA^ATESGHPDSQ 
KPPTHPGTSD\T1LPPETASHPSTRRP*LPP 
ETASHPSTRRP 


4284 


12335 


A 


5203 


123 


201 


KRGFCWVPQVGGQGHDFGLWQSPFPGL 
RQFSGFFLWKSWDYGHPPPC*ISSSSSSSS 
S\FSSSSSSSLKLWT*GDPLA*VSQRVGIP 
GLSHWP*PRLGGRGTILVYGNLHFRD 


4285 


12336 


A 


5204 


88 


167 


KINMGILLKLVYRFNINPVKTPAGLFSSS 
SHE/ITEIDKRILKFIWKCTEHRIAKQSLK 
RTKLEDFLLNFKTYYEATEIKTS*YRFNI 
NPVKTPAGLF 


4286 


12337 


A 


5205 


179 


474 


FGFQINVFKDPVADPNKRSKKGRLSLHR 
TP\AGNFVTLE*GKGDLEEYG\QDLLHTV\ 
♦KNGKVTKAYSFDEIRKNAQLNIELEAA 
RSLGLMDWVCWCM 


4287 


12338 


A 


5206 


195 


351 
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4288 


12339 


A 


5207 


1 


1080 


ERCTMPDEPLVRAPDKGTDSPSPPPLEET 

SNGGRMLHESLRHAVPITRMQSSEDTEA 

GVPAYSDEDYEEDIIEPRTLNEITTVTDKT 

SPWSSVISDTSEVISPQPDEVQREGPSCPS 

PGPFCREELMVKSSFLSSPERAVNPHLPR 

QD\SPSQSLVACECEASKARVGGESASA 

NPQPIPCPTLSGAQQSSTFVGWSSPQTOQ 

NKEPKSEAPA\EELKVATS*GSVDS\A*LA 

FKKLPLNLASQSRRENHKGPPIDSSDIRQ 

RQVTTGSETSTKQSLLLPGPIVVPNFFLPP 

QQLEASLRMLSLSATLPPAATTDQDKSE 

ATRGALSQRPCRPRPNSLPLNLPEEETLR 

lARIFSSQYSQKD 


4289 


12340 


A 


5208 


1 


1140 


AIVEDKHSGRSYDITSDLGNVLTSTSIAK 

TVNG*AESSDSGAESDEEDAQEDLMGA 

YHSDIDKKMMKIVADHKNLEVIVTNGY 

DKDGFVHDIQNDIHASSSLNGRSTVHVK 

PIDENLGQTGKSAVCIHQDINDDHVEDV 

TGIQHLTSDSDSEVYCDSMEQFGQEESL 

DSFTSNNGPFQYYLGVHSSPPMENSGFR 

EDIQGPPGNGNIGNMQVVAVEGKGEVK 

HGGEDGRNNSGAP\HREKRAGETDEFSN 

VRRGRGHRMQHLS\EGTKGRQVGSGGD 

GERWGSDRGSRGSLNEQIALVLMRLQE 

DMQNVLQRLQKLEMLTALQAKSSTSTL 

QTAPQPTSQRPSWWPFEMSPGVLTFAII 

WPFIAQWLVYLYYQRRRRKLN 


4290 


12341 


C 


5209 


68 


331 


MLKNVLMRKCGVHDREKFLVLDYFCQS 
SVLAVLYLILSLCYFPYQDVASECEVKC 
MPTFQFFKKGQKVGEFSGANKEKLEATI 
NELV* 


4291 


12342 


A 


521 


3 


108 


VCREREPHQKVFNKMPK^SYRTVPVTPE 

GIVLSL 


4292 


12343 


A 


5210 


935 


1036 




4293 


12344 


A 


5211 


1 


3270 


MRPKTFPATTYSGNSRQRLQEIREGLKQ 

PSKSSVQGLPAGPNSDTSLDAKVLGSKD 

ATRQQQQMRATPKFGPYQKALREIRYSL 

LPFANESGTSAAAEVNRQMLQELVNAG 

CDQEMAGRALKQTGSRSIEAALEYISKM 

GYLDPRNEQIVRVIKQTSPGKGLMPTPV 

TRRPSFEGTGDSFASYHQLSGTPYEGPSF 

GADGPTALEEMP/PAVRGLPFPRSRPPRA 

RPPAPAPTQGLRCQRRGSRGTLPAAGRA 

LR 


4294 


12345 


A 


5212 


3 


274 


LERLIFVGGLGQFFPPPKLRFFPKIPQLVF 
FSPPFRKKIFPCPPRLSLGPPRVLLKGPPS 
SSSSSSSSKKC*PLMFYCHRRWPTGVYV 
LP 


4295 


12346 


A 


5213 


403 


776 


QGPDHFSLFWHLLQAPGLSPCLKWATA 
LETPPSPNGLPIVPVFPGSSRMAGMIEXSH 
IISEIGFLPNKEKKKGGCPPLFPRNFGFKF 
APSGLKVG\YLKVFEPKLNYSDHDVIKW 
VR*\IGR\SGIY 


4296 


12347 


A 


5214 


165 


439 


PPRQAKMQNLAAPGSHSQSPWnXRPKA 
L*LTPSQ!FSA*RLKTDTARSPRKPPSFQG 

PVSLASITVVGroOQASKPLKTPQLWCQ 
LRQYSFK 


4297 


12348 


A 


5215 


2 


525 


AAED*HCPIASETYKTIT\ELWVTLPVEG 

KSVPFLINTEATHSTLPSFQGPVSLASITV 

VGIDSQAYKPLKSSQLWCQLGQYSFMH 

SFLVIPTCPVPLLGQDILTKLSASLTIPGL 

v^rHLlAl LrroLKrr SHrrLVorHLNrHl W 

DMSTPSLVTDHAPLTIPLKPNHPYPVQC 


4298 


12349 


A 


5216 


I 


425 


PGNEIYR/KGTISFFEIDGRKNKSYSQNLC 
LLAKCFLDHKTLYYDTDPFLFYVMTEYD 
CKGFHIVGYFSKEKESTEDYNVACILTLP 
PYQR/RGY/GKLLIEFSYELSKVEGKTGTP 
EKPLSDLGLLSYRSYWSQTINEISEITS 
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4299 


12350 


A 


5217 


25 


193 


LGGCEDSRRKGAPRCFLSRGDHSWEPRD 
♦PPPWLFPSNSC**LAAGRPSPVRSSPS 


4300 


12351 


A 


5218 




1383 




4301 


12352 


A 


5219 


1 


1617 


MAEVGEIIEGCRLPVLRKNQDNEDEWPL 

AEILSVKDISGRKLFYVHYIDFNKRLDEW 

VTHERLDLKKIQFPKKEAKTPTKNGLPG 

SRPGSPEREVPASAQASGKTLPIPVQITLR 

FNLPKEREAIPGGEPDQPLSSSSCLQPNH 

RSTKRKVEWSPATPVPSETAPASVFPQN 

GAARRAVAAQPGRKRKSNCLGTDEDSQ 

DSSDGIPSAPRMTGSLVSDRSHDDIVTR 

MKNIECIELGRHRLKPWYFSPYPQELTTL 

PVLYLCEFCLKYGRSLKCLQRHLTKCDL 

RHPPGNEIYRKGTISFFEIDGRKNKSYSQ 

NLCLLAKCFLDHKTLYYDTDPFLFYVNfT 

EYDCKGFHIVGYFSKEKESTBDYNVACI 

LTLPPYQRRGYRKLLIEFSEWELSKVEG 

KTGTPEKPLSDLGLLSYRSYWS\QTILEIL\ 

MGLKSKSGERPQITSNDISEITSIKKEDVI 

STLQYLNLINYYKGQYILT\LSEDIVDGN 

ERPMLK\RLLRIDS\KCLHFHSQRTWSQE 

VDSGDQDTCPHCKCORPASQDLGAD 


4302 


12353 


A 


522 


383 


542 


LWSPPNSNILDTTTAGETPEQDLNRERER 
EKE/RERERERERERERERERERERERES 


4303 


12354 


A 


5220 


890 


1537 


MLLMFICDLLLTLSCSIALGYELSKVEGK 

TGTPEKPLSDLGLLSYRSYWSQTILEILM 

GLKSESGERPQITIK+AWRCLPGGTWHG 

LSVPGLSLSGLLGTDKGPQGT*PVLSHSE 

ISEITSIKKEDVISTLQYLNLINYY/KGREA 

GRGDRCVGCRVQSSVG*PPAEPISSAQG 

QYILTLSEDIVDGHERAMLKRLLRIDSKC 

LHFTPKDWSKRGKW 


4304 


12355 


A 


5221 


2 


. 434 


LRDGVLLCHPGWSTVAQS*LTAALNFW\ 

VRGSSCLSLL*LVLRMSPLHPANLFFYFC 

R/DKHLTILTRLVLNFWAQVILRPWLPKG 

LGITGMSHCTQPNFKNQRKGYCQVNFN 

NQTKTLSLAGNTYFTPILFFGNKHVTSY 

NFPSM 


4305 


12356 


A 


5222 


3 


384 


WAAEVPSFFFFFLRTESCFVTQAGLQW 
HDLGSATSI/SPGSSDSPASASQVAGITGR 

nn I /vi_./\ rr V ri^ V JL^lYioilin VOoO WoKJN 

SLNLVNLPCLGPPQYWGLQGMSPPMPRP 
LKCPSLKGKMPNSHP 


4306 


12357 


A 


5223 


2 


322 


LYFFSFETESCSVTQAGVQAVWCDLGSL 
AT\PPP\GSSNSCASAS*VARITGVHHHAQ 
LMFVFLVETGFHHFGQSGLKPLSDPPAS 
ASQSAGINRCEPPGTGHHYIFSK 



534 
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4307 


12358 


A 


5224 


I 


2535 


MQPLDFSSGGSDPNISLSEKIRDQLVVGQ 

LIPDCYVELEKIILSERKNVPIEFPVIDRKR 

LLQLVRENQLQLDENELPHAVHFLNESG 

VLLHFQDPALQLSDLYFVEPKWLCKIMA 

QDVSSIFGLYIRDILTVKVEGCPKHPKGII 

SRRDVEKPLSKiCKKFPKNYMSQYFKLLE 

KFQIALPIGEEYLLVPSSLSDHRPVIELPH 

CENSEIIIRLYEMPYFPMGFWSRLINRLLE 

ISPYMLSGRGCILLGQVVDHIDSLMEEW 

FPGLLEIDICGEGETLLKKWALYSFNDGE 

EHQKILLDDLMKKAEEGDLLVNPDQPRL 

TIPISQUPDLILADPPRNIMLNNDELEFEQ 

APEFLLDCFVCIHLYPSSDYISRHYMRTI 

NIVQTGFAKCRWRVTVHGADHGDGSFG 

SVYRAAYEGEEVAVKIFNKHTSLRLLRQ 

ELVVLCHLHHPSLISLLAAGIRPRMLVM 

ELASKGSLDRLLQQDKASLTRTLQHRIA 

LHVADGLRYLHSAMIIYRDLKPHNVLLF 

TLYPNAAIIAKIADYGIAQ/SLL*NGD*KTI 

QRGTPGFRAPEVARGNVIYNQQADVYSF 

GLLLYDILTTGGRIVEGLKFPNEFDELEIQ 

GKLPDPVKEYGCAPWPMVEKLIKQCLK 

ENPQERPTSAQVFDILNSAELVCLTRRIL 

LPKNVIVECMVATHHNSRNASIWLGCG 

HTORGQLSFLDLNTEGYTSEEVADSRILC 

LALVHLPVEKESWIVSGTQSGTLLVINTE 

DGKKRHTLEKMTDSVTCLYCNSFSKQS 

KQKNFLLVGTADGKLAIFEDKTVKLKG 

AAPLKILNIGNVSTPLMCLSESTNSTERN 

VMWGRMWHKDFLLF 


4308 


12359 


A 


5225 


2 


223 


LGVAFQCFFCFWFVELFGFVGLQLLSNL 
EKFQPLCLQIFFLSPCPIRSLYI/C*SSKW 
SQLTVTLLVFPVFFSL 


4309 


12360 


A 


5226 


236 


1626 


LAAAAHPLAGLVGGEAWIGGAKSWLSF 

SAGSSCMAEMATATRLLGWRVASWRL 

RPPLAGFVSQRAHSLLPVDDAINGLSEEQ 

RQLRQTMAKFLQEHLAPKAQEIDRSNEF 

KNLREFWKQLGNLGVLGMTAPVQYGGS 

GLGYLEHVLVMEEISRASGAVGLSYGAH 

SNLCINQLVRNGNEAQKEKYLPKLISGE 

YIGALAMSEPVNAGFWMVSMKLKAEKK 

GNHYILNGNKFWITNGPDADVLIVYAKT 

DLAAVPA\SRGITAF1VEKGMP\GFSTSKK 

LDKLGMRGSNTCELIFEDCKIPAANILGH 

ENKGVYVLMSGLDL\ERLVLAGGLLGL\ 

MQAVLXDHTIPYLVHVREAFGQKIGHFQVL 

MQGKMADM\YTRLHGLFGQYVYNVAK 

ACDEGVHIIPKDCAGVILYAAECATQVAL 

DGIQCFGGNGYINDFPMGRFLRDAKLYE 

IGAGTSEVRRLVIGRAFNADFH 


4310 


12361 


A 


5227 


1 


867 


MATATRLVLGWRVASWRLRPPLAGFVS 

QRAHSLLPVDDAIKGVLR/ESQRQLRQT 

MAKFLQEVNLAPKA\RE1DRSNEFKNLRE 

F\WKQLGEPWAVFGASQPLVQYG\GFRP 

GAYLGSMLLG* WEEISPSFSGAVGL\SYG 

AHSNLSHQPSLLRNWEFRAQKEKYLPEG 

*FSG\EYIGALAMS\KPHAGSDWSMKLK 

AEKKGEATLNLGAKMGRGNHYILNGNK 

FWITNGPDADVLIVYAKTDLAAVPASRG 

ITAFIVEKGMPGFSTSKKLDKLGMRGSN 

TCELIFEDCKIPGK 


4311 


12362 


A 


5228 


3 


391 


SHHHPLAAPSLGEAAISRSFQSLACSPGL 

PAADRLSYSGRPGSRQAGLGRAGDSAV 

LVLPPSPGPRSSRPSMDSEGGSLLLDEDS 

EVFKMLQENREGRAAPRQSSSFRLLQEA 

LEAEERGGTPAFLASSLSPQSFLARLQG/ 

GLATPPKLHTCEKCSTSIANQAVRIQEGR 

YRHPG\CYTCA\DCGLNLK\RRGHFWVG 

DELYCEICHARQRYSAPATLSSRA*APFG 
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SCRKPWKLRREVARQPSWPAH 


4312 


12363 


A 


5229 


2 


384 


FVHFQSKKTMRKICLFFFFSSETGSRSVS 
QAGVQAVARVIAHCNLKLLDSSDLPALA 
l#Ab'Y AKi VuM iHRGLACVYFIIQINLiL 
YFI^QMNLKKHQTFLFYEMLNLIASQA 
GKIYSSNRNIKVFWPO 


4313 


12364 


A 


523 


389 


549 


ERKRPSRKQ/RERNRKNQNERKSRGDW 
QRANVGAGQKEEMKCLAVELEIGSQPR 
S 


4314 


12365 


c 


.5230 


301 


369 




4315 


12366 


C 


5231 


210 


329 


MWNLCIWRVNCTINNTNMPTLYNHCFL 
QLFniSKLISY* 


4316 


12367 


A 


5232 


2 


268 


FFFLICRD\RVSFCHPGLSAVAQL*LTVAL 
NS*\VKGSSYLSFQS/SWHYRYVLPYLAN 
FKNFFFKRRELTLFLRLILTSWAQVSFLL 
QPPK 


4317 


12368 


A 


5233 


1 


415 


LFAGPSAMFYLAAAVSDFYVPVSEMPEH 

/KIQSSGGPLQITMKMVPKLLSPLVKDW 

APKAFIISFKLETDPAIVINRARKALEIYQ 

HQVWANILESRQSFVFIVTKDSETKLVS 

THSFYR*OKLK*KALIGSKIVOGS 


4318 


12369 


A 


5234 


3 


705 


PVRFLDNFSSGRRGATSAEAFLAAGYGV 

LFLYRARSAFPYAHRFPPQTWLSALRPS 

GPALSGLLSLEAEENALPGFAEALRSYQ 

EAAAAGTFLAVEVFTTLADYLHLLQAAA 

QALNPLGPSAMFYLAAAVSDFYVPVSE 

MPEHKIQSSGGPLQITMKMVPKLLSPLV 

KDWAPKAFIISFKLETDPAIVINRARKAL 

EIYQHQVVVANILESRQSFVFIVTKDSET 

KLLLSEEKKK 




\2.i /U 


A 

A 


5235 


200 


636 


gpcamfylaaavsdfyvpvsempehkiq 

\ssggplqitmkmvpklLsplvkdwapk 

afiisfklet*pr/livinrarkaleiyqhq 

WVA\NILGVKDSPLCLL*PKDSEPKLLL 

SEEEIEKGVEIEEKIVDNLQSRHTAFIGDR 

N 


4320 


/ 1 


A 
rx 




1*7 
1 / 


424 




4321 


12372 


A 


5237 


1 


338 


SDRQLDC/ALDLMRAILPPQQIGKNLSNU 

DLVPSLCEDLLSSVDQPLKIARDKVVAK 

DYLLCDYNRDGDSYRSPWSNKYDPPLE 

DGAMPSARLRKLQVEACFCHTSLSVLST 

FP 


4322 


12373 


A 


5238 


2 


160 




4323 


12374 


B 


5239 


46 


426 


MSDQQLDCALDLMRRLPPQQIEKNLSDL 

IDLVPSLCEDLLSSVDQPLKIARDKVVGK 

DYLLCDYNRDGDSYRSPMEVTKYDPSL 

GRMGGNAVKLRAEKSLEVGKANKWPF 
DOYPi^Ti T 1 1 PT I npn* 


4324 


12375 


A 


524 


1 


495 


EELVPIFLTLFHKIEKEGTLPNSFYEASITL 

IPKPGKDITKKENYRWISLMNIDAKILNK 

ILANQIQQITKKIIHHDQVGFIPGMQGWF 

NMHKSINVIHHVNRIKNKNHMHSIDAEK 

AFDKIQHPFMIKTLSK/MGIQGTYLSVIK 

AIYDKPTANIKQTFQIOD 



536 
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4325 


12376 


A 


5240 


2 


938 


PRVR*APGPAAGGRATDAGTGTAAAAT 

TMSDQHLDCALDLKRRLRPQQIEKNLSD 

LIDLVPSLCEDLLSSVDQPLKIARJDKVVG 

QDYLLCDYMDGDSYRSPWSNKDDPPLE 

DGAMPSAVRLRK\LEVEANNAFD\QYRDL 

YF*KVGVSSV\YLWDLD\HGFGLSA^ILH 

KRKGWEDGIKRRSKGCW\DSI\HVVEVQ 

EKSSGRTPHYKLTSTVMLWLQTNKSG\S 

CTMNLGGSLTRQMEKDETVSDCSPQIS/ 

ATIGRLVEDMENKIRSTLNEIYFGKNKG 

YRSMGLRSV\QTF\ADNSKQEALEELTLV 

GGFERESKQC 


4326 


12377 


A 


5241 


1 


1911 




4327 


12378 


A 


5242 


3 


803 


ESVAAALSPLG\IEVDIDVEHGGKRSR\LT 
PVS\PEVS\ATGEKSSSQPSSCaSDPSKPG 
GNVEGATQSLAEQMRKIALESEGRPEAS 
LCPFPPPGTTGQPSDLWPAPPPHSQHLCS 
PTYKPEGAGCWLAVDVCCHLKSRWEPA 
RTL*LLGLCEWPLFPLDPCSLNCTCACVL 
PDCLPGARAMVRLGLLRVSPVCSW*VLF 
QEQMESDNCSGGDDDWTHLSSKEVDPS 
TGELQSLQMPESEGPSSLDPSQEGPTGLK 
EAALYPHLPPGK 


4328 


12379 


A 


5243 


2 


1511 

* 

\ 


RGGCDRDGPFSASSPLAJMASLTVKAYLL 

GKEDAAREIRRFSFCCSPEPEAEAEAAAG 

PGPCERLLSRVAALFPALRPGGFQAHYR 

DEDGDLVAFSSDEELTMAMSYVKDDIFR 

lYIKEKKECRRDHRPPCAQEAPRNMVHP 

NVICDGCNGPVVGTRYKCSVCPDYDLCS 

VCEGKGLHRGHTKLAFPSPFGHLSEGFS 

HSRWLRKVKHGHFGWPGWEMGPPGN 

WSPRPPRAGEARPGPTAESASGPSEDPSV 

NFLKNVGESVAAVALSPLGIEVDIDVEHG 

GKRSRLTPVSPESSSTEEKS\SSQPSSCCS 

DPSKPGGNVEGATQSL\AEQ\MRKIALE\S 

EGRPEEQME\SDNaSQGGDDDW\THLSS 

KE\VDP\STGELQS\LQ\MPESEGPKLSGTP 

PREG\PTGLERiaPLYPHLP\PEV\DPRLDL 

SPFSQIACSMGLSS*LKGGLGSTRVPGRP 

KNY*HSERLWDTIQ\YSK\HPPAVVDHFL 

PTFFLRAPLLVFIWFKLCVELAGLL 


4329 


12380 


A 


5244 


24 


493 


HWQVLPRVKKRLSPLKTHNCALPSTKLS 

AVRDYLFYSENLNFPQLNKDS*RGC*QA 

LK/SPTAVVFVLSLSHSFSFAVSEGCFFHR 

ERQVASTSMEQLLSLLAGIPFVEDSCPLQ 

KELSKTLPLTLEVLGVSMFFKFSWLPVl 

WVFGFISOLSGLES 


4330 


12381 


A 


5245 


1 


4547 


MRNPVHSHIGATVSHQTDFGANVPNMP 

ALQSQLITSDTYSMQMQMIPSNSTRLPV 

AYQGNQGLNQSFSEQQVDWTQQCISKG 

LTYPDYRPPPKLYRYSPQSFLPDSTIQKQ 

NFIPHTSLQVKNSQLLNSVLTLPSRQTSA 

VPSQQYATQTDKRPPPPPYNCRYGSQPL 

QSTQHITKHLSMEVPQSREMLSSEIRTSF 

QQQWQNPNENVSTlGNFTNfLKVNTNSK 

l^r r N br lKi>o VlMj V 1 L,AV^ 1 JNlitisJIVlUoC 

NP 


4331 


12382 


C 


5246 


191 


397 


MLPRAGLLLCGKLVPNNFSQPSRQILLCL 
uUxJorHLl VUHbUWIvl IJLiAjAvjAlr iKI 
GPFSLLQRGVS* 


4332 


12383 


c 


5247 


598 


744 


MSKVLNQSTYITVQCGYVSINSFYVSFY 
YSIKLAKRHLGTFFRTVLVI* 


4333 


12384 


A 


5248 


164 


355 


NGSTGCIGIQANQYFNYRSLSSFESGKFV 
KCTEQLELVPGENIH\*LLEGSKKKLTLK 
NLFRNM 


4334 


12385 


A 


5249 


1 


308 


KVQSFF1FYLFIYF*DGV*LFRPGWSAVV 
LSRLTATSAVFRFKQFSCLSLPSSWDYRC 
PPLHLANFCIF**RRGFTMLARLVSIS»PQ 
VIRPPWPPKVLGLQM 
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4335 


12386 


A 


525 


219 


471 


INFKKKNRLFNKWYXWTCVATLEKNKM 
NSFLM1YPKSNSK*FKNPNVRGKKL*NLF 
ILLYFKF 


4336 


12387 


A 


5250 


67 


367 


SDELRTPGRESLPAENISL*DRVNHQPAIE 
SCTA*NYLYSINAKTKGEMLEAEGMRV 
VTNSVYHWRLCEKQQTVLMKAGCWRT 
DKLCLPPEGMLWAVMSR 


4337 


12388 


A 


5251 


1429 


162] 


IPWIPPVSRSMVTHTWRAPTRFVHLPFFQ 
TDPFVFVF1SAFVLLRLVQKQP*QWPDQ 
GPERGR 






A 




180 


411 


IPWlPPV/CPFHGHTHLEAn^PHGLSISI YS 
PPADSPVQGFVVRLISFTFSALADLPRSG 
PWSDTTCHGCFTVAASSESL 


4339 


12390 


A 


5253 


288 


530 




4340 


12391 


A 


5254 


9 


257 


IFTAVAniSESWKQPQCL*TNE*/IKLWYI 
HTMQYYSAIKRNEKLIHATTWMNSENV 
QW*KARHKKPHIV*LHLYEGSQKRQI 


4341 


12392 


A 


5255 


6215 


7038 


RTVTTFLSKDSHGVYCAQGGKIPDHQNP 

QCNRKQHPVSTILMLDKASFCQLRKRKH 

NL^VNCINRNPFMSLKNTSWHSSLSVTQ 

RHQQQSKLHFQGSILLH*PSQNIUSN1*K 

CINYC*HCSSVLLSYLFIETESYSVAQAG 

VQWHDLGLLQLLPLRFKQFSCFSLPSSW 

DYRSAPSCPANFCILVEMGFCHVGQAGL 

KLLASSDPPALASQSAGITGVSHYTQPCS 

PFLKSTGLFSCKVLSNPYHKGRIYLGRM 

CFLNSTWHLVKSTLFCPLFI 


4342 


12393 


A 


5256 


2 


513 


VLIQLVWIALLLVDPSRPVLTKDEPASSS 
TSSFTSQSQKKGQQSGFLQSRN*GCIALC 
EA^FQREEIY*VGMD*DSFRIKWFFNF1FH 
LTVITSSDLHIHGEIWVVPNTDHVCTRFF 
FVYDDCLVVYAYINTLL*GFY*YILLVIV 
NYTGSVHWFIFYYLVLNVLFCFLLYI 


4343 


12394 


A 


5257 


1 


274 


STPPHSSQRACEPLPSFAQCPR*APSPPAP 
HCAUCPIPKMEERP/PM*IGR*RRHLLST 
YCARSCTEQAPCIILLNPHNVLDLSRLW 
VKGO 


4344 


12395 


A 


5258 


3 


436 


GYLSEVVEENTPPKMEKEGLEIMIGKKK 

GIQGHYNSCYLDSTLFCLFAFSSVLDTVL 

LRPKEKNDVEYYSETQELLRTEIVNPLRI 

YGYVCATKIMKLRKILEKVEAASGFTSE 

EKD/PAGQKVQDCYFYQIFMEKNEKVG 

VPTIO 


4345 


12396 


A 


5259 


1 


340 




4346 


12397 


A 


526 




1423 


MNPNQEEISDLPERIQETEKEGTLPNSFY 

EASITLIPKLGKDKTKKENYRPISMMNIE 

ANILNKILANQIQQHIKKIIHHDQVGFISQ 

MQGWFNIHRSlNVIHHINRIKNKNHMnSI 

DAEKAFDKIQHHFMIKTLSKIGIQGAYLN 

VIKAIYDKPTANIILNGKKVEUFPLRTGT 

RQGYPLSQLFFNIALEVLARAIRQENEIK 

GIHIGKEKVKLSLFAGDMIFYLENPKDSS 

KKLLELIKELSKVSRWELNNENTWTQGG 

EHHTPGPVVGSGEERGIALGDTPNVNDK 

PLTGAALASTLGVWENENKFTHLFNIHS 

QFCLPSQGIFFLCGTSTYVCLTTNWTSTC 

TLIFLSPKIDIAPGNQTLPVPVRAQVHQH 

RAVQIIPLUGLGVTNATGTGIAGLSPSLS 

YYHTLSKDLSDSLQDIAKSTLTLQSQIDS 

LAAVTLQNHRGLRPPNRRKRWAMHLFR 

GRLFFHQPVWD 


4347 


12398 


A 


5260 


215 


384 
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4348 


12399 


B 


5261 


347 


1742 


MPNTNGSIGHSPLSLSAQSVMEELNTAP 

VQESPPLAMPPGNSHGLEVGSLAEVKEN 

PPFYGVIRWIGQPPGLNEVLAGLELEDEC 

AGWYGWNLQEGTRYFTCALKKALFVK 

LKSCRPDSSSVLDTVLLRPKEKNDVEYY 

SETQELLRTEIVNPLRISAGQKVQDCYFY 

QIFMEKNEKVGVPTIQQLLEWSFINSNLK 

FAEAPSCUlQMPRFGKDFiaFKKIFPSLE 

LNITDLLEDTPRQCRICGGLAMYECREC 

YDDPDISAGKIKQFCKTCNTQVHLHPKR 

LNHKYNPVSLPKDLPDWDWRFIGCIPCQ 

NMELFAVLCIETSHYVAFVKYGKDDSA 

WLFFDSMADRDESNNEFVQITGVIGKGK 

ETEGRVLTLHLIRAGSSVHVHCRQWMSL 

W* 


4349 


12400 


A 


5262 


1 


1547 


PVQESPPLAMPPGNSHGLEVGSLAEVKE 

NPPFYGVIRWIGQPPGLNEVLAGLELEDE 

CAGCTDGTFRGTRYFTCALKKALFVKL 

KSCRPDSRFASLQPVSNQIERCNSLAIWE 

AYLSEWEENTPTQKWEKEGLEIMIGMCK 

KGIQGHYNSCYLDSTLFCLFAFSSVLDTV 

LLRPKEKNDVEYYSETQELLRTEIVNPLR 

lYGYVCATKIMKLRKILEKVEAASGFTSE 

EKDPEEFLNILFHHILRVEPLLKIRSAGQK 

VQDCYFYQIFMGKK*GKLGVPTISGSC*E 

WSFINSNLKFAEAP\SCLIIQ\MPRFGKDF 

K\LFKKIFPSLELNITDLLEDTPRQCRICG 

GLAMYECRECYDDPDISAGKIKOFCKTP 

NTQVHLHPKRLNHKYNPVSLPKDLP\DW 

EIARHGCIPCQNMELFAVLCIETSHYVAF 

VKYGKDDSAWLFF\DSMAD\RDGGQNG 

FNIPXQVTPCPEVGEYLEDVSWKTLHSLG 

LPGESQGCARRLLCDAIYVPCTQSPTMS 

LYK 


4350 


12401 


A 


5263 


29 


258 


LRKYHATDL1S*GSVVGEF\E>CCF\SFLDG 
SLEDAVDGLLVLALQPHKEQYKEFQDLN 
QEVMNLDDILKVSTFSQKLD 


4351 


12402 


A 


5264 


98 


497 


THENNYNEKKDEIKIFKISLQISAQEEFPF 

FRRWKSCLCCPRLGVQWHDLGVSLQPPT 

SP/GFKRFSGLKLP/RAAWIYRYVPITSG* 

FLYFQ*RRGFTHVG\QADLDLLTSGDPPV 

WASQSAGITGVSHHAQPPYC 


4352 


12403 


A 


5265 


156 


1047 


VPAGEARVQWHDLGSLQPPPPXGSSDSP 

ASSSRVAGITGIKTNTICKKCAQNVQLYG 

TPKPCQYCNIIAAFIGNKCQRCTNSEKKY 

GPPYSCEQCKQQCAFDRKDDRKKVDGK 

LLCWLCTLSYKRVLOKTKEORKHl 

RAGHQEKEQYSRLSGGGHYNSQKTLSTS 

SIQNEIPKKKSKFESITTNGDSFSPDLALD 

SPGTDHFVIIAQLKEEVATLKKMLHQKD 

QMILEKEKKITELKADFQYQESQMRAK 

MNQMEKTHKEVTEQLQAKNRELLKQA 

AALSKSKKSEKSGAITSP 


4353 


12404 


A 


5266 


156 


960 


VPAGEARVQWHDLGSLQPPPP\GSSDSP 

ASSSRVAGITGIKTNTICKKCAQNVQLYG 

TPKPCQYCNIIAAFIGNKCQRCTNSEKKY 

GPPYSCEQCKQQCAFDRKDDRKKVDGK 

LLCWLCTLSYKRVLQKTKEQRKHLSSSS 

RAGHQEKEQYSRLSGGGHYNSFSPDLAL 

DSPGTDHFVIIAQLKEEVATLKKMLHQK 

DQMILEKEKKITELKADFQYQESQMRAK 

MNQMEKTHKEVTEQLQAKNRELLKQA 

AALSKSKKSEKSGAITSP 


4354 


12405 


A 


5267 


4 


496 


DGFPSCCQAGVQ*HDLGSRQPPPP\GSSD 

SPASASRVAGTTGMHH*SRDVL1RILELE 

EGLELCPHFSVRKLPKTGQILTLMLSLAP 

VKLAPQPKLSWMELTRTQQAVPSPFGR 

WGGIGRRJCVLVPIAADGWASGQARGLL 

GGSGKGEGKATGCEREGTCLLQG 
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4355 


12406 


C 


5268 


190 


435 




4356 


12407 


A 


5269 


114 


267 


QLYINHTPPPLSKSKEREMDKKDLDKSR 
TLKQKQKPLVNVVHNSWF*DHSN 


4357 


12408 


A 


527 


31 


332 




4358 


12409 


A 


5270 


1 


1071 




4359 


12410 


A 


5271 


1 


1231 


GRFLCCMLETVTRWHSDRATYEKECGN 

YPGFLTILRATGFDGGNKADQLDYENFR 

HVVHKWHYKLTKASVHCLETGEYTHIR 

NILIVLTKILPWYPKVLNLGQALERRVHK 

ICQEEKEKRPDLYALAMG\YKIIF*CDLQ 

D*MTEGF*RL*NVLQC*SLSSAjFRRLWEl 

MRSCFHRLVRVTTSDYQLPVYTG**FP*S 

HV*YFUGRKYNFraVNRSSRVKKKKPS* 

FKD*FIGKL*FLRKLGVL*KPSRTY*KWV 

FFNSLEPHSRMNNLLILFLKTSCLCFLIW 

VCIFKHFVRLSSYSGQLKK*EKSIP*YPEN 

EFPSQRPPPPRNAVA\SVQNGP\GGGPSSS 

SIGSASKSDESSTEETDKSRERSQCGVKA 

VNKASSTTPKGNSSNGNSGSNSNKAVKE 

NDKEKGKEK 


4360 


12411 


A 


5272 


2 


3383 


ITDQVLLPSLSLMDCNACMSEELWGMF 

KTFPYQHRYRLYGQWKNETYNSHPLLV 

KVKAQTIDRAKYIMKRLTKENVKPSGRQ 

IGKLSHSNPTILFDYVCFEILSQIQKYDNL 

ITPVVDSLKYLTSLNYDVLACILSNCIIEA 

LANPEKERMKHDDTTISSWLQSLASFCG 

AVFRKYPIDLAGLLQYVANQLKAGKSF 

DLLILKEVVQKMAGIEITEEMTMEQLEA 

MTGGEQLKAEGGYFGQIRKTKKSSQRL 

KDA 


4361 


12412 


A 


5273 


442 


1457 


KilFLYIYAQMNCFSUUJCKKKKKNQLL 

LQVFSSADB*GSSSSSSSSSGHKRHKKHK 

RNRSESSRSSRRHSSRASSNQIDQNRER* 

VLPSSS*YFSIFSFNP*TRSGRKLLGKQDR 

LQYEKTQIKEKDRCPLSSSSLEIPDDFGG 

RSEDPRDFYNSYKTQAGSSKTEKPYKSEN 

DIFPARRNSSDSFCRNSEAKIYGYRRFEK 

DIEGRKEHYRRWEPGSVRHSTSPASSEY 

SWKSVEKYKKYAHSGSRDFSRHEQRYR 

LNTNQGEYEREDNYGEDIKTEVPEEDAL 

SSKEHSESSVK/NKFTSEFTEYI*SDS*1*K 

RKRK*GQKINTPKDIGHPLPONAH 


4362 


12413 


A 


5274 


2 


457 


KUFFPR\KPSAPQEGRQFC*KIGNRPTQL 
1 OF V\MPVRNVYK\KEKARVITEKEKNF 

PQNQDVEKEKIKTLPGNFEISLAVMPGSP 
TWCVSVGTTWALGWGFTACDFLLPRGF 
GAFLKROVQAPG 


4363 


12414 


C 


5275 


27 


158 


MHSKPTGQVSWLGMTTASLPGTNASSM 
WMPWRLEDHSNLDALP* 


4364 


12415 


A 


5276 


1 


320 








A 

A 


5277 


100 


659 


CPLVIRSCSSALWDIETGQQTTTFTGHTG 

DVMSLSLAPDTRLFVSGACDASAKLWD 

VYSQCFFLSVYMMS*FAFSFQFFPNGNA 

FATGSDDATCRLFDLRADQELMTLTPHD 

NIICGITSVSVFSKSGRLLLAGYDDFNCNV 

WDALKADRAGVLAG\HDNRVSCLGVTD 

DGMAVATGSWDSFLKIWN 


4366 


mil 


A 


5278 


16 


495 


AFSAPDTRLFVSG\ACNASAKLWN\VGE 

GMCGQTFTGNHESDINAVICFFPNGNAFAT 

GSNDDATCRVLFDLRADQELMTYPHDNII 

CGITSVSFS\KSGRLPPGMGTTNFNCNVW 

DALKSRTGQVFLAGNHDNPRQPAWGVT 

DNDGMAWATGSWVDSFPQDLGN 


4367 


12418 


A 


5279 


5 


108 


SRGFTLLARLVLNS*PQ/CDPPLPLASQSA 
GI/TRLGMSYHA*PinFETRSRSVTQDG/G 
VQ*CNHGLLQPWHPGLKESSCLSLPG/G 
HAPPHLANFIFCRNRVSLCCSGWS*TSSD 
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PPLPLASQSAGIIGWV 


4368 


12419 


A 


528 


27 


178 




4369 


12420 


A 


5280 


1 


458 




4370 


12421 


B 


5281 


403 


629 


XVHLVKASCQACGQLDRVRKQWNIPS 
FIVRLDSQKHIDFSLRSPYGGGRPGRVKR 
KNAKKGQGGAGAGDDEEBD* 


4371 


12422 


A 


5282 


1 


637 


PVARSWVCRKTYGDPRGGPFEK\SRLDQ 
\ELKLIGGVWGSGTKREVL\RVKFTLAQD 
SAKAAPGNWLmDEKDPTGVLFERQTP 
LLR>TIGLVPQLGCWDEGQKMK\L\DYIPG 
P*RLEDFFRETPCKTQVFQSLGLAKSIH\Q 
PRFACLGSRQRHIRVRK\QV\VNIPSF1VR\ 
LDSQK\HIDFSLRSPYGGGRPA\RVKRKN 
AKKGOGGAGAGDDEEED 


4372 


12423 


A 


5283 


3 


295 


VCIGVLLCCLGCGVRWHDHASL*P*PPG 

LKRSSHLSLLSTWDHRHMLTHPLNFFIW 

EPRSHYVAQTGLKLLGSSSPPASASQSAR 

ITGVSHHTQSKK*FLFVEPRSHYVAQTGL 

KLLGSSSPPASASQSARITGVSHHTQSKK 


4373 


12424 


A 


5284 


2 


284 




4374 


12425 


A 


5285 


1 


785 


MTGLALLYSGVFVAFWACALAVACWV 

NSGTDWAGGIWLERLLPRSRLGFGLAGG 

DPACAGVCYTIFDLGFRFDVAWFLTETS 

PFMWSNLGMGLAISLSVVGVAAWGHSILT 

GSS1HVVEGS*KAPRDSKTKNL\VS11F\CE 

AVAUYGIIMGNCSLSNMTJEPF^^ATEPQG 

HRQFGN*PWQGYSHGLGAGLHRKPCLN 

LFCGWCVGIVGTWGCPWQMPQNPTASL 

CKRFSIVEIFWQAPLALFGVIGRKFFKTS 

MSERWVTR 


4375 


12426 


A 


5286 


2 


350 




4376 


12427 


A 


5287 


1 


999 


NLLKTHKF\LLGQDEDSLHSVPVAQMGN 

YQEYLKTLASPLREIDPDQPKRLHTFGNP 

FKQDKKGMMIDEADEFVAGPQNKVKRP 

GEPNMSYV\TKRRRSMSLLLRKPQTPPTC 

NXNHVGGKGPPSASWFPSYPNLIKPTLVH 

TDATIIHDGHEEKMENGQITPDGFLSKSA 

PSELINMTGDLMPPNQVDSLSDDFTSLSK 

DGLIQ\NLVVTHL*EEPKTAASP*MTKKT 

Q*HLLWELCQIHYKSLLLWHICEAa^JADI 

KHQLMKEVRKFGRKYERIFILLEEVQGP 

LEMKKQFVEFTIKEAARFKRRVLIQYLE 

KVLEKINSHHLHNNISHINSRSSC 


4377 


12428 


A 


5288 


329 


661 


ITLSLLSFFNLRPSFALLAQAGVHWRDLD 
SLQPPPLRFK*FSYLKSP\RSWDYGHAPP 
RPANSVLLVETGSLHVSQGGLILPTSGDP 
PASASQSAGITGVTNCARPPSLFS 


4378 


12429 


A 


5289 


46 


554 


NKTRKDPFPPYTPAHGH'APPTPSLPFG/C 

SAHGHLKPRGSHCDQPPSTCRPPVQSPV 

AHASQVAGRTWA*KRALHLPGGGVKRK 

GTGSPKAPRSGCGLPYKLGSTARAAGSC 

SPAE/EPETFSPQGQPLPVNKGKJLRRVGQ 

PSFQCAPRDSCSRYFQFGEEQGRAIEHQI 

P 


4379 


12430 


B 


529 


no 


719 


XGRQQHQRWHETPDIKLFGKWSTDDVQ 

INDISLQDYIAVKEKYAKYLPHSAGRYA 

AKRFRKAQCPIVERLTNSMMMHGRNNG 

QEAHDCAHRQACLRDHNTCSQAKNLLE 

VRGTAIINSGPREDSTRIGRAGTVRRQAV 

DVSPLRRVNQAIWLLCTGAREAAFRNIK 

TIAECLADELINAAKGSSNSYAINKKDEL 

ERVAKSNR* 


4380 


12431 


A 


5290 


228 


386 
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4381 


12432 


A 


5291 


3 


257 


GPRERETGRTATAVEPDSCEERTYSNDT 
KRWCSSHPGGNGGVPERQHLG*ATGSW 
GAKPLRLAAATRASGNPGHRSLKCLETI 
F 


43S2 


12433 


A 


5292 


3 


1379 


NEFFGEGKTLQAARHFAAMKALQALQN 

EPIPERSPQNGESGKDMDDDKDANKSEI 

SLVFEIALKRNMPVSFEVIKESGPPHMKS 

FVTRVSVGEFSAEGEGNSKKLSKKRAAT 

TVLQELKKLPPLPWEKPK\HFFKKRPKT 

IVKAGPEYGQGMNPISRLAQIQQAKKEK 

EPDYVLLSERGMP*RREFVMQVKVGNE 

VATGTGPNKKAKKKKVNVAVAMLLQLG 

YKASINLQDQLEKTGENKGWSDPTPGFP 

EPTNNTPKGmHLSPDVYQEMEASHHKV 

TS/GHYSRLFVTQRYEPTFKLFSSVYLPH 

RIVQSTFARHLLMNGTSSTAEAIGLKGSS 

PMPLVPPVQPSKQLGIFSKGFKAFRVHYC 

DRQKWQRVCDLSDISPCADGLySHAIGSS 

lEASHDQAALSALKQFSEQGLDPlDGSM 

NIEKGSLEKQAKHLIKKVDHNQAPPGSIA 

HDCKISNSAV 


4383 


12434 


A 


5293 


7 


351 


SSTSLIRKMQIKTTRYQNIPNRMAKIKNA 
DNTKL/WSR1LTNYWWEYRHLHK*KYV 
HKKTCNFMLIAALFIKJFLKWKKFKHSST 
GE*I1KL*DRHMTEYY*AIKKAQATDRM 
QHE 


4384 


12435 


A 


5294 


3 


1585 


GEPLl/LHHTTCH/NSKALIAFLAFLIIVTSA 

ALLVVLTNIYDLHRKRSCNVDEQQELVE 

RYDESNLMNVQPIHADIMLETYHRRIA\D 

EGRLFVLAEFQSIPRVFSKFPIKEARKTHXN 

QNKNRYVDILPYDYNRVELSEINGDAGS 

NYIXNASYIDGFKEPRKYIAAQGPRDETV 

DDFWRMIWEQKATVIVMVTRCEEGNRN 

KCAEYWPSMEEGTRAFGECCCKDLTKH 

KRCPXDYIIQKLNIVNKKEKATGREVTHI 

QFTSWPDHGVPEDPHLLLKLRRRVNAFS 

NFFSGPIVA^CSAGVGRTGTYIGIDAMLE 

GLEAENKVDVYGYVVKLRRQRCLMVQ 

VEVCSNL*\DYSHFGFLDLNLFQVIIMIFF 

KNPNSSQPQTVDDFLKTKTW*SPWPML 

CIW 


4385 


12436 


A 


5295 


1 


1323 


MEDSRKAQKRDTKIEREEQLYWPSRKSR 

GKSKGDLVLHTTYKPSHSGGRAVSGLFG 

SPIPSLGSWTAFLDPPWARVEPIALKGLT 

QRSPNGGGHRVCFVIPPAPPDGSEQKKR 

LCSFRRKEQSLPGNLENSFGSCPRLSRQY 

VYESARTTALMRLGCPLKQIQLISQDLSP 

FEYRESLPMKDKQNKHQRISLSINTIQETI 

ISPNELSKSPGTNSGETEIHDLSDREFKIA 

VLRTLKEIQDNTEKEFNKLYQINLTKRIEII 

KKNQAEILELRNAIGIQKNASQSFNSRNG 

REEEIISELENRLFENTQRRQNKRIKNNK 

ACLQDLEYRLKRANLRVIGLKEEVEKAI 

GVESLFKGIITENFPSLEQDINIQVQEGYG 

TPSRFNPKKTTSRHLIVKLPKIRDKERILK 

VTRENKQVT*NGTHICLAADFSVVAL*A 

RREWH 


4386 


12437 


A 


5297 


3 


226 


GSGCEQGCPPGRYGPGCEQLCGCLNGGS 

CDAATGACRCPTGFLGTDCNLTCPQGRF 

GPNCTHVCGCGQGAACDPVTGTCLCPP 

GRAGVRCERGCPQNRFGVGCEHTCSCR 

NGGLCHASNGSCSCGLGWTGRHCELAC 

PPGRYGAACHLECSCHNNSTCEPATGTC 

RCGPGFYGQACEHPCPPGFHGAGCQGL 

CRCQHGAPCDPISGRCLCPAGFHGHFCE 

RGCEPGSFGEGCHQRCDCDGGAPCDPV 

TGLCLCPPGRSGATCNLDCRRGQFGPSC 

TLHCDCGGGADCDPVSGQCHCVDGYM 

GPTCRE\VGPSGSPRTRP*PRGPAAAPLGS 
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SGRTATSPVRRAASAPTAPTCVGVGRGR 
PATL 


4387 


12438 


A 


5298 


152 


990 


LLLIHSEEKPFEDNLYGKALSSNSHLHGP 

RRLCT/GENPEE/CEQL*KAFSAISRDSCD 

SSH*GRKPVKVSEGFSOSHPLRHTGNHT 

MEQHSEMRNTLQQKCSHY*ANYSVVFC 

S*LWESLECSIGF*GDLRINSGENAPFEHH 

l^Y WKArWrblrVMil/W'MHl rEK/rWK 

F*EEEKAFSDASVLGK/HMELLPGCKTYE 

YINIGKFFSDSSLSCI/WRELTWRNP*ECN 

QC*DA/FSLNSSLSG/HQFSLGTKKYNHC 

FECGISFIQCUCRLDCWLINFFSLFFF 


4388 


12439 


A 


5299 


1 


181 


E1EDLN*T1TQLYLT*HLYRTLHRTPPAYK 
FFSSVHETFSRIDH\VLEHKTSLNEF*RLK 


4389 


12440 


A 


530 


443 


565 


QPGFGAGARAPNILTHKHLG/LLEFKTTG 
AQQQGF*LNESSF 


4390 


12441 


A 


5300 


1 


170 


PPPPPFPLIPD*G*\PPSPLSPGQLQLSAPPP 
VPLPCPDITLSYPGRRPVLGLSLMD 


4391 


12442 


A 


5301 


846 


1094 


IPA17P*FYFIFVYLNILKYLFFFFD/D0VL 

LCCPAWSAVA*SRLTATFASQWKRFSCL 

SLLSSWYYRSVP/SSLANFCIFSRDG/SFIV 

LAMLVLNS*PQVILLPWPPKVL*LPIMEC 

SSLTIAHCSLNLPGTSNPPASASK 


4392 


12443 


A 


5302 


19 


391 


AYPLRGGRDFLRGGPSRSVSLLSWPAR 
V*RRRRRLREEARGAMTSASTKVGEIFS 
AAGAAFTKLGELTMQLHPVADSSPAGA 
KWTETEIEMLRAAVKRFGDDLNHISCVI 
KGPDKGHCETQGI 


4393 


12444 


A 


5303 


1 


338 


SUFSDSLSSISGTNTLAAFLSWMLPYIPW 
ILQARPALGLLHLLLAACNVVGQSAT*PS 
PSLPLGLCSSSHSQ*GLF*PPVFKISPLITD 
NPNPFDLHUVIDIFIQKTIKISL 


4394 


12445 


A 


5304 


3 


180 




4395 


12446 


A 


5305 


1 


S18 


RAAQSPCSPWSRLACSGGGGVIREEARG 

AMTSASTKVGEIFSAAGAAFTKLGELTM 

QLHPVADSSPAGAKWTETEIEM/PEGCC 

EAIWGRS*SHQLCHQGTOSGPDKGHC*N 

ARYIEDFWASPFPA*V/IPRKGPRRWASG 

VFVHLLQLAPPPKQLPVFPEGRGSPPIKE 

TERLM 


4396 


12447 


A 


5306 


1 


705 


GAKFQRTRSVPRTTGPGQLKCLEDKVSR 

LETELDEEKNTVELLTDRXLNRGRDQVD 

QLRTELMQERS/SSGRTWKCDKISLERQ 

NKDLKTRLASSEG/SPESLVPASLSLSPRl 

SCCRERLPAEQRVKTVLRSTNRKLERKV 

N*LSLQIEDERHHVSDT\KDQLSLRVKAL 

QHEVNEQLQARIKSLEKDSWRK/GFPLS 
C*VSSQKRRAELR 


4397 


12448 


A 


5307 


831 


1159 


DVKSKSFFFFLRWS1VNPFAQAGV*WHD 
LSSLQPLPHRFKQFSCLSLLSS*DYRRVPP 
»LANFLYF»*RQGFTMLARLASNS*PHDP 
PASASQSAGITGMSHRTQKKQIS 


4398 


12449 


A 


5308 


296 


526 


FNCCEEEKFKKKPCFVSFLEGLERG*VK 

CQEHIPDTH***LLGLSEQINSDSRLRKEL 

NHFILFLEQLTCPPHSRER 
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PCTAJSOl/14827 



4399 


12450 


A 


5309 


5424 


5957 


YNFPLNEMGSCSVAQAGVQWHNHSSLQ 

P*TLG*SSYHPASAS*VAGTVCTCHHVQL 

VF/IFFFLR*SFALVAQAGVQWCDLGSLP 

PPPSGFERFSCLGLPSSWDYRRPPLHLVN 

FFFLYF**RWGFTMLARLVSNS*PHD\HP 

ASASQSAGITGMSHHVWLINFFFNCKSLI 

FSNVFRN 


4400 


12451 


A 


531 


82 


986 


TMNTRNRGVNSGLGASPASRPTRDPQDP 

SGRQGELSPVEDQREGLEAAPKGPSRES 

VVHAGQRRTSAYTUAPNINRRNEIQRIA 

ELELANLEKWKEQNRAKPVHLVPRRLG 

GSQSETEVRQKQQLQLMQSKYKQKLKR 

EESVRIKKEAEEAELQKMKAIQREKSNK 

LEEKKRLQENLRREAFREHQQYKTAEFL 

/RQTEHRIARQKCLSKCCLWPTILNMGQ 

KLGLQ\DSLKAEENRKLQKMKDEQHQK 

SELLELKRQQQEQERAKIHQTEHRRVNN 

AFLDRL/RRQKSTRWPRAIWRLLEYE 


4401 


12452 


A 


5310 


2 


237 


IKRFSYLSLPNSWDYKVPSSMPG*FLYF* 
LR*GFTNVGQAGFEIP*PQNDSNPLSSQS 
AG1TGMSH\HNRPPLFYFLK 


4402 


12453 


A 


5311 


36 


386 


LNIHRKFMLLYYH*LLLFL\FHF*DRVSV 

CHPGWSTVVNSQGFT\AALTYW\VK*SS 

CFNPPCVSWEPRGACHHAL\ANFL1FCKN 

QVSLCLPRLVSNS\WVQA1LPSW\PPRRA 

GIYGV 


4403 


12454 


A 


5312 


1 


310 


FFFFET/ESHSVAQAGVQWGDLGLL*SS\P 
P\GSSDSPASAS*ASGTTGA/QHHAQL1F\V 
FSVETGFHPVSQDGLDLLTS*SARLSLPK 
SWDYRHEPLAPGLGFTF 


4404 


12455 


A 


5313 


598 


882 


LIFFLFSFFFFSFFFFFFFFFFFFFFFFFFFFF 
FFFFFLLLLLLLLLLLLLFFFFFFFFFFFFFF 
LRQSL/DSVAQAGVQWRHLGSLQALPPR 
FAP 


4405 


12456 


A 


5314 


439 


1169 


QSGHRYLYNIUIQVLCFTIFLFLRQDLAV 

UTQAOVQWC/DSWQPRPPGLKNGTPTSA 

AQVAGTTGMCHH\TR*IFFFFFFFFFFFFF 

FFFFFFFFFFFFLRQSL/DSVAQAGVQWR 

NLGSLQPLPPRFKRFSCLGLPSSWDYKN 

APPHPANCCIF/M*RRGFTMLAKLVLNSG 

DSPASASQSAGIIGVSHHARPPRYFKKYI 

FCRDGGLTMLLGWS*TPGLKQSSHLGFP 

NFWDYRCEPPn ATT FIT 


4406 


12457 


A 


5315 




222 


ETGSHFVTQAGV*WCmGLLQPLTPGLK 

QFSHLSPPSSWDHKCVPSCPANSFCTLG 

K*RRVSTMLPPGWS\QTP 


4407 


12458 


A 


5316 


1 


234 


LRQSFAGWPRLECNGTIPAYCNLHLLGS 
SNPPASSPR\RLIFWLVEMRFLYVA*AG 
LELLSSSDLPPWHRKVLGLQA 


4408 


12459 


A 


5317 


1 


196 


FFLINLTLLIVTAQFIN+LDHDSYSTICPK 
PPEYTFFSRATNGTFTTKDHILGFKISLN 
KYKSI 


4409 


12460 


A 


5318 


• 


477 


SCWSPV\WGHPPRDREPPPS*LGIQSSPG 

VPQAALPPWPSPASHQASATWAVLPLPP 

LQGPAREPPCPPHLRRHVQPTKTSAVSIL 

SAPPLPPPG*DLPEASFSQWACKGINKCL 

QGLGLVCRRTEHKDLGLGLFGPLVLAM 

VEVRGVDLTENNSGASVPRGR 


4410 


. 12461 


A 


5319 


139 


398 


FYFFYFYFLRQSCSVNQAGVQ*/HCLNSL 
QPPPPGFKRFSCLSLPSRWDYKCPPPCTP 
NFCVFS/EMGFLHVGQAGLELMTSGDPP 
GFG 



544 
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4411 


12462 


A 


532 


122 


1340 


EAASKTTKDNICSWKDDTIGCKEMPTSE 

NCPSFALHQKIS\DRNHGECREYGKTLCQ 

PSKPVQHERIHSSEKPNRCKECGKNFSN 

GHQLTH-IQRLHVGEKPYKYEKCGKAFIS 

GSAFVKHGRIHTGEKPLKCKQCQKTISG 

SYQLTVHKSIHTGKKPYECGECGKAELV 

YGKLTRHQSTKrrGEKPFGCEECGKAFST 

FSYLVQHQRfflrrSEKPYECKECGKAFSTS 

SPLAKHQRIHTGEKPYECKECGKSFrVY 

GQLTRHQSIHTGEKPFESIHAEIKPYRCK 

ECGRTFSRASYLVQHGRLHTGEKPYECK 

ECGKAFSTGSYLVQHQRIHTGEKPYECK 

ECGKAHSRHQLTVHQRVHTGEKPYECK 

ECGKAFRVHVHLTQHRKIHTDVKPYEC 

KECGKTFSRASYL 


4412 


12463 


A 


5320 


11 


137 


RWGFrKLPlU-vSNSWPQAILSPWLPKVL 

NNHREALYFSLYYISKYTEGQFRNRLYP 

GTICQDYLWRYU-FIJFIFETESCTVIRLEC 

SGSLQPPPPRFKQFTCLRLHSSWDYRVRP 

P\PWPINFCISRVQTGFHHVGQG\GLDLV 

DLCDPPASASQSAGITGREHPAPGTYLW 

EGFKKSFKSRA*RSTLFFPLLH 


4413 


12464 


A 


5321 


1 


293 


LERMSFGHIQTKEDILQENTIFIATEVQIQ 
PNPD*TPEAKAFI\RRCLSYRKEDRIDVH 
QLTCDPYLMPHMRMSVSTCSPAGAAIAS 
TSGASSSSSSN 


4414 


12465 


A 


5322 


3 


291 




4415 


12466 


A 


5323 


14 


943 


HRILEPLIFHFFFFFSSAPPQPPELLY/PASL 

TLPASPGREEVYPLPARLPSLPRWEPLQV 

WLALGAVKLPLSPPWSGP^NGLGKPPGT 

PKRRGAIJCHMPGILTP/WMPGARWTKP 

PANPPST/rSPVPPKDG*KLQPGGLRGKP 

GPERGWNPPCP/RSPRPPYLLC*PQTLPR 

A*CFPIPKMSFTGHSPCRASLGHLEArGH 

NVN>niKP*YLFCNTE*YFNVHVLDVHNI 
nTKQQEST*PWLPRGVSWLGAGGGYQG 
AWDREAPPPRPIPKLPPTLASRMRSCHL 


4416 


12467 


A 


5324 


12 


486 




4417 


1246$ 


A 


5325 


51 


390 


DGVLPSLLGWEVMCGSSAPLLRSPVDRL 
DGMWGVCHP\GWSIVAQS\QFTAASNIX 
ASRAT/LSLPSSWDYRRVPPHSAHFKFFL 
♦KWGLAMLPRLVLNSWSQVILLPQPPKV 
LEL 


4418 


12469 


A 


5326 


279 


380 




4419 


12470 


A 


5327 


618 


81S 




4420 


12471 


A 


5328 


1 


197 




4421 


12472 


A 


5329 


2 


498 


CPRMTPKDFQ*PViyVVTNLLGHVIDIKW 

MSIAFINDRAWPSAFVSDENHARIQCDG 

QHRFEVSVSELPDETDVSSTVLDLDHQG 

LGPPPPPAEPDPLQLLLQQLFGLGQLSCV 

VGPGPWRGLSSARDKQNIMVSIIHKVKR 

PQSPLRAVYWPLRYCILPSRRATVN 


4422 


12473 


A 


533 


456 


824 


DRVSLSPRLECSGVIL\AQCNLHLP/GFNR 
rS\i LGLPSRLOl 1 OHArLCi/Ov^rr VrL VJi 
DGGFHHVGVQAGLELLTSSDPPTSAVPKC 
RDYRHEPLRLACCSFLKQENIHINCWVRI 
YIRIFQTO 


4423 


12474 


A 


5330 


600 


811 


PIWLSLSPWHFINQRKEKKK**DIVKREK 

PLMGLSTLTSI*MQSKPRKEHQINLKSE1 

K*LODLSOVFGR 


4424 


12475 


A 


5331 


1 


75 


FFFFFFFFFFKLAMFVFILFFIFSK*KEIVLS 

QFLFVFL/IYLFYVFTSLKVALKJSRDIKST 

FLRVALFFFLNNSWEFCGSTAFPSVSML 

CMF*LLL*FFFFFFFFFFKLAMFVFILFHF 

SK 
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4425 


12476 


A 


5332 


949 


1711 


VTIPLIPDLKGSSCVGPPKP*DCRHWTPC 

LTLIYFFFFKVESPSVAHAGVQWHDLSSL 

LTLSPDQV/HSPVSAF*VAGIQG/MHHHA 

RL/IFFFFFFFLRQSL/SS V AQARJEQ WCYH 

GSLQPPPSGFKRFSCLSLPSSWDYRCPPP 

HLA/DFFVFLIEMGFTMLTOLVSNS+PQ/C 

ULrrAoAov^ I Awl I UJ^orlKA. WU^INrrUirol 

YGVSPCWPGWSLTPDLK*SACLSLP*CW 
DYKCEPPCPAQFTFIRKDSFADVYCSVS 


4426 


12477 


C 


5333 


11 


154 


MESRSVARLECNGAISAHCNLHLLGSND 

<IP A <v A Q P V A nTTrST A TTPn ♦ 
^JTAuAoivVAVJl IVJlAl irKJ 


4427 


12478 


C 


5334 


163 


270 


MNKMESLFYCFNADILIKQDYFHHHQHL 
YIYTKPV* 


4428 


12479 


A 


5335 


92 


404 


WLQICVSGCICT*VMALYICIN\WWKW 
LFYEDVaKAVK*AFHFIHNLMCVYICM 
CVCVWNIEGLYIPPQRYIHMAVLLHRSN 
SQTPGSIRYKFKISFIGFI 


4429 


12480 


A 


5336 


2 


1100 


FALAARLQEFGTRKYFTESGLVGLLEQA 

AASFSMAGMYEAVNEVYKVLIPIHEANR 

DAKKLSTIHGKLQEAFSKIVHQSTGWER 

MFGTYFRVGFYGTKFGDLDEQEFVYKE 

PAITKLAEISHRLEGFYGERFGEDVVEVI 

KDSNPVDKCKLDPNKAYIQITYVEPYFD 

TYEMKDRITYFRQKLQSSVRFMYCTPFT 

LDGRAHGGTSMEQFQKGRPIVLDYVSCL 

FPYIKTRG/PMSLIKKRSSLHPFEVWED 

MQKKTQELAFATHQDPADPKMLQMVL 

QG\SVGH\QVNQGPLGSCPGFFCSGNT** 

PKALSDIHnKLATLAFKDFTKRCEDALR 

KNKSLIGPDQKEYQRELGEKLSSALKRA 

LPAT 


4430 


12481 


A 


5337 


48 


1057 


RCWENCTSTCKTMKSDPYLR/PYTTINSK 

WIKI)LN\aU'ETIEENIGEKFLD\MTLGND 

FLDrrPKAQSTKTjyDKWDYIKPKSF/CTV 

KETVNKMKQ*PTD\W*KIFVRHIYGKGL 

VSKIYKEFIQLNF*KWAKDLKRHFSEDD 

TQMANRYIKGCST*LnKEMHFKNHSKY 

YLSPVRLAVIKKNK\NNKC/W*WCGIKGT 

L/LHCWWECRLVQPLWKTEWKFL\RKIK 

LPYDPAIPLLGIYSK*MKSPPCKYICS/RV 

FIAALFIVA/KAWQLKCPLT/VnRKLCI 

YMPYTPMEYYPPLKTKKNPTISCHLLPT 

WMGLKDTVLNEISQTEKKILHNFTIYVES 

KKKI 


4431 


12482 


A 


5338 


2 


409 


PLALALAMAYPSCPGDAHGPPRPGPLSP 

PS*PASVP/TSP/PQSSA*FLCPQSYPVEGL 

TPRILPAGGGHVPCSRPSSSPGLASVSAP 

RWGALLLPGPCPTSLSSGCRKGRASPRA 

HPPPTASLCTALWPPCFSPP*PGVGLGNG 

LSLLPRRCTWPAAARSTVSSLLACLCPNS 

PL>nLLRDSSVLSHTQLRGSPHGFYPLEGA 

MFPAPALPPHQALPRYQPPGGELCCCLD 

HALLPSPRDVGKGGPALELTHPPQQACV 

LRSGHLASRLHNL 


4432 


12483 


A 


5339 


32 


323 


KFHLGGGGWFPPLFPGPGGARGVGS*VR 
GFRPPWAPPLNPPFPFKPQNSPGLWFAF 
RPSSSGG/PGPGNSPHPGGQGFG*QKFRP 
CPSAWGTKGGFP 


4433 


12484 


A 


534 


I 


2278 




4434 


12485 


A 


5341 


4 


329 


IIAHCKLKRPSSNDPPQPPSSWDCRHAPP 
HPAN*FFF*EMGSCHVAQTSSQTPALNPS 
RYPPTSASQOAEITVMSHCAQLYPCFLT 
KEK/FSHS*IRRTLLSETSNGEY 


4435 


12486 


A 


5342 


3 


274 


FQSQNIKLNLMGVLFCFETEAHSVT*AG 
LQWLDLSSLQPPPPGFKQ/FSCLSLLSSW 
DYRSPPRGPVNFaPSGDEVSPYWSGWS 
QTSDLK 
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4436 


12487 


A 


5343 


1 


1075 


MVDGTLLLLLSEALALTQTWAXGSHSLK 

YFHTSVSRPGRGEPRFISVGYVDDTQFV 

RFDNDAASPRMVPRAPWMEQEGSEYW 

DRETRS\ARDTAQIFRVNLRTLARL/Y*QS 

ERRPGSHTL\QWMHG\CELGPD\NASFRG 

YEQFAYDGKDYLTLNEDLRSWTAVDTA 

AQ1SEQKSNDASEADHQRP\YLQATFVDS 

FPK*LYEGKETFLHLEPPKTHVLHHPISVD 

HEATLReWALGFXYPAETTLTWQQDGEG 

HTQDTELVETRPAGDGTFQ\KWAAVVVP 

SGEEQRYTCHVQHEGLPEPVTVLRWEAR 

FPSPPI/LPSWASLLGLVLLGSWSEAVW 

AAVIWRKKSSGHFLPTGGKGGSYFKG 


4437 


12488 


A 


5344 


58 


426 


KLQLL*FFFWFF\FCLFTYFLETVECSGAII 

AHCSLKLLGSSHPPASASLVAKITGACHP 

AWLI+VVLIVLFKiOCWQSHLKLMVEKRF 

LSEGQILSVYHFRVPLLQNDRNLAQnLG 

RKREMY 


4438 


12489 


A 


3345 


3 


284 


KKILRKKILRKSSV*I*D*SSQPENVIP*KQF 
LSNHPKCTITLSMR>JMSIMKKGGR1SE\D 
FIKLFFPSLLLSHLLVIEWGLYIEIYLTPPN 
NTF 


4439 


12490 


A 


5346 


2 


225 


TLPCTLSTSSTPWSASSQEREMSFGDG*P 
VG*PPLTAVP\CCSVWGLRRL*GERTKLG 
IGAAGGFHSYDGNTQT 


4440 


12491 


A 


5347 


3 


104 


WSTVARS*LTATSCSFCLSPPSSWDCRRV 
PPCLA/SFHFQYIALNN*A*AI1LPQPSKVL 
GL*ASALQVAGTAGVYHHAW 


4441 


12492 


A 


5348 


2 


392 


TGKNElYCICFiDLEYQ*KIGLLLHIGDKE 
EYSAVNSGYFIGYCLELPCPVVKVSGN*N 
DSIEAAVLMTTPSKIKI+VTLQSKEASPIK 
VLTQVIGDIKGILENGHYKYQL*QFFKLQ 
KGNDNH 


4442 


12493 


A 


5349 


2 


67 


AAED*HCPIASETyKTIT\ELWVTLPVEG 

KSVPFLINTEATHSTLPSFQGCVSLASITV 

VGIDGQASKPLKTTQLWCQLGQHSFMH 

SFLVIRTFPAPLLGRDILTNLSASLTIPGLE 

PHLIAAFCSSSKPPSHPPLVSLHLKPQV*D 

RLGNLQDHHRCFG 


4443 


12494 


A 


535 


750 


1053 


PSTLSSLIVSRHDDEATRTS'nSEGLEEGEV 
E\GETLL1VES\EDQAS\VDL\SHD\QSGGIS 
LNSDEGDVSWMEEQLSXYFCDKCQKWIP 
ASKELLKSFDLSIPV 


4444 


12495 


A 


5350 


2 


275 


ETESCSVANRLECSGMISAHCNLCLPDTG 
NSPASAS*VAGnGACHHAQUFVFLVET 
EFHHVFHHVGQASLEFUNLVIPPPRPPK 
ALGLQG 


4445 


12496 


A 


5351 


3 


1031 


SSAPEAAKKPTPCHRCRGLVDKFNQGM 

VDTAKKNFGGGNTAWEEKTLSKYESSEI 

RLLEILEGLCESSDFECNQMLEAQEEHLE 

AWWLQLKSEYPDLFEWFCVKTLKVCCV 

\PGT\YGPDCLACQGGSQRP\CSGNGHCS\ 

GDGSRQGDGSCRCHMGYQGPLOIDCM 

DRLLQLRSRNETHSACTA\CDESCK\TCF 

GP*PT\GLRRSCEVG\WVLDEGACVDVE 

KCAAQTAPPCSAAQFCKNANGSYTCEXEG 

DSSWVGCFGxKGPGNCKQCISGYAREHG 

QNCADVERVPH+PEKTLCEEKTKTCYNTP 

G\SY\VCVCPDGFEET/RRCLCAAGRRLK 

POKGESPTQLPLP 


4446 


12497 


A 


5352 


206 


330 


KMLQLALQSCIKVRTLNSRHLGAGVTA 
HEE*CPCCHPMIKQ 


4447 


12498 


A 


5353 


1 


8271 




4448 


12499 


A 


5354 


2 


10028 
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4449 


12500 


A 


5355 


2 


5217 


APLDGEVELLQQKLREKLDEFNELAIQK 

ESADRQVLMQEEEIKRLEEMNINIRICKV 

AQLQEEVEKQKNIVKGLEQDKEVLKKQ 

QMSSLLLASTLQSTLDAGRCPEPPSGSPP 

EGPEIQLEVTQRALLRRESEVLDLKEQLE 

KMKGDLESKNEEILHLNLKLDMQNSQT 

AVSLRELEEENTSLKVIYTRSSEIEELKAT 

lENLQENQKRLQKEKAEEIEQLHEVIEKL 

QHELSLMGPVVHEVSDSQAGSLQSELLC 


4450 


12501 


B 


5356 


224 


326 


XSSSDGNLRPEAITAIIVVFSLLAALLLAV 
GLALL"^ 


4451 


12502 


A 


5357 


87 


558 


STFFPAIKHWVDLTAQRGHCLSPRSHSN 

EGRQMQERGPRWAGSPAPSPWSPEGPG 

PRLHGRTERKERGLWGLLDTQRKVGSA 

SRGVGPEPQHT*AAGTAKQRQHAAQSPP 

HGCPQPLPTSPPEPSEAGVSVAAAVYKP 

ATRSPGQCWWLQOAPAFR 


4452 


12503 


A 


5358 


3 


713 


TDRGCRGRDTFHEPELG/PKTPGPGAPLQ 
VPLAGDAVGGASARSPFLGAGNPPPIPW 
RTP\AGAASGAGPAAPAGPLGPSLG/RKY 
RPLLRMRIALFCLHPPAPAPMATCVHKP 
SLLSSRSSTS/SAALLLAVGAGTVGAE/RF 
GRSGRRRAPTGPVARSSSPMQPRPGPLR 
TPRRRCRAACPSRSPLLHLSPFIAV*PWG 
KAVPSLGSQIHPVLNSREEGTSKTLPLRS 
REDGAIHFYin 


4453 


12504 


A 


5359 


2 


807 


RPQGFPAWRLPSRRGATPGRLPRS*PRPH 

PRPEPGVRVGPWVIIESVR/HQDCSGRSP 

GQTPTCEDRAPSGKGSALGRGSLGPWTL 

IGSGRG/RSPGKLGPSPGPAKAF*RRR\RA 

SKVAPGPLDGWPRIAQAWARKGKHLA 

WGTGGSWPPSHAPGHQLGFQLKQPLGN 

nPFwnATsjT rjinr^T ♦rsnivopisARPPPi qhp 

GDRHLTGKPSGREGALSQGPQGRHSPGR 

PQQQASSSCCERSHPGLPPVTTHCPGVQ 

WASCPGWGCLARCSPRPA 


4454 


12505 


A 


536 


426 


634 


VFCYSRTNWNKTEINRKKFGKLPSIWKL 
DTTYQNLWNELKQC 


4455 


12506 


A 


5360 


1 


412 


FFFFLRWSL/NSV/SQAGVQWWDLSLLQP 

LLPGFKQFSCLSLLSSWDYGCPPRPANFL 

HF**RQGFTMLFRLVSNS*PHDSPISASQS 

AGMIGVSHRARPSCLLLAYFSEFVSKWK 

QSSTKALPCGFRMLCPVLTPVEK 


4456 


12507 


A 


5361 


3 


884 


YLSIHQVYGKEACIPCGPGSKNNQDHSV 

CYSDCFFYHEKENQSLHYDFSNLSSVGS 

LMNGPSFTSKGTKYFHFFNISLCGHEGK 

KMALCTNNITDFVNVKEIVAGSDDYTNL 

VGAFV CQSTlIPSES/TGVSEQPYHHNPIIL 

ADTFIGVTVETTLKNINIKEPMFPVPTSQI 

PDVHFFYKSSTATTSCINGRSTAVKMRC 

NPTKSGAGVISVPIKCPAGTCDGCTFYFL 

WESAEACPLCTEHDFHEIEGACKRGFQE 

TLYVWNEPKWCIKGISLPEKKLATCETV 

DFWLKVGAGV 
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4457 


12508 


A 


5362 


3 


2697 


CSVKECLQASAKLPSAPASVSLLCLLVA 

KVWRRLRWQEAAFSCASGEYLEMKNQ 

VCSKCGEGTYSLGSGIKFDEWDELPAGF 

SNIATFMDTVVGPSDSRPDGCNNSSWIP 

RGNYIESNRDDCTVSLIYAVHLKKSGYV 

FFEYQYVDNNIFFEFFIQNDQCQEMDTTT 

DKWVKLTDNGEWGSHSVMLKSGTNILY 

WRTTGILMGSKAVKPVLVKNITIEGVAY 

TSECFPCKPGTFSNKPGSFNCQSCKIIDPF 

LKRFFYVAEEGSSECTERPPCTIKDYFQI 

HTPCDEEGKTQIMYKWIEPKICREDLTD 

AIRLPPSGEKKDCPPCNPGFYliNGSSSCH 

PCPPGTFSDGTXECRPCPAGTEPALGFEY 

KWWNVLPGNMKTSCFNVGNSKCDGMN 

GWEVAGDHIQSGAGGSDNDYLILNLHIP 

GFKPPTSMTGATGSELGRITFVFETLCSA 

DCVLYFMVDINRKSTNVVESWGGTKEK 

QAYTHIIFKNATFTFTW\AFPEN*FRVQD 

NRRFINDMVKIYSITATNAVDGVASSCR 

ACALGSEQSGSSCVPCPPGHYIEKETNQC 

KECPPDTYLSIHQVYGKEACIPCGPGSKN 

NQGKKMALCTNNITDFTVKEIVAGSDDY 

TOLVGAFVCQSTIIPSESKGFRAALSSQSI 

ILADTFIGVTVETTLKNINIKEDMFPVPTS 

QIPDVHFFYKTIYRQIIDIKCPAGTCDGCT 

FYFLWESAEACPLCTEHDFHEIEGACKR 

GFQETLYVWNEPKWCIKGISLPEKKLAT 

CETVDFWLKVGAGVGAFTAVLLVALTC 

YFWKKNQKLEYKYSKLVMTmSKECEL 

PAADSCAIMEGEDNEEEWYSNKQSLLG 

KLKSLATKTAIGVFGGPWSLGYVISCQY 

SETRSSCIISVHAKNEILAIEEE 


4458 


12509 


A 


5363 


1 


1146 


NFDSKRRITVRNLRIREDIAKYLRNLDPN 

SAHYDPKTRAMRENPYANAGKNPDEVS 

YAGDNFVRYTGDTISMAQTQVLSVSSMS 

SHFISAHKTFGIV*SLFSRSIQ*CSCQLTK 

MFR1TLVFAWEA\YDKGSE\VHL\QADP\T 

KLELLYKS\FKVKK\EDFKEQQKESILEK 

YGGQEHLDAPPAELLLA\QTEDYVEYSR 

HGTVIJiGQERAVACSKYEEDVKlHNHTH 

IWGSYWKEGRRGNXKCCHSFFKYSYCTG 

EAGKEIVNSEECIINEITGEESVKKPQTLM 

ELHQEKLK£EKXKKKJGCKKKHRKSSSD 

SDDEKMGHVKSNKALNA*EA\RLLHVKE 

T\MQI\DERKRPVYNSMY*TSRP\1EEEMEA 

YRMK\RQRPDDPMASFLGQ 


4459 


12510 


A 


5364 


3 


1589 


APALKVILRYT*TDAPAIWWLDPELTYG 

CAKPFVFTQGHSVCNRSFFPCFDTPAAK 

CTYSAVVKAPSGVQELMSATRSAYMEE 

EGVFHFHMEHPVPAYLVALVAGDLKPG 

DIGPTSRVWAEPCLLPTATSKLSGAVEQ 

AVLSAAERLYGPYMWGRYDIVFLPPSFPl 

VAMENPCLTHISSILESDEFLVIDVIHEVA 

HSWFGNAVTNATWEEMWLSEGLATYA 

QRRITTETYGAAFTCLETAFRLDALHRQ 

MKLLGEDSPVSKLQVKLEPGVNPSHLRN 

LFTYEKGYCFVYYLSQLCGDPQRFDDFL 

RAYVGENYKFTSVVAQDLLDSFLSFFPEL 

KEQSVDCRAGLEFERWLNATGPPLAEPD 

LSQGSSLTRPVEGLFQLWTAEPLDQAAA 

SASAIDISKWRTFQTALFLVDRLLDGSPLP 

QEVVMSLSKCYSSLLDSMNAEIRIRWLQ 

IVVRNDYYSLT/FHRVRRFPGRARCHAC 

YTIPLYEDLCTGALKSFALEVFYQTQGRL 

HPNLRRAIQQILSQGLGFOHRARP 
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4460 


12511 


A 


5365 


1 


418 


FMGGVNRADENIDKYRASIRGKKWYSS 

PLLFCKELVLQNAWQLHKTYDEKPVDFL 

EFjRjRRWCHYLETHGHPPEPGQKGRPQK 

RNIDSRYEGP*IQVDSPNQGK\QTRC\AEC 

HKNTrF\RCEKCDVAL\HVKCS\VEYHTE 


4461 


12512 


A 


5366 


1 


205 


KKFSCGLKKIFHEKNCQST*QISLLSYFK 
KLQQPPQLSSTTL/SQQPSTLRQNPPPAK 
RL*LIEGSADG 


4462 


12513 


A 


5367 


1 


389 


CRFNAISSKITADFTVFGGFLLEVHKVIL 

KCKWKYY\KSRIVlCrGFKKTQLS/GLILH 

NNKT*YTSmKTELTKYiai\RMENPElDL 

HRFDQMIFDEGIKVIQ*GKERLFNQWCW 

SRLRCICLKFSITNGQ 


4463 


12514 


A 


5368 


2 


300 


TFPNU4TOMNLQIQEAQ*IPSWKNSE/RS 
Q/SRHUIKlXKIKGKERILK\EQKLrrYKG 
CSIRLRGDFSPETrEARK*WDDIFKVLKE 
OVSTTCNUFSKTVL 






A. 


5369 


199 


494 




4465 


12516 




537 


1190 


2097 


SSCUCILNnTLAKSLLL/CLDISVCYYLLD 

TGICYCLLDISVCYCLLDISICYCLLDTSV 

CYCLLDISVCYCLLNISICYYLLDTGICYC 

LLDISVCYCLLDISVCYCLLDISVCYCLL 

DISVCYYLLDISVCYCLLDISVCCCLLDIS 

VCYCLLDISVCYYIXDISICYCLLDISVCY 

CLLDISVCYCLLDISICYCLLDISVCYCLL 

DISVCNCLLDISFCYYLLDISVCYCLLDIS 

VCYCLLGISVCYYIXDISVCYCLLDISVC 

YCLLDISVCYYLLDNSVCYCLLDISJCCC 

LLDISH 


4466 


12517 


A 


5370 


256 


514 




4467 


12518 


A 


5371 


2 


1340 


SLDLGGISTVWNGYDWKECLVHQSEI 

FADRPCLPLFMKMXKMGGLLK\SRYGR 

GWVDHRRLAVNSFRYFGYGQKSFESKIL 

/EKETKFFNGCYWKHTKVGPFDF*TV**R 

MLFSN UTSTLIPIF WEERFHFMQGHKl* r KH 

MDW^YFRWTCMWM*AASA^VFr YNAFP 

W/IWA/FLPFGKHQQLFRK/WTAWYDFL 

SRLIEKASVNRKPQLPQHFVDAYLDEMD 

QGKNDPSSTFSKENLIFSVGEUIAGTETT 

TN\aJlWAlLFM\ALYPNIQGQVQKEIDU 

MGPNGKPSLGR/RNAXCPYTEAVLHEVL 

RF\GNIVPLGIFHATSEDAS\LRGYSIPKGT 

'IMITKP*FLYHLGWKKVPGEDFQKVFPIP 

ERFPGTSSGIFWPQEGKLWVPFFPLGRRH 

CPWENTLARMEMVLFFSSIASEVSFAFS 

HMN*FQI*SPRLGMTLQPQPYUCAERR 


4468 


12519 


A 


5372 


135 


273 




4469 


12520 


A 


5373 


1 


344 


LNTLPEVPFTPLSCLPSLSLSS*LAPSPFICI 
CYAIVP/PPFUXPSDLADPSSHPGLPFLFP 
PHSPRHAPSAPPSKKKKKKJCKKKKKTTA 
PVQASLGTSSLYPLGGSETGPTWS 


4470 


12521 


A 


5374 


1 


724 


GRRGRGRAGSRAGRRGGAQAAALWNR 

GGGPIRNY\SDVAGGAAGG\GGR\NRPAP 

YSRPKQLPDKWQHDLFDSGFGGG/AAG 

VETGGKXL\VSNLDFG\VS\DADIQE\LFAE 

FGER*RRAAVHYDRSGRSLGTADVHFER 

ICADALKAM\KQYNGVP\LDG\RPMNIQL 

WSQIDAQRRPAQVSVNXRGGMTRNRGA 

GGBGGWVDGTRKGTPJIGGAVRGRGRGA 

GRNSKQQLSAEELDAQLDAYNARMDTS 


4471 


12522 


A 


5375 


37 


331 


GLLCQASGPQAPGWPAGLGRRGQGSPN 
LPVPPRPVPAVAPGHTCHAUGKIPPVPL 
PLQ*GPPETHLREPPPGPCPPS/PVPSPYQ 
GFLQPGGRAGGDRD 
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4472 


12523 


A 


5376 


1 


385 


FFFFFFFFETETCSVA*AGVQWRDLD*LQ 
PPPPGFKRFLCLSRPSSWDYRCTSPYLAH 

F\*FT VPTHFTJH Vnrk Aril PT T T^QHPPlCA 

SQSAGITGVSHCTWPKLTTSTLMNVFPL 
NIILLYLVILAK 


4473 


12524 


A 


5377 


21 


352 


PTHPWPPTVLEATAPGSEYFFF*DAVLLS 
SRRLECSG/SISAHCDLHLPSSSDSPSSVP 
QVAWIIGVRHHVQLIFVFLVEMGFRHVD 
QAGLK/IA*PQVIHPPRPHKVLGLQV 


4474 


12525 


A 


5378 


2 


545 


TCLGFFQMFFLGSLIFVCYILLKFDCVFIF 

SSNLGSLIFVCYILLKFDCVFIFSSQLPFFT 

FYMDYSNPLGLSMSSLRIS*KTF*MYG*V 

LYF\FF*KRNSQCFPPFNRDYFWIVCSSSV 

DLFCTLFFTSCPHQQPSCSPPPPGNKGPA 

PLPTVTLEALKMNfMVFFIGLSSRIRGRS 

WKSP 


4475 


12526 


A 


5379 


545 


1462 


GYFPCFIFPVATS*QSIGVVNF*LFEYFVY 
lYIFEGFWGGLICLKVSSVCLFQVYFSFA 
KIIEPPGFKTTLPPSTLVNNWELTSLHQP 
K/RPANFVIFGKRQGFSHVGPGLNSGPHA 
IKrAoAoV^o 1 uil O V bHCALALNr ITEr 


4476 


12527 


A 


538 


163 


372 


IRQRKAKLWLAFNRRGLRKPD/IFYYAG 
VGKIVKKKYSGFFIELVTTCGKNYLMCA 
LAVIDPRDSNIIRS 


4477 


12528 


A 


5380 


2 


243 


GFKQFSCLSHPSSWDYRCAPPHPTNF\*F 
LVEPGFHHVGQAGLELPTSGDLPALASQ 
SAGITGVSHHPWPMSALNSKNVR 


4478 


12529 


A 


5381 


1 


328 


SPETGSCSGAQAGVQWHDLGSLQP*LGL 
K*SSYLSLLSNWDYRCA/PPRLANFLFFV 
QAGSCHLAQAGLELLSSCHLPALVSQNA 
UI 1 0 V 5HMAlvA.OoUMJbtN 1 oL WJL 1 L 


4479 


12530 


A 


5382 


2568 


3052 


RGTEGRRVKSSKAGFFCFVLFCFVLRWS 
LTLLAQAGVQRHDLSSLQPPPPTFK*FSC 
LSLPSSWDYRRPPPRSG*F/SFVFLVETGF 
HQVGQAGLELLTSGDPPASASQSAGITG 
VSHHAQPQLDLEPPVCGQRDMALLLLE 
RLPETVTCFLFPSELC31RAR 


4480 


12531 


A 


5383 


2 


306 


FFEMESCSAAQAGVQWHNPSSLQPPLPG 
FKQFSCLSLPSSWDYRRAPPHPANF\EFL 
VDAI*YHVGQAGLELLTSSDLLASAS*S 
AGITGMSHHGWP*ATF 


4481 


12532 


A 


5384 


141 


414 


IRITEGGAQASVVFKTPQVAVLGTVAHTC 
SPSTLRSRGGWIT*VQEFKTSQSNRNQRG 
CNLVWSLKLTSILLTFELDSIRQEEGKLV 
RRWGR 


4482 


12533 


A 


5385 


2 


287 


GRVGNNKKFGGRISLC/QPGWSAVTQLQ 
LIV J LNoWAbRrSC^LDLrbo'DYRClCLA 
NFLTFCKDECLAMLLRLVLNSWPQGIPL 
PQLLKVLELQV 


4483 


12534 


A 




ODJ 




VFFQASRFNVSSHILALLQENIFYFNTKP 
VICKPG/CV1R1TF*KL»IASQVRWLTPV1P 
ALWEAEAGRSRGQGIKTILANTVKPRLY 


AAQA 




A 


5387 


3 


208 


EDVNRWRDIPSPWIGRVRIVRMSVLVPNP 
INNTYINTEFL1LI*Y*YRNTSIPIKISGRFF 
VLLRENEN 


4485 


12536 


A 


5388 


190 


261 


IS1F/CFFKTDSSCVAQAGVQ**NLGSLQ/P 
CNLQPLPPGFK*FSCLSLLSNWDYRCAPP 
/HPNFaFSRDGISP*LSlLPTTPFIKVARKI 
LI 
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4486 


12537 


A 


5389 


31 


1431 


RETRSCWAHYHAESSKHQKAKLKDSRK 

ARRSIELIGPGSSQKGGDICSLIHLSSKLGI 

LCYSKTGNMGGWEGGMQLRVSSENSM 

GKSSRERAAADLPQGSCWHELPGRLINT 

RISLKPRHVWNLSSVLCQWKKVKSMQ 

MFHMPITSAMQGDRLGICVTQFDPKLLE 

RGLVCAPESLHTVHAALISVEKIPYFRGP 

LQTKAKFHITVGHETVMGRLNflFFSPAPD 

NFDQEPILDSFNFSQEYLFQEQYLSKDLT 

PAVTDNDEADKKAGQATEGHCPRQQW 

ALVEFEKPV/YLPSAVPGDWLQARCGHSX 

PKrCRLAFHGQSCSTG*RTGT/NADSFLP 

RLKVYKLKHKHGLVERAMDDYSVIGRS 

LFKKETNIQLFVGLKVHLSTGELGIIDSAF 

GQSGKFKIHIPGGLSPESKKDPDTPPSKT 

GPGWPVGGQPGRRRSPSGANPHKMGW 

LTRPFKRYVFDTHKRMVQSP 


4487 


12538 


A 


539 


995 


1192 


IILGNLTACSFYTSSLNAVWLIKSAMLQL 
YFIF\FFGDRPSLCHPGWSAWQSLLTAT 
STSWAQAE 


4488 


12539 


A 


5390 


1 


421 


FFFW*GTESQLLPQCSGAITAHCSL*LPG 
SSEPPTSAS*VPETIGTY/RHAWLFFFFNL 
FFVETGSHYVAQAGFEPLGSNDPP\PQPP 
KLLGITGMRHHSRPELLPLTVPMSWESQ 
DGETEDFCAMETWKVNITCLAQTPRL 


4489 


12540 


A 


5391 


1105 


1497 


LFRTSLLVIAFLPKKNFFF*HYA*SYNVH 

PNTARKIKPEFRAVRVSFLLSERMSNIFFF 

FFDTEFHSWmLECTGmSSTHCDPRLP 

GFEQILPASASQSSWDSPACATHARLIFV 

FLVETGFLHVGQAG 


4490 


12541 


A 


5392 


109 


695 


LLLIPSAVTSYPPKDLPWGGMILSKPPLL 

GSMLANNCIVAGGCS*SSTLPS*LSSWRV 

Or (jHLr KHARPPHQQVQYI ISQDG V QHL 

LPQEYWWPEGHHIQGQKGRITHIQYEQ 

GAPFLQESQIQYVPVSPGQQLVTQAQLE 

AAAHSAVTAVADAAMAQAPGPVWLQD 

EDKCPKHNSNKLQHPRASKYDVITPGR 


4491 


12542 


A 


5393 


1 


405 




4492 


12543 


A 


5394 


203 


458 




4493 


12544 


A 


5395 


2 


1185 


LILNKKSRTRRSFFRRHGPSHGPFAPWRP 

SRLAEPGELG*REREGYNNPPISGENLIG 

LSRARRPHNAIFVNFEDEEVPKQPLEAA 

AQ\TAVRRV(n\NP\VDRKVEEELRKASPA 

LRLAPLFDIRPJWSRNAVKVANITVHPNRF 

KAWLPFIAYYMI\TGPWRSLWIRFGYDP\ 

RKNPDAKDIVYQVLDFVRIRCGMKQGYU 

PSDLPVKAKRSTYN\YSLPITVKKTS\SQL 

VTMHDLEAWPWPRRGRSGARKPASSKY 

KLKVSLQTLRDSVYMFREGALPPY\RQM 

FYQLCDLNV\EELQKII\HRNDG\AEDFLA 

QERGWGGCLPQGPGDEF/RGDTMSPMIR 

EXTIGSKRPALFSSSAKADGGKEQLTYES 

NONF 


4494 


12545 


C 


5396 


95 


295 


MSTIKAPXXXXXXXXXXXXXXXXXXX 

XXXXXXXXXLSSLRIILFQNIYLYWDKIT 
FLYCEHTVGAQ* 


4495 


12546 


C 


5397 


262 


390 




4496 


12547 


C 


5398 


118 


132 




4497 


12548 


A 


5399 


109 


559 


QFLHRLVHDSGEVWMKLVE**NTLLAK 
MVSISWPRDLPASASQSAGITGLIGALVL 
SVGIYAEVERyHEI*NP*KCLPGSSHHPHP 
PGRRHVHGLLHWCAGVPP*QPGKH 


4498 


12549 


A 


540 


77 


199 


SKSRPIASNK1EAUKSLPAKKP\GPDGFAT 
EFYQTFKEEL 
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4499 


12550 


A 


5400 


1 


362 


FFFFFLRRSL/SSVPQAGVQ*HDLSSLQPP/ 
PPGFTPFSCLSLPSSWDYRCPPPRPAKFFL 
yF**RRGFTMLARMVSIS*PRDPPASASQ 
SAGITGVSHRARPPPPQFFIQLPLYNIHTL 
EGR 


4500 


12551 


A 


5401 


2 


462 


NPFrSAS*VAGTTGACYHTRLILVCRDR 
VSPCCPA^VFFFFF*DRVAQAGVQWHG 
LGSTCQPSCPPGFKRFLLPSDSPALSPPSS 
WEYRHPPPRP\ANFFCIFIVETGF\TVLAR 
MVSIS*PRHLPALASQSAGITGLSHCARP 
VDSFLATSIY 


4501 


12552 


A 


5402 


3 


352 


SSRPGSCRRGAVRAAIRYVRLRAVPSGG 
GEPPSGAPLQPSWK*AFARPGMLRCSPM 
SQAPSRSAAVLFEPLAEWMLHCA*QDEV 
RLGGH*GRRGPLLLDRSRA*RESPAEVRP 
ARE 


4502 


12553 


A 


5403 


3 


286 


SVAQVGMHGHSLGSLQPLPPGLK+SSHL 
NLPSSWDYRHAPPHLANFCIFFVETGFR 
HAVSQAGLKSLSSSNWPTLASQSWITGV 
SHRAQPC*TF 


4503 


12554 


A 


5404 


73 


542 


VUFFFFFLKLSL/DSVA*AGVQWCNLSSL 

QPPSPGFK*FSCLSLLSSWDYRCVPPSPA 

NFFIFLVETGF\TVLARMVSIS*PHDPPTL 

ASQSVGITGMSHCPWTDL1F*»CKRDTLC 

IPSMSLS**FKVPKGNL1WKLLGKFGGLP 

LGIQNAYFWIV 






A 




1 
1 


jy / 


T7A>rnccc"\/'F/*\ A *\/ri\i7ijrM ait /^tiT>r»r»T»t?xf 
t-MooooV l(^A'V^^WHIJL,AJLLQrrrPRFN 

RFSCLSLLSSWDYRCPPLSPANFCIFSRD/ 

MGFIVLARLVLNS*PNDLPASASQSAGIT 

SVTHRIWSKIFFRVDNDHYYILFSSMELN 

VPTIVLCYHPQSSNMYS 


4505 


12556 


A 


5406 


72 


243 


EPMTPQVSMFSILRQPMKTTGMRIAMQE 
KVTQNTPSS*KIFRFPSYLIGVSLVISI 


4506 


12557 


A 


5407 


34 


420 


MLYSHDPELS*QRVLTALYAVFPPFVPV 

DFL*I*FPSALVSIGGSRLL/PVLSHWFLDL 

RV\FH*FEKAHL*KLCGNP/WLSALLSTF 

KVM*ERLVDQ*LSMAKTrE*EPMTPQVS 

MFSCGRVEEFRHHPC 


4507 


12558 


A 


5408 


3 


316 


FFFNFSRQGLCHPSWSAVTQSRLTVASIF 
RWQGSSHLSLLGSW/DARHVPPCLANB* 
FFCRD/RGLVMLPMSVSNSWAQAILPPW 
LrolOl 1 OVoHHVWLAbLFVF 


4508 


12559 


A 


5409 


905 


1291 


RGADTCLGFQVSADLHHLFSFLFCSVAQ 
AGVQWRNLGSLQPPPPGFKLFSCLSLLSS 
WDYRHAPP/RPG*FFVFLVETGFmVGQ 
AGL*LLTSGDPPA\SASQTA/RGL* GMSH 
LASPIYLDYFK*NFNKP 


4509 


12560 


A 


541 


212 


322 




4510 


12561 


A 


5410 


2 


308 


FLRHNLAVTQPGAQWRLLSSLQPLPPEL 
KPSSHFSLPSSWEYRCEPPHPANF\*FLVE 
TGFHHVAQAGLEFLASSDPPTSAFLNAG 
VTGVNHSAWLCFSYLL 


4511 


12562 


A 


5411 


3 


368 


FIRGESVWNICRWGTLR+GKIGKMTRAH 

CLEFIGALIVFSITSPAPFEAEPKWKNDLD 

♦TLTHGRPVSWLLAKKCDHG/KDECRN 

SSLICMGQIYMEHSFVG*IETSAKENVNF 

DEASRCLDAK 


4512 


12563 


A 


5412 


73 


380 


GQALQWCVSVSMCSCIHSHPCV*VLWV 
CV\CLCISM\CMYSYACVLGYTKFGVCTE 
r»JNis.t^Nu 1 vjNKd 1 i^OLrLKNKH 1 Oor Rr 
WLDFHPLASPKGTLRSLLSP 


4513 


12564 


A 


5413 


1 


400 


NSEGAAWIQPPAGEPTWGQSGGTQRAG 
AMPPGDYS*SQGHPFLH/RAPPPLTRN\R 
RIFLRRAPSPVLEDPRKPPSRGQQRL*DA 
LHHVLVAQLREGMLGQPRPHHPPPKPIK 
*SQHA*QLPAGEPEVGPGAGDR 
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4S14 


12565 


A 


5414 


1 


895 


LRRARPRGWAGREAGPHPH*LRCRSSSA 

ALRPAFPTRPGTGETGLDRTEGRDQTSV 

NSAT/RLPNTPSR\SAGGSSLQTQRGLPGS 

SPQQENRPGDKAEAPKGQE/RMPPGDYF 

VIPRTPLSPPAPPPLTRN\RRIFLRRAPSPV 

LERPPEASKQRTATPLRRTAPCASGAAQ 

RGDVSGRKGVCKAGEQG*PPPNNPRLRR 

SQAHARKRRRGDKFGVRPLQYCAF*DF 

WRRLSWQNPFPKATLPLLR*PLPPPLQA 

GTAPSPPSSSQAN*MITARVTVTGWRAG 

SGTGSKGP*EPGRASFPS 


4515 


12566 


A 


5415 


20 


481 


PTDRPGEHSKTPSLQKCKK»KLAGCSGT 

CL*S*ILGRLRQKDHLSPGVRGYNEL*SC 

HCTPSWVAE*GPVSK*nQSPPRKE*S/LY 

NEKNPSN*HIVDSGEWFSFVFLGADRWG 

AGVLYQRVRALSQMCNERGHKHICPITI 

YLPYKPLCLPAL 


4516 


12567 


A 


5416 


236 


820 


Ria>QQAGKMKGSRIELGDVTPHNLFNCL 

ILCGVTSPNIKQLNKRLNQVIFPVSYNDKF 

YKDVLEVGELTK\LAYFNDIAVGAVCCR 

VDHSQNQKRLYIMDTRDVWAPYRSLGI 

RELICC*IMCLKHLLKKMVLFDNIFLHVQI 

SNESAIDFYRKFGFEIIAPKKNYYKRIEPA 

DAHVLQKNLKVPSGQNADVQKTDN 


4517 


12568 


A 


5417 


15 


209 


KASRKMQIETTLRYYLSPMRLAKMQML 
INTSCW/RKSQETRTLIC*W*EGKMVQPL 
SKGIWPYLIQ 


4518 


12569 


A 


5418 


1 


498 


vqrtrqlvtspspmsssd/eqssspqctv 

pskllvdplqhefskcgendnnip\tpsns 

ntplkhsasnsatgtteesrsvpqikngs 

wslqspgsrsssaggtsavevkvepets 

sdehpvqcqensdeakapqtpsallgqk 

sntdgalqkpsnegvieikatk: 


4519 


12570 


A 


5419 


8 


299 




4520 


12571 


A 


542 


1 


518 


mavarlaavaawvpcrswgwaavpf 

gphrglsvllaripqraprwlpdlpnla 

ykklkgkspgufipgylsymngticalai 

eefckslghacirfdysgvgssdgnsees 

tlgkwrkxnvlsiiddlvdgpqilvgssl 

ggwlmlhaaiarpekvvaligvatrcr 

YLSDKV 


4521 


12572 


A 


5420 


1 


3788 


MMRLEGAEPSGQLQMIDEEVISSACRLV 
PFW AOKVLSOPFDTVI FI ARFLVKSHYI 

gtksmaaltvmaaapagmkgitqpsaf 
iptaesnsfqpqvktlpspidakqqlqrki 

QKKQQEQKLQSPLPGESAAKKSESATSN 
GVTNLPNGNPSILSPQPIGIWAAVPSPIP 

vqrtrqlvtspspms/cf*rqssspqctg 
ghsahavcetgtkdsperssqswwgsf 
cpaplpsdltqtsehqctnpirspttvl 


4522 


12573 


A 


5421 


288 


668 


VEKRQFLNSTADPECIRYPLTYFVLGQSL 
ALVTKAGVQWRNLSSLQPPPPEFKRFSC 
LSLLSSWDE\RHAPPCPS*F/CVFFLVKTG 
FHRVSQDGLDLLTSNDPPTSASQSAGITG 
VTLAPSLFVLIH 


4523 


12574 


A 


5422 


3 


288 


STFFFFFK*NLARLSRLECHGTISAHCNFR 
LLGSSDSPALASQVA\GLRGTCHHT*LIF 
VPTVETGFRHVGQAGLELLA\WV1CPP*P 
PKVLRLOA 


4524 


12575 


A 


5423 


1 


781 


MVHITGLCADNLQYQAGARIISVPEEDN 

SKSLENIFGGIIEENFPSLARDLDIQIQEAQ 

GTPGKCITJCR^JSPRHIVIRLFKVKTKERIL 

RAVRQKHQVTYRGKPIRLTADFSEETLR 

ARRDWGHIFSFLKQNDYQPRILYAAKLS 

IIYEGKIQSYSDK\QMLREFTITNGKLLKG 

AVSLVVALNR*NKSWKHIKTHQNRTSLK 

HKSHRTYKTKIPLHDEYNDLRSALRPAS 

HTAYGSMLMILKSSLTLFKHGDEVVGRR 

AK 
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4525 


12576 


A 


5424 


2 


392 


KTKIIQMANKHRKRH\QSQ**VRLMQKKI 

IMIHHYIPQWLKTSKSDMIKCCSGYGTTE 

IFTHYLWECKLLHLLWRMVWLULLKFK 

TDTPHDPAIPLLGTYPAEC\CTCTPKAHT 

AALSIIVPSWEQPKYPQ 


4526 


12577 


A 


5425 


1 


181 




4527 


12578 


A 


5426 


1 


2162 


MALFVRLLALALALALGPAATLAGPAKS 

PYQLVLQHSRLRGRQHGPNVCAVQKVI 

GTNRKYFTNCKQWYQRKICGKSTALGT 

ADVKGVSSLAVSVSDLGGEQMRKLRPR 

EMMKLAEDGPAALPLSNLYETLGVVGS 

TTTQLYTDRTEIC\LRPEME/GGPGSFTIFA 

P\SNEA\WAP\LPAEVAGTPLVSNVNIELL 

NALRYHMVGRRVLTDELKHGMTLTSM 

YQNSNIQIHHYPN\GIVTVNCARLLKADH 

HATNGVVHLIDKVISTITNNIQQIIEIEDTF 

ETLRLAWAASGLNTMLEGNGQYTLLAP 

TNEAFEKIPSETLNRILGDPEALRDLLNN 

HIL/RSQAMCAESIVAGLSVETLEGTTLE 

VGCSGDMLTINGKAIISNKDILATNGVMH 

\YIDELLIPD\SAKTLFELAAESDVSTAIMDL 

F\RQAGLGN\HLSGSE\RLTLLG\PLNSVF\ 

KDGNP\PID\ALTRDLLWNHII\KDQLASK 

YLYHGQTLETLGGKKXLRVFVYRNSLCIE 

NSCIAANHDKRGRYGTLFnMDRVLXTTP 

MGTVMDVLKGDNRFSMLVAAIQSAGLT 

\ETLNREGVYTVFAPTN\EAFRALPPRERS 

RLLGDAKELANILKYHIGDVEILVSGGIGA 

LVRLICSLQGDKLVSSA*KTNWSV\NKE 

P\VAEPD1MATNGV\VHV1\TNV\LQPPAN 

KPQE\RGIDLAUFAV\EIFKQAFSVFPGAS 

Q\RSVRLAPVYQKYL\ERMKH 


4528 


12579 


A 


5427 


1 


410 


FFFLKRRDLAVAQTGVQWGDHGSLQPQ 
IPGRRQSSDLSFLNS*DHRHILSCSATFTS 
F*RSHSAAQAGLEILATSNPPA*ASQGPGI 
\*vj VoHH 1 Wl^KA 1 rClCLFANNILSCLNlY 
SFFYHKTNHNFIMKTNHKQI 


4529 


12580 


A 


5428 


3 


404 


RLFYNFTIEMRFSLFVQGCL/INSLG*SDL 
LVFASASAGIT\GVSYPHALAS1VFVCVC 
V*WGSALVAQAGVQ*RNLSSLQPLPPEF 
KQFSFLSLPSSWIYKHPPPPLSFYLPKLKS 
CGLCTGIWAWRLFIFIGS 


4530 


12581 


A 


5429 


2 


240 


TRSAW*SQLTAALTSL\VKQLSQLSLPR 
SWDYTHVPPCLSIFYFL*R*GLPMLPGLV 
SNSWTQAIFLPQPPKVLGLQA 


4531 


12582 


A 


543 


3 


604 


VMSWAFTFIHHSLTDSPRATSSPPSPIHE 

GDQDIIVLIGFLKVLGGKNSGAWGKNGR 

PQGRRRGARXFLRLNVGGCIYTARRESLC 

RFKDSMLASMFSGRFPLKTDESGACVID 

RDGRLFKYLLDYLHGEVQIPTDEQTRIAL 

QEEADYFGIPYPYSLSDHLANEMETY/CF 

KALTDFCDSYGLVCNKPTVWVLHYLNT 


4532 


12583 


A 


5430 


3 


468 


RWSFTLVAQAGVQRVILAHAQPPPPGFK 
RFSCLSLPSS/WDYRLAPPRLANFV*FLVE 
TOPI vr\Fnf\ A m u i PT^/^ncD a c a cr\c a o i 

IGVPLCPGISRIFVQQMALEDRDSISLRL 

WFLSRHANLQCYTXSWACQLLPCGTWR 

ARETKANTLPAVP 


4533 


12584 


B 


5431 


151 


344 


YENESALNLYETCKVRTVKAGTLEKLVE 
HLVPAFQGSDLSYVTIFLCTYRAFTTTQQ 
VLDLLFKS* 


4534 


12585 


A 


5432 


1 


439 


PSASSGQAGGFWSQSLFKQESSGFVRTS 

AESVLRQESLRGVLGVLELYWRGSEVC 

GSRQSLYGLSSGRGILQGPQEHP+SPLCP 

SPPELKIPENANVFYAMNSTANYDFVLK 

KRTFTKGVKVKHGASFTLPVRMKQKGLK 

lAKGIF 
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4535 


12586 


A 


5433 


77 


444 


GLGVPSELQEIRVLPLTVCPSSVPPQYEN 

ESALNLYETCKVRTVKAGTLEKLVEHLV 

PAFQGSDLSYVTIFLCTYRAFSASQQVLD 

LLFKR*A*ALHCTGCTRGPRPHPHLAAG 

LGNAESPL 


4536 


12587 


A 


5434 


1 


3190 


MVQRMWAEAAGPAGGAEPLFPGSRRSR 

SVWDAVRLEVGVPDSCPWLHSFTQLDP 

DLPRPEVGGGRGLLQKSASRVGSGGCRR 

AFSNSRDHGWGFAPLNTVPGPAVTKAA 

AAQVDLFLRHCPCLHRWPVPYFTQFPPR 

ARSASLAFTMQAVGLCSRQSVPYLGNRL 

HRCIPCTVARQALDVPAPGCRALSSQSST 

QEIGEELINGVIYSISLRKVQLHVPAGNKG 

QRWLGYENESALNLYETCKVRTVKAGT 

LEK 


4537 


12588 


A 


5435 


1 


435 


EKINKIRWLPQQNAAHFLLGTNDKAIKL 
WKISERDKKAEGYNLKDEDGRLRDPFRI 
TALRVPILKPMDLMVEASPRRIFANAHT 
YHINSISVNSDHETPVNIVDIKPANMEELT 
EVITAAEFHPHQCNVFVYSSSKGTIRLCD 
MR 


4538 


12589 


A 


5436 


204 


397 


VPILKPMGSYG*EASPR\R1FANAHTYHI\ 
NSINSVNSDHVETYLSADDLRINLWHLEIT 
DRSFNIV 


4539 


12590 


A 


5437 


1 


1463 


PLRSWLPRLPDSQADIISTVEFNYSGDLL 

AT/GDKGGRWIFQREQEVLAQPRRPAL 

P*SVSSFLSTSCREVWQGCEFSLPFRERIK 

/GRPHSRGEYNVYS/TAFQSHGTGGFDYL 

KSLEIEEKINKJRWLPQQNAAHFLLSTND 

KTIKLWKISERDKRAEGYNLKDEDGRLR 

DPFRITALRVPILKPMDLMVEASPRRIFA 

NAHTYHINSISVNSDH\ETYLSAR*PGGIN 

LW\HLGNHR*EAFN1VDI\KPANMEBLTE 

VITAAEFHPHQCNV\F\VYSSSKGTIRLCD 

MRXSSALCDRHS/KSFFEEPEDPK/SSRSFF 

S\EIISS1S\DVKF\SHSG\RYM\MTRGLPVR 

WKVWGPSTWEEAGPVGGPTRVHEYL\R 

TKL\CSL\YENDCIF\DKF\ECCWNG\SDSA 

IMTGSYNNFFRMFDRDTRRDVTL\EASR 

ESSKPRASLKPRKVCTGGKRRKDEISVD 

SLDFNXKKILHTAWHPVGQCYLPWLATN 

VNLYIFQDKIN 


4540 


12591 


A 


5438 


3 


392 


FCACFIGSKTPASCRAQGRRPGEFSPGSP 
SGPAGGKGVLKELEPSEMM>/PEAGERK 
LERKTVPGRGAEYGPPHLRLSYPQAVNS 
HPLPSSVNGGGDSNNSSQLPESHCPPFSP 
KEGPRKGEVPCLHATRA 


4541 


12592 


A 


5439 


1 


297 


SLLGPPEPTTWT/PAPQDR*HGPC*GR*R 

KRRPSL*T*QWELASPP/REPMFVPKKEM 

VAIQPLQEEASVGPTPELLSGSCRSPISGI 

SILGNCPSLAPLT 


4542 


12593 


A 


544 


3 


533 


AEGDQDIIVLKFLKVLGGKNSGAWGRN 
GRPQGRRRGARNFLRLMVGGCIYTARRE 
SLCRFKDYNVASMFSGRFPLQTDESGAC 
VIDRDGRLFKYLLHYPSWRSSEFPQMRD 
TRGRPTGKRADYFGIPYPYSLSDHLANE 
METySLRSNlELKKALTDFCDSYGLVCN 
KPl V WVL.H YP 


4543 


12594 


A 


5440 


3 


11 


HELILSPGPTQGQTPDEAGVIIRVLKNVP 

DLAILNSKDALDPRQPGYQPPNPHPGPSS 

PPAAP\RPRGA*GNPQLENASRSDRNPSQ 

GLRTRIRRPETPDCGPPSPAGSSVPAPPPS 

DVPPAFHSSGPPEPTTWT/PAPQDR^HGP 

♦GDKRGAPGVAGEDPDQP*GTS 
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4544 


12595 


A 


5443 


1 


702 


MVAASAAIKFKTNMSLAIAIAGEHVEFA 

LIPVTAVKYTYTVIPALVMTWCLSYIER 

WVDSITPAVnCNFLKPMLIVLIAAPLAIL 

LIGPIGIWIGSAISALVYTIHGYLGWLSVA 

IMGALWPLLVMTGMHRVFTPTIIQTIAET 

GKEGMVMPSEIGANLSLGGSSLAVAWK 

1 KNr cLHLD 1 rii 1 Jbor 1 rfli/oiNollKr/i' 1 

AGVYNRSKAKSTDKDNDQTRWGNWR 

WSQRKYCLPL 


4545 


12596 


A 


5444 


195 


524 


RALTPRHLPCTSQVASCNLCCLFLADLD 
TLVHTESPTPHDSNSHRP/PTAGVYNRSK 
AKSTDKDNDQTRWGNWRWSQRKYCLP 
LIVLSFFQTKQNTGTFGRNFLSPFLMYV 


4546 


12597 


A 


5445 


2 


884 


VPQFKPKLHQENGPGLARCa>HQQGAQP 

TRETWLQDRDREFQSQTKFLLRSRV*LV 

LQLQESQHSLERLREGQRLVEREQARMR 

AQQSLLGHWKHGRQRSLPAVLLPGGPE 

VMELNRSESLCHENSFFINEALVQMSFN 

TFTKLNPSVIHQDATYPTTQSHSDLVRTS 

EHQVDLKVDPS\QPSNVSHKLWTAAGSG 

HQILPFHESSKDSCKNDLDTSHTESPTPH 

DSNSHRP/PTAGVYNRSKAKSTDKDNDQ 

TRWGNWRWSQRKYCLPLIVLSFFQTKQ 

nTGTFGRnFLSPFLMYV 


4547 


12598 


A 


5446 


269 


483 




4548 


12599 


C 


5447 


5465 


5719 


MRLGKTHSTAGAWKMGLLRQADSTRG 
EKRGGKKAAIICVKSPPGYQWAVWkY 
HSSLGVFEFKKTCVSMMGRHDTEKKMS 
WERP* 


4549 


12600 


A 


5448 


57 


102 




4550 


12601 


A 


5449 


3 


287 


RALYYFL*FALFGLT*M*LVS*KLQIIEYE 
KKQTLGQNDTGFICDGTANTFRVMFKEP 
lEILPNVCYTACATLKVRVMHYVPDGFL 

LNVAECVF 


4551 


12602 


A 


545 


1492 


1672 


KQWHESHPDYDRSPSQTGEGDEPCSWH 
RLFAQGDK*YEATACHRNLDWQKATDI 
SCNTNG 


4552 


12603 


A 


5450 


1 


594 




4553 


12604 


A 


5451 


1 


768 


SVEFPCRLSGAVVRWAEAECQRQQLPV 

TFGNKQKVLGKALSLIRFPLMTIEEFAAG 

PAQSGILSDREWNLFLHFTVNPKPRVEY 

IDRPRCCLRGKECCINRFQQVESRWSYS 

GTSDRIRFTANRRTSIVG\LGLYGS\IHGP\ 

TDY\QVNIQnEYEKKQTLG\QNDTGFSCD 

GTANTFRVMFKEPIEILPNVCYTACATL\ 

KGPDSHYGHKRl^RKVVHGGHLLASKD 

CFFLF*F/ALGINNGTSIEDG01PEIIFYT 


4554 


12605 


A 


546 


138 


257 


IFLLYLKNKVQNK*EIKQHFLG1CIMSRDN 
NTYLTWGTEN 


4555 


12606 


A 


5460 


69 


418 


LKSKLSDYK1NL/QKSVTFVYTNSN*SEK/ 

QFKKEIQFTNSCKDM*KNYLGINV1KEVK 

/DLYN/ENY*n.IKNEKJJPKKyWRAIPCSW 

FGRINIVNKFMLPKVGYRSNAIPMKMPV 

TSRTRG 


4556 


12607 


A 


5461 


2 


216 


YLFIYLLPRLKCSGVITAHCSLYLPGSKY 

PPHSAS*VAGTTGPATMSS*YF*FFVETR 

FFLCSPGWS*GSSSDPSASASQSIVK1GVS 

HCnCPRNFRNRLAQSLHFTGEETVPRKK 

GDLPWVYRQTQG*IPGPHRCQVLAF*PK 

DFLLSPHIYVSTSILWPPPA*AQAEVQWC 

DHSSLQPLPPRFKISSPLSLLSSWNHRSCH 

HVQLIFLIFCRDKVLPVFPRLVLRELQ 


4557 


12608 


A 


5462 


59 


403 


KRGFNFGAPDKREWGEFG\*LKPWLPG* 

NNFSGQTLRRSGD*RKTPHGGVNLVF*E 

KTGFSNLGRGGLKPPPSGNTPAWPPKGV 

GITGGASSSPPVFCFLGFCENTNLRAKJCK 

FI 


4558 


12609 


A 


5463 


1 


242 
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4559 


12610 


A 


5464 


15 


276 


ASVTQAGVQWHNLGSLQPPPPRFKQFSC 
LSLPSSWDYRRPPPCPTNFLFNLVLARMV 
SIS»PHDPPASASRSAEITGVNHHARPGLF 
L 


4560 


12611 


A 


5465 


2 


309 


EQKFNKQKGRRALRCRGGLSGLLSCSK 
DVKVSFFSVARLQCSGLILAHCNLHLPGV 

SDSPASAS*VVGTPG\QRHHAQLGFVFLV 
EMGFHHVGPGMVFDLLTSG 


4561 


12612 


A 


5466 


1 


1209 


GGIPALDKNVAELTVMDVYDILSLVGHE 

VERVIDQHGCEAIARLMPKWRVLEILE 

VLVSRHPWAPELDELRLELUPLRXRVRM 

DLIEKERKHQKELELVEDVWRGEAQDL 

LSQIAQLQEENKQLMTNLSHKDVNFSEE 

EFQKHEGMSERERQVMKKLKEVVDKQ 

RDEIRAKDRELGLKNEDVEALQQQQTRL 

MKXNHDLRHRVTWEAQGKALIEQKVE 

LEADLQTKEQEMGSLRAELGKLRERLQ 

GEHSQNGEEEPETEPVGEESISDAEKVA 

MDLKDPNRPRFTLQELRDVLHERNELKS 

KVFLLQEELGLL*E*RNGRGKPNTPTPTH 

RPPEDGPPSRESGIKATCLASFFPEVKKR 

LGQTHRGNVHIQGVPLDKLGKHPTAMT 

GYTEQRTGSPCSIC 


4562 


12613 


A 


5467 


1 


388 


FKDPEAVRALTCTLLREDFGLSIDIPLERL 

IPTVPLRLNYIHWVEDLIGHQDSDKSTLR 

RGIDIGTGASCIYPLLGATLNGWYFLATE 

VbDMCFNYAKKNVEQNNLSDLIKVVKV 

PQKTLLMDALKGSI*V*SMTFCM\CNPPF 

FANQIGSQVE*A^SRNPRRPPPSSVNTGGI 

TEIMAEGGELEFVKRIIHDSLQLKKRLRI 

DMAALLIGVCSEVSGRKDWIQQLAPRW 

YSCMLGKKCSLAPLKEELRJQGVPKVTY 

TEFCQGRTMRWALAWSFYDDVTVPVHE 

GRLAVGGVTSDSQNKGSASPPSKRRKLE 

KPRKPITFVVLASVMKELSLKASPLRSET 

AEGIVVVTTWIEKILTDLKXASINEFPVEK 

RKSAFS*RP*KTPGFI*GERKESV*DSDKS 

TLRRGIDIGTGASCIYPLLGATLNGWYFL 

ATEVDDMCFNYAKKNVEQNNLSDLIKV 

VKVPQKTLLMDALKGSI 


4563 


12614 


A 


5468 


72 


6S0 


LEEPRPQSLEGHTEGERAALPGKAKVVE 

GRVADDGVPGQPAWPGAPPHTAAFQPV 

HALGSTRASQQGSLGDC*AACR*Q*KAP 

*VPKQGT*QERSSTK/PRAVPSGHWAGG 

SGCRCSE*RAALG*TTEPQQSGELPGPPW 

PLEGAAHPLSAETGSCVPPRAFSGQGKQ 

PRGPG*AAEGPHGDFPQTGDRHCPPSSTE 

PSGMTGR 


4564 


12615 


A 


5469 


259 


373 




4565 


12616 


A 


547 


5 


960 


PTFSRAVATMFSRAGVAGLSAWTLQPQ 

WIQVRNMATLKDITRRLKSIKNIQKITKS 

MKMVAAAKYARAERELKPARIYGLGSL 

ALYEKADIKGPEDKKKHLLIGVSSDRGL 

CGAIHSSIAKQMKSEVATLTAAGKEVML 

VGIGDKIRGILYRTHSDQFLVAFKEVGRK 

rr 1 rOUAoVlALbLL.r»loU ilirUliOMiriNJS. 

FRSVISYKTEEKP\IFSL>mVASC*QHGVS 

YDDIDADVAAKITQEYWLANIIYXYSLKE 

STTSEQSA\RMTAMDNASKNASEMIDK\L 

TLTFNRTRQAVITKELIEIISGAASSVKKE 

NSAS 


4566 


12617 


A 


5470 


1 


336 
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4567 


12618 


A 


5471 


1 


1396 


GAHAPHPNVMPASMGSAVNDALKRDK 

DAIYGHPLFPLLALVFEKCELATCTPREP 

GVAGGDVCSSDSFNEDIAVFAKQVRAE 

KPLFSSNPELDNLMIQAIQVLRFHLLELE 

KGHELCDNFCHRYISCLKGKMPIDLVID 

ERDGSSKSDHEELSGSSTNLADHNPSSW 

RDHDDATSTHSAGTPGPSSGGHASQSGD 

NSSEQGDGLDNSVASPGTGDDDDPDKD 

KKRQKKRGILPIVFP\NIMRAWLFQHLTH 

PWPSEEQNIQLAHDTGLTIFQVNNWFIN 

ARIGIVQPMlDQSNRAGFLLDPSVSQGAA 

YSPEGQPMGSFWLDGQQHMG\IRPAGTY 

EWDGA*IWAWMGNGTrC*PSSC*RHSQ 

SKGEVCRAWPGDYVSQGGPMGMSMAQ 

PSYTPPQMTPHPTQXLRHGTPNAFHILPSL 

PHHPGLD*LHGGTPYPTWD*LC*AQSPT 

MLNSVDPNVGGQVMDIHAQ 


4568 


12619 


A 


5472 


3 


862 


TMRPDIDNSQAAHQPPGRLPNSRKLKKT 

RRQMCCVQTKKRIARLPPCCRNTPTTAR 

SHPGRDCAKPNT*SLRSPGGDCH*QGNT 

TWRMPMAR*LSGDSESGRSPVRTIICHQP 

SRSQSPVDRLQQLLPASQSTQLPCSSSPQ 

ETTQSRPMPPEARRLIVNKNAGETLLQR 

SARLGYEGSWLYCLENKICDVNHRDNA 

GYCALHEACARGWL\KFVRHLLEYGAD 

VNCSAQDGTRPLHDAVENDHLEIVRLLL 

SYGADPTIJVTYSGRTIMKMTHSELMEKF 

LTDLFK 


4569 


12620 


A 


5473 


1 


444 


KLLRWLRQE\NCL\NLGGGSCSELKSHHC 

TPPWMIEGDSI*KKQNKTKTRKRKPQGS 

HSm.SGGPDWV*QNCEVSQVLPISHFPL 

LQDILPPLPYLGANGQAGEQGATDGH*/R 

TTTESHRASVGCRIPWLCQRPLALALSFF 

LCEMRTIP 


4570 


12621 


A 


5474 


2 


330 


EMSFALVAQAGVQRHNLGSLLPLPPGFK 
♦FSCLSLPSSWDYRYAPPTP\AN\FAFLVE 
TGCLHVGQAGLKLPNSGNLPTSASESAG 
IIGVSHCAQPGTATHSNTVLSGLFC 


4571 


12622 


A 


5475 


2 


363 


ELDTLCDLYEP*PSPSUFINTRRKA^DWLT 

EKMHARDFTVSAMHGDMDQKERDVIM 

REFRSGSSRVLITTDLXRIGRGGRFGRKG 

VAINMVTEEDKRTLRDIETFYNTSIEEMP 

LNVADLI 


4572 


12623 


A 


5476 


112 


434 


ARGIDVQQVSLVrNYDLPTNRENYIHR*A 
♦IWNTPLPLHTWPSLGLKLLIFLIPFLVFQV 
IGRGGRFGRKGVAINMVTEEDKKTLRDI 
ETFYNTSIVEEMPLNVADLI 


4573 


12624 


A 


5477 


3 


724 


NSNVEREEWKLDTLCDLYETLTITQAVIF 

imilRKVDWLTEKMHARDFTVSAMHGD 

MDQKERDVIMREFRSGSSRVLITTDLL/A 

E*RELIAKAEGRIQGDSLSKGTSVPLRKV 

AAWNIIWHA+GLWGTGMLISSAFLGCPH 

GCLSVFPPG*SVLRAHAEELSFLTHARGI 

DVQQVSLVINYDLPTNRENYIHRIGRGG 

RFGRKGVAINMVTEEDKRTLRDIETFYN 

TSIEEMPLNVADLI 
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4574 


12625 


A 


5478 


1 


1274 


MSASQDSRSRDNGPDGMEPEGVIESNW 

NEIVDSFDDMNLSESLLRGIYAYGFEKPS 

AIQQRAILPCIKGYDVIAQAQSGTGKTAT 

FAISILQQIELDLKATQALVLAPTRELAQ 

QIQKVVMALGDYMGASCHACIGGTOVR 

AEVQKLQ\MEAPHIMVGTPGRVFDMLYR 

KAT1^PKYI\KMFVLDEADEMLSRGFKG 

QmOISKRLNSTTKWVLLSATMPFDWL 

EVTKKFMRGPPFRILVKKEELTLEGIRQ\F 

YI\NVEPEE\FNLDTLCDLYENLDHHPRQ 

VIFHQPPGGKVDW/LSPEKMHAVRDFTVV 

SAMHWRFWTQKERRT*L*REFUISGS*PE 

F*ITPLTLPAQRAFDVASRVSF*SFKLMTL 

PPPTRGKLLIHRMGSRVDRFGRKGVPINM 

LTE/EKTKRNLEDIETF\YNTSI\EEMPLNV 

A 


4575 


12626 


C 


5479 


114 


302 


MKEEILKKTAELYKRAMXNKXKQKHHS 
WVXKAPSRPFIKWETRLGLKTAHSPNVF 
LQQGQR** 


4576 


12627 


A 


548 


1326 


1780 


YLSKLPYFELESIAAARSRPTAQRHPRER 

KLKPARIYGLGSLALYEKADIKGPEDKK 

KHLLIGVSSDRGLCGAIHSSIAKQMKSEV 

ATLTAAGKEVMLVGIGDKIRGILYRTHS 

DQFLVAFKEVGRKPPTFGDASWIALELL 

NSGYEFDEG 


4577 


12628 


A 


5480 


1 


2043 




4578 


12629 


A 


5481 


153 


332 


QTFVLAEGKH+ENE/PVFKLNVSPLDEW 

REGAFPPKSDVSASFISIALLYNSAAFSKS 

PPS 


4579 


12630 


A 


5482 


2 


904 


HILLVNLKHLQLCTRNKRNIFKLFHFRKK 

SFMGHQRAIKKKGNLYGFALLRRRALQ 

VEELTLGKDTPDNARTLNELGGLYYLQN 

NLETADQVLKRFL*MRERVLGPDHPDC 

AQALVNNGAGSYAMKKNQYDKPEDLYK 

RALDIGRRALAPDHPFLAYTVKHLAILY 

KKMGKLDKAVPLYELAVEIRQKSFGPK 

HPSVATALVNLAVLYSQMKKHVEALPL 

YERALKIYEDSLGRMHPRVGETLKNLAV 

LSYEGGDFEKAAELYKRAMEIKEAETSL 

LGGKAPSRHSSSGDTFSLKNQLHFS 


4580 


12631 


A 


5483 


2 


331 


PGQHGETLPLLKIQK\LAGQGGTSL*SEPL 
RRLRQENCLNLGGRGCSETRSCHCTLV 
WVTGRDSISKQKTAVDQAEERVSELEDR 
LFENTQSEKTKEKRIKISTLRGFRK 


4581 


12632 


A 


5484 




1 17 


PGSRSEAGTVPSYPAAQTRPHPPPQPLLIF 
RSPGWPNGHQGPPNSTASSKQCNLRC 
WGLPTVARHPKSGQRPQ/PRPTR*PGPSP 
QGPTPGRKNPERP*LVQQ*PCWAREPV 


4582 


12633 


A 


5485 


111 


270 




4583 


12634 


A 


5486 


240 


406 




4584 


12635 


A 


5487 


128 


657 


ESESYWAICSRKRSPVLSSYGGHIYLKIR 

CPVDS\SVGRRGFLTIFEDVSGFG\AWHR 

RWCVLSGDCISYWAYPDDEKRKNPIGRI 

NLANCTSRQIEPANREFCARRNTFELITV 

RPQREDDRETLVSQCRDTLCVTKNWLS 

ADTKEERDLWMQKLNQVLVDIRLWQPD 

ACYEPIGKP 



560 



wo 01/88088 



PCT/USOl/14827 



4585 


12636 


A 


5488 


1076 


. 3513 


IKALSSSAEDASLVNASISSSVKATSPVKS 

TTSITDAKSCEGQNPELLPKTPISPLKTGV 

SKPIVKSTLSQTVPSKGELSREICLQSQSK 

DKSTTPGGTGIKPFLERFGERCQEHSKES 

PARSTPHRTPllTPNTKAIQERLFKQDTSS 

STTHLAQQLKQERQKELACLRGRFDKG 

NIWSAEKGGNSKSKQLETKQETHCQSTP 

LKXHQGVSKTQSLPVTEKVTENQIPAKN 

SSTEPKEVIREIEMSVDDDDINSSKVINDL 

FSDVLEEGELDMEKSQ/AGDGSSISR/TA 

Aia^RKMH*ISPQCLYLHHWHKQLV*V* 

CPHLDWN*KTPAEVMKVQNQENSKELV 

S/RRAESGDSLGSBDRDLLYRSQRFKETE 

RPSIKQVIVRKEDVTSKLDEKNNAFPCQ 

VNIKQKMQELNNEINMQQTVIYQASQAL 

NCCVDEEHGKGSLEEAEAERLLLIATGK 

RTLLIDELNKLKNEGPQRKN*G*S/APSEF 

IAIPKDQFTLSEIRLP*KADFVCSTVQKPD 

AANYYYUILKSRS\ENMVATPLASTSNS 

LNGDALTFTTTFTLQDVSNDFEINIEVYS 

LVQKKDPSGLDKKKKTSKSKKSNIHSSV 

MASPGGLSAVRTSNFALVGSYTLSLSSV 

GNTKFVLDKVPFLSSLEGHIYLKIKCQVN 

bbVEERGFLGCPGGGRLQPKRQTIFEDVS 

GFGAWHRRWCVLSGNCISYWTYPDDEK 

RKNPIGRINLANCTSRQIEPANREFCARR 

NTFELITVRPQREDDRETLVXTNAGTHSV 

FTKNWLSADTKEERDLWMQKLNQVLC 

DIRLWQPDACYKPIGKP 


4586 


12637 


C 


5489 


135 


206 


MFIFAFGKSIFKITTTFQSTIVG* 


4587 


12638 


A 


549 


20 


403 


KVQGPHASAHASGEGSLTIIPVTRSPLAT 
MNHIVQTFSPVNSGQPPNYEMLKEEQEG 

VVWSLFNTLFMNTGCLGLITFVYSVKAV 
RDRKMGRRTRPGAQG 


4588 


12639 


A 


5490 


67 


388 


DAVFA/GAMPTMASVKLSTLHPIVNHPH 
YEDADLRPGCSMLEIWDVEDPSNAANPP 
LRSILLEDARVPKMPVFQNSVYRVLKVN* 
EGNYPLHYGTMPCVKNNHPLAYLH 


4589 


12640 


A 


5491 


3 


107 


SIKLSTLHPIWNHQHYEDADLRARTKIV 

YSTYSRTSAKEVRDKLLELHVNYYVLEE 

AWCVVRTKFILQDGPGVLQAAEK*CQM 

VTQIYKKYSNALEMVPGCSMLEIWDVED 

PSNAANPPLCSVLLEDARPYFTTVFQNS 

VY\KVLKVN*EDADLRARTKIVYSTYSR 


4590 


12641 


A 


5492 


3 


289 


YYLSPPESMGAIFEDP\AHVWYIIFMLGS 
CAFFSKTWIEVSGSSAKDVAKQLKEQQ 
MVMRGHRDTSMVHELNRPKVKLRRWK 
GEGRHFTKRILFY 


4591 


12642 


A 


5493 


2 


652 


RVDLPIKSARYRGQYSSYPIKLFYTSNIPII 

LQSALVSNLYVISQMLSVRFSGNFLVNL 

LGQWADVSGGGPARSYPVGGLCYYLSP 

PESMGAIFEDPVHWVYIIFMFGSCAFFS 

KTW1EVSGSSAKDVS*TA*KEQQMV\MR 

GHRDTSMFHELNRYIPTAAAFGGLCIGA 

LSVLADFLGAIGSGTGILLAVTIIYQYFEI 

FVKEQAEVGGMGALFF 


4592 


12643 


A 


5494 


58 


596 


KFIFRDGGSLCCPS wl ' 1 LuLQQSSHMSL 

PSDWDSRVRATXPNFPFSS^HSFSALYMVl 

HLPRSPLNFIQPCRFYKGPAGLSRGGRE* 

HGL*SDFSVANLWQLGFLWQALTDYRA 

ELPGMDPIISTHLAKLYDNLLEQNLIRVIE 

PFSRVQVRTLWGLHFWPGILTVATSLPH 

LSRMGTHF 



561 



wo 01/88088 



PCT/USOl/14827 



4593 


12644 


A 


5495 


2 


951 


PRVRPRVRPRVRSSRPRSRDPSPRRARLR 

WQLRWKPRWCPRPPKTPGVWKRPRTRP 

RSSAGGSTGFPSSPILRRSPSTRRRSSRKA 

SPTATRATGTPPRQAQRKTARAAGRRRA 

SPGIATAGTRSMISMWGRKPSNPSWEG 

RTNEETSSLSRLKPVSPGTITCPLRTPGSL 

LKDSKIPISIKHLTNLPSSHPVVHQQPSRS 

EMPRTKIPVSKVLVRRVSNRGLAGTTIR 

ATACHDSAQKVVRSSRPRWMGPMPRNT 

TFPWETTKVSFAFPKESLL/WTPPVPRPA 

PERGPRRSLCPE*GPDNTRKRDATRGFLL 

SR 


4594 


12645 


A 


5496 


1 


279 


VQWHDLG*PQPPPPGFKRFSCLTPP/RSS 
CDHRCP\PPTPD*FLCFLVETGFHYVGQA 
GLELLTSGDPPTLASQSAGIAGVSHHARP 
NFLIFFFN 


4595 


12646 


A 


5497 


2 


291 


FLVARVAGSGGDGLTLFPRLECTSVITAP 
ASISWAQGDLPASASQVAQTAGACHHS 
WPVFTSCVEMGKPCVP*AGLELLGSSPP\ 
PQPPKMFRLQA 


4596 


12647 


A 


5498 


2 


345 


SHSVAQIGVQWRDLGSLQPSPPGFKRFS 

CLSLPSS*DYRHAPVHPANFF\FLVEMWL 

PRVSQDGLDLLTS\DLPSSASQSTGITGM 

SHRARPNFCIFSRDRVSPCWPVWSQTPD 

LR 


4597 


12648 


A 


5499 


2 


311 


QVLENPHFPRG*APPPSW*YPSGFYKSNR 
PRACFNPRSLAPRGPHQGFFFPPGPLVFPP 
PPFLGPPYGSRFFPSEHFQKVQPLNQPPF 
LSLKNPP*RFPFFFP 


4598 


12649 


A 


55 


730 


950 


SFLKDIGLFKIIYFFFFFFETGVSFCHPRLE 
CSGETMAHC\SLTSLGPGDPPTSAS*QAG 
ITGVHHHARLIFFF 


4599 


12650 


A 


550 


2 


431 


DAWAMNHTVQTFFSPVNSGQPPNYEM\ 

LKEEHRVGCAGAAPTTLFPPTSTLI^^NRQ 

RDU>CPTHWWSUT^T\U=MNP\CCLGFQ 

*EFAYSV\KSMDRKMVGDVTGA\QAYAS 

TAKCLNIWULILGMLMTILLIVIPVLIFQA 

YG 


4600 


12651 


A 


5500 


1 


2500 


MEDAWGIRKETGRVKEEAEKVTGWGN 

NWRNVEKSSMSRKVKAARPGFKKLPMT 

SDIPPKCrnCDLLPKEKSSTEAVFHTVVL 

ERHESPDIEDFSFKEPQKNVHDFECQWR 

DDTGNYKGVLMAQKEGKRDQRDRRDIE 

NKLMNNQLGVSFHSHLPELQLFQGEGK 

MYECNQVEKSTNNGSSVSPLQQIPSSVQ 

THRSKKYHELNHFSLLTQRRKANSCGKP 

YKCNECGKAFTQNSNLTSHRRIHSGEKP 

YKCSECGKTFTVRSNLTIHQVIHTGEKPY 

KCHECGKVFRHNSYLATHRRIHTGEKPY 

KCNECGKAFRGHSNLTTHQLIHTGEKPF 

KCNECGKLFTQNSHLISHWRIHTGEKPY 

KCNECGKAFSVRSSLAIHQTIHTGEKPYK 

CNECGKVFRYNSYLGRHRRVHTGEKPY 

KCNECGKAFSMHSNLATHQVIHTGTKPF 

KCNECSVQVFTQNSQLANHRRIHTGEKP 

YKCNECGKAFSVRSSLTTHQAIHSGEKP 

YKCIECGKSFTQKSHLRSHRGIHSGEKPY 

KCNECGKVFAQTSQLARHWRVHTGEKP 

YKCNDCGRAFSDRSSLTFHQAIHTGEKP 

YKCHECGKVFRHNSYLATHRRIHTGEKP 

YKCNECGKAFSMHSNLTTHKVIHTGEKP 

YKCNQCGKVFMQNSHLANHQRTHTGEK 

PYRCNECGKAFSVRSSLTTHQAIHTGKK 

PYKCNECGKVFTQNAHLANHRRIHTGD 

KPYRCTECGKAFRRQGVTPGPSLECNGT 

ILAYSSLKFVGSSDTHISLLRSQDDRQVL 

PHLANPNFREGLLPAFLLLCSDSHFLQFC 

SQFAPRKTQGSGSVNNIOANIIAK 



562 



wo 01/88088 



PCT/USOl/14827 



4601 


12652 


A 


5501 


1 


2508 


MPHQLGPNLVPDIPPKCTIKDLLPKEKSS 

TEAVFHTWLERHESPDIEDFSFKEPQKN 

VHDFECQWRDDTGNYKGVLMAQKEGK 

RDQRDRRDIENKLMNNQLGVSFHSHLPE 

LQLFQGEGKMYECNQVEKSTNNGSSVS 

PLQQIPSSVQTHRSKKYHELNHFSLLTQR 

RKANSCGKPYKCNECGKAFTQNSNLTS 

HRRIHSGEKPYKCSECGKTFTVRSNLTIH 

QVIHTGEKPYKGHECGKVFRHNSYLATH 

RRIHTGEKPYKCNECGKAFRGHSNLTTH 

QLIHTGEKPFKCNECGKLFTQNSHLISHW 

RIHTGEKPYKCNECGKAFSVRSSLAIHQT 

IHTGEKPYKCNECGKVFRYNSYLGRHRR 

VHTGEKPYKCNECGKAFSMHSNLATHQ 

VIHTGTKPFKCNECSKVFTQNSQLANHR 

RIHTGEKPYKCNECGKAFSVRSSLTTHQ 

AIHSGEKPYKCIECGKSFTQKSHLRSHRG 

IHSGEKPYKCNECGKVFAQTSQLARHW 

RVHTGEKPYKCNDCGRAFSDRSSLTFHQ 

AIHTGEKPYKCHECGKVFRHNSYLATHR 

RIHTGEKPYKCNECGKAFSMHSNLTTHK 

VIHTGEKPYKCNQCGKVFTQNSHLANH 

QRTHTGEKPYRCNECGKAFSVRSSLTTH 

V^AIM 1 UKKr YK.uNJbUOKVr FQNAHLAN 

HRRIHTGEKPYRCTECGKAFRVRSSLTT 

HMAIHTGEKRYKCNECGKVFRQSSNLA 

SHHRMHTGEKPYK\ECGEVIRYNSLLSH 

QLI\HS*QNPYKCSDSGQSLMS*SINRYER 

r'AKU/ 1 H VNiUUROMi^AoQ VTRHQDFI 

SLMKRNKCNMHPEATTQ+PMVSEDS 


4602 


12653 


A 


5502 


3 


361 


PKKNYFPLHLKGPKTKGVFFYSSSSSSQK 

GVSLCNPRWNAVGPFGFPSTPPS\L\ns:*F 

LCPNPWS*CDFRPPSPRPGYF(nTNKNKA 

1 1 AD\/\/17X1C*1>/^t/TT>T t?ODT>VXjn//^t?/V»l I* 

LrJLAKV VrNa'rt^VlrLri^FrJltMVOrQOLT 
PLAG 


4603 


12654 


A 


5503 


32 


392 


FLFLSFPPLSFKMTLNDAMRNKARLSITG 

STGENRRVMTPEFP\KAVHAVPFT*SPGH 

GNGMSSVTESLGGLIRTLLSALPQWFSC 

VFIVQSGERHPSILEDFSFQPKNSLNMWS 

SILKL 


4604 


12655 


B 


5504 


473 


524 


MGEAKKTGEQRVRLPRTX* 


4605 


12656 


A 


5505 


1 


627 


LVSSFFFFFFCRDRVSPCCLGWSPTWSPG 

LKRSARLGLPQCWDSRRELPRPAYLLFL 

LSWGSPSPSAWQEGG/WCKKKRGTEHPE 

VPSIPSCTCPSPTVQQ*S/GEKQVQETGRQ 

Sa-GEAKKTGVQWHDQGSLQP*SGLK*S 

SYLSFLSS*DHRCAPTTPD*FL*R*DPTML 

PRLVLNSWAQ/CDHPALAVSQSTGIIGLSH 

RAWACDQNSHFF 


4606 


12657 


A 


5506 


3 


649 


RVSSVMSTSLEEIFNCIFDAHVPPLWGKA 

YroQKrLAAW 1 KDLAMRVEQFELWASR 

ARPPVIFWLSGFTFPTGFLTAVLQSSARQ 

NNVSVDSLSWEF1VSTVE*QAT*VYPPKD 

GQWVRGLYLEGAGW/DPEELLLGGROS 

PCKLVWLMPTIHFRPAESRKKSPKGMYS 

CPUYYYPNRAGSSDRASFVIGIDLRSGA 

MTPDHWIKRGTALLMSLDS 


4607 


12658 


B 


5507 


167 


377 


XKUQFGLMKNLIRRLQKYPVRVTREEQ 
SHPARLYTGCHSYDEICCKTGMSYHELD 
ERLENDPNIIICWK* 



563 



wo 01/88088 



PCTAJSOl/14827 



4608 


12659 


A 


5508 


2 


1247 


TPLREERGATGLGPVIAMGSGCRIECIFFS 

EFHPTLGPKJTYQVPEDFISRELFDTVQV 

YIITKPELQNKXITA^LESSFVSMEESKQK 

LVPIMTILLEELNASGRCTLPIDESNTIHL 

KVIEQRPDPPVAQEYDVPVFTKDKEDFF 

NSQWDLTTQQILPYIDGFRHIQKISAEAD 

VELNLVRIAIQNLLYYGWTLVSILQYSN 

VYCPTPKVQDLVDDKSLQEACLSYVTK 

QGHKRASLRDVFQLYCSLSPGTTVRDLI 

GRHPQQLQHVDERSEENLLGHLGVT*GK 

LDPLCLSGALDHGALPIQAGFLEMMGYR 

DKIEGRLQERVGLPERRPGQGVTPSSDP 

HPRKLIQFGLMKNLIRRLQKYPVRVTRE 

EQSHPARLYTGCHSYDEICCKTGMSYHE 

LDERLENDPNIUCWK 


4609 


12660 


A 


5509 


1 


512 


CTLPIDESNTI\H*KVIEQRQTPRVAQEYD 

VLVFTKDKEDFFNSQWDLTTQQILPYID 

GFRHIRKISAEADVELNLVRIAIQNLLYY 

GVVTLVSILQYSNVYCPTPKVQDLVDDK 

SLQEACLSYVTKQGHKRASLRDVFQNYD 

EICCKTGMSYHELDERLENDPNIIICWK 


4610 


12661 


A 


551 


137 


838 


SSGICSALIWPWPALHLTNARKRKLLRK 

RNYWRKGEGSLRTIPVTRSPLVTMNHIV 

QTFSPVNSG\QA\PNYEMLKEEQEVAML 

GAPQKPCLPECPPVIH\IRSETSV\PDHV\V 

WSLFNTL\FMNTC/CRLGFIAFA\YSSEVS 

GTRKMVGEVTRAQGLLPPPPKCLN1WA\ 

LILGMFMNQFLLINHPPPSVGSSRPSDRSG 

RHHLRPRELCPVEPVSQVKNSIFHSLALP 

PEARKFCP 


4611 


12662 


A 


5510 


I 


474 


HTIHLKVIEQRPDPPVAQEYDVPVFTKD 

KEDFFNSQWDLTTQQILPYIDGFRHIEKIS 

AEADVELNLVRIAIQNLLYYGWTLVSIL 

NRKLIQFGLMKNLIRRLQKYPVRVTREEQ 

SHPARLYTGCHSYDEMCCKTGMSYHEL 

DERLENDPNIIICWK 


4612 


12663 


A 


5511 


199 


562 


KESPGPGRHPVPLIPHP*ES*1PVRAL*KN 
LIQATYRKYP\VRV\TREE\RAHPARLYTG 
CHS\YDEICLQDRWRQAGSQGGFRAGCA 
RPRPLTSPPPPHPGMSYHELDERLENOPN 

mcwK 


4613 


12664 


A 


5512 


1 


1224 


EFGTRPLREERGATGLGPVIAMGSGCRJE 

CIFFSEFHPTLGPKITYQVPEDFISRELFDT 

VQVYIITKPELQNKLITVTAMEKKLIGCP 

VCIEHKXYSRNALLFNLGFVCDAQAKTC 

ALEPIVKKLAGYLTTLELESSFVSMEESK 

QKLVPIMTILLEELNASGRCTLPIDESNTl 

HLKVIEQRPDPPVAQEYDVPVFTKDKED 

FFNSQWDLTTQQILPYIDGFRHIQKMSAE 

ADVELNWVRAAIQNLLYYGVVTLVSILQ 

YSN\VYCPTPK\VQ\DLVDDKSLQEACLS 

YVPKQ\GHKRASLRDVFQLYCSLSPGTT 

VRD\LIGRPPPSSCQHVDE\RKU\QFGLM 

K\NLIRRLQKYP\VRVTREE\RAHPAR\LY 

TGCHS\YDE1\CCKTGMSYHELDERLEND 

P\NIIICWK 


4614 


12665 


A 


5513 


2 


313 


FETESYSVAQAGVQWWDLGSLQPPPPGF 
KRFSCLSLLSSWDYRRPPPRLANF\*FLVE 
TGFHHVGQAGLDLLT/S/GDPLASASQSA 
GITGLSHCAWOTTYITFNHK 


4615 


12666 


A 


5514 


731 


1156 


SVLGLISDTSNTFLSFFFFFEMESHSLAQA 
PLQWHYLGSLQAPPPCKLRLPGSRHSPA 

<?A9RVAr5TTr;A P UU APT VFArtP 

kJ/VOIW/\VJJ 1 vJ/vIvtiITYVKJL»\LrxJFJ^ V C»rt 

HRVSQDSLDLLTS*STCLKP/AQSAG1TRR 
EPPTPGLFFFLKMESCSVGPRLGVQSW 


4616 


12667 


A 


5515 


3 


365 


LLNSRPVDFFFFFFFLSHSL/DSVVQAGV 
QWHNLGSRL\LQSPPPGSMPFSCLSLLSS 
WDYRHPPPYLANFFFFCIFSRD/MGFTML 
ARMVSIS*PCDLPALGSQSAGITGVSHHA 



564 



wo 01/88088 



PCTAJSOl/14827 















WPAYFYPQ 


4617 


12668 


A 


5516 


400 


619 


MPEQICPLETSQS*INNLPKKFFFMSI*CP 


4618 


12669 


A 


5517 


274 


693 


KYQILLYNGDVDMACNFMG\DEWFVDS 
LNQ/KGKVEIPGPGIEPAGEEWGAGMPG 
SGQLAAWLWAHRGQVWRNSQP*GLAG 
SCEQGCSCCRLMSFLVGQMEVQRRPWL 
VKYGDSGEQIAGFVKEFSHIAFLTIKVGT 
GPAER 


4619 


12670 


A 


5518 


3 


766 


NRLWSSLQTHCCSQNKCNFYDNKDLEC 

VTNLQEVARWGNSGLNIYNLYAPCAG 

GVPSHFRYEKDTVWQDLGNIFTRLPLK 

RMWHQALLRSGDKViy^PPCTNTTAAS 

TYXLTNPYVRKALNIPEQLPQWDMCNFL 

VNLQYRVFLPSQNSR\YLKLLSSQKYQIL 

LYNG\DVDMA\CNFMGDEWFVDSLNQK\ 

MEVQRRPWL\VKYGDSGEQ1A\GFVKEF 

oMl At L i lN.OAUrl\IVl V r 1 UK-r L\AAr J Mr o 

RFLNKQPY 


4620 


12671 


A 


5519 


2 


279 


FLRDVILL/CyHPGQSVVV*S*LTVSPTELP 
GSSDPPSSAFNCSWEYRCVTPCQLMF*FT 
LLS1GIGSTLPRPVLNSSPQVILAPWP\PKV 
LRLOE 


4621 


12672 


A 


552 


1 


528 




4622 


12673 


A 


5520 


2 


1045 


CPSRPCRRRPPPPRGPKPRASYPGGPAP/P 

GDKKKRPPQNGPRGSSPAPGPPPVPQEAA 

GPARPRPGQDAAAGPSGR\PPQALPS\PR 

GPQPRAPRPGRQAPATAQRGPPMRRPRR 

GRGPPPRAPP/PGAGPC/PRLRCALLPESH 

PRGRPGHPEASSGEAAAGAAPQALPLTL 

GRTQAPTRPVSPG*GRGPAEGRPRQR/PP 

THPPPPA\GPPRASARRPAAARRPAGSPA 

QPAARGPAADAQGVAAQRAAQVRRRG 

VRGGARGGGRGP/RGPRGRP/PGSSGRQR 

PLSGVPSAQAGPRGAQPDSPDGHGPPPAL 

ASRQPGPFSFTPyvSTPDACLCPHSGLLL 

ASPSIHAVRGELSN 


4623 


12674 


A 


5521 


84 


202 




4624 


12675 


A 


5522 


3 


576 


ILGFPFFVRWGSHTVAQAGVQWCDHGS 

LQPRSPGVK^SSHLSLLGSWNHRHATTT 

PG*FCFFSRIRSHCVAQAGL*LLTSNHPP 

ALASQTVVGITGVSHWTWPNTGFSVLTA 

TNKNLKFFHYAISKCLVRAKLSSKLLKIE 

ERNKALSAPWSVSIFDRVLRLLGYSAS 

DWQPEFVETAVSNFVIYGIFRGQ 


4625 


12676 


A 


5523 


177 


904 


ESHLQNDTAAHFLLNGTECGVSPPPLTS 

RQGKVRRRTQSSTSRXaSPVIPKQTFPQP 

VLHMSAGVALVDSPAPPPRPWQPPPQGF 

AHT*DRKEEGDPIGIWAPEGKSCTPKPPP 

roLrKi oJrO WKKALv^KOJJi uCruro 1 Ai> 

TPHPLILGPSQAPPKPKPP/PSPGVPACAP 

S/YPALPAPSISLTEKEQARAPGGQDGAG 

HTVGGGGAAGRREGQNKTFSFGFFFSFF 

FLPFTLWVVLLFLSFSL 


4626 


12677 


A 


5524 


] 


173 


FLOPSK.FPPPGFPPFFPPPPRFRGNORSSS 
PPSSSS/P>PSQKKTGVPPG*PGGFFPPPP 


4627 


12678 


A 


5525 




390 


LILNTKRPAFIFDLLHNLDPKEQAYADLV 
SAYTLNSMFWLYLATQGVNPTDHPVKH 
ELDTT/RACMNRSSSPTDKKKAGLLYRG 

aaskfvknalwepkskna*k:vgnkgks 
ptslfgfdvhifkknmlppp 



565 



wo 01/88088 



PCT/USOl/14827 



4628 


12679 


A 


5526 


1 


1548 


MPERDSEPFSNPLAPDGHDVDDPHSFHQ 

SKLTNEDFRKLLMTPRAAPTSAPPSKSR 

HHEMPREYNEDEDPAARRRKKKSYYAK 

LRQQEIERERELAEKYRGRAKERRDGVN 

KDYEETELINTTANYRAVGPTTKADKSA 

AEKRRQLIQESKFLGGDMEHTHLVKGLD 

FALLQKVRAEIASKEKEEEELMEKPQKE 

TKKDEDPENKIEFKTRLGRNVYRVLFKN/ 

KAYKRNELFLPGRMAYV\KVDCPTMEA 

QTILTTNDIVISKLTQLLSYLRQGTONKK 

LKKKDKGKLEEKKPAEADRSIFEDIGDY 

TPSTIKTPWDKERERYRERERDQyRDRDR 

DRERERERDQERERDRERERDRER\GPG 

o/VJVcMls^lJNcJUr AOoAO WEiVJ 1 coLKIAb 

DKKQLRDFFGMSNSYAECYPATMDDM 

AVDSDEEVDYSKMDQGNKKRTLSRWD 

FDTQEDYSEYMNNKEALPKAAFQYGIK 

MSEGRKTRRFKETNDKAALDCQWKISAI 

lEKRKKMEADGVEVKRPKY 


4629 


12680 


A 


5527 


1 


3162 




4630 


12681 


A 


5528 


2433 


2540 




4631 


12682 


A 


5529 


1 


1739 


MPERDSEPFSNPLAPDGHDVDDPHSFHQ 

SKLTNEDFRKLLMTPRAAPTSAPPSKSR 

HHEMPREYNEDEDPAARRRKKKSYYAK 

LRQQEIERERELAEKYRGRAKERRDGVN 

KDYEETELINTTANYRAVGPTTKADKSA 

AEKRRQLIQESKFLGGDMEHTHLVKGLD 

FALLQKVRAEL^SKEKEEEELMEKPQKE 

TKKDEDPENKIEFKTRLGRNVYRVLFKN/ 

KAYKRNELFLPGRMAYVXKVDCPTMEA 

QTILTTNDIVISKLTQLLSYLRQGTRNKK 

LKKKDKGKLEEKKPAEADMKYVS*PLA 

SDQREGVCTFLVSGILGRC*HENLEKWS 

GGVKVYV*IWPASDLHFPSIFEDIGDYVP 

STTKTPRDKERERYRERERDRERDRDRD 

RERERERDR*\HERERDREREEEKKRHSY 

FEKPKVILLGPWTFDKGPGSTKELIKVSFI 

EKF\AGSAGWEATES\LKKPED\KKQLGD 

FLGMSNSYSECYPATMDDMAVD\SDEE 

VD\YSKMDQGNQEGGP*ARW\DL*FPQE 

EYKRVFVTTKEA\LPRVAF\QYGIKMS\E 

GRKT^RRFKEPQ*PKQSLIRQWKKI 


4632 


12683 


A 


553 


1 


1682 


MDNLSDTLKKLKITAVDKTEDSLEGCLD 

CLLQALAQNNTETSEKIQASGILQLFASL 

LTPQSSCKAKVANIIAEVAKNEFMRIPCV 

DAGLISPLVQLLNSKDQEVLLQTGRALG 

NICYDSHSLQAQLINMGVIPTLVKLLGIH 

CQNAALTEMCLVAFGNLAELESSKEQFA 

STNIAEELVKLFKKQIEHDKREMIFEVLA 

PLAENDAIKLQLVEAGLVECLLEIVQQK 

VDSVEKEGGITELKTGSDLMWLLLGDES 

MQKLFEGGKGSVFQRVLSWIPSNNHQL 

QLAGALAlANFAR}sfDANCI\HMVDNGIV 

EKLMDLLGRHVEDGNVTVQHAALSALR 

NLAIPVINKAKMLSAGVTEAVLKFLKSE 

MPPVQFKLLGTLRMLIDAQAEAAEPIGE 

RMLKLV\ERLVGWCEAKDHAGVMG\EQ 

NRLLSALIRHSKSKDVIKTIVQSGGIKHL 

VTMATSEHVIMQNEALVALALIAALELG 

TAEKDLESAKLVQILHRLLADERSAPEIK 

YNSMVLICALMGSECLHKEVQDLAFLD 

VVSKLRSHENKSVRQQASLTEQRLTVES 


4633 


12684 


A 


5530 


93 


546 


YNCRPTLGVSGCAGLDAnVVronPAFF 

LGKKP/PSGGEQYPSSSAIKQGPKEPYAD 

FIARLQESLKKVIADLAAQDIVLWLLAFD 

NANPECQAALRPIRGKAHLVDYTKVCD 

GIRDKLHKATLLAQAMAGLRMGKGNTP 

FPGACFNCGKHGH 


4634 


12685 


A 


5531 


1 


541 
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4635 


12686 


A 


5532 


365 


661 




4636 


12687 


A 


5533 


3 


74 


RMGPRTGP*VFPETGFPPLSNLE 


4637 


12688 


A 


5534 


83 


262 


CTVTPPPQDTGQSKS*STRVSSSLVPRSPT 
VAPVTLRPGFEPP+WTPLAKTSSVLTQW 

C 


4638 


12689 


A 


5535 


636 


698 




4639 


12690 


A 


5536 


125 


340 




4640 


12691 


A 


5537 


81 


1007 


QPKAEHAALNLRKTFQHASHTPPFSAQQ 

*NPHRPHQPWL*HALVQHCSCSDMQRPS 

ASGP*/PPGTFSRWSSCKMPVPPPAQVPK 

SLCGVLSSSC*PGRRSPGPAEPPSRACRP 

CRQDSG/PAQAGGPCRQDSG/PDPAGGPR 

L/K\' A b v^r OLr AObKAl r AO Or CRQDRGQ 

QRAAPAGGPCRQDSEQLRLAGPAGRLA 

GRHGRRSPGPAEPPSRACRQESG^AQAG 

GPCRQHSG/PDPAGGPRGQLSLPAGPAR 

RRAGNPGRQPLQTGQRAAEAGEPAFAT 
AVSGRD 


4641 


12692 


A 


5538 


1 


766 




4642 


12693 


A 


5539 


74 


1178 




4643 


12694 


A 


554 


3 


910 


GRPPRVPPWLRERRRLEGGHRAAPPAPY 

DLRLAPPVPHPRGATWQULSDTLKKLKI 

TAVDKTEDS\LEGCLD\CLLQA\LAQNNT 

ANKCKKSKQVAILQLFASLLTPQSSCKA 

K. V ANI 1 Ab V AK\N br MKIr\C VDAGLISPL 

VQLLNSKDQKVLLQTGRALGNICYDSHE 

GRSAVDQ\EGGAQIVIDHLRSLCSITDPA\ 

iMCNX>L» 1 V r i..*vlJVll.«iyiJN z dlMclVLIoJLI^ Av^Ll 
NMGVIPTLVKLLGMVHCONAAI TFMPI 
VAFGNLAELDAIKLQLVEAGLVECLLEI 
VQQKVDSDKEDDITELKTGSDLMV 


4644 


12695 


A 


5540 


1 


857 


MGQVWGLVHFTLELFQTDDEEEQEYNK 
VTEEVTEHVYLPA*PDVHLNQPSHQPPK 
AGLOLY 


4645 


12696 


A 


5541 


518 


578 




4646 


12697 


A 


5542 


750 


797 




4647 


12698 


A 


5543 


2073 


2844 


IVRSLSRTAQKIRSGCPCQSW*RRGRPVG 
SPSQSTEGPGQVRLRT+PLPFHTHPEGGP 
GAGRRSRSSLERPTSQPHRSQSGRCPAAP 
ATPLPSPGPQA\PLGAPFERGaPRSRSA/QG 

apgtgvrffsmaqpfppcstsqplkpcsp 
qelkmrlrpkganpdssapgrtagtppcl 
rcwagsveplrrvrgprrcgrgpaaaa 

TQWARPLCRARRGTLGGIA*PRSVAARG 
SAPAPAAPGAARPGPGMGPPAAVAAIAG 
RP 


4648 


12699 


A 


5544 


3 


611 


slpprasrlppgpsfsgwspgdnrklpnt 

rrrrKAOr KrrblvAi'Jr A* 1 rOrroAOo Wr ' 

pagrprvptagagacsaasrpgtrprct 
rpgaprsrrrggcpgpga*pgarrpprp 

RPPATRAPRSPRSPRGAAPPPTPRTARGA 

AARELRVQRGP/APLHAPQQHTPAAIVP 

YKM 


4649 


12700 


A 


5545 


3 


42 




4650 


12701 


A 


5546 


1 


160 


SMQQTLLLSYF*KLP*PPQPSATMTQISQ 
QPSTSRQDPPPTK/RL*LVEGSNNH 


4651 


12702 


A 


5547 


298 


421 


LHPHILPIDKLLHQ*KVVSVSEYRQNQEV 
PLYSISSNLVHS 


4652 


12703 


C 


5548 


598 


762 


MNSMIQICQDRAEIISSYCNLKIHQRLQN 
LLISFLQSLKJCLKNVNLSFINKNLK* 


4653 


12704 


C 


5549 


138 


296 


MNLEVTVARDYLSPVLADLAQRRGNIQ 
EIQTRQDNKVVIGFVPLAEIMVGTL* 
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4654 


12705 


A 


555 


1062 


1421 


DRVSLCC/PRLECSGMISAHCNLPSPGFK 

QFSCLSLPNGWAYRSVPPCPANFCVF/SV 

ETGFHHVGQAGLELLTSGDLPALASEKC 

WDYRREHTARGPVTKPSYFQVLFFRLHP 

IFINHLNT 


4655 


12706 


A 


5550 


2 


1575 


AMLGTRVERCLRVLDGAVAEFDASAGV 

EAQTLTVWRQADKHNIPRICFLNKMDKT 

GAVNFKYAVESIREKLKAKPLLLQLPIGE 

AKTFKGWDVVMKEKLLWELQFK*WE 

KTLRRKAPLGK*MIPEFAGRETT*R\KEC 

L*LEQVADLDDEFADLVLEEFCENFDLLP 

AEKLQTAIHRVTLAQTAVPVLCGSALKN 

KGIQPLLDAVTMYLPSPEERNYEFLQWY 

KDDLCALAFKVLHDKQRGPLVFMRIYS 

GTIKPQLAIHNINGNCTDRTQIALSVNNH 

EVHIYKKNGRQCVKAHELKEHNGHITDI 

DWAPKHDHIVTCGADHNAYVWSQKDG 

VWKPTLMILRINRTATFVKWSALENKFA 

VGSEARLISVCYFESENDWWVSKHIKKL 

IRSTVLSLD WHPNN VLLAAG SCDFKHRV 

FSSYIKEVDEKLASMPWDSKMLFGQLM 

SESGGGGTGGWVHGLDIPKQSIQRNMSA 

MECFCNTDKRATTEGSNMALKMLRQNS 

ITQVSIYEVDEKDCRKYCTTGIDGEP 


4656 


12707 


A 


5551 


1137 


1288 


RTLNLLKAMASRVLRI1LTGR*CLDVSIKI 
PL*ENLGESIMVDSLMVKVP 


4657 


12708 


A 


5552 


1 


1851 


MALKKADKQVLEPLMNLEVTVARDYLS 

PVLADLAQRRGNIQEIQTRQDNKVVIGF 

VPLAEIMVADLDDEFADLVLEEFSENFD 

LLPAEKLQTAIHKSDTKLRQQLPVUCGS 

ALK^AKGIQPL\LDAVTMYLPSPEE/L*PM 

EFLQWYKDDLCALAFKVLHDKQRGPTG 

FYAPFNSRPL*KPQLAHSnLMETATERIS 

RLLLPFADQHVEIPSLTAGNIALTVGLKH 

TATGDTIVSSKSSAL\LQLVEPNGREKRS 

TDKTMKAERLLLAGSGRFQEPVFFCTIG 

TPITV+GSQIWEHAFEMSFSVRIPVLKVR 

LDPDSGQTVLCGMGELHIEIIHDRIKREY 

GLETYLGPLQVAYRETILNSVRATDTLD 

RTLGDKRHLVTVEVEARPIETSSVMPVIE 

FEYAESINEGLLKVSQEAIENGIHSACLQ 

GPLLGSPIQDVGNYLYIP*QIHPWAPSTT 

YDFCLCLKMPCKKALERKADKQVLEPL 

MNLEVTVARDYLSPVLADLAQRRGNIQ 

EIQTOQDNKVVIGFVPLAEIMGYSTVLRT 

LTSGSATFALELSTYQAHESSRSKYTAQP 

EKWFDLNVLVFGRGNSGRHPRLLHFSV 

RNNFYCLYLLGRNKGTVSGTFRGT 


4658 


12709 


A 


5553 


2 


499 


RCQKAKFTPVNRRHHCRKCGFVVCGPC 
ISbKKr LLr bSKP VRICDFC YDLLS AGD 
MATCQPARSDSYSQSLKSPLNDMSDDD 
DDDDM/TVTKDTFGSI*SGEAL*EINFGG 
NARL*ALSLDCS\TMNLPEKLGTYVPQYI 
P*KEGAPAFCHSSHSSTGIGFCKYIR 




IZ / 1 V 


A 
rx 




1 An 
147 


315 


PHPCSFGGRALTPHWSTGLRLTPSAQ 


**DOU 
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JZ/1 1 


D 
D 


^^^^ 


1 AC 


50o 


VD/^'TDC\/I?13¥ XT AT /AOCT AtJtOT. X/H /^T?T»/^ 

Ar u 1 lOi V tcLNALvfccl-AFrCjLVJLGFrC 

NQFGKQEPGENSEILPTLKYVRPGGGFV 

PNFQLFEKGDVNGEKEQKFYTFLKNSCP 

PTSELLGTSDRLFWEPQESSRHPLELWKF 

LVGQMDTHHALHHRPRQQRR* 


4661 


12712 


c 


5556 


4 


165 


MCLSGNVYHLCACSCVVPGQCTTLSLQF 
STPMirVHLHLNPKEKPALGPIVLL* 


4662 


12713 


A 


5557 




1803 
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4663 


12714 


A 


5558 


2013 


2024 


KVAGSAGHLRRTVARDQAAAQRDPECA 

PTPSLARJLLQASCLLSLLLAGFVSQSRGQ 

EKSKMDCHGGISGTIYEYGALTIDGEEYI 

PFKQYAGKYVLFVNVA\SYnGLTGHVH 

LN*TAL\QEELAPFGL\VILG\FP\CNQF\GK 

QVEPGENFRRSFPNPSRYGPTKVGGFCSL 

NFPALLRKGDVNGEKEQKFYTFLKNSCP 

PT\SE\LLGTSDRLFWEP\MKVHDIRWNFE 

KFLVGPDGIPIMRWHHRTTVSNVKMDIL 

SYMRRQAALGG*RVGCPPFSFKILYFPSR 

VYSLGGGWSILFPPQNKGSFPKFPSRFLL 

GPP 


4664 


12715 


c 


5559 


2 


226 


MLLPLPPSPSPSTALPGLGFMnfiRPPPPV 

MLSVAPQTFCFISHSSPSSHRVSFSAFPCS 
VLPPPSQKFLHRTSF* 


4665 


12716 


A 


556 


213 


513 


GGKSLARRVPKGRMDGLLNPRESSKFIA 
ENSRDVFIDSGGARRVAELLLAKAAGPE 
LRVEGWKALHELNPRAADEAAVNWVF 
VTDTLNF\SFWSEQDEHKW 


4666 


12717 


A 


5560 


2 


1308 


ALSLLALPPASPP/AGRGRPAGPGPAPLP 

WHQGLPLTRPGPEG/PLPQGRLPSPPLQP 

TPAQPLLLPAFPLLPPAPGPRRVGFAFWC 

P*SPGLSPPGLPSPDFQTLPCG1SFL\PEMR 

KLESWSPAGEPSPPPAPPATRVSSRMQLP 

DPLTLLPPAGPKATFNSYGVypPPAPE/PS 

QGRVRGHPEFTGPLLHSSQGQEAAPLPP 

GPCCYGDTAF/PRTEGPPSLPPTTRARLSS 

PPPRFPADVVCVLSVSLVLCTPSLLVVPM 

*/PHPCCTGSLSSWLPPLLMMLLPLPPSPS 

PSTALPGLGEMGGRPPPPYMLSVAPQTF 

CFISHSSPSSHRVSFSAYPCSVLPPP*APA 

WAQDPILPARVSPPGRVPFPPC/PPPSHPT 

PGSEAPHS*PSVFLRKWLKATGPPAQPSA 

PPKPGNLGPHKPLWKLFSCASHSFPRSFC 

TELPF 


4667 


12718 


A 


5561 


3 


259 


FLFWVFQIPAPFPEYVTDLCICTPTSASPN 
GYLLA\GRDKAORL\WERLRVVF\ORAI R 
DGA*AGEAGG\STPNTVTMEMQCPPGNA 
S 


4668 


12719 


A 


5562 


2 


329 


AGVQWRNLCSLQAPPPGPRSFSRLSLPSS 
QVAGTYRRPPPSPANFLYV**RRGFTTV 
NQDGLDLLTSGSNPASASQSAGISGVSHR 
AQPSFTFFRLACHVFVRHCHLPT 


4669 


12720 


A 


5563 


3634 


4389 


LIQFLLLHSIGLYSYTTICLFILLLMEYWL 

FPVFSYYYYYFFFLRRSLALSPGWSAVV 

QSRLTATSASQVQTILLPQPPE*LGLQVC 

ATTPS*FLYF**RRDFrMLARMVLIS*PR 

DLPTLASQSAGITGVSHRAWSFLFVLFFF 

*TESHSVAQAGVQWHDLGSLQ\PAPLRF 

K*FSCLSLPSSWDYRRPPLRPANFFVFLV 

ETGFCHVGQAGLELLTSSDLPALASQSV 

GITSVSHHTRPGMSFFITSHKL 


4670 


12721 


A 


5564 




369 


LQPQPVPGLNQSSLLSLLSSWDYRHMPPY 
PANF\*YFPETOFCHVAQTGLELLSSSDPP 
YSASQSAGITGVT/HRA*PRFTLCTGLIRG 
QHGEKGLAQGHNVRASSSIQGSWTWG 
LRGLFFPHH 


4671 


12722 


A 


5565 


161 


231 
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4672 


12723 


A 


5566 


1 


1401 


MQIFDYNSEITDPGIQQEAAGLEGTRKP 

WNISMLLTTRNISLCQWFSKCGPEPDTST 

SWGTPQKEHCHLVNKVGVDSLRMRGY 

MHGIIQPLNLFQESQLMPQTLFPFHNFQN 

CFFEELHKWRCP0YYENNVRKMQLPFS 

ARRREEKLQLDQERLDRLLYVQELLEDG 

QMDQFHKALIELNMDSPEELQSYIQKLSI 

AVGAG*AENPPSGSQPR/EWDVV/TTASQ 

RPLTWEQLEPSLEDVESMNDEDPLFSEE/ 

D/TLEWRSRSP/RVQPVFNLAAYHQLFVG 

TERIRAPEnFQPSLIGEEQAGIAETLQYIL 

DRYPKDIQEM\LVQNVFLTGGNTMYPG 

MKS\RMEKELV\G*DPSRLSFKVNLASNP 

CAGM/DWYGGLVNWALNHLDDNEVWI 

•mKEYEEKGGEYLKEHCASNIYVPIRLP 

MSCLPLLRCPRHPSQGSAAGGGGAG 


4673 


12724 


A 


5567 


2 


131 




4674 


12725 


C 


5568 


170 


394 


MKTNGYQGRVQWLTDLVLNLKSRPVQS 
SRFSLGNMVKPPSIQKLGKAWVACTCCP 
SYSGAGAGGWHEPRSLRLQ* 


4675 


12726 


A 


5569 


2 


583 


DRKGLESSPEPPSDCRRPPGMDLLAISVPV 

LLAPSPQPVPQSWPSG*CGRQAPCVLES 

GHSAGAGVSSWDGPPVPCKCPPHPGLSO 

AHPGKTFGPKNLHMVPSGGAQAPGPHK 

ANQQSWPSCPPVPRSRPPTFSHIAENPME 

RKSFAQGSGAGNWQRKVSNPHPWELQV 

FESPSRPCVKNGRAAGLVTGGFREG 


4676 


12727 


A 


557 


584 


827 


FLFYLFIFFETGSHSVNTRLECGDTIMARC 

SLNFPGSSPPPASASWVAGTAGVLYHT 

WLSFAFFRRBGVSRVARAGLQLLAW 


4677 


12728 


A 


5570 


3 


312 


FFLNRQGLALLLKLEYSGMUDHCKPQIS 
GAQV1LPVSASWVARPTGVYHHA*LIFF 
KWGREVETESCYVAQAGLELLASSDPPT 
STSQRAWMTGLSHCAWPA 


4678 


12729 


A 


5571 


1 


121 


IFHVLKNCQTRSIYLALMSFKNEGEIKjMF 
SNIQKLKEFlTDRSK)a.QEMLKNAL*AERI 
YY 


4679 


12730 


A 


5572 


2 


228 


FETGSHSMFWAGVQWYNHSSLQPRLPGL 
R*FSHLSLPSSWDHRCTPPRPCNFSIFSRD 
GFSSC*SGWSQTLGLK 


4680 


12731 


A 


5573 


1 


1896 


MVSQGCRSREMR0AHAGWDSPTALHM 

ARGLGRRVFSAPRHTEGGTPDGNSHLSP 

NQKMEKLTEKGCKQLRQGGLCVRVSDR 

TVRSVQETTAITATLKGSLGTYCRGTRN 

LLTAEGFMPHASVCIQSKSGKVARNTVQ 

GFTAHGKAVLEAAVSASGPAGTWGCLR 

DCWPRSVSWLLKPERAATLVGHGCRKS 

GCPPGLGGSAKM/PPRHQSAAPAGRGRC 

PCWGPEPTSGSLSNQQWLPG\ALHAPPLP 

SAPLLGPPLLSRTVDTGPGGSGREVEATT 

CGRRLKDKDSEHAGAGSRHHQSQVTGS 

LGEERAVRAESPGFrjPAFFl RRTOfJAVO 

TRAVTAGSSVEKINTKLETCDCDASEEE 

VLGGDNVETEERSVCVPEPVKMTLFEKR 

VFADHRCLARWAPAATNRRDLVNTLIPG 

HGPSCSLVAFJL/APPSPRPYP*PAARCWW 

ASDFPERGKRLRPAHSSFPVPAPPCVPVQ 

SQSGPLPCTPRHFPLPFPAPAFGICRGPRA 

APGG/SKAVATQRPWWLYAPGTAPGGL 

PWVAVPGHNKSIPPQPVSNLTETPLNAP 

QSSWAALGSKRLGQGCSHGFFAFSFTAD 

VCTNDDTLSNANSLTEVLATEIKHDINLA 

NEGLAWDRGWDYQGKDMLSL 
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4681 


12732 


A 


5574 


1 


475 


FWKSPYSVQPRTEARAQGNKQKEFRET 

APGSSSKADTKSEHLWALLPSRRWGGS 

QTQHPPLAREPQFLACGPMKDIRLADWS 

TPLLSNPS*KLP*ICQSCPLEQEGKQKA*D 

ARGVPSFPELQPPSGLTAQGQTHRPHPD 

LRMTCGRrWHFFLAK FLH 


4682 


12733 


A 


5575 


2 


468 


SRGILADPPRPGGQPDFLQP*PTRVAALS 
GLSNQDTDLGHLMRRQPQVPAGPEAET 
AASRTALPCAVNPWTVLRATLPDLDCIQ 
TEACGMKPSAVSKFLVPRQYVPRLPFKV 

AVMAVVSCTLRTVLSLTLTHSPPCRSCL 
QPFSVSFSIFWFGDK 


4683 


12734 


B 


5576 


90 


1686 


XWWEPSPFQPQRDSLKVTGLQRAAFNP 

VAPTHSFKDQHPMPSFCHFLSGPVPSSRT 

TLATGRAAPHSSPLKSLVQGYAPWQTS 

MSCDYQPPRRQEHKETSRRNSEKQLQAP 

AQRPTPKANTSGRSCLQEDLLPEAQPGL 

SVPVCHPCPLLHAARJLAVSAAAAIRGLE 

VAEAALVCAQKLLAACSSHSLITVWSRG 

KVKETGLPSTVQAVSELLQVLLCKQKAG 

GCTPDQGPHTSKVLTEASSLPRISRMCLL 

QPGPFSDNIPLGTATLTPAATAATPGPLL 

PCTKHGNPLGHGLTCHYPLAPLPLPPAP 

HVRFAALSCLERSAGCCLCTPSCRITTVG 

GSVGSCASELNHRACFSLPLMLGFQAPI 

ATHQWLFSVRNDKNTLDTPRSAGCDGA 

HRPRQEPAPDGPIVLLCLEPMPAPGSYPG 

GAPVSGHRQVHPQQWQVQHLGQSGGIR 

TGLGANCGKSHDSAYKKGGDVCFPGEM 

VPVVHQILKGVQHPNKCRGHWGTLVQQ 

KQPWTGSRGPTADQLHPKNSSLTLVFPS 

R* 


4684 


12735 


A 


5577 


171 


1631 


GLPQAGADSDPRTRPFLLLGGLPGLPSPR 

PYP*PAARCWWASDFPERGKRLRPAHSS 

FPVPA/PPMRPRTVPVRAAPPHPPSFPTSV 

PSTGIRHLPRAEGW*TGQ*RNTPNKSRRR 

LSPLVTPGSCRSSPTQSPGPSGTTVEMPA 

RRWCAGATGPGATSP/SSLKVKETGLPST 

VQAVSELLQVLLCKQKAGGCTPDQGPH 

TSKVLTEAS/SSAPHLQNVLAAARSIVSDN 

IPLGTATLTPAATAATP/EASPPLHQAWQ 

PS/TAMASPAITPWPHYPCPQLRMSGLLP 

CPA*NAPQAAVSVPPPAE*RLLAALWVH 

VLRN*TTGPASHCH*CSASICPPSPPTNGY 

SVSAMTRTPWILPDRLAVMVLTGPGKSQ 

PQNd/RPIVLLCLEPMPAPGSYPGGAPVS/ 

AA*AGTPPAVAGAASRAVGGHPHRPGC 

KLRQIP*FCIQEGWGRVFSRGNGPCRASD 

SQRGPAPKQVQGSLGDTGATEAALDWE 

SGPHCRPAPP 


4685 


12736 


A 


5578 


718 


2209 


IPSACFLVLLPSWWLVVAAHGSLPGRVA 

LDQAFQWTRVRGCSACGKGCPAAG/PQ 

AQRGSGRSWAWDAGP*RSVWGPLG*TQ 

PAAAL*P*VSPFVAGKGLAPTnLVGTAI 

QSILQGLILSWNPGGEPAG+RNDLGAGG 

RACCPDEDDQIRGGAVLAEVT*QCSCSP 

MPDAAHHRHRVRVGVSGAAVCPQWEL 

GGHGGNARPDAGRGVLRSCRGTRNLLT 

AEGFMPHASVCIQSKSG/TSGTQHCPGV 

HCTWQSCPLPSAPLLGPPLLSRTVDTGEE 

GHPVDASWTPSTPREPGRWAHCLPQRK 

P/PLGPREARASVPPAHSGTVAGEAPPVIS 

l-IPP/^PAPAPnir'I>/*3PP An ATPAl PAPPA 

DAPVKAAV/PAHTGAAS/EPARHVRPFPT 

ATAPFTFPSAVHKGSGFSTSLQTLVIFCC 

VLMVAIPMGVRWHLTVVLWTNLAVISR 

VPISVCALDLSFISVPCPLRCWCWWNRV 

SPKLASPGCSECDLCGQMRVMVSSHFSV 

E 
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12737 


A 


5579 
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354 


LPSSWDYRRPLIFVFLVETVGFNMLARM 

X/CIQ+pi r^PDriT Ad3Qrkl?Tin\/CIJl> A lin T* 

V o 1 r LL^r r UXv AoK b JL^bllu V oHKA WLIL 

S**KGERKSTNVSHKEGLG*WSRATVLQ 

VYSVGFWEVPFQGCPQSQSYFHNNTNM 
LFAF 


4687 


12738 


A 


. 558 


442 


626 


VEEGGSEAGWALRIKCINGVSPKIWLQL 

LHFPQIFNGSFVKLNKASVNTLRIVEPYIT 
WST 


4688 


12739 


A 


5580 


1 


1263 


MAEEQGRERDSVPKPSVLFLHPDLGVGG 

AERLVLDAALALQARGCSVKIWTAHYD 

PGHCFAESRELPVRCAGDWLPRGLGWG 

GRGAAVCAYVRMVFLALYVLFLADEEF 

DVVVCDQVSACIPVFRLARRRKKILF\YC 

HFADLLLTKRDSFLKRLYRAPIDWIEEYT 

TGMADCILVNSQFTAAVFKETFKSLSHID 

PDVLYPSLNVTSFDSSCS*KAGMT*SPRG 

KNSWLLSINRYXEREGKIWTLGTGKALV 

QLRGRLTSQDWERVHLIVAGGYDERVL 

ENVEHYQELKKMVQQSDLGQYVTFLRS 

FSDKQKISLLHSCTCVLYTPSNEHFGIVP 

LEAMYMQCPVIAGNSGGPLESIDHSVTG 

FLCEPDPVHFSEAIEKFIREPSLKATMGL 

AGRARVKEKFSPEAFTEQLYRYVTTCLLV 


46S9 


12740 


A 


5581 


200 


705 


LSQTUTVLYPSLNVTSFDSWPEKLDDL 

VPKGKKFLLLSINRYERKKNLTLALEAL 

VQLRGRLTSQDWERVHLIVAGGYDERV 

LENVEHYQELKKMVQQSDLGQYVTFLR 

SFSDKQKISLL/RQLARVCFYTPRQ*GTL 

GIVPLGRPCYMAVPOFICCLIRVGPFGSSI 


4690 


12741 


A 


5582 


1 


259 


ERGSRSIARLEC/SG/AISAHCNFRPPGSSD 
SSPSACRVAGITGTRHHPQLFFVFLVEM 
GFHHVA*DGLKLL/NFMIHLPQPPKVLGL 
QV 


4691 


12742 


A 


5583 


94 


395 


PIIITYFEFLNGYIISQKIKFSHHQLQKIDFL 
P*TWHLFLIEQR»N1LMEGNQFSVTDDVK 
ILFSGKLYSHSKIQSMLL*LVTRE*CYMF 
NCNICLLSFSSLSVIINDLQNP 


4692 


12743 


A 


5584 


3 


270 


FFEAGSHSGCPGWSESGAIIAHCSLDLPG 
SSNPTSAS*IAGTRSMHHHAHLIFVFLVE 
TGSPYWQPSLKL\RVQAILPPRPPKVLG 
LQA 


4693 


12744 


A 


5585 


13 


775 


YSVRGLVPAERRTPYPGSIVAPADGMVY 

ALEGMGPDTAPQAQVRVYEPRRDCWLS 

LPSMPTPCYGASTFLHGNKIYVLGGRQG 

KLPVTAFEAFDLEARTWTRHPSLPSRRA 

rAGCAM\AEGSVFSLGGLQQPGAPQL\YS 

RPHFVNTVFMFDT FHfi^ WT/TT A PHP a t4P 

G*EGQTLWLGPLGATLWPLGALETSHVL 
WALLESFSLARRRWEALPAMPTARCSCS 
SLQAGPRLFVIGGVAQGPSQAVEALCLR 
DGV 


4694 


12745 


A 


5586 


I 


936 




4695 


12746 


A 


5587 


1 


1023 




4696 


12747 


A 


5588 


3 


345 


LNLLMYFRDNVSFCHPGWSTVM*S*LA 

AASNSW\VT*SSCFS/LPSSWD*S*LPPCP 

ANFFFF/CQ*RQNLIMSSRLVSNSL\QPQV 

MLLPQPLKALGLYRVSHHASVKVFNVLI 

MM 


4697 


12748 


A 


5589 


1 


430 


GDGVLLCRPG *STV ALSQFTAISAS WWK 
RSSCLNLPSSWDYRCAPPCPAKFCIFSRD 
GGFTMLARLVSNS*PQMIHPPWPPKVPP 
LPACVWYFSMACNFLYTPSFFLRLFCQQ 

PKMEKAALCQGSPKTVKSCESQMFTFNF 
F 


4698 


12749 . 


\ 


559 


3 


398 
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4699 


12750 


A 


5590 


3 


389 


GVSPCWPGWS*TPDLK*STRLGFPRCWD 
YRLLEVDPCTGHSLYL*KDPPVLPLPAEG 
CDYQGKEYALSSCCDKSYLLPDYRTKFL 
CCHPERGTWFCLGTVGGCYAPIQSFGIAD 
EQAWLQHGSGAVYLC 


4700 


12751 


A 


5591 


3 


53 




4701 


12752 


A 


5592 


363 


777 


DMRPQLCSVDNHREQRAEFINIYQHQFF 

FKPFSCLSLLSSWDYRHMPPSLANFFCIF 
SRDRGFTMLARLVLSS*PQ/CDPPALASQ 
NAGITGMSHHAWPTPTFSYLLNTQD 


4702 


12 /Di 


A 

A 




i 




LYKQQFKFTYVY/mCLLVFQFQIILLES 
FPFLKIILL*SL 


4703 


12754 


A 


5594 


1 


281 


FFFAPETESYSVAVRLECSGTILVHCTLCL 
PGSSDSPASASQVAGTTGACHHTWLILVI 
LVE1GFHHVGQAGLG/1S*LQV1RPPWAP 
KVLGIIG 


4704 


12755 


A 


5595 


2 


369 


FFLRWCFALVAQAGVQWQDLGSLQPLP 
PGFKRFSCLSLPSS*DYRCPPTRLANF/SV 
FLVEMGFHHVSQAGLELLTSGDLTTLAS 

QSAGTTGVSSRAWPDLYLFSYLIEKTSPF 
KFSIPFHLEl 


4705 


12756 


A 


5596 


432 


1490 


KKGCGKPGELCGCMPSSWKNAYCPTAQ 

QTAQEYLSSPCGSAAPCLP/DRASSSSRS . 

VEASSLDSAPG'nSAAGSPSPRPFGGEYH 

HPGPGANNEPTPPAESIVVPSWP*GCHSS 

VAVEKLSLAPGTPT/SDLPLLDSSMNRKA 

PIPVFGLSASSLLPLKDARASE-nSSR*™ 

Q*FFGKDVH*TQNSLAQSLQHSSGPQLL 

WGKTGNSQSSFPQAG*HSRHKEGCWRE 

PSHKPLEPHSLSQHHGTASSARIPEVPPP 

HSLGHSPACAWRSSSPRPPRPLAALPGC 

RRRRGAGSSHKAPDRSTARPGRCGRRR 

GRRGARRGCGGGSRGPSHSGPQRSESAP 

PAGAHTRLQPLRSHSLH 


4706 


12757 


A 


5597 


1 


2163 


MARMSFVFAACQLVLGLLMTSLTESSIQ 

NSECPQLCVCEIRPWFTPQSTYREATTVD 

CNDLRLTRIPSNLSSDTQVLLLQSNNIAK 

TVDELQQLFNLTELDFSQNNFTNIKEVGL 

ANLTQLTTLHLEENQITEMTDYCLQDLS 

NLQELYINHNQISnSAHAFAGVLKNLLRL 

HLNSNKLKVIDSRWFDSTPNLEILMIGEN 

PVIGILDMNFKPLANLRSLVLAGMYLTDI 

PGNALVGLDSLESLSFYDNKLVKVPQLA 

LQKVPNLKFLDLNKNPIHKIQEGDFKNM 

LRLKELGINNMGELVSVDRYALDNLPEL 

TKLEATNNFKLSYIHRLAFRSVPALESLM 

LNNNALNAIYQKTVESLPNLREISIHSNP 

LRCDCVIHWINSNKTNIRFMEPLSMFCA 

MPPEYKGHQVKEVLIQDSSEQCLPMISH 

DSFPNRLNVDIGTTVFLDCRAMAEPEPEl 

YWVTPIGNKITVETLSDKYKLSSEGTLEI 

SNIQIEDSGRYTCVAQNVQGADTRVATl 

KVNGTLLDGTQVLKIYVKQTESHSILVS 

WKVN^sMVMTWI KWSSATMKIDNPHIT 

YTARVPVDVHEYNLTHLQPSTDYEVCLT 

VSNIHQQTQKSCVNVTTKNAAFAVDISD 

QETSTALAAVMGSMFAVISPASMAVSFP 

KRF\RRKNYHHFIKKVLWQKTS\SIPLN£ 

L\YPPU*PLGKVDSEKDKDGSADTKPTQ 

VDTSRSYYMW 
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4707 


12758 


A 


5598 


50 


824 


SLLKPYYVRIFTKEKSYKCKECGKFHKS 

CSRH*NHK1IHTGEKHYKCEECG\KVFNH 

C^QUAQKKIHAEKNSDFKECGKAFNNY 

YELTHQRFCAR*KQCKCNDTHY1YLWK 

IJV lis.'KJ^'blt^CjVMIVlHYlLl WKDFKNI 

SLRVHKSFYTEEKHYKYKDCCNTFTYVT 

DFVVHRRIYTER*PSNSCSNFIPF*IIYIGK 

KPYNCNEYEKNCLKSTP*KTLV*GRARW 

LTLI1PAPWE\AKAGGSRGQEIETTMKPCL 

y 


4708 


12759 


A 


5599 


1 


2043 




4709 


12760 


A 


56 


939 


1603 


GHSANVm^GPEENPALPTPELVSPPRGC 

RQSSRPSLRRHKEEKAK*KSPQPT1LRPPP 

APPTGSLQAPKGGARPPSRPRPPPPRPAA 

PNPVRPLPPPPSPE/PGRSSCPAPPTTRTTPR 

\QSQTHRPPP\SSAYEKKDAARAPTATGR 

APRRPGLRPKSWMPEQEKEPPTDRSIDR 

TPVPSPYQTREGGRA\PRASSI*GPDSPAT 

RQDGSSGPHRSYRPGCVAR 


4710 


12761 


A 


560 


1 


960 


IMATSATSPHAPGFPAEGRCGYYVEKKK 

RFCRMVVAAGKRFCGEHAGAMEEEDA 

RKRILCPLDPKHTVYEDQLAKHLKKCNS 

REKPKPDFYIQDINAGLRGETEIPEQL/CL 

NSTLTDHIMSHPALHDALSDPINGDSAT 

KHLKQQASIU.GN1ENLKLLGPRRCFVEF 

GAGKGKLSHWVDIALKDAEKVHFILVE 

KVTTRFKVDGKHRKKNSVFERLQIDIQH 

LCLNKIPVLREEKLPWGIGKHLCGMAT 

DLALRCLVETYAASFEERNEEPLAKRIK 

NDKTEKEIYTLAKEGNEKNVPEKWNPV 

AGIVIALLCHHRCDW 


4711 


12762 


A 


5600 


18 


403 


FCIFSGDGVSPCWPGWSRIPDLR*SACLS 

LPSSWDYRRPPPRSANFF\*FLVKTGFHH 

VGQAGLELLTSGDPPASASLSAGITGVSH 

CTRPMYAFLKQLNFHIIDKSDYRLYRKL 

YLKATTMVFRYAFL 


4712 


12763 


A 


5601 


2 


497 


ETESHSVTQAGVQWCDLGSLQPPPPRLK 

RFSCLSLPSGWDYRHVPPHLANVCIF**! 

WCFTMFARLVFNSRRTPSDLITSAS*SAG 

ITGVSHRA\RLCIFYFYFFVAEMVRMSCF 

VTQVGLEFVALSD\LPPWPPKVLGLQA* 

ANSAWPVFYCNSFFHSHLNAFPM 


4713 


12764 


A 


5602 


3 


303 


LSCFPQATFFFFIF*DRVLL\CPGRSTVVQ 
SQLTAALTSRAQGSSCLSLPTKWDYRHV 
PPYSAFFLFVLDKSLALLPRLVLNSWAQ 
AILPPQPPKVLRLLA 


4714 


12765 


A 


5603 


122 


525 


QFFFFEIGSLSVAQVGAQWR\STSPLQPW 
SPGFK*FSHLSLPESWEHRPMPQGLDNFC 
1\FVETGFRHVAQAS1KLLGSSDLPALASQ 
SAGMTSMSHHAWPIVKNFVCIYYVPDIV 
LSMLSVKSINIHINHVRGLQ 


4715 


12766 


A 


5604 




198 


LTGRL/SKCEVVSWRFDVQLKDLKRWQ 
NHLLLSQQLAC1VLTSAGIMDHKEMR*K 
HTGGKSLGFFF 


4716 


12767 


A 


5605 


156 


1047 


vpagearvqwhdlgslqpppp\gssdsp 

asssrvagitgiktntickkcaqnvqlyg 

tpkpcqycnllaafignkcqrctnsekky 

gppysceqckqqcafdrkddrkkvdgk 

llcwlctlsykrvlqktkeqrkhlssss 

raghqekeqysrlsggghynsqktlsts 

siqneipkkkskfesittngdsfspdlald 

spgtdhfviiaqlkeevatlkkmlhqkd 

qmilekekkitelkadfqyqesqmrak 

mnqmekthkevteqlqaknrellkqa 

aalskskkseksgaitsp 
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4717 


12768 


A 


5606 


156 


960 


VPAGEARVQWHDLGSLQPPPPXGSSDSP 

ASSSRVAGITGIKTNTICKKCAQNVQLYG 

TPKPCQYCNIIAAFIGNKCQRCTNSEKKY 

GPPYSCEQCKQQCAFDRKDDRKKVDGK 

LLCWLCTLSYKRVLQKTKEQRKHLSSSS 

RAGHQEKEQYSRLSGGGHYNSFSPDLAL 

DSPGTDHFVIIAQLKEEVATLKKMLHQK 

DQMILEKEKKITELKADFQYQESQMRAK 

MNQMERTHKEVTEQLQAKNRELLKQA 

AALSKSKKSEKSGAITSP 


4718 


12769 


A 


5607 


1 


354 


ETEFPSCCQAGVQ*HDLGSRQPPLP\GSS 

DSPASASRVAGITGMHH+SRDVLIRILEL 

EEGLELCPHFSVRNLPKTGQILTLMLSLA 

PVKLAPQPKLSWMELTRHSRLWAALSG 

GGQV 


4719 


12770 


A 


5608 


3 


403 


YIFSRDRVLPCFPGWSQTPGLKQSARLCL 

PKCWDYRREPPQLAED/SYFQFRASLKM 

TL*G1VSMV/PLLQKLLWMCKAQGNQAE 

EGTGVALPEREASSWSCLLQLPFPVDEP 

CSSFKRRESEKEPSPNGFPNLNI 


4720 


12771 


A 


5609 


340 


1015 


VGSVEEFQGQERSVILISTVRSSQSFVQL 

DLDFNLGFLKNPKRFNVAVTRAKALLII 

VG\NPLLLG\HDPDWKV*APPPHSPS*WP 

QPLPRAGGSFL$ACLSLS*SSDVSIFTASL 

LYL'VK'HPfiVfiQVQLRWDRTVA'PPVS 

AGHSSVPHRFLNEFCKENGGYTGCPFPAK 

LDLQQGQNLLQG/LWSKLSPSTSGNPHSH 

GLTSPREREGERGPVFCKWEPEWRNEL 


4721 


12772 


A 


561 


111 


349 


SLDSDSGCKAYVGDEY\LPGP\LDLHAQP 
SLLKEHEEEKMFTLKGNRLPAADVKMIF 
FVRPRLELMDIIAENVLSEDRRG 


4722 


12773 


B 


5610 


769 


809 


GFPIIFHGVMGKDEREGNSPSFFNPEEAA 
TVTSYLKLLLAPSSKJCGKARUPRSVGVI 
SPYRKQGASEDLEDIKDFEGGFSKKNSK 
AQERSVILISTVAKRPRALLQLDLDF* 


4723 


12774 


A 


5611 


99 


341 


SELGTVAHTCNLILPSSGDYRRPSPHLAN 
F\*FLVEMGFHHVGQSGVELLSSGDSLAL 
ASQSPGITGVSHRAQVPPPFFFF 


4724 


12775 


A 


5612 


1 


1795 


MRQSHQLPLVGLLLFSFIPSQLCEICEVSE 

ENYIRLKPLLNTMIQSNYNRGTSAVNVV 

LSLKLVGIQIQTLMQKMIQQIKYNVKSRL 

SDVSSGELALIILALGVCRNAEENLIYDY 

HLIDKLENKFQAEIENMEAHNGTPLTNY 

YQLSLDVLALCLFNGNYSTAEWNHFTP 

ENKNYYFGSQFSVDTGAMAVLALTCVK 

KSLINGQIKADEGSLKNISIYTKSLVEKIL 

SEKKENGLIGNTFSTGEAMQPSGVLPLN 

GCSTTTLAVACSTGHRKCASRALENRCR 

SPAAKVTKNKRLSNCQTGQRKLRRCDN 

RMQCGVLDRILEQKEDISGTTSEIQIKWG 

VELHSVSRWRLGKVAMEMVQCQKAGY 

PERGDGVGAVAEGPNIKVAGGLRELETR 

KTALPENESSQEHAFITITLQHLVQGLAH 

SGYSVLSKCLLNENRAMQKHGTVWTQQ 

IQSSAAEKSEKTMSWDRLGRGTAHSWQ 

ACPVSLKKQAVEGAHQEEQCKRRDEMR 

PGESDLVTMASGRDALLCGRCCQQAKT 

EELTITVPRLGEQREAPLPCSTPPGSTPPA 

AK\PRPSAAPDGPSS*SPGARRQVARPRR 


4725 


12776 


A 


5613 


12 


367 


LGGASEATGASAAQPPPPPPAPRAPNPAP 
GPAPAQR+SALDPPLPGRAPRSFLKGPRP 
ATARPPG/WRLQSPLP+PESPPDTRGVRG 
EAPAPADPAAGPRKSKSDCLAAVIRCLC 
RAPR 


4726 


12777 


C 


5614 


231 


302 


MNSFLVFFPLYVQMYMLRLNFCA* 
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4727 


12778 


A 


5615 


194 


737 


eggvclswcgwfgpvccdytpplpepr 

dgclc/plpkmppappmlpiqqsfqpfqe 

rpgpspvpetasppagn*ishlsegppntq 

wspgfkpwgvchl*/cghvgvpplicpap 

cple/ccpsgcvdsgafpqkhspsgsgpe 

TAAGPSHLNDNWQRLGFYELLSGIFCRA 
PNKCICYVSIFVLK 


4728 


12779 


A 


5616 


2 


360 


PRVRDPRVRPRVRRRIYKPLRTRDELDQ 

FLDKMDDPDY/WPAVDFFSGDVMIHPVT 

NRPADKkSFIPSLVEKEKVSRMGHAIKM 

GWIQPRRPRDPTPSFYDLWAQEDPNAVL 
GRHKMHVPA 


4729 


12780 


A 


5617 


1 


2072 


DSGSDSSEDDDEGDEEGEDGALDDEGHS 

GIKKTTEEQVQASTPCPRTEMASARIGDE 

YAEDSSDEEDIRNTVGNVPLEWYDDFPH 

VGYDLDGRRIYKPLRTRDELDQFLDKM 

DDPDYWRTVQDPMTGRDLRLTDEQVAL 

VRRLQSGQFGDVGFNPYEPAVDFFSGDV 

MIHPVTNRPADKRSFIPSLVEKEKVSRM 

VHAIKMGWIQPRRPRDPTPSFYDLWAQE 

DPNAVLGRHKMHVPAPKLALPGHAESY 

NPPPEYLLSEEERLAWEQQEP\SERKLSF 

LPRKFPSLRAVPAYGRFIQERFERCLDLY 

LCPRQRKMRVNVDPEDLIPKLPRPRDLQ 

PFPTCQALVYRGHSDLVRCLSVSPGGQW 

VLVSGSDDGSLRLWEVATARCVRTVPVG 

GWKSVAWNPSPAVCLVAAAVEDSVLL 

LNPALGDRLVAGSTDQLLSAFVPPEEPPL 

QPARWNLEASEEERQVGLRLRICHGKPVT 

QVTWHGRG\DYWPLVLAPRGHTGVLIH 

QLSRRR\SQSPFPCTHV*VHRVAFSPARPF 

L\LVGPQRSVRL\YHLVLRQELTK\KLMP\ 

NCKWVCQPGGCNPAGDN\VICGSY\DSK 

LVWFDLDLSTVKPYRM^ie^lH/HRRALLA 

VAF\HPRYPLFASGSDD\GRVIVCHGMVY 

NDLLQNPLLVPVKVLKGHVLTRDLGVL 

r>VTFHPTOP\WV\F<?<?fiAT>(iTVVR7 FT 


4730 


12781 


A 


5618 


1 


X 214 


QDSALLQLL*nYPVYNLSPAGQGRLDLF 
SCLLRHRLKLPTSEGVRTVQSALQAFKGP 
NAQTQWIYGHDPN 


4731 


12782 


B 


5619 


58 


280 


IHCAISKIDIEKDIQAVMEETAILSTENKS 
EFLLTDYFEEDPNSAMDKERRKSLLKPK 
LLRLQRDIEKASKDKEX* 


4732 


12783 


A 


562 


223 


747 


CIGKVYVWLGGVGWLQKSWGTPLFSPH 

PPGRPRSFAKGHSPPQGILGVGLGGENRI 

LVIIFNLIYCTYLGQGLGEVEGGEGSPLS 

APPTPFLRRFVCVXGPHPLPIPHCCLDVVL 

FFYRSPFPSSPFSPPPHPLLPLPFVSCSFLG 

FCTTQLVYTVYTQPAKRKPNGKHFKKK 

KK 


4733 


12784 


A 


5620 


2 


785 


HFNMRDPLTDCPYNKVYKNLKEFSQNG 

ENFCKQVTSVLQQRANLEISYAKGLQKL 

ASKLSKALQNTRKSCVSSAWAWASEGM 

KSTADLHQKLGKAIELEAIKPTYQVLNV 

QEKKRKSLDNEVEKTANLVISNWNQQIK 

AKKJaMVSTQET*STFPSL*ESS/ARQSlVI 

TEKEKRKLLNKLTKSTEKLEKEDENYYQ 

KNMAGYSTRLKWENTLENCYQSIL/ESW 

RRKEFNFYAITLNQYSQHISLFGQTLTTC 

HTADSLCHQOD 


4/j4 




B 


5621 


13 


543 


MFLAPIAVSVRRFFXVKASVYAYTMFFS 

TPYHACDQPGEAVLCILSYDTLQYCDFL 

GSGAAIWVTILCMARLKTVLKYAYRCG 

HRRQCYPTLWQRWAFYLLPGVFMASVG 

lAIYTSMMTSDNYYYTHSIWHILLAGSA 

ALLLPPPDQPAEPWACSQKFPCHYQICK 

NDREELYAVT* 
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4735 


12786 


A 


5622 


1 


1798 


MLCFYAGSCRHFRSGAPPVINPLGTSFPD 

DTAVQPSFQVGYPLSTTPRSNASVNVSH 

PAPGDWFVAAHLPPSSQKIELKGLAPTC 

AYVFQPELLVTRVVEISIMEPDVPLPQTL 

LSHPSYLKVFVPDYTRELLLELRDCVSN 

GSLGCPVRLTVGPVTLPSNFQKVLTCTG 

APWPCRLLLPSPPWDRWLQVTAESLVGP 

LGTVAFSAVAALTACRPRSVTVQPLLQS 

SQNQSFNASSGLLSPSPDHQDLGRSGRV 

DRSPFCLTNTOVTREDMDVVSVHFQPLD 

RVSVRVCSDTPSVMRLRLIOPGMDSGGS 

LTISUIANKTEMRNETVVVACVNACLAL 

PLAIJQL^LNCTTAFFQGYPLSLSA\GSRRA 

NLnPYPETDNWVYLSJLQLMCPENAEDCE 

QAVGPRWEDHLCrWGALF^TDCGPYGQ 

L.\oi^LKKrld I L YAoCoCaAO WRu W 5CTD 

PSPSSVRRFFLVEASVYAYTMFFSTGCG 

VGGQDRAHGASPQFYHACDQPGEAVLC 

ILSYDTLQYCDFLGSGAAIWVTILCMAR 

IXrVLKYVLHXGTLVIAMSLQLEPQGH 

VEHLGGPASLPS 






A 


Sfi71 


171 


901 


APPPPirvPT TfMPirxnjriT rjvvTUAnvTDCT 
i\r\^rrj\, i jgl* i UNr JSJNr v^JLVj v v i JtlAdNJr ol 

LGGRGGRIT*AQEANLANMAK\PCLLNK 


4737 


12788 


A 


5624 


571 


690 


CQQGFSFLQAYGPAQHAIS\MRKFKAKY 
PDYEVTWANDGY 


4738 


12789 


A 


5625 


130 


943 




4739 


12790 


A 


5626 


45 


473 


GEPGRRNMAVADLALIPDVDIDSHGVFK 

YVLIPSPLGLPAPGIRPAESKEIVRGYKW 

A\GHHADIYDKSVGATCRKQGLRTVSV 

WTAGPHLPTKSPGQERFT*YG*FHGPMV 

IJKNA^aM.RKSKAKYPRLTEVTLGLNR 

PAT 


4740 


12791 


A 


5627 


3 


348 


TLRLTHLHTDTOQ/HSHSYTHTEIHTPIfr 
PHTETQTH*YTYALQ/PLRSHLIFLRQSRP 
QNGNAPLCEFSPHSPDVLQTLLHLTSVV 
VKIPSTSLLMCRSSGGAQCRESLDQHEG 
VGP 


4741 


12792 


A 


5628 


3 


331 


FFEMESPSV/SQAGV*G\PNLGSLQPPPPQ 
FKQFFCLSLPSSWDYRRTPPCPANFWIF*\ 
KDGVSPSWP*WSQSLDLGLFKFIYFFKET 
ULCTQSSTTTnTKRTTRSSHR 


4742 


12793 


A 


5629 


3 


336 


SHSVAQAGVQWHhaX3SLQPPPPAFK*FS 
CLSLPSN*YYRRP\PPHPADF\*FLVETGFS 
HVGRAGLKLLTSSEPPACASQSAGITSVS 
PPCRAHTFELIPLCPFLFWPLFCP 


4743 


12794 


C 


563 


238 


267 


MQINSQMER* 


4744 


12795 


A 


5630 


1 


• 267 


EMESCSVT\RLECSGAILAHCNLCLLGSS 
DSPASAS*VAG1TGMCHYTRPTFLFLVE 
MGFCHVGQAGLELLT\QVIRPPRPPKVLG 
LQA 


4745 


12796 


A 


5631 


3 


521 


FSFFFFPAFKMSNRGRGGSLL\GRKFPDF 

PLGPSGRLL*SNWCLTNTRSPKTLYIHLP 

*RGNQGDRLDQTSPLLGVGDMVMAHS/ 

VKKGKPEUOOCWHPSSGSFRQPKVHYP* 

HKMo VJrLJ^r rliU Li^U VI VcrrKuKUOK 

VSCHLPGTQLGKGSFADFVAPGICIPMP 

WQPLH 


4746 


12797 


A 


5632 


3 


216 


DRSHSVTQAGV/Q/WCDLSSLPPPPPGLK 
*FLCLSFLSSWDY\GAPPHQTNFY1FIRDG 
VSPYCPGWP*TPSLG 


4747 


12798 


A 


5633 


1 


412 


imSKNI*YLEINPTKHTKTFSKTLTK\EMK 

EDLN*WQEI\PCS\WIGSVSIVKMSVLSKL 

IHTEIQCNRNKYPQIGLLLLPLLLFFLLDR 

LVLKFTWKGTGPRMAKAILRKS/SEDLT 

LTYINTYYKATVIKLVGAKPD 
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4748 


12799 


A 


5634 


276 


2588 


NKHFSFQTPKKSHQKSLSFSKTTPRRISH 

TPQTPLYTPERLQKSPAKMTPTKQAAFK 

ESLKDSSSPGHDSPLDSKITPQKRHTQAG 

EGTSLETKTPRTPKRQGTQPPGFLPNCT 

WPHSVNSSPESPSCPAPPTSSTAQPRKEC 

LTPIRDPLRTPPRAAAFMGTPQNQTHQQ 

PHVLRAARAEEPAQKLKDKAIKTPKRPG 

NSTVTSSPPVTPKKLFTSPLCDVSKKSPF 

RKSKIECPSPGELDQKEPQMSPSVAASLS 

CPWSTPPELSQRATLDTVPPPPPSKVGK 

RCRKTSDP/MKEAS/SECQIDASATPGVG 

TADSPAAPTDSRDDQKGLSLSPQSPPERR 

GYPGPGLRSDWHASSPLLITSDTEHVTLL 

SEAEHHGIGDLKSNVLSVEEGEGLRTAD 

AEKSSLSHPGPPSPPSCGPGSPLMPSRDV 

SASPQTYEVELEMQASGLPKLRIKKIDPS 

SSLEAEPLSKEESSLGEESFLPALSMPRAS 

RSLSKPEPTYVSPPCPRLSHSTPGK\TGGK 

PTSARPVPPPT/SPSSTPSPFQTDGVPWTP 

SPKHSGKTTPDIUCXTGPGGRGRWAVAPA 

PLPGGARSVQ\PSWEPVTA*VRGQGPRP* 

TQHPQDAHLGGF*ARGSVPAPRPVASQE 

/PACLRPRKPLPGDSLG*VPGRESCWPRK 

KLTVEPKGSVT*EKIQKXVRVKRGLQVG 

VHGSYPPRETKRCLFPAPPHLPAVPCGAP 

SPASALQALTQSPLLFQGKTPSSOSKDPR 


4749 


12800 


A 


5635 


29 
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ILINHFFLESCSVAQAAVQWHNLSSLQPP 
PPGFK*FSYLSFLSS*DYKHAP\PRPANFCI 
FSRDAWSPMLASWSQTPDLK 


4750 


12801 


A 


5636 
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12802 


A 


5637 


1 
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ETDLALSARLECSG\TTLAHRKLRLPGSR 
HSPASASQVGGTTGARTTPG*FFVFLVET 
GFHRVSQDGLDLlThlLVIHPPWPPKVLGL 
OA 
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12803 


A 
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3 
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IDTTFFFFFFFFFFETESLSVmLECSGAIL 

HARLIFAT^^FLVEMGFHHVSQDGLDLLTS 
♦SGPPRPPKS\LGLQA 


4753 


12804 


B 


5639 


49 
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MAGAAPRLPWSRPHGSCGWWPMQPLQ 

rJPrSP P A V A A A WPV A TP VPMP VrJTO A T 

MKASRPNSWTLWVAASAWEYLPSGSK 

AGGTAAFPDGVAGVSVRGDGGGLRFRS 

PYDGNETLLSPENPCRSRMRWAPGWT 

GALLQVNPLAGPVHAAHQRPDKQNLFA 

nqVGWTQISGPPALKRFGSAWHSRAFLT 

HCCTVTTRPRCTTSRPQHRLPAELMSAV 

RTSIVEKRFPDSCGTSWAPX* 
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12805 


A 
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848 


LFFPHSQSTKVFSTYEQIMCVCVFLFFCF 
FVFPETGSHSWTRLGCSGVIMAHCSFNL 
PGPSDPSTSASQVAGTTGVCHHAQUFKF 
FVEPGQHTEIPSL 


4755 


12806 


A 


5640 


3 
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TVKMAGAATQASLESAPRIMRLVAECSR 

SRARAGELWLPHGTVATPVFMPVGTQA 

TMKG1TF\EFLDALGCRICLGNTYHLGLR 

PGPELIQKANGLHGFMNWPHhJLLTDSG 

GFQMVSLVSLSEVTEEGVRFRSPYDGNE 

TLLSPEKSVQIQNALGSD\nMQLDDVVSS 

TVTGPRVEEAMYRSIRWLDRCIAAHQRP 

DKQhILFAnQGGLDADLRATCLEEMTKR 

DVPGFAIGGLSGGESKSQFWRMVALSTS 

RJLPKDKPRYLMGVGYWDREARALPVG 

SGFLGTPYPAWGGGIWGKRTOV 
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EGLRP/ELQNLFAIIQGGLDADLRATWP* 

RDDQARNVPGFAIRGALSGE+EQSREF/C 

AO WLAAtH 1 l>U*rrvUlvrKYi>MVjVGYAT 

DLVVCVALGCDMFDCVFPTRTARFGSA 

LVPTGE\LQLRKKVFEKDFGPIRPG\CTFP 

HVPKAPARAFLHATAAQ*QHGPRCTTLT 

VHNMAYQLQLMSAVRTSIVEKRFPDFVR 

DFMGPMYGDPTLCPTWATDALASVGIT 

LG 


4757 


12808 


A 


5642 


2 


335 


AGVQWPDLSSLQPLPPGFKRFFHLGLPSS 
WDY/RVHEAPRPANFL\KFLVEMAFCHV 
GQAGLELLGSSDTPVLAFQSGITGESHLA 
WPVFNF*NGSFNVFSLRVINEHLALHL 
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VVAMPPVlcTVl A AQPHT ^PVI CW/J VQl V n 
I I v<iNJrr lsJ^Jvl^AAo^-.VJJL/o^ V lA^ V JLlvoLivlJ 

EVLPLGETQHYFPLNKELRLLTQHFLLL 

MPLSQ/QTSKAGTIIARLIDPDYQGRTKF 

KIRNGKKILNGRRKEIAWNVGFSIT/PCLL 

WKVIGILEQSNMAIYWYIHFRMKV*ASP 

PGKEQRPFEVTPEGQKNMEWLEEERNG 

RCLP 
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A 


5644 


2 
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A 


5645 
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533 


RWSDYVERYMNSDTTSPELREHLAXQKP 
VFLPQGE*AMSICQQVHTVHD 


fi\ji 




A 
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] 
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VFl VETGFR\LLARLAT NS*PrnPPASA9 
QSVGITGESHCARPGHLMKHRGQLCT 


4762 


12813 


A 


5647 


2 
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FLRWSFTLVAQAGIQWCGVSSLQPLPPG 

FKQFFCLSLPSSWDYRCPPPCPTNF\*LLV 

EMGFHHVGQAGLELLTSGDLPASASQSA 

GITGISHRARPGTLFF*AVNGGGNQVFLF 

LRVLNGL 


4763 


12814 


A 


5648 


1 


340 


frpqsc*cppadsrlfpatpeavlsllvk 
aspppelprsppekptglsggalg*qrfsr 
aarnrgdpltrknskitsllsflqeltka 
leqkpddahilssksllshsswell 


4764 


12815 


A 


5649 


2 


660 


rpppapapgpqgpwpqgpyp*aesppars 
rtphasqlprcgfrptadfssapsrrlrp 
tsrsrhcfpaags/pgtppqppsadvrrv 
ppfsplssrww*pfpqsc*rppadsrvrsr 
pplrpsfrfl*kparpqsssvasreakgpl 

VERQVDSVLAGPRETASSrATKrCATLP 

gkvtanckppqktsgqllvrglsrsva 

AYJsSPFFGAPEinPGFMPI 


4765 


12816 


A 


565 


178 


375 


anfiagvwsqsrfhalalhiiqqgskkv 
p^anfiagvwsqsrfhalalhiiqqgskk 
vpivsklendtaarhelfiaewrkqcse 
kkaqakgwrqw 


4766 


12817 
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5650 


19 
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mkmtsnfllfssgifsstfqihldvplel 

QTQNTVMGCLKfRIHP* 


4767 


12818 


A 


5651 


2 


306 


etkscsva*agvqrrnhgsm*rqppg\ss 
nppisasrvfg/itgichrthliflffvetg 

shyvaqgss*tpeaqvirlhqppkl\vff 
yifqlflcfllvcy 


4768 


12819 


A 


5652 


2 
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fffffwsendghldtgarfapdrrhtgv 
grtkdtqvgyrchtapararggwged 
gclas*pgvrvksrwsvpgapgrggqc 

iJxiT>c/^piyT'*n/^/*'PUfPV/^ppp/^ AP\/f (\Kf\ 

GQGQAFLPLAGWHLSGPGYWLSTPWAC 

KGLGVVLSVTPLPPRSPWVG*GLGSR/Q 

AVEGRAAQGRYLSFCPGTQW*WPPSAPI 

PTGT*SEVAHTKGVPGPGEPPAARGLRT 

LTLAVGPGLPGSRLVQHPKRYRALQALT 

SCFCSA 


4769 
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A 
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4770 
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1268 


PRDUPASASQSAGITGVSHRLRFYFDHQ 

DVAPECGAYFFHELAKEKRKGVE**NTL 

LAKMVSIS*PRDLPASASQSAGITGVSHR 

LRFYFDHQDVAPECGAYFFHELAKEKR 

KGVERLLKMQNQRGGPAVFQDILKPGQ 

DEWGKTLEAMEAAMAPGKNLNQSLLD 

LHALGSAPTDPHLCDFLESHFRDEEVTF 

MPRKSADLHAAGEAASLGGVSLNVMK 

GASLHALCLRLLNSFGPGVATLCGERVV 

HKNNRASALRKCIFWP 


4771 


12822 


A 


5655 


2 


612 


RYDFFFFFFFFFFVTESRSG*LQSQAGVQ 

LRDLGSLQAPPPRFTPFSOPASPSSAVDYR 

RPPPRPANFFLYFYS/MRRGFTVLARMVS 

IS*PRHLPALASQRAG\ITGLSHCTRLFFF* 

WMESPSVTQAGIQWHDLGSLQPMPPQF 

R*FSWLSLPSSWDYRRPPPRPADF\CTFSR 

DGVSPC*PGWSRSPDLVIHPPWPPKVLG 

LQA 


4772 


12823 


A 


5656 


140 


261 


RAEPPHLANHILFF*DRVSLCRPGWTAM 
A*TW\LTVASTSRAQAVLPPSASPNS*DY 
R\HVSPHPLIFVFSFLIMLSRMVSNSWAQ 
GILLPWSPKVLELQA 


4773 


12824 


A 


5657 


79 


358 


AGVKWGDLGSL/QPPPPRFKRFSCLSLPS 
SWGYRHAPP/*PG*FSVFLVKTGFLHVGQ 
AGLELLTSGDLPVSASQSAGITGMSHCA 
WPTKALISK 


4774 


12825 


A 


5658 


2 


350 


SQVDR*QSEPESIRICREDHMERLQAFDA 

NSRKQEAEWKEKAIKELEEWYARQDEQ 

LQKTKANNRVADEAFYKQPFADVIGYVX 

EEAFVNDIDESSPGTTEWERVARLCDFNP 

KSLD 


4775 


12826 


A 


5659 


3 


752 


HRCGVGGSVGFCLTVGVRAVQLPAMAE 

LDPFGAPAGAPGGPALGNGVAGAGEED 

PAAAFLAQQESEIAGIENDEAFAILDGGA 

PGPQPHGEPPGGPDAVDGVMNGEYYXQE 

SNGPTDSYAAISQVDRLQSEPESIRKWRE 

EQMERLEALDANSRKQEAEWKEKAINE 

LEEWYARQDEQLQNTKANNRVADE\AF 

YKQPFADVIGYVYVAKLIPFSTSDSFYFC 

LELMLLLCHKLLCFLNYFKLALWGLPKN 


4776 


12827 


A 


566 


656 
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4777 


12828 


A 


5660 


1 


348 


NSLGESANALGNQ/QPITQNVCPRFL\MQ 
APGMAPSPSFIMNTLE\RKAFLKRFP\WM 
SAP\IQVGLVGFCLVFATP\LCCALFPQKS 
SMSVTSLEAELQA*DPKRAHP\ELRRVY\ 
FNKGL 


4778 


12829 


A 


5661 


3 


430 


LRQSL/DSVAQAGVHWRDLGSR*APPPG 
FTPSSCLSLPSSWDYWHPPRRPAVFLYF* 
ERRGFTVLARMVSIS*RRDPPASAPQSAG 
IIGM/SHRARPQ1LFFIHIFSTVSAGINES*V 
CFYCinLEVPSKEGILES*aSEAAH 


4779 


12830 


A 


5662 


3 


756 


GAISAHRNLRFLGSSDSPASASQEHWGT 

ETLAH*RSQLTATSASWVQVILLPQPPKN 

TGAQKHWPTEGEAKEHCVSDDSESTLK 

AGGQHRIKQGGNSSSGAREPAPNILNSR 

RSWWTLVAKAAAVTVIIRVILMAAILRG 

TLAKEVNWWVLDLTDFKNEAADPRAR 

HKDSPSPHQTQEPSWLHSVDPTPGPQVE 

LPASPTMCAGTSQPLVSRWDWSPWSRK 

RHIIFAPSSHNKYAGESFPGIYDAIFDIEN 

KANSRLAWKEVKKHISIAAFTIQAAAGT 

LKEVL 



580 



wo 01/88088 PCT/USOl/14827 



4780 


12831 


A 
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LANFCIFSRDGVSP*WSGWSRTPDLR*ST 
RVGLPKC*DYRREPPHPPGLLPVFSSHFA 
FGLFQRRRRLFVCFFAVFLRQSLALVTQA 

WNYRCVPPRQANFCIF/M*RRDFTMLAR 
LVSNS*PQ/CDPPTSASQSAGITGVSHWA 
RLAFVS/CYTHTHTHTHTLA*IPFPSVFPP 
NSLSPPLQQGFCPHHCTELTSYLIKITNPV 

"PVTPPTJriUC AT r^TT VOVQAPI T4QWT QPI T 

E 


4781 


12832 


A 


5664 


2 


415 


LDPGSLAGFTSYIQFMYDEFVEEYEPTK 

ADSYRKK/VAQDGEEVQIYIINtAGQEDY 

TAIKDNYFHCVFSITEMESFAATVDFKEQ 

/ILRVKKDENIPFLLVGNKSDLEDKRQVSI 

EEAKNRAD*WNVIYVETSPKT*AN 


4782 


12833 


B 


5665 


151 


1312 


MMGGRLLTGGIPGEAAVWGCSRPSTAP 

SVFPPPPAAAAAAAAVSSGNLRLHPGQV 

PRWLSREGGLAPRRGCPSKSGGSESTR 

VPRAGPRGESTGDRDPAPPPGPPSSSHHF 

SPLRIERKADKPPENSGESSHDVASREQP 

LVLLEAHFRWAILLACHSMPTVGRKQV 

NNEIKTEIKKFFETSENKDTTYQNLWDT 

KHHHQDVHEIQPHIEPQISLGSFEHPIFGS 
CTIKEGTYRKRVVLDGEEVQIGILETAGQ 
EDYAAIRDNYFRSREGFLCVFSITEMESF 
AATADFREQILRVKEDENVPFLLVGNKS 

DLEDKRPVSVKEAKNRADQWNVNYVE 
TSAKTQLMLTRHKPGTSSQSX* 


4783 


12834 


A 


5666 


3 


955 


LLLLLLLLLLLLQPPRLPRHPSDSSFDRSR 

RGAFQATRTEYPPGGATQPRLPEPSGRR 

TGSRCKFFLILWRKLRHKMAANKPKGQ 

NSLALHKVIMGGSGGVGKSALTLQFMY 

DEFVEDYEPTKADSYRKKVVLDGEEVQI 

DILDTAGQEDYAAIRDNYFRSGEGFLCV 

FSITEMESFAATADFREQILRVKEDENVP 

FLLVGNKSDLEDKRQVSVEEAKNRAEQ 

WNVNYVETSAKTRANVD/KEWPFLKTR 

WWNTCKYISSHCPRPAPVSRKTAHWAE 

VFFDLMREIRARKMEDSKEKNGKKKRK 

SLAKRIRERCCIL 


4784 


12835 


A 


5667 


1 


635 


MAANKPKGQNSLALHKVIMVGSGGVG 
KSALTLxl^rM YDbr VED'EVr 1 ivADboKK. 
RV\VLDGEEV\Q1GYPLDTAG\QED\YAAI 
RD\NYFRSGEGFLCVFSITEMESFAATAE\ 

17PC/^11 DWP'nP'KIVPPI 1 'V/^'MVCril PFvV 
rKJiV^ll-'KVJVliL'ilIN VrrJLIjVOlNJ\.oJJJ-.£-i-'rw 

R\QWSRIGIQKNRAEQWNVNYVETSAK 
TRANVDKVFFDLMREIRARKMEDIVYYL 
NGTKNTKRLAERIREGGCIL 


4785 


12836 


A 


5668 


2 


178 


WGFTMLARLVLNS*SQVIHPPWLPKVLG 
LQALGSGSLHRSFHSVKGSSGFTAPSRR 
L 


4786 


12837 


A 


5669 


208 


339 


RGQRLPVSRKWLLGTEEAWALR*STRLS 
LPKCWDYRHEPPCPAH 


4787 


12838 


A 


567 


718 


971 




4788 


12839 


A 


5670 


73 


269 


DK1FFFFF*DRVSLCRPGWSSVARSRLTA 
TSASQFKQFSCLSRPSSWDYRHVPPRPA 
NFCIFSRDR/SFTMLVRLVLNS*PQVIHLP 
RPPKVLGLQA 


** toy 


lZo4U 


A 


Do/ 1 


1 
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EKPYECKECGNAFSQSSQLIKHQRIHTGE 

KPYECKECEKAFRSGSDLTRHQRIHTGE 

KPYECKICGKAYSQSSQLISHHRIHTSEK 

PYEYRECGKNFNYDPQUQHQNLYW**N 

RIYEMCREAFNYGSKQNLSC**FL*1E*C/ 

SKHFICGLQLIOPGKNNVGEILYE 
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4790 


12841 


A 


5672 


2 


355 


LFLSFLFFSFFFFFETGPHSVAQAVVQWL 

NHGSLQPQLSGFKQSFRLRLLSG*DYRC 

TPLRLASF\*FFVEMGCHYVAQAGLQLL 

DSGDLPASASQRAGITDVSPCIWPPMSC 

YVKRT 


4791 


12842 


A 


5673 


921 


1086 


TQPWYRHGGGGPKTLRQRSWSPCQAYH 

VPHACPSHHKNLSSRPRPWCPPNATNML 

LSLKALQPPTLLSPLP*QVCRQGKNPPKQ 

RCRGPGATHHIPVHLWHSGWPLLHTLPA 

RISAVQPSFPFPKETLGQAELQNRWVPL 

GPGKQVLRERPLSHQREKREAQLTPRLL 

ARRPQAGEAAARRQGKGTAEGERG**D 

GPSKPSLVRARVRKRAGPKQGPSASA*P 

GP\STPNPPTTQGSHWPREQAPAPTPMSS 

EEPNVLSQQTARP/RPSPGTGMGVGVLK 

PFVSVPGALAKLTMCPMHVLHITKTCPA 

AQGHGVHRMPQTCC 


4792 


12843 


A 


5674 


2 


70 




4793 


12844 


A 


5675 


2 


118 




4794 


12845 


A 


5676 


446 


756 


ISFFLSFFLSFFFFFEAESRSFTQIGVCSGTI 
SAHCKLCLPGSHPSPASAS*VAGTTGAR 
HHTRLIFLYF**KTGFHRFSRDGLDLL/NL 
VIRPPRPPKVLGLQA 


4795 


12846 


A 


5677 


2 


276 


LRWSFSLVVQAGVQWCDLGSLQPPPSGF 
K*LSCLSLPSSWDYRSAPPCPANFVFLVE 
TGFLHVGQA\CLEiXTSSDLSTSAS\QSAG 
ITRREO 


4796 


12847 


A 


5678 


60 


235 


VRVLQIYHSLRLPGSHHPPRGDRLQGRG 
FLTACQPC*STYC*TFPPGVLGNTGRDLL 
L 


4797 


12848 


A 


5679 


1 


2059 


MSSQEVTFEQRPEGDEGGAVELSRQQTQ 

QERRRQLGQTQLMYKWAKPKICSEDLE 

GAVKLPASGVKTHCPPCNPGFFKTNNST 

CQPCPYGSYSNGSDCTRCPAGTEPAVGF 

EYKWWNTLPTNMGnrRPFSVGSTSSTR/C 

MTGWEVAGDHIYTAAGASDNDFMILTL 

WPGFRPPQSVMADTENKEVARITFVFE 

TLCSVNCELYFMVGVNSRTNTjPVETWK 

GSKGRQAYTYIIEENTTTSYTCAFQRTTF 

HEASRKYTNDAAEIYSIICHPCY*MPWAS 

YAGPCAQKASEEGSSCTSCPAGYYIDRD 

SGTCHSCPPNTILKAHQPYGVQACVPCG 

PGTKNNKIHSLCYNDCTFSRNTPTRTFN 

YNFSALANTVTLAGGPSFTSKGLKYFHH 

FTLSLCGNQGRKMSVCTDNVTDLRIPEG 

ESGFSKSITAYVCQAVIIPPEVTGYKAGV 

SSQPVSLADRLIGVTTDMTLDGITSPAEL 

FHLESLGIPDVIFFYRSNDVTQSCSSGRST 

TIRVRCSPQK7VPGSLLLPGTCSDGTCDG 

CNFHFLWESAAACPLCSVADYHAIVSSC 

VAGIQKTTYVWREPKLCSGGISLPEQRV 

1 ILlt 1 lUr WLKVUISAO 1 CI AILL 1 VL FC 

YFWKKNQKLEYKYSKLVMNATLKDCD 

LPAADTCAIMEGEDVEDDLILTSKKSLLG 

EDQIIYLQEDS 
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5680 
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12851 


A 


5681 
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4801 


12852 


A 


5682 


3 


355 


FEIGSCSITQAGVQRHDXLCSPLPPPPGFK 
QSPRPSLPSS*DHRCAPPCPASFCIF**RQ 
GFHHVGQAGLELLTSGDPPALASQSAGl 
TGVSHQAWPPFGFLDRTLSIVSQKTNTN 
RP 


4802 


12853 


A 


5683 


1 


2472 


RYDLALWPRLECSGAITARCNLKLLGSS 
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RyLCLTVNRTNVP 



582 



wo Oi/88088 



PCTAJSOl/14827 



4803 


12854 


A 


5684 


5 


298 
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M*boHLi>LPKN WD Y c>H i ArHr AKXr FFL 
DTGSHYVAQAGLKXLGSSDPSTSASQSA 
GITGMSHRIQPHISF 


4804 


12855 


A 


5685 


9 


320 


FIYLF/RDGVLLCCPGQSAVAFLRLTVTS 

T/FL*SPDGELLTL*STRLGLLKWWDYKG 

EPPRPVFLFCFLNV**RCSLAMLSRLVLN 


4805 


12856 




5686 


*• 


438 


FFFFFSRl FNFFFYTMlCPFmsIPnPRfiPPn 

VGPPFAPRRGAFSLPQGGPF^SLLFSPRPN 

P/SGPLVRPGLPPTGALPCSVR*VDRSPLP 

YMVSPGPPGGLRGGAGPGPVHPRGPEAP 

PRARGRGREGGPAESVTRFPWQLRGGH 

FQP 


4806 


12857 


A 


5687 


243 


377 




4807 


12858 


A 


5688 


1 


867 




4808 


12859 


A 


5689 


1 


874 


TVLAFADGCGVLAHGRSRSYGRJLGRRP 

YSREPGLWSRGPGFTMSDEEARQSGGSS 

QAGAVTVSDVQELMRRKE\EIEAQ\IKAN 

YDVLESQKGIGMNEPLVDCEGYPRSDV 

DLYQVRTARHVNIICLQNDHKAVMKQVE 

E\ALHQLHARDMEKQA\RDMA\EAHKEA 

MSRKLGQSESQGPPRAFAKVNSISPGVSP 

ASIAGLQVDDVEIVGVSGSVNTQNFQSLH 

NIGSWQHS/EGGPGTHHPTFCLYEFDYS 

RDLI+KPLNVTVIRRGEKHQLRLVPTRW 

AGKGLLGCNOPLOR 


4809 


12860 


A 


569 


811 


1481 


GNGILLMVHHHCDAGTVIMRADRPIPGE 

DQKNRVLVNTVLVRISRAVDGKHLSAGI 

RHTVFRICHNACTQHRGLFRGFNVFGEF 

LRFAFYILIVKENADQCAGFVGimLGEID 

RVMQALPDVEQAVTHACVINQAAATGG 

DARQLVGYLVSQSGFNINGNRHLTrriN 

PVGFPADK*GFPLMLPRVSGRNQHRIS/R 

VYLPCTATTLLRPGNGPPPSSVRPRR 


4810 


12861 


A 


5690 


30 


512 


TPVRDMAEAHKEAVMSRKLGQSESQGPP 

RAFAKMN\SIEPRLPQPSIAGLQVDDEIVE 

FGSVNnTQDFQSLQ\NNGNVVQ\HSEGK 

PPECDQ*SARGEKH\QLKLVPKNAGPGK 

GVLLGCVNIIPSAKDELSPRGNSKQEKHPS 

PCPRTWVLGDFPTCPSSPLKA 


4811 


12862 


A 


5691 


945 


1358 


KKQNFIYTVHGFSCCLGRGKGQDRDGW 

ESRDGRFLSRSLTFPQFAIIRLVGQKEFS 

MLPKSFTLQ1LPRGSLSLPDPQEQLSK*S 

MPHRAVQSPSRliALGNPKTAREGSAPRS 

PLTGRPRPPVAAG*CRACRGAPQVARPP 

QGDQHRGFRGAHSDWRVWRGWASPSL 

LPRSSSSSGIANQAS\PVPESPGERS/RPAL 

GGRSGSSPCRRP/PPKPPWRGA\GS*SGT 

WRRWLAGWRTRRPRAPGCARPARPGPP 

SWPSRPQTGLAAGLSGAPSVPSCRRCTP 

RRSRPPLPARWTPPGAPACRRRPWS*SP 

GSTTAA 


4812 


12863 


A 


5692 


3 


316 


FFFFFLRQSL/DSVAQAGAQGHNPGPLQA 
PPPRFTPFSRLSLPSSWDHRRPPPCPTOFS 
AFPVETGF\TVLARMVS1S*PCDLLTSASQ 
SAGTTGTSHRARPIIFK 


4813 


12864 


A 


5693 


2 


769 


LAIYKHAGGVFSFILLQTLNTYGPGQDT 

KGSVLAYWRLPGLCinYLVKQSAKDFFS 

YYUINKl^o V oJvi^Xv^iN Vbl^LrrxuJblKliLRC.^ 

TVTMPAGVDKSSTDQKYVQAGRRLGKVI 

QQSRLNCFPLVSYIIETACLFILWRHLEYY 

L\LHCMPTD\SQKSLFASR\TLF*KQKDCQ 

GFPSPQETQS*DF*KVGLAYSEANHGF*T 

QLSGLMPINGFLENHYPKRNFLDIEGIVYI 

SKVRFFGYSFIQALVRRIRGLLRISRN 
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TLPISIYQSSPSGFHNYQFLASGVGATLPl 
TPHPTS/ELPYRVPSPPSPSPRPPS*FSRTP 
QPPA^/PGPAH*PPDEIVEPG 
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12866 


A 


5695 
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1660 


AEPDTSPI*TPGQSGSS*G>JTS/EPWTVTP 

PGLKMQQRVLCCTL+PP/RRLPVCRPAA 

G*TRLDRA*ESGHPGPAVPREATGVPGA 

LPAQASVRSIWPALATCVATTVQTST/DA 

EVARQGACPAPHPAYPPA*PALCCPARA 

DPRGRVLQ**ADAVPGPPAI*AVHRAVS 

HPGGAQCPHPNPPAPQARVPRETCLPAL 

QLAAPVLRGAGATAASAPT\EEEEEACLE 

EEEEEEDSDEEDQRSGKDSEAWVPDSEE 

RLILREEFTSRMHQRFLDGKDGDFDYST 

y LfUlSrLfr UiSLUi V AKL^CCCJv. I r UJbfctrr fc. 

DAPSPELDGD*WPPPFPPPAPSPSPTRQLI 
PGLLSDPFSRGTS/AAVPHNPHTPPSHWV 
♦SHLRQPPPPLFLGFPFSSLPPCLLPLSFLV 
SVWASFCLFLSFCLSPYPRSLFPVLWLAV 
SPFLPLSLCLRLCLHRRAQGESPPLAGGQ 
LAGPFVAGSGQFGSGADP 


4S16 




A 
r\ 




7 


ceo 


u WLULGLTKCVC'N AEVPTCEWVRLMC 

MSVCASK/CGGGCGCLC/MASGHCECLG 

MCWSL*ACVFLSKNECLCVS\LGTCQCL 

CLCVPVSHHLCIRVAHAASLCAMVCQC 

LCVDGWPMSDPRQGRPGWLDPAHLPSG 

SLALWVRVTEAFCGLKTGCSGSALRVA 

GGLPSLLPFRLVKRTPGGQGAV 


4817 


12868 


A 


5697 


.272 


1146 


GFLGLEGPLSSSPQVAWATVPLWAQLQ 

GGLAGSCLGQILAPGPSEARDWWASLA 

GP*ERVEGADRPWRFHLSTPEALVLAAG 

R/SKARASDPGRSSTLSLLHVL\KVEKRR 

VNLPRVLSMPPVAGTACHAYDREVHLR 

PFT *?PnYVT AVPQTTl "K'nAPnPPT T DVPQ 
^^Uri^orvj I I vro I rL.is.ij/\JrOCfrL»I_.KVro 

TGRVSLSAIRAVAKNTTPGAALPAGEWG 

TGPIPG/CSWKFG\QTAGGHKNFUSYPTN 

P/CVPLFGSPKGPGPRCVRITLHQHCRA\S 

DTEFHPIGFHIFQVPEGGRSQDAPPLLLQ 

DPLLSCVPHR\TPRR 


4818 


12869 


A 


5698 


281 


535 




4819 


12870 


A 


5699 


1 


1014 




4820 


12871 


A 


57 


i 


1513 




4821 


mil 


A 


570 


961 


1627 


LPHPAVAVIQNVRSCRGFHGSPTLVVIPG 

Nr RHbRTlTLIKLLH Gil VIIGRVKFQRHPG 

CGQAKFIFFTLRQNKPNWSGSTGRPKG 

VMVGQTAIVNRLLWMQNHYPLTGEDV 

VAQKTPCSFDVSVWEFFWPFIAGAKLV 

MAEPEAHRDPLAMQQFFAEYGVTTTHF 

VPSN4LAAFVASLTPQTARQSCATLKQVF 

\ADLCREWOOLTGAPLHNGLCVFLMR 


4822 


12873 


A 


5700 


155 


2916 


QQKAAGVLPGKFYGTVFPWQRAGQQFQ 

TDKAKGLTFLGGKAVHLS*yHLEREQPPR 

FAQPGTYASRWKALEEKfEKQQREQVDR 

NIREAKEKLEAEMEAARHEHQLMLMRQ 

DPGLALVSCMQQGQSMSRSPKKVFKHL 

YELNLTKLQSLGSRSRLRWKDSPFWGEE 

AGGKRPPLVSLALHRSPSLLLLFVPKHPS 

KGRPDCTVQRSPKPTEKSQLLDLRECISI 

HVGQAGVQIGNACWELYCLEHGIQPDG 

OMPSD 
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4823 


12874 


A 


5701 


37 


1542 


PREPTPPA/PPRLQRTTRTRRCGFTIDIKSF 

LKPGE\KTYTQRCRLFVGNLPTDITEEDF 

KRLFERYGEPSEVFINRDRGFGFIRL\ESQ 

NPWAEIAKAELGRAPFLKSRP\LRICPRL 

HMGAAFDCSRNLFSSLFFQLSCLEQXAFS 

QFGS\VEKAGWVDDRGR\PTGK\GFVEF 

ASKNLPATKRLWKRCCDGAFMXmPR 

PSPLWKPMEQFDDEDGLAQRLLMHKTQ 

QWHKERVEQPPRFCSTWGHLKFEYQSR 

WKAXLDEMEKQQREQVDRNIREAKEKL 

EAEMEAARHEHQLMLMRQDLMRRQEE 

LRRLEELR\NQKLQKRKQIQLRHEEEHRR 

RE\EDMIRHQ\KQEGLRRQQEGFKPNYM 

ENREQEMRMGDMGPRGAINMGDAFSPA 

PAGNQGPPPMMGMNMNNRATIPGPPMG 

rvjrArlU 1 KKoKK i ONi>v^*CV^lMbV?C I WD 

RFPQGPPSQMGSPMGSRTRF*NPLKHPM 

SGVGPVSGGPGGFGRGSP\GGNFEGPNN 

RRRY 


4824 


12875 


A 


5702 


81 


334 


HNVHC*VPCGEVGSVIHCW\mGDNLI* 
PS*KVSWKYESRAFKTSRPLDPTPLLLGI 
QbKVYNKOHKDLDIRlLl lALFVVTKKL 


4825 


12876 


A 


5703 


3 


448 


WGPEP*/PTRPTLDEGPGCPGCGCSPSLP 

MGPPRGRGPPTSMSLLCRWPGVPLGSPP 

GCPPRARVKLFPHPGPDVSTSPPWAGHG 

AHQDP*GPVSGSESP/PPAGHWAPPASTS 

SPKIQAGL*PE\GMRTAQPPSVAVGSPQG 

SFRHKEGWG 


4826 


12877 


A 


5704 


1 


206 


GSL*SPSPRFKRFSCLSLLSSWDYKHVPP 
HLANFCIF*\RDWVSPCWLGWSRTPDLH 
LSWPPKVLGLPS 


4827 


12878 


A 


5705 


32 


401 


AFPDKLPWNFRLCQVNRCGISEWAGMS 
EMGMSDIQLSVGKLVAR/CWLQAEL*G* 
QFTKQER/CPSLTRSRWHGQPREGQAER 

PFLCAPPEGAPIGFLR*HHLRVQLAMAWI 
KFKMLGQSPLPYI 


4828 


12879 


A 


5706 


252 


415 


PFCRPPRADSVTKQER/CPSLTWIRWHGQ 
PQGGQAERPFLRAPPEGASTGFLRQHH 


4829 


12880 


A 


5707 


2 


164 


FFLYLFLFLFLRWSL/DSVIQAGVQWHDU 
CSLQPLPPGFK*FSDCSTVLQPGRQSETG 
JLKirrll V*iiMboCoVJi^AOV(jWrlL>NLh 
PATSASWVQVILRJLLHCTPAWATE 


4830 


12881 


A 


5708 


1334 


1706 


VRPHEGARAGPGGRGRGDPGLGARALP 
QPRVAVAGAACQPPSRLRHAGHRGPMV 
HA VuOo J r JLUr uKv*JLoarldd 1 Kv^r oJvU 
SVWGLQPHISLLHCPSRGSP»GPHPCHRL 
LPGHPGISIHLL 


4831 


12882 


A 


5709 


57 


376 


KRGSLSGCPRPRVQW/RKTLAQLQPSKL 
PGLK*TFP/CLSLLK*TGTHTCAPLCPNFF 
VFLTYHEM\GLTMLPRLVSYFWPQVF\P 
SLASQSTGITGVSHHALAWWSMQ 


4832 


12883 


A 


571 


803 


1403 


FNRRILKINGLTREQTSGVQQQIRQALSA 
LPLPVNRLEEFDNCREAWRKCQAWLKD 
lESARLQHNQAYTCAMLTEYADFFRQVE 
SSPLNPAQARAVVNGEHSLLVLAGAGSG 
KTSVLVARAGWLLARGEASPEQILLUGL 
VAKPLKRWTSGFANGYIPKTLPHARFMR 
/♦ALHIIQQGSKKVPIVSKLENDTACRHEL 
FIA 


4833 


12884 


A 


5710 


9 


264 


PCPPNTIN/CPLGLRLPC/PPHLCPSLCLGK 
VGGP*KVPQTPSLGETELEQKKPPVPMA 
SGWTGGKNGGWEKSLRGKERRVFSQEG 
FP 
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4834 


12885 


A 


5711 


124 


770 


QYFPTATHGNVKKSLLSGKASLKRLHRV 
CCSCUrnVQKQPKLNKTLFRQSYlCDQT 
TFRKSKGIINIKFIFFFFEMESRSVAQAGM 
QWRNLGSLQ/PPPPGFMPLSCLSLLSSWD 
YKRPPPCPANFFVFLVETGFTVLARMVSI 
S*PCDLPASTSQSAGrrDVSHHAWHlKFK 
PEVTWRERGREEHVDRHIFRLLDIRFTDT 
HFIKKELMRSDTL 


4835 


12886 


A 


5712 


2 


232 


CLSLLSS*YYGRMSPRPANF\*FLVETGFH 
HIGEAGLELLTLGDPPASASQGAGITGVS 
QRGQSLFAFLMSSTSFCK 


4836 


12887 


A 


5713 


1 


242 


QAGVQWHDLGSLQPPLPGLKQFSCLSLP 
SSWDYRRVPPRLANFC/DFLVETEFHHV 
GQADLELRTSGNLPTSASQSAGITGVSH 
HA*PKVLGLQV 


4837 


12888 


A 


5714 


1 


133 


ERLRYFRVEHLDQRLKAAENKFSYXCLM 

TWLKCGFWCLEKFIKFLNRNAYIMIAIY 

GTNFCTSARNAFFLLMRNIIRVAVLDKV 

TDFLFLLGKLLIVGSVGILAFFFFTHRIRI 

VQDTAPPLNYYWVPILTVIVGSYLIAHGF 

FSVYGMCVDTLFLCFLEDLERNDGSAER 

PYFMSSTLKKLLNKTNKKAAES*RLRYF 

RVEHLDQRLKAAENKFSYVPHDLAQMR 

LLVPGEVHQIF 


4838 


12889 


B 


5715 


166 


969 


MGSACIKVTKYFLFLFNLIFFILGAVILGF 

GVWILADKSSFISVLQTSSSSLRMGAYVF 

IGVGAVTMLMGFLGCIGAVNEVRCLLGL 

YFAFLLLILIAQVTAGALFYFNMGKLKQ 

EMGGIVTELIRDYNSSREDSLQDAWDYV 

QAQVKCCGWVSFYNWTDNAELMNRPE 

VTYPCSCEVKGEEDNSLSVRKGFCEAPG 

NRTQSGNHPEDWPVYQEGCMEKVQAW 

LQENLGIILGVGVGVAIIELLGMVLSICLC 

RHVHSEDYSKVPKY* 


4839 


12890 


C 


5716 


300 


347 


MIHLPRPPKVLGLQA* 


4840 


12891 


A 


5717 


316 


797 


APALPQPTGLAASSHMVQVPLWICLKLS 

HSKSRNSPQLFF*VFQFLRRSL/SSVPQAG 

VQ+HDLSSLQPP/PPGFTPFSCLSLPSSWD 

YRCPPPRPAKFFLYF**RRGFTMLARMV 

SIS*PRDPPASASQSAGITGVSHRARPPPP 

QFFIQLPLYNIHTLEGR 


4841 


12892 


A 


5718 


2 


519 


WHPQSDVQAEVQWRDLGLLQSS\PP\GF 

TLFSCLSLLSSWDYRRPPPRPG*FLYF**R 

RGFTVLARMVSIS*LHDPPALASQSAG1T 

GVSHRTRPGADL*PRVQKPRASLGG*NH 

MCNMKSLPTGQTRLNKGRRLGHFPDHW 

RWKETPGL*CFHGNFCGALKAGRAHLD 

GQGRR 


4842 


12893 


A 


5719 


1 


663 




4843 


12894 


A 


572 


3 


1642 




4844 


12895 


A 


5720 


1 


1561 


MATSTGRWLLLRLALFGFLWEASGGLD 

SGASRDDDLLLPYPRARARLPRDCTRVR 

AGNREHESWPPPPATPGAGGLAVRTFVS 

HFRDRAVAGHLTRAVEPLRTFSVLEPGG 

PGGCAARRRATVEETARAADCRVAQNG 

GFFRMNSGECLGNVVSDERRVSSSOGLQ 

NAQFGIRRDGirVTGYLSEEEVLDTENPF 

VQLLSGWWLIRNGSIYINESQATECDET 

QETGSFSKFVNVISARTAIGHDRKGQLV 

LFHADGHTEQRGINLWEMAEFLLKQDV 

VNAINLDGGGSATFVLNGTUASYPSDH 

CQDNMWRCPRQVSTVVCVHEPRCQPPD 

CHGHGTCV\DGHCQCTGHFW\RGPGCDE 

LDCGPS*LAAQHGLCNGSTGLSAVD\AG 

WXTGSNCSEECPLGWHGPGCQRPCKCEH 

HCPCDPKTGNCSVSRVKQCLQPPEATLR 

AGELSFFTRTAWLALTLALAFLLLISIAA 

NLSLLLSRAERNRRLHGDYAYHPLQEM 
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NGEPLAAEKEQPGGAHNPFKD 


4845 


12896 


A 


5721 


1119 


2008 


ALHPPAQGELFCDYFKDPSWSEGPQSPP 

LTRLAPHPQTQCTELSGGRRGSAVLEEC 

VPTPASAHLAASPAEAGTAGVWR*RHH 

F/H$TGLLGPR*LSMSLLMS*CKAGRCPP 

GEDCPRPLPGCSLSPLERKLCFSSA*GPA 

SFLGGLTAKASGCSLSLRP/HSHIQGHGL 

WEKL*VPARRAGGGVCFKSA\PHLQSL** 

KPSSKASKREG*Q*TLPSATIGELPFK*HA 

PKHLCNAQGFLCKIH+HHK/QTANAIKA* 

GGPGSLEGTLRRPGSPPSSLGVGSGKTEV 

NSQNCRHLGREGVS 


4846 


12897 


A 


5722 


3 


444 


FFFFFLRQSL/NSVI*AGVQ\QPLPPEFKRL 
SCLSLPSSWDYRCAPAHSANFCIFSKD/M 
GFTMLTRLVSNSWQQ/CELPTLASQSGIT 
GVSHHTQPIYHVHFVETEFHHVAQAGVK 

/PPSLK*SSRLSLPKQWNYSHEPLYPALF 
NETFFFK 


4847 


12898 


A 


5723 


1 


6738 




4848 


12899 


B 


5724 


107 


467 


MRLHETLKQCQDLKTEKSQMDRKINQL 
SEENGDLSFKLREFASHLQQLQDALNEL 
TEEHSKATQEWLEKQAQLEKELSAALQ 
DKKCLEEKNEILQGKLSQLEEHLSQLQD 
NPPQEKGEALX* 


4849 


12900 


A 


5725 


149 


577 


GLLSTRPISCRHTL*GPLQSSWEYMDVP 

WDLRASEGNGKLLYSARDCTLQQIHSVF 

QKLDVEEPDSANSSFYSTRSAPASQASLR 

ATSSTQSLARLGSPDYGNSALLSLPGYRP 

TMRSSARRSQAGVSSGAPPGEGTTGTYY 


4850 


12901 


B 


5726 


24 


219 


MPRSSRTKSCRSSCGAWSSCMKENKELR 

AEAERLGHELQQAGLKTKEAEQTCRHL 

TAQVRSLGGTX* 


4851 


12902 


A 


5727 


272 


683 




4852 


12903 


A 


5728 


I 


406 




4853 


12904 


A 


5729 


211 


5508 


IWCLFPLSVHMGLIYSQKCLEEKNEILQG 

KLSQLEEHLSQLQDNPPQEKGEVLGDVL 

QLETLKQEAATLAANNTQLQARVEMLE 

TEROQQEAKLLAERGHFEEbKQl^LooLIT 

DLQSSISNLSQAKEELEQASQAHGARLT 

AQVASLTSELTTLNATIQQQDQELAGLK 

QQAKEKQAQLAQTLQQQEQASQRLRHQ 

VEQLSSSLKQKEQQLKEVAEKQEATRQD 

HAQQLATAAEEREASLRERDAALKQLE 

ALEK 
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4854 


]2905 


A 


573 


114 


5270 


SARSASFRPGRPAARRPKCSHPLVPDGV 

PECCKCVHPASTNFPRRTSTAARHSHHN 

DGSTSTMGRTWQIA^GYLVSQSGLPLDT 

SALQAQLRETLPPHMVPEVLLQLPQLPL 

NANGKLDRKALPLPELKAQAPGRAPKA 

GSETIIAAAFSSLLGCDVQDADADFFALG 

GHSLLAMKLAAQLSRQVARQVTPGQV 

MVASTVAKLATIIDAbLDS 1 RJKMGFETIL 

PLREGNGPTLFCFHPASGFAWQFSVLSR 

YLDP 


4855 


12906 


A 


5730 


111 


407 


NLLRTMIFWFGFEDRVWLCCPVLTATSV 
LTATSATPGFKQFSCLSLLSSWDYRCIPP 
HPGNLWYF**RQGFTMLARLDSNSGPQA 
IHPPOPPKVLGLHV 


4856 


12907 


A 


5731 


3 


613 


GLRALRRGQGLPGL*CCSRPQPSPRAQG 

HPSMGGPMQRVTPPRGMASVGPQSYGG 

GMRPPPNSLAGPGLPAMNMGPGVRGPW 

ASPSGNSIPYSSSSPGSYTGPPGGGGPPGT 

PIMPSPGDSTNSSENMYTIMNPIGQGAGR 

ANFPLGPGPEGPMAAMSAMEPHHVNGS 

LGSGDMDGLPKSSPGAVAGLSNAPGTPR 

DDGEMAA 


4857 


12908 


B 


5732 


134 


471 


MYAKGGKGSAVPSDSQAREKLALYVYE 

YLLHIOAQKSAQTFLSEIRWEKNIMPSPG 

DSTNSSENMYTIMNPIGQGAGRANFPLG 

PGPEGPMAAMSAMEPHHVNGSLGSGD 

MDG* 


4858 


12909 


B 


5733 


223 


692 


MEPSPRAQGHPSMGGXMQRVTPPRGMA 

SVGPQSYGGGMRPPPNSLAGPGLPAMN 

MGPGVRGPWASPSGNSIPYSSSSPGSYTG 

PPGGGGPPGTPIMPSPGDSTNSSENMYn 

MNPIGQGAGRANFPLGPGPEGPMAAMS 

AMEPHHVNGSLGSGDMDG* 


4859 


12910 


B 


5734 


228 


292 


XLARDDHERVMGRQPRASLRA* 


4860 


12911 


A 


5735 


1 


1753 


MYAKGGKGSAVPSDSQARENLSAFQAA 

TELTSLDRLALYVYEYLLHIGAQKSAQT 

FLSEIRWEKNITLGEPPGFLHSWWWYGL 

GCCGVFWDLYCAAPDRREACEHSGEAK 

AFQDYETPERPAHRHGNAGRAGSSSGMI 

DVGGSSDPQILRPTTPVCSLTNASSLSHG 

AGHLQRGGGTPQSAAAAPSPVMGSMAP 

GDTMAAGSMAAGFFQGPPGSQPSPHNP 

NAPMMGPHGQPFMSPRFPGGPRPTLRDX 

GSQPPAGPPWVPSPSSPG\AMEPSPRAQG 

HPEHGRPNARGVTPPRG/MGPAWGPRA 

YGGGMRPPPNSLTRPRACLPMNMGPRK 

FVGPWAQPPVEYSIP\YSSSSPGSYTG\PP 

GGGGPPGTPMMPSPGDSNTNSSENMYTIM 

NPIGQGADRANFP\LGPGPEGPMAAY\G\ 

GMEPHHVNGSLGSG0MDG\LPREFPQAP 

VAGLSNAPG\TPRDDGEMAAAGTFHAPS 

Ol^oEUN I or \UIVI 1 IVioJv V IN VV/\/\/Vr U 

QGLPMLGGPTRXTLTILLKTQGPRETFFS 
VWTLPAICILVPERKALWGGPSSPGRQG 
GGAH 


4861 


12912 


B 


5736 


315 


458 


NGPSRTQQPSLTDVLYCPEAIVSLVGVLR 
RLAACQEHKRAPEVYVAFT* 


4862 


12913 


A 


5737 


202 


402 




4863 


12914 


A 


5738 


1 


3156 
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4864 


12915 


A 


5739 


1 


1470 


MAPEENAGTKLLLQSFERRFLAARTLRS 

FPWQVGGGASGBACGACGSPGADGMG 

LPAEIPGAPATEGSHSALPTHSIACFNVP 

VNAPLRFLSLPSTRSLEAKLRDSSDSELL 

RDILQKHEAVHTELLDELYEALAETLMA 

KESTQGHWSYLLPRYPSCTDKVKTPRKA 

RSHSPSTAIISHGTTGLVTWDAARYLAE 

WAIKNLAAFTNRTVLELGSGAGLTGLSl 

CKM/WPPPDIHL\HDCHSRVLEQLRGNVL 

LNGLSLEADITANLDSPRVTVAQLDWDV 

ATVHQLSAFQPDWITADVLYGPEAIVSL 

VGVLRRLAACWEHQWAPEVYMAFTVR 

NPETCQLFTTELAPSTCEGVLSLSHLTDK 

NTRTHRGQETPELPQIAARPPGFSAFTVH 

PSPPLPPDFAPAPPEHSPSWQPCAKMHPQ 

QPLPAHRDMDDPVPVHVGQPVNYRANK 

QASTRRHTGFHDRVPHNLAQEAGQAWG 

SGLSSOHFRRLROED 


4865 


12916 


A 


574 


1 


2967 




4866 


12917 


A 


5740 


2 


413 




4867 


12918 


A 


5741 


■ 3 


231 




4868 


12919 


A 


5742 


83 


1503 


SWNTPYNHWATKQ/LSSHYSRGGAKYE 

GEAVKQSLVESYTHPNSNETERSANIDT 

VMNWFIKEDFDFVTLCYREPDNVGHRF 

RPEAENRKLMIQQIDRTIRPWDDHREEET 

QCQQDPLSNYIKFMDLVKFDIVGYGGFG 

MPLPKLGQEEALYQALKNAYPHLHIYK 

KEGFPEHFHLAKHDRVLPIVMYANFGYS 

INGISLLYFYTHLCDKYFNVHFFHEPLSL 

WRAQXTPSLSHRYISLVRHMDATNLDAS 

RLSWPYPRPRPPNAHPGPALQPAPRTLLL 

TLPPGPAPSLPPRTALGPPPLQSRPGFRPV 

SRQRCGPAHFMAPEENAGTELLLQSFER 

RFLAARTLRSFPWQGGGGRAERPAGLA 

GVQGQTGWVSVLKPPALLPREFLGSPRS 

GPRDPVPVPGAWPKSLAPLLPRELAAED 

EGVSTALGGQTRARCGVQFTIIFTTF 


4869 


12920 


A 


5743 


266 


477 


DFSLSRPHGA*KQN*ETHQILSCC/GDILH 
KTVK/HSCVCEAPAVRQICPVLSLRTHQK 
ARGCPHRAFGRAV 


4870 


12921 


A 


5744 


148 


592 


SHVALGQLGVka.TRAVRSSWRWELCVSS 
TGSGLPAFSLKQPKSCRCW*EEVKTGSC 
VGISHWQTSTA^FPQAVFHLPPVLLPRSL 
ACLSCPRGCAQIR\CQ*TPPYPLFPIILTYS 
FGMLSSTV! TRHTl FTNKKPKSI I AAFfiV 
RHLQVS 


4871 


12922 


A 


5745 


164 


667 


ERGTYICQITTSLYRAQQIIQLMIQASPKV 

RLSLANEALLPTLICDIAGYYPLDVWM 

WTREELGGSPSPSLWVSSFSKPQAKALAG 

TYSISSSLTAEPG/RLQVPLYTCQVTHISL 

EEPLGASTPGCPTRAENSLGSHLCQQSLP 

SCTDVPWGFRDGQAPNRTWAASG 


4872 


12923 


A 


5746 




790 


VEELSKKLADSDQASKVQQQKLKVGQL 

GEWVWPLDKGGKLFSKLWGRGGLVYK 

WFLUYKISYATGIVGYMAVMFTLFGLN 

LLFKIKPEDAMDFGISLLFYGLYYGVLER 

DFAEMCADYMASTIGFYSESGMPTKHLS 

DSVCAVCGQQIFVDVSEE/EDH*EHRCS/ 

CFHEFCIRGWCIVGKKQTCPYCKEKVDL 

KRMFSNPYPLLGSLLGVGCGKKVLASVT 

CIWVLLGPSLLPPTRTCQTMNNKKIMKV 

MMRIKRMMTDTMAS 
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4873 


12924 


A 


5747 


1 


1005 


FRGRAVKMAAVVEVEVVGGAAGEREL 

DEVDMSDLSPEEQWRVEHARMHAKHR 

GHEAMHAEMVLILIATLVVAQLLLVQW 

KQRHPRSYNMVTLFQMWVVPLYFTVKL 

HWWRFLVIWILFSAVTAFVTFRATRKPL 

VQTTPRLVYKWFLLIYKISYATGIVGYM 

AVMFTLFGLNLLFKIKPEDAMDFGISLLF 

YGLYYGVLERDFAEMCADYMASTIGFY 

SESGN4PTKHLSpSVCAVCGQQIFVDVSE 

cUJL/riXbl 1 lKJjDUNnVoWlirL.lKuWCIVU 
KKQTCPYCKEKVDLKRMFSNPWERPPIV 
MYGQLLDWLRYLVAWQPVIIGVVQGIN 
YILGLE 


4874 


12925 


B 


5748 


99 


236 


XTTSTSSTVTVTAPGPAATGSPVKKHRP 
LLPKETAPAVQRWWNSSX* 


4875 


12926 


A 


5749 


1 


783 




4876 


12927 


A 


575 


1882 


3402 


LDASFWIPPKATQGMTWIFTFPSSPSYNS 

S/CYAGWLKGSAPLQLSQPHHTAYIIFTS 

GSTGRPKGVMVGQTAIVNRLLWMQNH 

YPLTGEDVVAQKTPCSFDVSQFFAEYGV 

TTTHFVPSMLAAFVASLTPQTARQSCAT 

LKQVFCSGEALPADLCRVWQQLTGAPL 

HNLYGPTEAAVDVSWYPAFGEELAQVR 

GNSSVPIGYPGYLGRPDLTVASRFIADPFAX 

PGERMYRTGDVARWLDNGAVEYLGRS 

DDQLKIRGQRIELGEIDRVMQALPDVEQ 

AVTHACVINQAAATGGDARQLVGYLVS 

QSGLPLDTSALQAQLRETLPPHMVPVVL 

LQLPQLPLSAKAGCPAAQVPRVAQVRV 

CAVLEDLGDIRESEGERKQEADAVLGTQ 

DTPRVTSQPNGLLLKIEPQENVKIEGQHQ 

GLVWLCVAASPVLVRVTREKEEKKKEE 

GNNMRFTSLVLSVLVNIVRALEKKVLDI 

MFNNCRTGVQAITLSHRRALAIAIALAR 

YIKSALYDG 


4877 


12928 


A 


5750 


1 


1626 




4878 


12929 


A 


5751 


1 


542 


CGWNTGYCD/YPCQQAHWPEHIKSCTQS 

UTALQQGADVEVNTEPLNKSSQGSSSST 

QSAPSETAVSASKEKETSAEKSKESGSTL 

DLSGSRETPSSILLGSNQGSVSKRCDKAT 

LLCPNHHRPPAAPQLPRPEVPFPEL*NSR 

LSPPVFKKKGIRRVPIPNTSTSTKSLLPKE 

SRLDTFWVD 


4879 


12930 


A 


5752 


1779 


3628 


MEISEDVYTAVGHSDSEDSEKSDSS0SEF 

ISDDEQKSKDEPEDTEDKEGCQMDKEPS 

AVKKKPKPTNPVEIKEELKSTSPASEKAD 

PGAVKDKASPEPEKDFSGKAKPSPHPIK 

DKLKGKDETDSPTVHLGLDSDSE\NELVI 

DLGEDHSGREGRKNKKEPKEPSPKQDV 

VGKTPPSTTVGSHSPPETPVLTRSSAQTS 

AAGATATTSTSSTVTVTAPAPAATGSPV 

KKQRKL\IPKE\TAPA\VQRVRVELIK*SF 

KRPPKSGTCRRCSVSSSSSSSKTSSSSHQS 

SQGTRYQTRQAVKAVQQKEITQSPSTSTI 

TLVTSTQSSPLVTSSGSMSTLVSSVNADL 

PIATASADVAADIAKYTSKLVMDAIKGT 

MVTEIYNDLSKNTTGSTIAEIRRLRIEIEKL 

QWLHQQELSEMKHNLELTMAEMRQSW 

EQERDRLIAEVKKQLELEKQQAVDETKK 

KQWCANCKKEAIFYCCWNTSYCDYPCQ 

QAHWPEHMKSCTQSATAPQQEADAEVN 

TETLNKSSQGSSSSTQSAPSETASASKEK 

ETSAEKSKESGSTLDLSGSRETPSSILLGS 

NQGSDHSRSNKSSWSSSDEKRGSTRSDH 

NTSTSTKSLLPKESRLDTFWD 
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4880 


12931 


A 


5753 


2 


171! 


RSEDSEKSDSSDSEYISDDEQKSKNEPED 

TEDKEGCQMDKEPSAVKKJQ>KPTNPVE1 

KEELKSTSPASEKADPGAVKDKASPEPE 

KDFSEKAKPSPHPIKDKLKGKDETDSPT 

VHLGLDSDSESELVIDLGEDHSGREGRK 

NKKEPKEPSPKQDWGKTPPSTTVGSHS 

PPETPVLTRSSAQTSAAGATATTSTSSTV 

TVTAPAPAATGSPVKKQRPLLPKETAPA 

VQRVSCGTSSTVQQKEITQSPSTSTITLVT 

STQSSPLVTSSGSMSTLVSSVNADLPIAT 

ASADVAADIAKYTSKMMDAIKGTMTEI 

YNDLSKN\TTWKAQLAEDSQGLJUEffiKL 

QWLHQQELXSEMKHNLELTMAEMRQSL 

EQERDRUAEVKKQLELEKQQAVDETKK 

\QAHWPEHys4KSCTQSAYCSSSRKADAE\ 

VNTETUCLSPSQGSS\SSTQSAPFRKRPAP 

SKEK\ETFSLRKAKESGSTLDLSGSRFTP*? 

SILLGSNQGSDHSR\SNKSSWSSSDEKRG 

SVTRSDHN/TPSTQHGRSLLPGKESRAGTP 

FLGTSK 


4881 


12932 


A 


5754 


1 


191 


MQK*ITAWAPAPMKJKIIASPERKYSVWI 
GGSIWPQLST/FQQMWISKQEYDESGPSI 
VHRKCF 


4882 


12933 


A 


5755 


2 


1203 


LSRRCQLSHSVLPPLRRRVSLPVAMEEEI 

AALVIDNGSGMCKAGFAGDDAPRAVFP 

SIVGRPRHQGVMVGMGQKDSYVGDEA 

QSKRGILTLKYPIEHGIVTNWDDMEKIW 

HHTFYNELRVAPEEHPVLLTEAPLNPKA 

NREKMTQIMFETFNTPAMYVAIQAVLSL 

YASGRTTGIVMDSGDGVTHTVPIYEGYA 

LPHAILRLDLAGRDLTDYLMKILTERGY 

or n lfinssJC,lylsjJusj^]fjL^ 

ATAASSSSLEKSYELPDGQVITIGNERFR 

CPEALFQPSFLGMESCGIHETTFNSIMKC 

DVDIRKDLYANTVLSGGTTMYPGIADR 

MQKEITALAPSTMKIKIIAPPERKYSVWI 

HRKCF 


4883 


12934 


A 


5756 


3 


412 


SRFPEGLFQPFFPG\MKSCGIHETTFHSH/I 

IKFDVAIRXKDLYANTLLPGGNHQVSGAL 

LTGMQKEIHAPAAQATLRFKIIAPPGSAS 

TRWA^GSVGSILASLSIFQVQMWMSKQEX 

YDESGPLHSSTAKCFLNGLSQIA 


4884 


12935 


A 


5757 


1 


2297 


MGRDWNSLESLEEDRKMRESLEHARDL 

LNCCDQNADHHMDSEVQAEVVSEGDEE 

UGKWSKAYCHRCEQKDDLKWELIFKRE 

AEHKSLEILQPDHWEKKNPGGGRNQST 

SSSWVGTVAEITTIEAVKCKIQVLQQQA 

DDAEERA\ERSQREFREERRARE\QAEAE 

VASLNRRIQ\LVEEELDRAQERLATALQK 

LEEAEK/SL^ESERRY*RIJ'ENUULKRL 

KEK1GTSRE1QLK\EAKHIAEE\ADVRKYEE 

VURKNLVIIEGDLERTEVERAVELAESRCR 

EMDEQIRLMDQNLKCLSAAEEKYSQKE 

DKYEEEIKILTOKLKEAETRAEFAERSVA 

KLEKTIDDLEDTNSTSGDPVEKICDETPFG 

VSVAVGLAVFACLFLSTLLLVLNKCGRR 

NKFGINRPAVLAPEDGLAMSLHFMTLGG 

SSLSPTEGKGSGLQGHIIENPQYFSDACV 

HHIKRRDIVLKWELGEGAFGKVFLAECH 

NLLPEQDKMLVAVKALKEASESARQDF 

QREAELLTMLQHQHIVRFFGVCTEGRPL 

LMVFEYMRHGDLNRFLRSHGPDAKLLA 

GGEDVAPGPLGLGQLLAVASQVAAGMV 

YLAGLHFVHRDLATRNCLVGQGLVVKI 

GDFGMSRDIYSTDYYRVGGRTMLPIRW 

MPPESILYRKFTTESDVWSFGVVLWEIFT 

YGKQPWYQLSNTEAIDCITQGRELERPR 
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ACPPEVYAIMRGCWQREPSNATASRMC 

TPGCKPWPRHLLSTWMSWARGPAQGLG 

VVSRKTGACPQHPP 


48S5 


12936 


A 


5758 


3 


636 


WAWNQAEAEVASVNGRJQLVEEELDCA 

lENRALKDEEKMELQElQLKEAKHIAEEA 

DRKYEEVARKLVIIEGDLERTEVERAELA 

ESRCREMDEQIRLMDQNLKCLSAAEEK 

YSQKEDKYEKEIKm.TNKLREAETVRAEF 

AERSVAKLEKTIDDLEDKLKCTKEEHLC 

TQRMLDQTLLDLNEM 


4886 


12937 


A 


5759 


1 


239 


QCCSGGTHGNPAIGDRNMQKQILPWAPA 
QMKIRFMAPPERKYSVWIAAPILASLSTS 
SRMWISKQEYDESGPSIVHRKCF 


4887 


12938 


A 


576 


22 


413 




4888 


12939 


A 


5760 


3 


1458 


ADPPPVHTRRQLTMDDDIAALVVDNGS 

GMCKAGFAGDDAPRAVFPSIVGRPRHQ 

GVMVGMGQKDSYVGDEAQSKRGILTLK 

YPIEHGIVTNWDDMEKIWHHTFYNELRV 

APEEHPVLLTEAPLNPKANREKMTQIMF 

ETFNTPAMYVAIQAVLSLYASGRTTGIV 

MDSGDGVTHTVPIYEGYALPHAILRLDL 

AGRDLTDYLMKILTERGYSFTTTAEREIV 

KSYELPDGQVITIGNERFRCPEALFQPSFL 

GVMESCGIHETTFNSIMKCDVDIRKDLYA 

NTVLSGGTHQFPLPCRPGC*KKITALEP\ 

ATMKIVR1IA\PPEAQSTPLWNRGAPIL\AS 

LVHLPAKMWDQKSREYDESGPLPFVHR 

K\CFF 


4889 


12940 


A 


5761 


171 


324 




4890 


12941 


A 


5762 


3 


383 




4891 


12942 


A 


5763 


2 


314 


FFFHSALKALFAFLQILLFQVNVLRITAH 
IVISFnaLSVTPSKAFLLLAFIFCREDYSF 
TAYATISYLKIGPKANLLNNNEAYVITVMQ 
VTKSTQNSFRVNGY 


4892 


12943 


A 


5764 


1 


176 


MRTFALLTAMLLLVAAiAQAEPLQARAD 

EAAAQEQPGADDQEMAHAFTWHESAA 

LPLSA 
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4893 


' 12944 


A 


5765 


1 


2674 


GKHKLLSTGPTEPWSIREKLCLASSVMR 

SGDQNWVSVSRAIKPFAEPGRPPDWFSQ 

KHCASQYSELLETTETPKRKRGEKGEW 

ETVEDVIVRKLTAERVEELKKVIKETQER 

YRRLKRDAELIQAGHMDSRLDELCNDIX 

KKKLEEEEAEVKRKATDAAYQARQAVK 

TPPRRLPTVMVRSPIDSASPGGDYPLGDL 

TPTTMEEATSGVTPGTLPSTPVTSFPGIPD 

TLPPGSAPLEAPMTPVTDDSPQKKMLGQ 

KATPPPSPLLSELLKKGSLLPTSPRLVNES 

EMAVASGHLNSTGVLLEVGGVLPMIHG 

GEIQQTPNTVAASPAASESVSQATIVMM 

PALPAPSSAPAVSTTESVAPVSQPDNCVP 

MEAVGDPHTVTVSMDSSEISMIINSIKEE 

CFRSGVAEAPVGSKAPSIDGKEELDLAE 

KMDIAVSYTGEELDFETVGDIIAIIEDKV 

DDHPEVLDVAAVEAALSFCEENDDPQSL 

PGPWEHPIQQERDKPVPLPAPEMTVKQE 

RLDFEETENKGIHELVDIREPSAEIKVEPA 

EPEPVISGAEIVAGVVPATSMEPPELRSQ 

DLDEELGSTAAGEILEADVAIGKGDETPL 

TNVKTEASPESMLSPSHGSNPIEDPLEAE 

TQHKFEMSDSLKEESGTIFGSQIKDAPGE 

DEEEDGVSEAASLEEPKEEDQGEGYLSE 

MDNEPPVSESDDGFSIHNATLQSHTLAD 

blroorAbok^hoVCSEDQEAIQAQKIWKK 

AIMLVWRAAANHRYANVFLQPVTDDIA 

PGYHSIVQRPMDLSTIKKNIENGLIRSTA 

EFQRDIMLMFQNAVMYNSSDHDVYHM 

AVEMQRDVLEQIQQFLATQLIMQTSESGI 

SAKSLRGRDSTRKQDASEKDGGTRGRR 

C Alt? ATWJIV\AW 


4894 


12945 


A 


5766 


1 


419 


YANVFLQP\VQDDIAP\GSPSIGQR\PMDL 

LLMYHSSDHYFYHIAI\EMQ\RDVLEQIQ 
QFLATQLIMQT\SESGI\SAK\SLRGRDSTR 
\QQDASEMDGGTRGR\RCAIEADMKMK 
K 


4895 


12946 


A 


5767 


2 


111 


ISAKSA\RGRDSTRKQDASEKDSVPMGSP 
AFLLSLF 


4896 


12947 


A 


5768 


3 


2884 


GKHKLLSTGPTEPWSIREKLCLASSVMR 

SGDQNWVSVSRAIKPFAEPGRPPDWFSQ 

IUiCA£>QYSELLEl I tTPKRKRGEKGEVV 

ETVEDVIVRKLTAERVEELKKVIKETQER 

YRRLKRDAELIQAGHMDSRLDELCNDIA 

TKKKLEEEEAEVKRKATDAAYQARQAV 

KTPPRRLPTVMVRSPIDSASPGGDYPLGD 

LTPTTMEEATSGVTPGTLPSTPVTSFPGIP 

DTLPPGSAPLEAPMTPVTDDSPOKKMLG 


4897 


12948 


A 


5769 


3 


627 


PRGENRFKAQPEWRKTPCQMMLSQSTF 
KKTxYlGKIlr rriLALvPYVGXKELNMllML 

MAEEEVKLSIPRFKLEESY\DMESVLRNL 

GMTDAFEAGARANFSGMS\QTDLSLVQR 

SCTKSICGRSNEGRPREAASPPKVAINMM 

MRCA\RFCPPPPAPDHPFLFVnQHRVKTN 

GMLFCGRFSSP 


4898 


12949 


A 


577 


1 


2148 




4899 


12950 


A 


5770 


3 


626 

* 


YNLVTFRyLAVLSFEKDDDHNGHIDFITA 

ASNLRAKMYSIEPADRFKi KRIAVKIlLV 

KPTTTGTVSGLVCFE\MIKVTGGYPFAAY 

KNCFLNLSHS/IFVVFTETTEVRKTKIRNG 

ISFTIWDRWTVHGKEDFTLLDFINAVKE 

KYGIEPTNfWQGVKMLYVPVMPGHAK 

RLKLTMHKLVKPTTEKKYVDLTVSFAPD 

[DGDEDLPGTSK 


4900 


12951 


A 


5771 


92 


265 


SFELFADKVPKTAAVLDGKHVVFGKVKE 

GMNIVEAMERFGSRNGKTSKKITIADCG 

QLE 
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4901 


12952 


A 


5772 


1 


1310 


GNSPPSELKWKAKSEDLRHRGLKAQAEI 

KGSTQQIGFTTDPRMARSSPYPTDVARV 

VNAPIFHVNSDDPEAVMYVCKVAAEWR 

STFHKDVWDLVCYRRNGHNEMDEPMF 

TQPLMYKQIRKQKPVLQKYAELLVSQG 

WNQPEYECVSMHGVRNKPSYNSTKSS 

MDGLILHPATGLVFVLSKQCEEIHQPVV 

WTCEQREAENATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVGRAAACGNGA 

v^ix V Wi\Ot\llJNrr^^j^ /VI ocjvxijr wl»*vjV" 

CFHRLFPRVLCVQGGELQQRH*WPLVG 

KPHSMGKKI*KIEELPSLKHTGSPGILSP 

WQNAGPQTTNGFPSFSICTA\KT\EWLEW 

PSHVVFWHK*KEG\MNIVEAHWSRFG\S 

RXNGKTQQRRSPFADCGQLLISLTCVFILT 

TKIISFCRLRRAPLQPHLLAVS 


4902 


12953 


B 


5773 


47 


204 


XQHTFCKRCGVQSFYTPRSNPGGFGIAP 
HCLDEGTVRSMVTEEFNGSDWEKA* 


4903 


12954 


A 


5774 


2 


402 


CGDRGALRPPSCAGRSGPGPPRPPRPPRP 

LPWHPAPPAHGAPLARPGARARRSEKPP 

SEKPRLRRSSPRAQEEGPGEPPPPELALLP 

PPPPPPPTPA\PRRPRRP\PGPGRAAGALG 

DVPEAAEAYLERVPPSSC 


4904 


12955 


A 


5775 


2 


241 


FSCLSLLKSWDYRALPPSPAN\LFLVETG 
FHHVGQASLKLLTSGDPPASASQTVGIT 
GMSHHAWPVSSFYIWSHWAPRNS 


4905 


12956 
• 


A 


5776 


22 


643 


WEFPVLTMAATSGILSALGNFLAQMIE 

KKRKKENSRSLDVGGPLRYAVYGFFFTG 

PL\SHFFYFFMEHW1PPEVPLAR\VRRLLL 

DRL\FFAP\AFLMLFFUMNFLEGKI>AS\T 

FAAKMRGG\FWPAAEDETCRVWTP\LQF 

INIXNYVPFESSGCFFGQPGQLLFWYAYL 

ALLGEVTTRWENIRCTCGRGSGGLHPPK 

REQKPIQSGCH 


4906 


12957 


A 


5777 


23 


448 


ELESRSVTQAGVQWCDLGS\LQPPPL/SF 

KQFSFLSLLSSWDYRHVPPCPANVCILVE 

MGLVGQAGLELUSSDTPISVSQSAGIISV 

SHuTQPHIGNrLEQLKVVQLCYTSFLCFT 

KSSTVKHIOLIIIKITLRNTKNKARI 


4907 


12958 


A 


5778 


25 


396 


ISGRSTFSLFSRQGLSALSPRLEVCSVAISA 
HCNLRLPGSSN\GTTGA»HHTRLILYF/LA 
EMGFHHVGQAGFEVLTSSNPPASASTSA 
Ki J OlWoNR 1 \UHLrNFHr *MCYKYRCGS 
LAGRGGSRW 


4908 


12959 


A 


5779 


80 


460 


YISLNVTTHL1FFFFFLRQGL\CSVTQAGV 

\QWCNLGSLQPLPPRFK\NWDYRCVTPH 

LANFVFLVEMGF/LPASASQSAGITGVSH 

CTQLGVFICICYGSSHGVRQSWHQFCSS 

KLLVKSGRVGVGLLG 


4909 


12960 


A 


578 


222 


666 


SLCFCFLEVSLPACQETYGKSPFWILSIPF 
EDIARNLMKRTVCAKSVIFELWGHGQSPE 
ELYSSLK>fYPVEKMvPFLHSDSTYKJKlH 
TFNKTLTQEEKIKRIDALEFLPFEGKVNL 
KKPQHVFSVLEDYGLDPNCIPENPHNIYF 
GRW 


4910 




A 




1 00*1 


lo44 


Wv^KLLrLr U J boCoVAKVuVQWKrlLbb 
PKPPPP\GSSNS/PASASRVA\TGAHLHAR 
LIFVFL 


4911 


12962 


A 


5792 


16 


301 


IFASTAPKRSWARLGPPQILVSVATKASF 
GAPTIPSRXPGPQSVFANSDLFPAPPQIPSR 
PVRIPPGIPPGVPRRPPAAPSRPTIIRPAEP 
SLLD 


4912 


12963 


C 


5793 


78 


209 


MSVFXXXXXXXXXXXXXXXXXXNEET 
NHPLGVVYRLSDSTQYI* 


4913 


12964 


A 


5794 


119 


231 
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4914 


12965 


A 


5795 


69 


909 


EWCLLSPPEGHTFHLIWGITELKTKRRGR 

KPSRPPMCYGKCARCIGHS\LVGLAILCI 

AANILL\YFPKGETKNAS\ENHLSRF\VWF 

DaCG\CCGHEN\CGKRCAMLSSVlGWLS 
IGIXAGSGLLWSIVA^QPLGLARKDPLCLD 
<?/LSnOWKI OPT P^TEGPVTFWIT<sTW<J\T7 

CTEPKHIWKWNVSLFSILLAVLGGPELILC 
LIQVINGSA^LGGICGVFCCSHQQQYGLAK 
RTNPGTEPQSFLYFHCNLSYLHLYSIC 


4915 


12966 


A 


5796 


1 


200 


RGPVLLDTSm\^ARCNEPKPWEWNDTL 
FSN/LLASGGIEFILCLIQVINGVLGGICGF 
CCSHQQQYDC 


4916 


12967 


A 


5797 


2 


424 


RLSLTLVAQAAVQWHNLGSLQPPPPGFK 

RFSCLSLPSSQDHRHTPPCPA/NSFVFLVE 

TRLHHAGQAGLKLPTSG/DTPSSASQSAR 

ITGVSHRARCWDSNSTIFLGSLANSNVyai 

NVFLIVGGERIKGKHTHFNTHSMSEFEE 


4917 


12968 


A 


5798 


46 


626 




4918 


12969 


A 


5799 


1 


1004 


MWLILAGLAWAGLWVSDGLKDVLVMA 
KGKSRRGKSAPKHIMSLGPLLMIAFAICH 
FASVMGFHYLEVNLRLQQCFKYQLIETA 
FAVLVQSVLRIYSSRIWDKTSLECLKVLT 
GHTGSVLCLQYDERVIVTGSSDSTVRVW 

FiVUTnPVT IvTTI TtH-TKIl? A \7T Ufl DCCXT/^I Xif 

IJ vr4 1 Oli Vl^N 1 LillrlNtA VJLHLKi*oNoLM 
VtCSKDRSIAVWDMASATDITLRRVLVG 
HRAAVNVVDFDDKYIVSASGDRnKNR 

DKAEVAYTNLVWSTSTCEFVRTLNGHK 

DrjiAPi r\VT>"ri'Di \7\/QnccTkXTTn>i iirriTc/^ 
KUl ACLiV^ Y KJJKL V V oUooUJN 1 IKL WUlbC 

GACLRVI FGHFFl VRPTRFDNKRIV^GA 
Y/DMGFSSLELLATWLPNA*GSSFTAEL 


4919 


12970 


A 


58 


1107 


1365 


HSGSAGMHWN1LFLVHCMQAHI*LFDRL 
LHMM*CNGRGP*FALCTRCSQ*DSGAN\ 
WDK*KNILPLRNFGWLGFNRDLGSRGW 
VPEV 


4920 


12971 


A 


580 


3 


439 




4921 


12972 


A 


5800 




3084 




4922 


12973 


A 


5801 


3 


265 




4923 


12974 


A 


5802 


242 


401 


DLYAATYSHSHTALVWSTSTCEFVRTLN 
GHKRGIACLQYRDRLVVSGSSDNTI 


4924 


12975 


A 


5803 


2 


385 


FVFAAARGERGGFAGAVMEPDSVIEDKT 

lELMLPKCMFGILLKKAGYSKRKESWK 

MLDCCLFSD*SERENPHSFWIGGSEVQNI 

FQNTSVMEDQNEDESPKKNTLWQISNGT 

SSVIVSRKRPSEGNYH 


4925 


12976 


A 


5804 


1 


1248 




4926 


12977 


A 


5805 


2 


1653 


RGGAAGAAMEPDSVIEDKTIELMCSVPR 

SLWLGCANLVESMCALSCLQSMPSVRC 

LQISNGTSSVIVSRKRPSEGNYQKEKDLC 

IKYFDQWSESDQVEFVEHLISRMCHYQH 

GHJNSYLKPMLQRDFITALPEQGLDHIAE 

NILSYLDARSLCAAELVCKEWQRVISEG 

MLWKKLIERMVRTDPLWKGLSERRGW 

DQYLFKNRPTDGPPNSFYRSLYPKIIQDIE 

TIESNWRCGRHNLQRIQCRSENSKGVYC 

LQYDDEKllSGLRDNSIKIWDKTSLECLK 

VLTGHTGSVLCLQYDERVIVTGSSDSTV 

RVWDVNTGEVLNTLIHHNEAVLHLRFS 

NGLMVTCSKDRSIAVWDMASATDITLR 

RVLVGHRAAVNVVDFDDKYIVSASGDR 

TIKVWSTSTCEFVRTLNGHKRGIACLQY 

RDRLVVSGSSDNTIRLWDIECGACLRVL 

EGHEELVRCIRFDNKRIVSGAYDGKIKV 

WDLQAALDPRAPASTLCLRTLVEHSXGR 

VFRLQFDEFQIISSSHDDTIUWDFLNVPP 

SAQNETHSPSGVTYTYISR 
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4927 


12978 


A 


5806 


1 


180 


NFKRFHKTIAINETASYWPK/DRHINQRN/ 
RESPVINPTTYGQLIVDKGAKNTQWGKD 
NYFN 


4928 


12979 


A 


5807 


1 


355 




4929 


12980 


A 


5808 


81 


474 


LGERRRASLSLSLTPGRRRGFKVATQER 

NPQRAQMRL\RRQKKGVVPFWGDFLTE 

LQ/MGLDSAJPGRPWMATPNKRSKEVRV 

LQEMQLLQVAAMNYRLRPLEKFVTYFT 

RMEQLSDKESYKLSCQLEPENQ 


4930 


12981 


A 


5809 


3 


383 




4931 


12982 


A 


581 


1 


691 


MDQDSASTKTCPGTHRKSGPRSREQHG 

ALGAANAHDTVRDGERYDRWSGPRRRE 

GHGALGAANAPDTVRDGERRSLRRDWR 

DCAEATADVSGVRSLSRLLSARRLALAL 

AKAWPTVLQTGTRGVHFTVDGNKRASA 

KVSDSISAQYPVVDVHEFDAVWGAGGA 

G\LRAAFGLSEAEFDTACVTKLFPTRSHT 

VAAQLENYGMPFSRTEDGKIYQRAFGG 

QSLKFGKGRQA 


4932 


12983 


A 


5810 


1 


148 




4933 


12984 


A 


5811 


3 


1219 


PGAMATLSFVFLLLGAVSWPPASASGQE 

FWPOQSAADILSGAASRRRYLLYDVNPP 

EGFNLRRDVYIRIASLLKTLLKTEEWVLV 

LPPWGRLYHWQSPDIHQVRIPWSEFFDL 

PSLNKNIPVIEYEQFIAESGGPFIDQVYVL 

QSYAEGWKEGTWEEKVDERPCIDQLLY 

SQDKHEYYRGWFWGYEETRGLNVSCLS 

VQGSASIVAPLLLRNTSARSVMLDRAEN 

LLHDHYGGKEYWDTRRSMVFARHLREV 

GDEFRSRHLNSTDDADRIPFQEDWMKM 

KVKLGSALGGPYLGVHLRRKDFIWGHR 

QDVPSLEGAVRKIRSLMKTHRLDKVFVA 

TDAVRKEYEELKKLLPEMVRFEPTWEEL 

ELYKDGGVAIIDQWICAHASS*SAAGEPE 

TSCAGAGGTGRPLT 


4934 


12985 


A 


5812 


75 


.130 


IHRE*VPAAQGELRGAAE 


4935 


12986 


A 


5813 


I 


1940 


MATLSFVFLLLGAVSWPPASASGQEFWP 

GQSAADILSGAASRRRYLLYDVNPPEGF 

NLRRDVYIRIASLLKTLLKTEEWVLVLPP 

WGRLYHWQSPDIHQVRIPWSEFFDLPSL 

NKNIPVIEYEQFIAGAQSLSHAAVSFPKC 

FSEMDLKWMSFVPPQLEPPLHPKKAATP 

GCYSDRTRLPVRKAVLRSGRRTACGVCF 

WSQCSARDKELHLRDAPSRFVPAPEFH 

LRGAPSRFVPAPELHLRGAPSRFIPAAFE 

QILIADLLGVTVPPSWCGSGQSGGPFIDQ 

VYVLQSYAEGWKEGTWEEKVDERPCID 

QLLYSQDKHEYYRCLLRLLPLPQGWRSC 

QSQVSIAIKGSDTTRPPVEKLSVNSLHVS 

SARAAGSKAWQGSASIVAPLLLRKTSAR 

FERWDYSLQRVFSVGVDFRIDGVTFHSH 

PWFCDRPADVFTRAAACKAGTCLQETQ 

SLLTWDFVQTRRSMVFARHLREVGDEF 

RSRHLNSTDDADRIPFQEDWMKMKVKL 

GSAL\GGPYLGVHLRRKDFIWGHRQDVP 

SLEGAVRKIRSLMKTHRLDKVFVATDA 

VRKEYEELKKLLPEMVRFEPTWEELELY 

KDG\GVAIIDQWICAHARFFIGTSVSTFSF 

SDS*GKEKFLGLDPKTDVQQVLRRPREG 

V 
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4936 


12987 


A 


5814 


3 


1286 


PGAMATLSFVFLLLGAVSWPPASASGQE 

FWPGQSAADILSGAASRRRYLLYDVNPP 

EGFNLRRDVYIRIASLLKTLLKTEEWVLV 

JLPPWGRLYHWQSPXDIHQVRIPWSEFFDL 

PSLNKNIPVIEYEQFIAESGGPFIDQVYVL 

QSYAEGWKEGTWEEKVDERPCIDQLLY 

SQDKHEYYRGWFWGYEETRGLNVSCLS 

VQOSASIVAPLLLRNTSARSVMLDRAEN 

LLHDHYGGKEYWDTRRSMVFARHLREV 

rir^PppcDui Tjcmr^ ArkDiDcr»crk\irK4vxit 
OL/Jbr KoxvULiiN o 1 iJiJ/\LJi\irr i^cD WMlvIvi 

KVKLGSALGGPYLGVHLRRKDFIWGHR 

QDVPSLEGAVRKIRSLMKTHRLDKVFVA 

TDAVRKEYEELKKLLPEMVRFEPTWEEL 

ELYKDGGVAIIDQWICAHARCLPTSLSAE 

SGSGGFQRFFCPKYSVSEQMVACVHSGH 

FHTVCLLV 


4937 


12988 


C 


5815 


164 


391 




4938 


12989 


C 


5816 


321 


341 


MAALAS* 


4939 


12990 


A 


5817 


128 


526 


FFFFIFKTASHSVVQAGVQWRSLSSMQP 
PPPGLKQFSHLSLLGSWIKGH\LPHPSNFC 
Ir ^KUU V i>r C w W bv^ 1 rOLKri^rSPKC 
LGLTGCEATSPWPASLKFLKNCVFHLPG 
YVYLLHVLGPRSCKYLQKW 


4940 


12991 


A 


5818 


3 


273 


RRPRQRPTDQTQWFSILPDFSLDLQEGPS 
VESQTVHSDPHIPPVDPTTHLTFNHLSIVC 
VSL1LSLPHLGSPCLWSPALVSQEAASH 
QDRR 


4941 


12992 


A 


5819 


1 


861 


MLDSLLALGGLVLLRDSVEWEGRSLLK 

ALVKKSALCGEQVHILGCEVSEEEFREG 

FDSDINNRLVYHDFFRDPLNWSKTEEAF 

PGGPLGALRAMCKRTDPVPVTIALDSLS 

WLLLRLPL 1 i LCQVLH AVSHQDSCPGDS 

SSVGKVSVLGLLHEELHGPGPVGALSSL 

AOTEVTLGGTMrsOASAHTI PRRPROMIP 

N\YQTQWFSIU.PDFQPGSPRGALCRVPA 

LIPIPHIPPKEREARDSLILPFQFSSEKQQA 

LLRPRPGQATSHIFYEPDAYDDLDQEDP 

DDDLDI 


4942 


12993 


A 


582 


306 


458 


lYIFLLNCIFLIIIIIYFETESCSVAQAGWW 


4943 


12994 


A 


5820 


2 


494 


LGLLHEELHGPGPVGALISLAQTEVTLG 

GTMGQASAHILCRRPRQRPTDQTQRVSI 

LPDFSLDLQEGPSVESQPYSDPHIPPVSK 

NAKARTRKCSLVSGHGRENKSCRGWG 

WGQGF*GWGRVAASFVP\QVDPTTHLTF 

NJLHLbJsJsJiKJbAKUoL^lLr r V^t bobK 


4944 


12995 


A 


5821 


1 


498 


VRKVSVLGLLHEELHGPGPVGALSSLAQ 

TEATLGGYHA^GQASAHMUCRRPRQRP 

TDQTQWFSILPDFSLDLKEGPSVESQPYS 

DPHIPRVDP\TTHLTFNLHL\SKKEREARD 

SLILPFQFSSEKQQAXLLRPRPGQATSHIF 

YEPDAYDDLDQEDPDDDLNILPGQI 


4945 


12996 


A 


5822 


3 


322 


HERQMALLKANKDLIPDGMTELTPLLQP 
LGFEDPVVCEQDWTAGQDWVTYYDR 
DYGQQVTGEPQERDKALQELRQELNTL 
ANPFLAKYRDFLKSVHELPSHPPPSS 


4946 


12997 


A 


5823 


3 


276 




4947 


12998 


A 


5824 


151 


204 


SGEPFISCGRFWWLQDG/DLMTLPRLVS 

NSWLKQSSHLGLLKHWDYMSEAPHLAK 

NFLKAYEVVSLSFHVEGSGGCRMA 


4948 


12999 


A 


5825 


175 


456 


IHFVLISAHAVGCEGILWGGWSLRGVGV 
PHSSAKRS*VGIRGPGKGRPGAQLPAGR 
ARASTEVP\SGAPCPLLGAKNDRGLHAP 
KRTGTGPSNH 
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4949 


13000 


A 


5826 


188 


269 


IHFVLISAHAVGCEGISPBSEMGVSALSIQ 
EACSPGLQWATSFLASAWVSAPLLQMA 
HICPIILLGSLKGARATNRFRQSLFVQGV 
SFPARFPHLDLLLQ*P*KNDWTDVSHLE 
QRGTNPG*RQE*SGPLQPWRAGFLDGQC 


4950 


13001 


A 


5827 


1 


542 




4951 


13002 


A 


5828 


2 


889 


RGLRIPTWALQELAGRVTRRGPETGEGR 
REPGGSASPMRAAFPAGGAGGSVEPPSA 
RPAPQPAGTAARSEEAPARAQAAGMAG 
PGWGPPRLDGFILTERLGSGTYATVYKA 

LLTEIEIUCGIRHPHIVQLKDFQWDSDNIY 

LIMEFCAGGDLSRFIHTRRILPEKVARVF 

MQQLASALQFLHERNISHLDLKPQNMLL 

SSLEKPHLKLADFGF\AQHMSPWD\EKH 

VLRG\SPLYMAPEMVCQRQ\YDARVDL 

WSMGVILYGETSFPCFSP 


4952 


13003 


A 


5829 


297 


331 




4953 


13004 


A 


583 


47 


358 


SLLTPLVSPVPACPCPSKSEVSVPQEHPLP 
CRPLFRVWRNRQSRGCPQGVEHYGAGA 
WGLLPPVWKSCPPAKTCCKWGLP/CPPC 
GRSCLHSG\GAALCLLCGGSA 


4954 


13005 


A 


5830 


3 


405 




4955 


13006 


A 


5831 


3 


408 




4956 


13007 


A 


5832 


1 


530 




4957 


13008 


A 


5833 


198 


1175 


RANPFRMGNHAGKRELNAEKASTNSET 

NRGESEKKVRNLGELSRTTSEDNEVFGEA 

DANQNNGTSSQDTAVTDSKRTADPKNA 

WQDAHPADPGSRPHLIRLFSRDAPGRED 

NTFKDRPSESDELQTIQEDSAATSESLDV 

MAov^KKr J>v^KnUoK YLA 1 Ab 1 MDHARH 

GFLPRHRDTGILDSIGRFFGGDRGAPKRG 

SGKVPWLKPGRSPLPSHARSQPGLCNMY 

KDSHHPARTAHYGSLPQKSHGRTQDEN 

PWHFFKNIVTPRTPPPSQGKGAEGQRPG 

FGYGGRASDYKSAHKGFKGVDAQGTLS 

KIFKLGGRDSRSGSPMARR 


4958 


13009 


A 


5834 


1 


651 


MGNHAGKRELNAEKASTNSETNRGESE 

]v]SJvr^L.\jj:.l^DK.l 1 oJbl^jNiiVrljiiAUANv^N 

NGTSSODTAVTDSKRTADPKNAWODAH 

PADPGSRPHLIRLFSRDAPGREDNTFKDR 

PSESDELQTIQEDSAATSESLDVMASQKR 

PSQRHGSKYLATANSTMDHARHGFLPRH 

RDTGILDSIGRFFGGDRGAPKRGSGKRLT 

PPGKNCSLRVPAPEVTRPDPR 


4959 


13010 


A 


5835 


3 


208 




4960 


13011 


A 


5836 


71 


394 


APSARDVSRCAHRARPGAIMLLLPSAAD 
GRGTAITHALTSXELEDKKELSEESEDEEL 
QLEEFPMLKTLDPKDWKNQDHYAVLGL 
GHVRYKATQRQIKAARKYLVILK 
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4961 


13012 


A 


5837 


146 


1910 


APSARDVSRCAHRARPGAIMLLLPSAAD 

GRGTAITHALTSASTLCQWEPVGRWFEA 

FVKRRNRNASASFQELEDKKELSEESQD 

EELQLEEFAMLKTLDPRDWKNQDHYAV 

LGLGHVRYKATQRQIKAAHKAMVLKH 

HPDKRKAAGEPIKEGDNDYFTCITKAYE 

MLSDPVKRRAFNSVDPTFDNSVPSKSEA 

KDNFFEVFTPVFERKSRWSNKKNVPKLG 

DMNSSFEDVDIFYSFWYNFDSWREFSYL 

DEEEKEKAECRDERRWIEKQNGATRAQ 

RKKEEMNRIRTLVDNAYSCDPRIKKFKE 

EEKAKKEAEKKAKAEAKRKEQEAKEKQ 

RQAELEAARLAKEKEEEEVRQQALLAK 

KEKDIQKKAIKKERQKLRNSCKIEEINEQ 

IRKEKEEAEARMRQASKNTEKSTGGGG 

NGSKNWSEDDLQLLIKAVNLFPARTNSR 

WEVIANYMNIHSSSGVKRTAKDVIGKAK 

SLQKLDPHQKDDINKKAFDKFKKEHGV 

VPQADNATPSERFEGPYTDFTPWTTEEQ 

KLLEQALKTYPVNTPERWEKIAEAVPGR 

TKKDCMKRYKELVEMVKAKKAAQEQV 

LNASRAKK 


4962 


13013 


A 


5838 


1 


1909 


DVSRCAHRARPGAIMLLLPSAADGRGTA 

ITHALTSASTLCQVEPVGRWFEAFVKRR 

NRNASASFQELEDKKELSEESEDEELQLE 

EFPMLKTLDPKDWKNQDHYAVLGLGH 

VRYKATQRQIKAAHKAMVLKHHPDKR 

KAANGEPIKEGDNDYFTaTKAYEMLSDP 

VKRRAFNSVDPTFDNSVPSKSEAKDNFF 

EVFTPVFERNSRWSNKKNVPKLGDMNS 

SFEDVDIFYSFW\YNFDSWREFSYLDEEE 

KEKAECRDERRWIEKQNRATRAQRKKE 

EMNRIRTLVDNAYSCDPRIKKFKEEEKA 

KKEAEKKAKAEAKRKEQEAKEKQRQAE 

LEAARLAKEKEEEEVRQQALLAKKEKDl 

QKKAIKKERQKLRNSCKTWNHFSDNEA 

ERVKMMEEVEKLCDRLELASLQCLNET 

LTSCTKEVGKAALEKQIEEINEQIRKEKE 

EAEARMRQASKNTEKSTGGGGNGSKN 

WSEDDLQLLIKAVNLFPAGTNSRWEVIA 

NYMNIHSSSGVKRTAKPVIGKAKSLQKL 

DPHQKDDINKKAFDKFKKEHGVVPQAD 

NATPSERFEGPYTDFTPWTTEEQKLLEQ 

ALKTYPVNTPERWEKIAEAVPGRnCKDC 

MKRYKELVEMVKAKKAAQEQVLNASR 

AKK 


4963 


13014 


A 


584 


1248 


1667 


TNTGGWGPRHHAFVQHTLELLSLLCLNC 
GFLVYPFFLSWTVMVGSVNLVNLl KYO 
FQGIVVFYYCVIKKLKKIWILCLPRPRWP 
WLPTSDPSLRSPSSMVLNQICRVYSATK 
RGSVTGSWAYPCVLSRGMMSELCKSRA 


4954 


13015 


A 


5840 


3 


231 


SSDCPASASRVAGITGTHHHAWPIFVFV 
VETGFHCLPQPPIVLGLQA 


4965 


13016 


A 


5841 


2 


300 


RRRLALSPAGVHWHGLGSLQPPPPWFER 
FSCLGLLSGWDCRRAPPRPASFFVFLVET 
GFRHVGKDGLDFLT/S/GDPPALASQGA 
WMAGVSVHRTRPQIHFF 


4966 


13017 


A 


5842 


227 


290 




4967 


13018 


A 


5843 


1 


225 


HCNFPLPVQAILGSSNSRASASRVAGTTG 
ALQHMQLIFCILVETGFHRVAQAGLDLL 
S\LT1HPPRPPKVLGLQA 


4968 


13019 


A 


5844 


3 


147 


LEIFFFFFSFTFF/CRWGLTMFIRLVLNFW 
PQM1LLPL?LPPKVLGLQA 


4969 


13020 


B 


5845 


47 


241 


GGKDFNN4PLTISRITPGSKAAQSQLSQG 

DLVVAIDGVNTDTMTHLEAQNKIKSASY 

NLSLTLQK* 
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4970 


13021 


A 


5846 


3 


408 


CGGIPSQATIFTLSTLISSVTSLNSTSFSTK 
VHTLSQNLYVFREPLKLTLFLTL*ASAAF 
IALSN*SRT*RASWGVIC*DCMSSSR\PPE 
DCFPK*YFCITDMPWLRRKN\FFSTFQSK 
CRF*GTP1C0KDKTSKK 


4971 


13022 


A 


5847 


1 


2209 


AAADSTSMSYSVTLTGPGPWGFRLQGG 

KDFNMPLTiSRITPGSKAAQSQLSQGDLV 

VAIDGVNTDTMTHLEAQNKIKSASYNLS 

LTLQKSKRPIPISTTAPPVQTPLPVIPHQK 

DPALDTNGSLVAPSPSPEARASPGTPGTP 

ELRPTFSPAFSRPSAFSSLAEASDPGPPRA 

SLRAKTSPEGARDLLGPKALPGSSQPRQ 

YNNPIGLYSAETLREMAQMYQMSLRGK 

ASGVGLPGGSLPIKDLAVDSASPVYQAV 

IKSQNKPEDEADEWARRSSNLQSRSFRIL 

AQMTGTEFMQDPDEEALRRSSTPIEHAP 

VCTSQATTPLLPASAQPPAAASPSAASPP 

LATAAAHTAIASASTTAPASSPADSPRPQ 

ASSYSPAVAASSAPATHTSYSEGPAAPAP 

KPRVVTTASIRPSVYQPVPASTYSPSPGA 

NYSPTPYTPSPAPAYTPSPAPAYTPSPVPT 

YTPSPAPAYTPSPAPNYNPAPSVAYSGGP 

AEPASRPPWVTDDSFSQKFAPGKSTTSIS 

KQTLPRGGPAYTPAGPQVPPLARGTVQR 

AERFPASSRTPLCGHCNNVIRGPFLVAM 

GRSWHPEEFTCAYCKTSLADVCFVEEQN 

NVYCERCYEQFFAPLCAKCNTKIMGEV 

MHALRQTWHTTCFVCAACKKPFGNSLF\ 

HMEDG\EPYCEKDYINLFSTKCHCCH\FP 

VEAGDKVIEALGHTWHDTCFI\CAV\CHV 

NL\EGQPFYSKKDRPLCKKHAHTINL 


4972 


13023 


A 


5848 


1 


537 


RTRGGDVKTDLNNIEEFLEETLTPEKYPI 

LAAKHREYhTTEDIDIFYKFSAYIKNTKQQ 

NNAALERGLTKALKKVDDYLNTPLPQE 

RDAYTCGEDKGTRRKFL\DGDEL\TLA\D 

CNL\LPKLHVV\KIVGKKYRNYHIPADMT 

GLWRYLKNAYARVDEFTNTCAADSEIEL 

AYADVAKRLSRS 


4973 


13024 


A 


5849 


I 


654 


WEGPTCSMCKVIGIHNACEEAPLHSVFH 

GQKTELNNCISMLVAANDRVHTIITQLE 

DSRRVTKENSHHVNRXKLSQKFDTLYAIL 

DEKKSELLLRISQEQEKKLIFIEALIQQYQ 

EQLDKSTKLVETAIQSLDEPGGATFLLTA 

KQLIKSIVEASKGCQLGKTEQGFENMDF 

FTLDLEHIADALRAIDFGTDEEEEEFIEEE 

DQEEEESTEGKEEGHO 


4974 


13025 


A 


585 


334 


696 


IKPEMEAGISVTLGLDRNTRVQVGCREL 
RSnCYISGWASCTSIQPSGREITVCWGE 
OLPLPWPVNWIGGGYGTKYWSRRSSQX 
EWAVCSMDKTRYPEDSQLQCQDGSTRT 
YKITVSSLPAS 


4975 


13026 


A 


5850 


141 


626 


LLWIUAAPPPPPPVIRNGARGCSPSPTTIP 

NAWGQEPPRPRERPPPPPSRDAXAGATPS 

FLPPPLRNGHRDSIHHCSGUCLDDFESIC 

YSFHPVEDFPAPEEYKHFSED\YPSKTNR 

AARG\APPLPPILQVKPGLVPFLIKRMDL 

LFFSYGPLHSSELLHDSS 


4976 


13027 


B 


5851 


23 


160 


MQHVCAMRQVDIDAYTTCLYASGTTPV 
PQLPLLLMALLGLCTLVL* 
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4977 


13028 


A 


5852 


221 


1645 


APRMRLLAWLIFLANXWGGARAEPGKF 

WHIAJDLHLDPNDYKVSKDPFQWCQSAGS 

QPRGPTQAPWGDYLCDSP\WAL\INSSIY 

AMKEIEPEPDFILWTGDDTPHV\P\DEKLG 

EAAVLEIVERLTKLIREVFPDTKVYAALG 

NHDFHPKNQFPAGSNNIYNQIAELWKP 

WLSNESIALFKKGAFYCEKLPGPSGAGRI 

VA^NTNLYYTSNALTADMADPGQQFQ 

WLEDVLTDASKAGDMVYIVGHVPPGFF 

EKTQNKAWFREGFNEKYLKVVRKHHRV 

lAGQFFGHHHTDSFNRMLYDYAGVSlSA 

MrlJrVjVlr WKJ 1 L«rOV YWuAXNiSrAIXKV 

FEYDRATLSLKDMYTYFMNLSQANAQG 

TPR\WELEYOLTEA\HGVPHATAHSMHT 

VLGRJWGDKSTLQRYYWYNSWSYSAG 

VCDEAaSMQHVCAMRQVDIDATTTCL 

YASGTTAVPQlJPlXLMALLG\LCTraAV 

TCQAHHSSW 


4978 


13029 


A 


5853 


3 


126 


AYGDSMCAVKCVSDRIKHAFFIKEQKUV 
KVLKAQAGSQKAK. 




IT 

J jUjU 












4980 


13031 


A 


5855 


709 


1199 


AGVGVRGTTGRLVVRKFLTLIFGNPLFL 

VAPPKPHSEWSQRLTYVRRRPSPYNTAL* 

QK/RRHRSHNQIPPRIVYLLYPRRLGKHP 

N\SACGVCPRQEFEGVRAVRP\KV\LMRL 

SKTKKHVSRAYGGSNVCLNVFRDRIKR 

AFLI\EEQKI\VVKVLKAQA0SOKAK 


4981 


13032 


A 


5856 


1 


219 


HRGYLLFNLFVEVISSEQSVLAPPVRR*T 
CIVANLRGVGDPDTSRHCAQGLGFKLLT 
LYSLLVGSESWGGARA 


4982 


13033 


A 


5857 


112 


312 


LCTVCLWALKAGVGPEPERLIYSVPVFV 
*/HAVCAGIADGGSFSSKVRCLEIIFFYTG 
ISIKMFLYIK 


4983 


13034 


C 


5858 


133 


237 


MFMDXXXXXXGGRFKGSLGGPKFTRAC 
KVKFFSL* 


4984 


13035 


C 


5859 


61 


177 


MRIHKRLIDLHSPSEIVKQITSISIEPGVEV 
EVTIADA* 


4985 


13036 


A 


586 


258 


382 




4986 


13037 


C 


5860 


100 


153 


MSPPKSKGPFPRFPGRF* 


4987 


13038 


C 


5861 


142 


195 


MSPPQSKGPFPKFPGRF* 


4988 


13039 


A 


5862 


11 


90 




4989 


13040 


A 


5863 


3 


759 


TVPLEVVLLRKVGAAGGARGVIRLLDW 
FERPDGFLLVLERPEPAQDLFDFITERGA 
LDEPL ARRFFAQ VL AA VRHCH SCG V VH 

MDTVYTDFDGTRVYSPPEWIRYHRYHG 
RSDTVWSLGVLLYDMVCGDIPFEQDEEI 
LRGRLLFRERWSPECQQLIRWCLSLRPSE 

RPSLDQIAAHPWMLGADGGAPEQ/DCDL 
RLCTLDPDDVASrrSSSETLLRSLHLTGS 






A 




1 










A 


J OKI J 






n AFFGSl HLFFl HT TFLSGNOVFAEKVR 

NIRKVLRKIEKPFGLYPNFLSPVSGNWV 

QHHVSVGGLGDSFYEYLIKSWLMSGKT 

DMEAKNMYYEALET/HKLGPEAFWFNS 

GREAVATQLSESYYILRPEVVESYMYLW 

ROTHNTK 


4992 


13043 


A 


5866 


1 


837 




4993 


13044 


A 


5867 


1 


415 


TKLGPEAFWFNSGREAVATQLSESYYIL 
RPEVVESYMYLWRQTHNPIYRVEWOWE 
VVLALEKYCRTEAGFSGIQDVYSSTPNH 
DNKQQSFFLAETLKYLYLLFS\EDDLLSL 
EDWVFNTEAHPLPVNHSDSSGRAGGRH 
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4994 


13045 


A 


5868 


1 


1187 


ESFHLNVSGEASLFEVNIRYIGGLLSAFV 
LTGEEVFRIKAIRLGEKLLPAFNTPTGIPK 
GVVSFKSGNWGWATAGSSSILAEFGSLH 
L\EFLHLTELSGNQVFAEKVRNIRKVPQV 
SFEKPFGLYPNFLSPVSGNWVQHHVSFG 
GLGDSFYEYLIKSWLMSAKTD\LEAKNM 
YYG/APLEAIETYLLNVSPGGLTYIAEWR 
GGILDHKMGHLACFSGGMIALGAEDAK 

i^JDJVlVrVri I IvIuiX^rV V V<1 1 i\> J V# I CO I /\l\.\OL/ 1 JV 

LGPEAFWFNSGREAVATQLSEE/YTYILR 

PEVVESYMYLW\RQTHNP\SYREWGWE 

WLALEKYCRTEAGFSGDSKTCYSRHPQ 

PRTTSRQSFFLAETLNRCLVSACNGPDTG 

LEARDTAESETVISPAVKGSRGEKAMVR 

ETD 


4995 


13046 


A 


5869 


1 


1561 


MIFWIILMVVLSPEGGSGLDSSPFLSEA 

NAERIVQTLCTVRGAALKPYPPTGPNFR 

YSHGVPPHLFAYFPPGSTVSQDNSFISPQ 

LQHIFERVRQSADFMPRWQMLRVLEEEL 

GRDWQAKVASLEEVPFAAASIGQVHQG 

LLRDGTEVAVKIQYPGIAQSIQSDVQNLL 

AVLKMSAALPAGLFAEQSLQALQQELA 

WECDYRREAACAQNFRQLLANDPFFRV 

PAVVKELCTTRVLGMELAGGVPLDQCQ 

GLSQDLRNQICFQLLTLCLRELFEFRFMQ 

TDPNWANFLYDASSHQVTLLDFGASREF 

GTEFTDHYIEWKAAADGDRDCVLQKS 

KULKrJL 1 Urh 1 IvAr oUAH VtA VMlLljbr 

FATQGPYDFGSGETARRI\QDUPVLLRH 

RLVSP\PEGDLWPWHRKL\AGAFLACAH 

L»I\JJlll/\\-*KJL/rlJMr Oilier 1^ 

CRQPPHQRGTPGWIPHDSLHGGFSPQSR 
PYPAWPLIPSPSALGQRSPLGLPSLAWL 
SSLAPKTQESLGLGNSP 


4996 


13047 


A 


587 


1637 


1832 


VFSTRCGTHPPVCLAEFVKRLRYCVEYLG 

KYFCDCCHSYAESCIPARILMMWDFKK 

YYVSNFSKTA 


4997 


13048 


A 


5870 


1 


1532 


MPQALERADGSWAWVVLLATMVTQGL 

TLGFPTCIGIFFTELQWEFQASNSETSWFP 

SILTAVLHMAGPLCSILVGRFGCRVTVM 

LGGVLASLGMVASSFSHNLSQLYFTAGF 

ITGLGMCFSFQSSITVLGFYFVRRRVLAN 

ALASMGVSLGITLWPLLSRYLLENLGWR 

GTFLVFGGIFLHCCICGAIIRPVATSVAPE 

TKECPPPPPETPALGCLAACGRTIQRHLA 

FDILRHNTGYCVYILGVMWSVLGFPLPQ 

VFLVPYAMWHSVDEQQAALLISIIGFSNi 

FLRPLAGLMAGRPAFASHRKYLFSLALL 

LNGLTNLVCAASGDFWVLVGYCLAYSV 

Q\ACnin Ai Ti7/^\/T N>fr\T\/'Divjrr^rM?iii5 at r*t t 
bMoulLi AJLlr V LMUI V r MJJv^r r KALuLr 

TVLDGLAFUSPPLAGLLLDATNNF*DVF 

QQCPSFFP*SKAPLLKGGSFPPPPQKKEQ 

GKQAVAADAVLERDLFLEVAKDGPGKQR 

SP\EIMCQS\SRQPRP\AGVNKHLWGCPAS 

SRTSHFW1 FWPTCAVI OAKOTAI OWMQP 

T 


4998 


13049 


A 


5871 


946 


1279 


QTELGVRFPFTLPFLLGSARGCSGFRVLF 
VDFRVQPGFRKENLIQGDLFFMNRCQSS 
RQPRP\AGVNKHLWGMSCP/ASRDPAMK 
WLLWPKAVLQAK\QTALGWNSPYLECP 
V 


4999 


13050 


A 


5872 


3 


297 


ESCSVTQAGVHW/CNLGSLQPSP\PDSSD 
SPSSVSRVAGITGMCHHAQLIFVFVVETG 
FHHGEAGLCLRLPKCWDYRCEPPRLHL 
GLQLNFTYKDRCLA 
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sooo 


13051 


A 


5873 


276 


880 


KADSEQHGEAKRRYSSSLAKKEVSKAPE 

DKKKRLEDDKRKKEDKERKKKDEEKVK 

AEEESKKKEEEEKKKHQEEERKKQEEQA 

KRQQEK\EAAAHMKEKEESIQLHQEAWE 

ItHHLKKELCSKNQNAPGSRPKENFFSRL 

DSSLKKNTAFVKKLKTIPEQQRDSLSHD 

FNGLNLSKYIAEAVASIVEAKLKISDVNC 

AVHLCS 


5001 


13052 


A 


5874 


2 


619 


LDLDLFNAILIVTSLAPFFQDCMSENALH 
ELNIELLRNKLYKSYLEAFYKFCKNHGD 
VTAEVMCPILEFEADRRAFIITLNSFGTEL 
GQE\DRETLYPNLGQLLSEGFAL\LAQAE 
DFDQMKNVADHYGVYKPLFEAVGGIGG 
KTLEDVFYEREVQMNVLAFNRQFHYGV 
FYAYVKLKEQEIRNIVWIAECISQRHRTK 
INSYIPIL 


5002 


13053 


A 


5875 


1842 


2306 


GPRRLAAFLTSAGDGVYTRPWFHDCTC 

ATFHREDAYRLPFIPTNHHPTASPE*VPP 

HPHLGALQLPGDPSHDIHSIGTP>ISNADA 

PKAGGCKWTQTRSWPNSALGRKGSTH 

LPRIYTFTLALPETKLSNCPPKAPPIGLEH 

TSLAWALGTAD 


5003 


13054 


A 


5876 


301 


471 




5004 


13055 


A 


5877 


269 


394 




5005 


13056 


A 


5878 


524 


604 




5006 


13057 


A 


5879 


187 


401 


VSCPGSNSPLGSSSASGASSLNFLPSVPV 
R*SVSGLNLRVPAMARAVTISGDVTKA 
WVSGFASLRPVKFLL 


5007 


13058 


A 


588 


1 


856 


MKRSMTLTIFHSERIILRNRQPPPKESWE 

DIEDFGETHLDFLKQYGDFENGIPVHDTI 

ARVVSCISPAKFHECFINWMRDCHSSND 

KDVIAIDGKTLRHSYDKSRRRGAIHVISA 

FSTMHSLVIGOIKTDKKSNEITAIPFI 1 N 

MLDIKGKHTTDAMVNCIVKVTGVFAING 

DQRVAEPDSGALCQVRYPGNHRNDQRY 

LFRHSDSELLHWMVALDAAVKRVKCL 

WMSLHKVYSCIELPELPQPESAG\HSGSQ 

YA*CNRTRPHGQKPGTSAPGSSGVWRIT 

SV 




1305!/ 


A 

A 


CODA 

5880 


o67 


888 


AHTVHIRRSASRLPAGPASRLVDLSH*DL 

GHVP/AGFFLIMNVQQEGLADLSTSAHL 

LGAPLVKGSRPHAWADAW 


5009 


13060 


A 


5881 


1 


163 


GLVDESFVDTSPTGPSSADATTSVRAAK 
KRAPYTLVGSISEPGLG\LISWWTSN 


5010 


13061 


A 


5882 


183 


426 




5011 


13062 


A 


5883 


1 


1152 


MHNSDGIEVMRQQKAEIGRVGGLEGIQL 

GVTEVIVNGARMLESYNCKAELGATGL 

VNYQISVKCSNQFKLEVYLLNAENKW 

DNQAGTQGQLKVLGTNLWWPYLMHEH 

PAYLYSWEGRPDGAQAVGALTPGTLAVX 

EVWLTAQKSLGP/SDFYTLPVGLRTVAV 

TESQFLISGKPFYFHGVNKHEDADIQGK 

GFNWPLLVKDFNLLCWLGANTFCTSHY 

PYTEEMLQICYRYGIVVIDECPAPSGHTV 

GPSVPSLLARWQLFNNVSMHHHMWVV 

EEPVLRDKNHPAMVMWSLAKEPASFLE 

SAGYSFKSLTMEQTARVLDLDTGEAVLQ 

YRSLPRGAHKTLGKKRKISSYNVDLTSC 

QLAKEKCLKGPSSFLQSRQERMNSELRD 

N 


5012 


13063 


A 


5884 


401 


882 


CTNTPPTWTRGRMVIAHTKALDPSQPVT 
FVTNVTYAADKGALYVDVTP\LNSYYSG 
YRNYGHL\ELI\QLQLAA\QFENWCKTSQ 
SHYSERVWSGNAL*GFHQDPPLMFQ*RG 
PGKVLLEQYHLGLDQKRRKYXVVGELIW 
NFADFMTNQCVSFLVGNENSANL 
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5013 


13064 


A 


5885 


197 


1184 


ETSHQVMDRSNPVKPALDYFLNRLVNY 

QISVKCSNQFKLEVCLLNAENKVVDNQA 

GTQGQLKVLGANLWWPYUVIHEHPASL 

YSWEGRPDGAQAVGALTPGALAV\EVR 

LTAQKSLGP/SDFYTLPVGLRTVPVTESQ 

WALYVDVIRVNSYYSWYRNYGHLELIQ 

LQLPAQFENWCKTSQSHYSERVWSGNA 

VP v^vPnnnTJT pwai ppp^htsji at pttpqp 
I iv V or oooiNjLrnAL.rv^^oV^ IN JL./\JLr 1 roJr 

GTVVISLALSLIGLWAQETGVLFIVVSQD 

PPLMFSEEYQKSLLEQYHLGLDQKRRKY 

VVGELIWNFADFMTNQCKWQFSAWDN 

VPVLiFSGCLAHSGHFGCKNIGNKGGKL 

V 


5014 


13065 


A 


5886 


1 


657 






uuoo 


A 


SRR7 


/O 


014 


V K^Kf I AKM AUr ui o AO i^r V A V V WDKo 

SPVEALKGLVDKLQALTGNEGRVSVENI 

KQLLQCL\VPGSrnLHSA\EILA\EIARILR 

PGGNCLFLKEPVETAVDNNSKVKTASm 

CSALTLS\GLVEVKELQREPLTPEEVQSV 

REHLGHESDNLLFVQITGKKPNFEVGSS 

MQLKLSITKKS 


5016 


13067 


A 


5888 


102 


1292 


ACQYCTAR1VDFEISAGQFVA*VWDKSS 

PVEALKGLVDKLQAF/TPGNEGRVSVNEN 

IK\QLLQ\SAHKESSFU)IIL\SGLVPGKAPL 

WHSA*DFWAGNPPGFLRPGWMFFFLKE 

PVETAVR*Q*AKWKTASKLCSALTLSGL 

V/EKLKELQREPLTPEEVQSVREHLGHES 

DNLLFVQITGKKPNFEVGSSRQLKLSnK 

KSSPSVKPAVDPAAABaLXWTLSANDMED 

DSMCIFCGCSLTHRWPLEHWRLNMMI 

NQKEDRVDTFFTLDSKFPLEACSHFSFSL 

AETTTVSLIALNTLQDLIDSDELLDPEDL 

KKPDPASLRAASCGEGKKRKACKNCTC 

GLAEELEKEKSREQMSSQPKSACGNCYL 

GDAFRCASCPYLGMPAFKPGXEKVLLSD 

SNLHDA 


5017 


13068 


A 


5889 


1 


747 


MGFRYVAQAGLELLSSDPSIPSSKTLQEQ 
NDQSYPSTLPVFPEVALHTLLWGEDANN 
SKVKELQREPLTPEEIQSVREHLGHESDN 

SPSVKPAVDPAAAKLWTLSAN\DMEDDS 

MDLIDSDELLDPEDLKKPDPAS\LRA\AS 

CGEGKKRKACKNCTCGLAEEL\EKEKSR 

EQMSSQPKSA\CGNCYRGAMPSGCASCP 

YLGMPAFKPGEKVLLSDSNLHDA 


5018 


13069 


A 


589 


148 


333 




5019 


13070 


A 


5890 


2 


152 


YRHMAPHPTNFLKK/FFCRDGGLVMLPR 
LVFNSWPQGILLPQPPKVLGLQV 




i jU/i 


A 


5891 


1 


581 


EKQSCKSCGETFNSITKRRHHCKLCGAVI 

CGKCSEFKAENSRQSRVCRDCFLTQPVA 

PESTEKTPTADPQPSLLCGPLRLSKSGET 

WSEVWAAIPMSYPQVLHLQGGSQDGRL 

JrKl JrJLrbCKl^SVrJDrlibRLDSOHVWiCLQ 

WAKQSWYLSASSAELQQQWLETLSTAA 

HG\DTAO\DSPGALQLQVPMGAAAP 


5021 


13072 


A 


5894 


1 


303 


PCGARQGCGGPPPRL/CSSRRTSQELLSK 
r VrFFAPGGPASRVuRGSVSGALSPEWN 
GERQHHRGVVLTHPQSPNHQAGSPNPN 
TRQALATLSVPNKPFIE 


5022 


13073 


A 


5895 


I 


284 


ATESCSVAQVGVQWCDLSSLQAPPPGFT 
PFSSLSLQGSWDYRSPPPHPANFFWLVE 
/MASASQSAGITGVSHRTRPRIAIFNLTEN 
TNGSVDED 


5023 


13074 


A 


5896 


3 


338 


GIHGWSYGGYLSLMALMQRSDIFRVAIA 
GAPVTLWIFYDTGYTERYMGHPDQNEQ 
GYYLGSVAMQAEKFPS/EIYPQERHSIRV 
PESGEHYELHLLHYLQENLGSRIAALKVI 


5024 


13075 


A 


5897 


1 


1200 
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5025 


13076 


A 


5898 


2 


594 


NRGSCHRGLKFEGAFKYKMGQIEIDDQV 

c»\j\L*\l X i_i/\oi\.x ijrjiL/i-»i-'ivvvjinvj WO * 

YLSLMALMQRSDIFRVAIAG\APVTLWIF 

YDTGYTERYMGHPDQNEQGYYLGSVA 

MQAEKFPSEPNRLLLLHGFLDENVHFAH 

TSILLSFLVRAGKQWDLQIYPQERHSIRV 

PESG\EHYELHLLHYLQENLGSRIAALKV 

I 


5026 


13077 


A 


5899 


74 


248 


KTLWMVNRTVLAGICSQQLSAGTAT/DV 
SKHRLQGFIPCRIPS/ASPQTQRKFSLQFH 
RNC 


5027 


13078 


A 


59 


582 


1303 


GACSRAGLWLLGQGLLGPRIYQLSEDCV 
SWSOHQPGLSPQSLIWARTELSSPDTQS 

Oi3<LU\A. J or V Oliver 1 /U4ljKjJ^UV^olJbo.LMo 

SEAETEERRCTWMOLSETNRTLFLFGVT 

KYTAGPYECEIWNSGSASRSDPVTLNLL 

HGLDALTISSSYTYYHTGEVPKLSCLIDT 

HPLAEHSWLIGGKFQQSAQVFFIPQITKT 

YRGVYVCFIHNSATGGTNLIIKRIIVPDHS 

LRSALSLEVTGS 


5028 


13079 


A 


590 


311 


576 




5029 


13080 


A 


5900 


258 


552 


CMVFHDA^SGACCCNGETTGKISGGGNQ 
LGSSPIGGPNPS/SGSSQTSISGDVVEACC 
SVLSMVCADPVYKVYVAALLLERELPG 
VFSGKIFNLLSDCLLW 


5030 


13081 


A 


5901 


1 


1660 




5031 


13082 


A 


5902 


I 


1947 


MALRRLSHDVSGALLLANGESTGNSGG 

SSGSSPSGGATSGSSQTSISGDVVEACCS 

VLSMVCADPVYKVYVAAUQCMLLVTL 

EDPSSHFTRMRRRLM/AYADEVEIAEAIQ 

LGVEDTLDGQQDSF\CRHLFPTT1WKPQR 

TVP/LECTIHLEKTGKGLCATKLSASSEDl 

SERLASISVGPSSSTTTTTTTEQPKPMVQ 

TKGRPHSQCLNSSPLSHHSQLMFPALSTP 

SSSTPSVPAGTATDVSKHRLQGFIPCRIPS 

ASPQTQRKFSLQFHRNCPENKDSDKLSP 

VFTQSRPLPSSNIHRPKPSRPTPGNTSKQ 

GDPSKNSMTLDLNSSSKCDDSFGCSSNS 

S/NCCYT\S0ETVFTnPVEEKCRLDVNTEL 

NSSIEDLLEASMPSSDTTVTFKSEVAVLS 

PEKAENDDTYKDDVNHNQKCKEKMEA 

EEEEALAIAMAMSASQDALPIVPQLQVE 

NGEDIIIIQQDMTFFRHIIPPIQWIYKKESA 

"Ml I ir\QT/"5/^l>T DTATM?/^A A APT ACVi^Trs 

AGEFQGQLLGTIAFMAPEVLRGQQYGRS 

CDVWSVGCAllEMACAKPPWNAEKHSN 

HLALIFKKLLDFANTACDGDKESEVEDV 

ETDSGNSPEDLRKEIMIGLQYQAEIPPYL 

GEYDGNEKDSPQPKKMTGVQNABCEVLS 

T 


5032 


13083 


A 


5903 


1 


4491 


PSPEAGGGGGALKASSARAAAAGLLRE 

AGSGGRERADWRRRQLRKVRSVELDQL 

PEQPLFLAASPPASSTSPSPEPADAAGSG 

THFOPV A VPPPUnA ACPDCAHT TCQVA A 
I orv^r V AVrrrnOAAoKlvO/viiLjliio 

PDSGASSPAAAEPGEKRAPAAEPSPAAA 

PAGREMENKETLKGLHKMDDRPEERMI 

REKLKATCMPAWKHEWLERRNRRGPV 

VVKPIPVKGDGSEMNHLAAESPGEVQAS 

AASPASKGRRSPSPGNSPSGRTVKSESPG 

VRRKRV 






A 










5034 


13085 


A 


5905 


785 


892 




5035 


13086 


A 


5906 




2745 




5036 


13087 


A 


5907 


1 


3297 




5037 


13088 


A 


5908 


1 


2202 




5038 


13089 


A 


5909 


1 


2868 
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5039 


13090 




591 


279 


602 


FFLSFTT SVSl TFFIISNYYYSOVIN^T AW 
RHRETDFGVGVR0HPGQ/PWQNPISHEK 
LDNLUIIIGFLRRYTFNILFCTSCLCVSILT 
FCRGILVITNKNKLYKTK 


5040 


13091 


A 


5910 


1 


3237 




5041 


13092 


A 


5911 


1 


2001 




5042 


13093 


A 


5912 


1 


2982 




5043 


13094 


A 


5913 


1169 


3269 


VHCRFWILALCQMSRLQKSPLLFNIVLE 

VLAKAIKQEKEIKGIQLGKEEVKLSLFAD 

DMIVYLENPTVSAQNLLKLMSNFSKVSG 

YKINVQKSQAFLYTNNRQTESQIMSGLP 

FTITSKRITYLGIQLTRDVKDLFKENYKP 

LLKEIKEDTNKWKNIPCSWVGGRINLVK 

MAILPKVIYRFNAIPIKLPMTFFTELEKTT 

LKFIWNQKRALIAKSSLSQKNKTGGITLP 

DFKLYYKATVTKTSWYWYQNRDIDQW 

NRTEPSEIMPHIYNYLIFDKPDKNKQWG 

KDSLFNKWCWENWLAICRKLKLDPFLT 

PYTKINSRWIKDLHVRPKTIKTLEENLGN 

TIQDIGMGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRQPTEWEKI 

FATYSSDKGLISRIYNELKQIYKKKTNNPI 

KKWAKDMNRHFSEEDIYAAKKHMKKC 

SSSLAIREMQIKTTMRYHLTPVRMVIIKK 

SGNNRCWRGCGEIGTLLHCWWDCKLV 

QPLWKSVWQFLRDLELEIPFDPAIPLLGl 

YPEDYKPCCYKDTCTRMFIAALFTIAKT 

WNQPKCPTMIDGIKKMWHIYTMEYYAA 

IKKDEFMSFVAGTWMKLEniLRKLSQGQ 

KTKHRMYSLIGGNLTMRTFGHSAGSHH 

TPGPIMRCGAGGGIALGEIPNVNDELMG 

TANQHGTaPMOONCTLCTCTLKLKV 


5044 


13095 


A 


5914 


2821 


5794 




5045 


.13096 


A 


59J5 


457 


651 




5046 


13097 


A 


5916 


3 


637 


KGDHVKHYKJRKLDNGGYYITTRAQFET 

LQQLVQHYSERAAGLCCRLVVPCHKGM 

PRLTDLSVKTKDVWEIPRESLQLIKRLGN 

GQFGEVWNGT\WN\GNTKVAIKTLKPGT 

MSPESFLEEAQIMKKLKHDKLVQLYAV 

VSEXEPIYIVTEYMNKGSLLDFLKDGEGR 

ALKLPNLVDMAAQVAAGMAYIERMNYl 

HRDLRSANILVGNGLICK 
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5047 


13098 


A 


5917 


1 


2523 


MHWKRPWQVGGYLTLAATDTVQMLNY 

MSVRQLSYLNFPNTWQFLSWSQMPTQQ 

AYPCVTHTHTPPVLGQMACCISNQRRTA 

ALIGTGRPERNVHVNLRQGFWNAHEP 

WVNEKVARQEPEDAGRGAVNRAWGFS 

PRLIHWSEGPQAAALGDRDPRWLPYHH 

AAALSGSHAAALSLAPSRSSALAVLIALL 

PAAQLHHHVPRSKACDIAYVGGHRRQV 

WYGQEDGQQILVVPVLLSTTQQKVSAL 

WADRLEVRALLARSLAARLAPPSVHPCW 

VATrFPSAVAWINAGSLLDFLKDGEGRA 

UCU*NLVDMAAQVAAGMAYIERMNYIH 

RDLRSANILMGNGLICKIADFGLARLIED 

NEYTARQDPTRSRGHRSSAMNPYGSRA 

GRGRVESGLTLQMAATQVTVQWSAHLV 

SGEAVAWNTFPTANQDRKELAALSCSCP 

STLCFMLLGLYPTLDHLQVRQSHCLTVS 

CAWQGLKPLFLWLAINKAEEICLTLLKY 

WQADCELLASAYQHAWHTCARTQSSNL 

SIADIESLELWKTFFHQKKIFGLTSYSG 

MFVGTWNGNTKVAIKTLKPGTMSPESFL 

EEAQIMKKLKHDKLVQLYAWSEEPIYI 

VTEYMNKGGDEGTIREEIGQVKAPRRDN 

IPKPSAAHAAQLVMWHEVRLTRALCPF 

WGWLDSWHHFCVELHPTHPLITQKPKG 

KELTDVVHRSQFSGAQSRVESIWIQRSM 

TKTPGAKLQKQAYQGVSNPHHHHHTGQ 

QLKAVPHPLMEAPDAIDGYRKILVNFTKI 

YSAFAVTNSDYEWQPTLVAIGYRCGDP 

QGTERRTQKPPTEWTTQLQPQPWLLRG 

HVGLVLLDHPIFKEKP 


5048 


13099 


A 


5918 


74 


1002 


SNESNAVALSTVERTARRDAPQHGTQPR 

GLPRSSEPHPAQRTAATGKARQRRKTTA 

SAGAREGRRRLAGTTSIPGP/FSAVPVHR 

HRPQEPRQGPRTPRRAEEKRDQMASHV 

ECRPLGVFECELCTLTAPYSYVGQKPPN 

TQSMVLLEESYVMKDFFTSDKDRFLVLG 

SCCSLCSRLVCVGPVGRMEVEQHGFHSV 

PSVLRVTPESEKSLSICHRLTHTKGSCINS 

QGDEMGQGGRSLRSVAWEYLRLMEELV 

VQEKLGKEDCKGNSARLGEKESSIKEDP 

QP ARr SUGFGLSEl-USDV liiKUDLLvvU 

ss 


5049 


13100 


A 


5919 


3 


401 


RSRGTRAAMASHVECRPLGVFECELCTL 

TAPYSYVGQKPPNTQSMVLLEESYVMK 

DPFTSDKDRFLVLGSCCSLCSRLVCVGP 

VG\CSLFYSKRFCLPCVRENINAFPQEIRQ 

DLEKRKAPSKRTPSQPGSRT 


5050 


13101 


A 


592 


66 


1474 


TAPPPSPPSPSSLLSPCNGVHHVSTQPSCP 

GRGKMSKLLNPEEMTSRDYYFDSYAHF 

GIHEEMLKDEVRTLTYRNSMYHNKHVF 

KDKWLGWGSGTGILSMFAAKAGAKK 

VFGIECSSISDYSEKIIKANHLDNIITIFKG 

KVEEVELPVEKVDIIISEWMGYCLFYES 

NILNTVIFARDKWLKPGGLMFPDRAALY 

VVAIEDRQYKDFKIHWWENVYGFDMTC 

IRDVAMKEPLVDIVDPKQVVTNACLIKV 

WTLIRGGPGCAGSPAVPPWSPGNAGSCT 

APTWARAKVVRl RYFPFVRLEGHATI V 

TEGTKKERYQGPWKEPGAWLIGPEKVM 

EKSVLTPNVILDASYCWELAYQKIGEGV 

VWFIYITGGPDKTQIAVLVQQEVDIYTV 

KTEELSFTSAFCLQIQRNDYVHALVTYF 

NIEFTKCHKKMGFSTAMEEPCIPIFVLSK 

EKVNNVVVVTAOVESVLDEGEAG 
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1"? 102 




5920 


96 


615 


NIILItNSIlTSRKIKYTTLSTTHSIFLFPOI SP 

QMSLIGFFYESEANKGSHFPFGYVSCLNL 

AETT/SLFYYICFLKSPDQGQNAQTMAY 

NITPLRRAWECVQDQFGVFINYEVGNDSK 

KNLFFHMKEV/SRDGQCSAWNVWPSLLR 

GPKA\VAAPRP\DRL\VSRLKNrrL\D\DAS 

DPR 


5052 


13103 


A 


5921 


1497 


2853 


EMVLVSSSVWIVMFVCSSTSVKFWMGT 

SSHIADEVEFTVVP0MLSAQRNHAIRIKK 

LPKGTVSFHSHSDHRFLGTVEKEATFSNP 

KTTSPNKGKEKEAEDGlIAYDDCGVKLTr 

AFQAKDVEGSTSPQIGDKVEFSISDKQRP 

GQQVATCVRLLGRNSNSKRLLGYVATL 

KDNFGFIETANHDKEIFFHYSEFSGDVDS 

LELGDMVEYSLSKGKGNKVSAEKVNKT 

HSVNGITEEADPTIYSGKVIRPLRSVDPT 

QTEYQGMIEIVEEGDMKGEVYPFGIVGM 

ANKGDCLQKGESVKFQLCVLGQNAQTM 

AYNITPVLRRATWECVKDQFGFIVNYEVG 

DSKKL\FFH\VKKVQDG\IELQA\GDEVEF 

SWILNPAATGKVQAPaNVWRWCEGPP 

RLLQAP\RPDRVGSIRLKN1TVLDDASAPR\ 

LMV\LRQPKGDQITSMGRGAERKI\RQA 

GVID 


5053 


13104 


A 


5922 


23 


206 




5054 


13105 


A 


5923 


1 


267 


ALFRDKLKHMGKSTRRKLFELARAFSEK 
TKMRKSKRKHLLKHOSRLGAAASTANL 

LDDVEGHACDE\NFRGQASRRAPQGGG 
RPCREGQ 


5055 


13106 


A 


5924 


1 


267 


FFFFFLTDILLF/CLFLRWSFTVTQAGVQ 
WSDLGSLQPPPPRLKQFSCLSLLSSWDH 
KCLAPRPANFCSFSKDGVSPCWPGWSQT 
PHLR 


5056 


13107 


A 


5925 


1 


325 


MGTSSGSWPRWSVTAMPPTSMRPCSRR 
SSSCWPCIPRLPASTAP*SMRPHSGPRMT 

1 Kok^JUK 1 /Ko TAIJU I or r LIN VAv^K I V V/v 

W*GTQEKVMPPGRLAIPQRHRAGQQR 


5057 


13108 


A 


5926 


366 


489 


QETTWPDLETKWLPG*RPWMGMSSGFW 
ARWSVTAMPPTSE 


5058 


13109 


A 


5927 


228 


754 




5059 


13110 


A 


5928 


1 


2709 




5060 
• 


13111 


B 


5929 


76 


925 


XQCFFLSADSRIAELLTELHQLSKQTQEE 

RSRSEHNLVNIQKTHERMQTENKISPYY 

RTKLRGLY1TAKADAEAECNILRKALD 

MIAEIKSI I FERRSAAKIAGI YND55EPPR 

KTMRRGVLMTLLQQSAMTLPLWIGKPG 

DKPSQPSSPLVLAASKALQVLLGFLLYN 

LPCLSHRHHPQFLSRLRLPLYSGDCISQE 

CLNLVFLLADVWFGFLPSIYLVFLIILYEG 

LLGGAAYVNTFHNIALETSDEHREFAMA 

ATCISDTLGISLSGLLALPLHDFLCQLS* 


5061 


13112 


A 


593 


379 


475 


DLQGVNHLRP\GVQDQPGQHGETLSLLK 
IQNN/LARRGGGRL/QSQLLRRLRQDNRL 
NPGGGGCSEPRSRHCTPAWVTEQDPISK 
QNKRQQANFLIWEDFPYIPQGTKLIFTAQ 
KLPRCK 


5062 


13113 


A 


5930 


3 


1066 


GSWGYQPTGLYAPTRR\GLNVILDWVQA 

HFPTDDFALAEFDGTNLYEHSDPREGYH 

QDWNTLIYNYGRREVSNFLVGNALYWI 

ERFGIDALRVDAVASMIYRDYSRKEGE 

WIPNEFGGRENLEAIEFLRNTNRJLGEQV 

SGAVTMAEESTDFPGVSRPQDMGGLGF 

WYKWNLGWMHDTLDYMKLDPVYRQY 

HHDKLTFGILYNYTENFVLPLSHDEVVH 

GKKSILDRMPGDAWQKFANLRAYYGW 

MWAFPGKKLLFMAAKIAGLYNDSEPPR 

KTMRRGVLMTLLQQSAMTLPLWIGKPG 

DKPPPLCGAIPASGDYVARPGDRLLARL 
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KPLNGERAVDSLPEGGQVTAIATQQGM 
R 


5063 


13114 


A 


5931 


S3 


506 


FFVFLVEMGFHHVGQAGLELLNSSDLPS 

SASQSAG/IYRCEPLCPAFFFFFSETESRSV 

AQAVVQWCDLSSLQPPPPHFKRFFCLSL 

LSSWDYRHVPPCLANFCIFWEAGFHHV 

GOAGHKLLISSDPPASVSOSAGITGMSHC 

lOPHSPVFS 


5064 


13115 


A 


5932 


1 


346 


SANATTKTSETNHTSRPRLKNVDRSTAQ 
QLAVTVGNVTVIITDFK\EKTRSSS\TSSST 
VTS\SAGS\EQQN\QSSSGVQRAPDKGLPP 
RSLPTPKGDMSVAVNDEIFPEIATWNCEK 
L 


5065 


13116 


A 


5933 


1 


915 


MGKEKTHINIVVNGHIDSGKSTSTGHLIY 
KCGGINKRSIKKFEKKAAEMGKGSFKSF 
VCDSSWYIPGHRDFITNIFTGTSQADCAV 
LVVAAGVGEFEAALLLQDVYKIGGiGTV 

SVKMHHEALSEAFSGDNVGFHVKNVSV 

KDIHCSNNAGNCKNDPPMEAAGFTAQVI 

ULNHPGQ/DCHMAHIACKFAELKEKIDR 

SSGKKLEDGPKFLKSGDVAIIDMVPGKP 

MCVESFSDYPPLGCFAACDMRQTVALG 

VIKAADKKAAGAGKVTKYPQKAQKAK 


5066 


13117 


A 


5934 


1 


759 




5067 


13118 


A 


5935 


30 


706 


KLPLKAKMGKEKTHINIWIGHVDSGKS 

111 VJiiLl I Jnv^uOIL'IvK I Jtlvr liJSJiAAJbJYiVj 

KGSFKYAWVLDKLKAERERGITIDISLW 

KFETSKYYVTIIDAPGHRDFIKNMITGTS 

QADCAVLIVAAGVGEFEAVIFKNGQXTR 

EHALLAYTLGGKQLIVGVNKMDSTEPPY 

SQKKYEEIVNEVSTYIKKIGYNPDTRAFV 

PMSGLNGDHMLEPRANMPWFKGWKSHP 


5068 


13119 


A 


5936 


1 


706 


QSEQPCALPSRESTKLGGIGTVSSAPMET 
\GFSNPGMVVTFAPSPR*QRKVKVSAKMH 

FRPWQTVAG*PAKNDPTQWEASWLSLL 

OVIIL\NHPRPK*GAGPMPLYLDC\HTA\HI 

ACK\FAELKEKIDRR\SGKKLEDGPKFLK 

SGDAAlVDMVPGKPVMCVESFSDYPPLG 

RFAVRDMRQTVAVGVIKAVDKKAAGA 

GKVTKSAQKAQKAK 


5069 


13120 


A 


5937 


364 


458 


VIEHLVSQDGLDFL/NLVICPPRPPKVLGL 
OA 


5070 


13121 




5938 


1 


266 


EMF ^RSI AXRMFCSGSIS AHCKLRLPGSH 
HSPASVSRVAGTTGTCHHARUFLYF/LL 
ETGFHCVSHDGLHLUNLVICPPRPPKVL 
GLQA 


5071 




A 




1 


901 


PPTfiP/PKLPnpVHLPPFGPPPSAWALPG 
MSPPSPDPDRNKLRIIRILKNASLSYLQVE 

VFPYPKMP 


5072 


13123 


A 


594 


2 


307 


QAGV**WDLGSLQPLPPRLKQFS/CILNP 
GNLSKEF*STKETKQN1FVGHIQSQTSKF 
AISLIQIHPINMRSGTXTFMMV^GNKQRS 
KFPIWTFKIFPDMLPS 


5073 


13124 


A 


5940 


2 


142 


ESIQDYKHLCQDLSFCQXLPPDPPPLTVPQ 
THNARDQWLQDAFHISL 
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5074 


13125 


A 


5941 




432 


IHDELSRAARANPDGPRHAAGAANAGPA 

AGPRRPVNLDSALAALRKEMLSAWGLR 

QLDMSLLCQLWGLYESIQDYKHLCQDL 

SFCQDLSSSLHSDSSYPPDAGLSDDEEPP 

DASLPPDPPPLTVPQTHNARDQWLQDAF 

HISL 


5075 


13126 


A 


5942 


3 


696 


VSMGALGLEGRGGRLQGRGSLLLAVAG 

ATSLVTLLLAVPITVLAVLALVPQDQGG/ 

LGFQKLPEEEPETDLSPGLPAAHLIGAPL 

KGQGLGWETTKEQAFLTSGTQFSDAEGL 

ALPQDGLYYLYCLVGYRGRAPPGGGDP 

QGRSVTLRSSLYRAGGAYGPGTPELLLE 

GAETVTPVLDPARRQGYGPLWYTSVGF 

GGLVQLRRGERVYVNISHPDMVDFARG 

KTFFGAVMVG 


5076 


13127 


A 


5943 


1 


743 


MGALGLEGRGGRLQGRGSLLLAVAGAT 

\SLVTLLLAVP1TVLAVLALVPQDQGGLV 

TETADPGAQAQQGLGFQKLPEEEPETDLl 

PGLPTAHUGAPLKGHGL\GWETTKEQ\A 

FLTSGTQVSDAEGLALPQDGLYYIYCLV 

GITG\RAPPGGGDPQGRSVTLRSSLYRAG 

GAYGPG\TP\ELLLEG\AETATPVLDPARR 

QGFWPLWYTSVGFGGLVQLRRGERVYV 

\NIS\HPDMVDFW^GKTFFGAVMVG 


5077 


13128 


A 


5944 


1 


588 


MGFLHVGQAGLKLLTSGHYQKKRMFSE 

NEEIWKRMKTSEQINENICVSLERQTAFL 

EQVPESFEHLPPLPEPPAPLPELVDKTRD 

TLPPQKPELKVKRVFRPNGIALTWNITKI 

NPKCAPEEKVYPLFLCHENSNNKLIWKKI 

GEIKALPLPMACTLSQFLASNRYYFTVQ 

SKDIFGRYGPFCDIKSIPGFSENLT 


5078 


13129 


A 


5945 


3 


495 


EDTGTFRmESAGAVKKARGFLEFVEDF 

IQVSKNLIGKVIGKNGKVIQEIVDKSDMV 

PVRIEGDSENKLPREDKDDRDSRHQRDS 

RRCPGGRCRSVSGRRGRGGPRGGKSSIS 

SVPKDPDSNPYSVLDN/TESDQTADTDAS 

KSHHSTNRHTRSRRRRTDEDAVL 


5079 


13130 


A 


5946 


1 


2065 


MAELTVEVRGSNGAFYKGFIKDVHEDSL 

TVVFENNWQPERQVPFNEVRLPPPPDIK 

KEISEGDEVEVYSRANDQEPCGWWLAK 

VRMMKGEFYVIEYAACDATYNEIVTFER 

LRPVNQNKTVKKNTFFKCTVDVPEDLRE 

ACANENAHKDFKKAVGACRIFYHPETT 

QLMILSASEATVKRVNILSDMHLRSIRTK 

LMLMSRNEEATKHLECTKQLAAAFHEE 

FWREDLMGLAIGTHGSNIQQARKVPGV 

TAIELDEDTGTFRIYGESADAVKKARGFL 

EFVEDHQVPRNLVGKVIGKNGKVIQEIV 

DKSGWRVRIEGDNENKLPREDGMVPF 

VFVGTKESIGNVQVLLEYHIAYLKEVEQ 

LRMERLQIDEQLRQIGMGFRPSSTRGPEK 

EKGYATDESTVSSVQGSRSYSGRGRGRR 

GPNYTSGYGTNSELSNPSETCSERKDELS 

DWSLAGEDDRDSRHQRDSRRRPGGRGR 

SVSGGRGRGGPRVGGKSSISSVQYRSNIH 

MUo 1 LlvKlrLAoUMNi VLivL^rUoNr y oLL 

DNTESDQTADTDASESHHSTNRRRRSRR 

RRTDEDAVLMDGMTESDTASVNENGLD 

DSEKKPQRRNRSRRRRFRGQAE\DRQPAI 

DFIYKEVEKWSLWQAKDVIEEHGPSEK 

AINGPTSASGDDISKLQRTPGEEKINTLK 

EENTOEAAVLNGVS 
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5080 


13131 


A 


5947 


1 


1876 


MADVTVEVRGSNGAFYKGFIKDVHEDS 

LTWFENNWQPERQVPFNEVRLPPPPDI 

KKEISEGDEVEVYSRANDQEPCGV/WLA 

KVRMMKGEFYVIEYAACDATYNEIVTFE 

RLRPVNQNKTVKKNTFFKCTVDVPEDL 

REACANENAHKDFKKAVGACRIFYHPE 

TTQLMILSASEATVKRVNILSDMHLRSIR 

TKimMSIWEEATKHIJECTKQLAAAFH 

EEFWREDLMGLAIGTHGSNIQQARKVP 

GVTAIELDEDTGTFRIYGESADAVKKAR 

GFLEFVEDFIQVPRNLVGKVIGKNGKVIQ 

EIVDKSGVVRVRIEGDNENKLPREDGMV 

PFVFVGTKESIGNVQVLLEYHUYLKEVE 

QLRMERLQIDEQLRQIGSRSYSGRGRGR 

RGPNYTSGYGTNSELSNPSETESERKDEL 

SDWSLAGEDDRDSRHQRDSRRRPGGRG 

RSVSGGRGRGGPR\GGKSS1SSVLKDPDS 

NPY$LLDNTyESDQTADTDA\SESHHSTN 

RRRR/SIRRRRTD\EDAVLMDGMTDSDT 

ASVNENGLVTVA\DYISRAESQSIQRNUP\ 

REIIAKNKKEMAKDVIEEHGPSEKAING 

P\TSASGVDDISKAT/RVLRGEEKINP1JCEE 

NTQEAAVLNGVS 


5081 


13132 


A 


5948 


1 


392 


TESERKDELSDWSLAGEDDRDSRHQRDS 
WRRPGGRGRSVSGGRGRGGPRGGKSSIS 
\SVLKDQFSNP\YSLLDNTESDQTADTDA 
SESHVHSTNRRRRSRRRRTDEDAVLMDG 
MTVESDTASVNENGLGKRCD 


5082 


13133 


A 


5949 


269 


973 


PAACPSPANNlCFYGECSYYCSTEHAtC 

GKPDQIEG\SLG\AFLPDLSLAKRKTWRN 

PWRRSYHKRKKAEWEVDPDYCEEVKQT 

PPYDSSHRILDVMDMTIFDFLMGNMDR 

HHYETFEKFGNETHIHLDNGRGFGKYSH 

U£l^lLVrLQQCCRIlU(.STYLKl^LLAK 

EYKLSLLMAESLRGDQEAPVLYQPHLEA 

LDRRLRVVLKAVWDCVERNGLHSWD 

DDLDTEHRAASAR 


5083 


13134 


A 


595 


374 


665 


GAQGLSLSPRLECNGAILAHCNLCLPGSS 
NSPGSAS*VAGnGMHHHARLMFVFLVE 

SGFHHVGQAGLELLTSSDPPASASQSAGI 
RGISRRAGLDF 


5084 


13135 


A 


5950 


1 


106 




5085 


13136 


C 


5951 


146 


280 


MVFKDQKMRFCFCNQXXXXLMNLXXX 
XXXVLREKKGGSPPFVFL* 


5086 


13137 


A 


5952 


2 


1929 


MAAAAVDSAMEVVPALAEEAAPEVAGL 

SCLVNLPGEVLEYILCCGSLTAADIGRVS 

STCRRLRELCQSSGKVWKEQFRVRWPSL 

MKHYSPTDYVNWLEEYKVRQKAGLEA 

RKIVASFSKRFFSEHVPCNGFSDIENLEGP 

EIFFEDELVCILNMEGRKALTWKYYAKK 

ILYYl^QQKILNNLKAFLQQPDDYESYL 

EGAVYlDQYCNPLSDISLKDIQAQIDSrVE 

LVCKTLRGINRRHPSLTFIAGESSMIMEIE 

LQSQVLDAMNYVLYDQLKFKGNRMDY 

YNALNLYMHQVLIRRTGIPISMSLLYLll 

ARQLGVPLEPVNFPSHFLLRWCQGAEGA 

TL\DIFDYryiDAFGKGKQLTGKECEYLIG 

\QHVTAALYG\VVNVKKVLQRMVGNLL 

SLGKREGIDQSYQLLRDSIDLYLANMYP 

DQVQLLLLQARVYF\HLG\IWFEKSFCLV 

LKVLDDLQHIQTLVDPGQHGAWGYLWQ 

HTl£fflUERKKEEVGVEVKL\RSDEK\HR 

DVCYSI\GLHYGRHKRYGL/N*LC*FYGW 

GPHLAWMGHELDSRNMNV\HSLPHGHH 

QPFYNVLVEDGSCRYAVAQENUJEYNAEP 

\QEISH\PDVGRVYSQRFrVRTHYIP>AAEL 

EIRYPEDLEFV\YETVQ\NIYKCKRKENIE 
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5087 


13138 


A 


5953 


3 


364 


PFSCLSLPSSYDYRHAPLHRANFLLF\LR 
DGVSACWPATAPGLLLIFFGRAPWLMPV 
IPAPREAEAGGSLEARSSRPASLFQVSFFS 
PFFHMF 


508C 


13139 


A 


5954 


2 


114 


ffffgrdk/sltmlprlvsncwaqgilps 
wppevlklqa 


5089 


13140 


A 


5955 


3 


139 


fffffetethtvaragvqwchlaslqpl 
pag\sshsp\aaashvas 


5090 


13141 


A 


5956 


274 


363 




5091 


13142 


A 


5957 


7 


1047 




5092 


13143 


A 


5958 


7 


960 




5093 


13144 


A 


5959 


2973 


3400 


gufmcpdmtosktflkaclfalfffiiyp 
iyfflvgimeeyikmcnipqvgifsfkylp 

'^oJLoV^rrrc.ilibUr V ll^AOVLWCYLSSL 

qppppgfkrfsclslssswdyrhlppcpa 
nfoifsrdgvspcwpg^sotpdlr 


5094 


13145 


A 


596 


1 


685 


eikyhslprlecrgeisah*nlclpgssds 
patas*vagitgmrhyaqliflflvet*f 
hhvgqgwsrtpdsndppasasqgagdy 

RRD 


5095 


13146 


A 


5960 


6459 


7074 


learagsyrpdlpgshyllaffffffrrs 

ltlf\sqagvk\wcdlgssqppspgfkqf 

sclsflsswdyrhappyrg*sfffffffvf 

lvetgvspcwarlwlnarpqvihppras 

qsaxgttavshhaqplclfiylfiyfy/cif 

lrlsfalgpqarvqwhnlsslqppppgf 

kqfsclslpsswdyrwppphpanfvfll 

rylr 


5096 


13147 


A 


5961 


1 


361 


vcypdrdcgeslvaasyrqpvphqcgw 
fhplkpa/shpdtvecvfrktpkipqkhs 

GSPRXPPPSPSYRGRFLFRFHPPQHGAQGP 

SPPPLGRKHRPSHTGSAALRACPPPGAA 

GLHSWGQL 


5097 


13148 


B 


5962 


27 


288 


MRKVHVSTVTPNYAGGEPKRFRTAYTR 
QQVLELEKEFHYNRYLTRRRRVEIAHAL 
CLSERQIKIWFQNRRMKWKKDHKLPNT 
KIRSGX* 


5098 


13149 


A 


5963 


1 


825 


MSSFLINSNYVDPKFPPCEEYSQSDYLPS 

DHSPGYYAGGQRRESSFQPEAGFGRRAA 

CTVQRYAACRDPGPPPPPPPPPPPPPPPGL 

SPRAPAPPPAGALLPEPGQRCEAVSSSPP 

* ri V-'Av^lNiriwHr&roWoACKJlr V V YjtWMK 

KVHVSTGRYSLSEVGSWGGVEEVEEEK 

EEESNPNYAGGEPKRSRTAYTRQQVLEL 

EKEFHYNRYLTRRRRVEIAHALCLSERQI 

iaWFQNRRMKWKK\DHK\LPNTKIHSGG 

AAGSAGGPPGRPNGGPRAL 


5099 


13150 


A 


5964 


656 


1164 




5100 


13151 


A 


5965 


1 


4033 


MWRRKHPRTSGGTRGVLSGNRGVEYGS 

GRGHLGTFEGRWRKLPKMPEAVGTDPS 

TSRKMAELEEVTLDGKPLQALRVTDLK 

AALEQRGLAKSGQKSALVKRLKGALML 

ENLQKHSTPHAAFQPNSQIGEEMSQNSFI 

KQYLEKQQELLRQRLEREAREAAELEEA 

SAESEDEMIHPEGVASLLPPDFQSSLERP 

ELELSRHSPRKSSSISEEKG0SDDEKPRK 

GERRSSRVRQARAAKLSEGSQPAEEEED 

QETP 


5101 


13152 


A 


5966 


3 


5979 


KSSSISEEKGDSDDEKPRKGERRSSRVRQ 
ARAAKLSEGSQPAEEEEDQETPSRNLRV 

DEGQKSREAPILKEFKEEGEEIPRVKPEE 

MMDERPKTRSQEQEVLERGGRFTRSQEE 

ARKSHLARQQQEKEMKTTSPLEEEEREI 

KSSQGLKEKSKSPSPPRLTEDRKKASLV 

ALPEQTASEEETPPPLLTKEASSPPPHPQL 

HSEEEIEPMEGPAPAVLIQLSPPNTDA 
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5102 


13153 


A 


596-3 


16 


i 20S 


\ LLPYSTNPPASASRLAVIAGVHHHTQLMF 
FLVETGSHCVTQSGLKLPASSNPPTGLT 
MLGLOV 


5103 


13154 


A 


5968 


1 


932 


. MKFLLDILLLLPLLIVCSLESFVKLFIPKR 
RKSVTGEIVLITGAGHGIGRLTAYEFAKL 
KSKLVLWDINKHGLEETAAKCKGLGAK 
VHTFVVDCSNREDIYSSAKKVKAEIGDV 

VNVLAHFWXTTKAFLPAMTKNNHGHIVT 

VASAAGHVSVPFLLAYCSSKFAAVGFHK 

TLTDELAALQ1TGVIS\LCLCPNFVNTGFI 

KNPSTSLGPTSSeSRVGPKLVPEEWNRL 

MHGILTEQKMIFIPSSIAFLTTLERILPERF 

LAVLKRKISVXVFEAVIGYKMKPH 


5104 


13155 


A 


5969 


1 


1202 


IHTGENPYECHECGKAFSRKYQLISHQRT 

HAGEKPYECTDCGKAFGLKSQLIIHQRT 

HTGEKPFECSECQKAFNTKSNLIVHQRT 

HTGEKPYSCNECGKAFTFKSQLIVHKGV 

HTGVKPYGCSQCAKTFSLKSQLIVHQRS 

HTGVKPYGCSECGKAFRSKSYLIIHMRT 

HTGEKPHECRECGKSFSFNSQLIVHQRIH 

TGENPYECSECGKAFNRKDQLISHQRTH 

AGEKPYGCSECGKAFSSKSYl IIHMRTH^ 

GEKPYECNECGKAFIWKSLLIVHERTHA 
GVNPYXKCSQCEKSFSGEITPSLLHQRMH 
TTEKPYECSECGKAFIRNSQLIVHQRTHS 
GEKPYGCNECGKTFSQKSILSAHQRTHT 
GEKPCKCTECGKAFCWKSQLIMHQRTH 
VDDKH 


5105 


13156 


A 


597 


3 


198 


GIPGSSFCGLCGDVPGKPV*RADGSC*DG 
AESGCRG 


5106 


13157 


A 


5970 


153 


571 


LLVFYLPTPSLKGGLRQLDMSLLCQLYS 

LYESIQEYKGACQAASSPNWTYALENGF 

FDEEEEYFPEQNSLHDRRDRGPPRDLSLP 

\APPSPAATGFWSPSRGSWEGCDCWEAL 

PTGHAVIICCFSCKKAPPLWTVLGHRG 


5107 


13158 


B 


5971 


223 


347 


XNYIRVFGGGTKLTVLGQPKAAPSVTLF 
PPSSEELQANKATL* 


5108 


13159 


A 


5972 


2 


283 


LHSRLDGAAICLPGHCHGSRVEVTYETH 
QCGLVGLKLLRGGREQSDRGGSLGLT+D 
GQLGPPAEQRTTQAVIPCCAVIMSLILRL 
EPTDGOGG 


5109 


13160 


A 


5973 


3 


231 


RRQAQIAAGRVLWALFGGCGGLHSRL 
DGAAI/CLPGHCHGSRVEVTYETHQCGL 
VGLKLLRGGREQSDRGGSLGLT 


5110 


1316] 


A 


5974 


2 


385 


APFMRDPAAVASVGF/PLLGRQAQVAAG 

RILVVALFGGFGGLHSHLDGAAICLPGH 

CHGSRVEVTYETHQCGLVGLKLLRGGW 

EQSDRGGSLGLTEDGQVGASSEDSIISWP 

KHAVIVSLILRLEPGDE 


5111 


13162 


A 


5975 


3 




DGAAICLPGHCHGSRVEVTYETHQCGLV 

GLKLLRGGREQSDRGGSLGLT*DGQLGP 

SAEHPLrrmPHLTVIVGLIPGLDPGDGQ 

GGRVPRAGA\ENRSGIPAGRSAS**MTNT 

GARPGFCWYHCTLLSPIFSPPQVILAVFP 

GATDTEGG 


5112 


13163 


A 


5976 


I 


351 


RGGWEQSDRGGSLGLTEDGQLGASSEH 

RTMQAVIPCCTVIISULRLESTDGQGG*G 

ARLGARESVSDP*GPUITIDEEFGGPSWD 

LLVPVYNINSDVGVASRTRDGDPLPGGP 

RR 


5113 


13164 


B 


5977 


78 


448 


XQRVTISCTGSSSTIGAGYDVHWYQQLP 

GTAPKLLIYGNSNRPSGVPDRFSGSKSGT 

SASLAITGLQAEDEADYYCQSYDSSLSG 

YWVFGGGTKLTVLGQPKAAPSVTLFPPS 

SEELQANKATL* 
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5114 


13165 


A 


5978 


1 


393 


RVLWALFGGCGGLHSRLDGAAICLPGH 
CHGSRVEVTYETHQCGLVGLKLLRGGR 
EQNDRGGSLGLT+DGQLGPSAEHPSG1T 

EIYNKPLRADYRPHKS 


51J5 


13166 


A 


5979 


3 


389 


LPGGPGTMVAFGGLPTVQG\RVQGALAP" 
VLVGACLEGCGGLHSRLDGAAICLPGHC 
HGSRVEVTYETHQCGLVGLKLVLRGGRE 
QSDRGGSLGLDLGRSAWSLRRIPHDKDH 
WCLLIDSNSOPRLLPGRH 


5116 


13167 


B 


598 


188 


246 


MAWLPGSCARVAFPAGAAAR* ~ 


5117 


13168 


A 


5980 


1 


908 


AGHRGRRAFRGKGQGQRGSRLGAGFSG 
WDKRWWVKGVSVRAEIEGVTGVPARD 
NSIQAGGREVGGYALRRRGRNERAEGL 
VFSDQTSPIRASFTRRHPGRLCASPSGPLS 
n w V rKit r Hr 1 LK 1 V^OKPrlMCEIRKEERE 

NLQLQAPVGGVRVGGLKAFCRGHCLLH 
GAPFMRDPAAVASVGLPLLGRQAQVAA 
GRILVVALFGGFGGLQSHLDRAAICLPSH 
\CTGPRVKIHFKKNHVGLVGLKLLRGGW 
EQSDRGGSLGLTEDGOLGASSEHSTO 


5118 


13169 


C 


5981 


60 


392 




5119 


13170 


C 


5982 


176 


385 




5120 


13171 


A 


5983 


1876 


2540 


FLQLGSWLGRGSCQVSRGPGQPRSDNLL 
VfcPlU-)LKGNLTHFITLGGFHLLYMMIWI 

PQAGVEWRDLGLLQPLP\PRLEQSC\PSS 

GSSWDRRFMPPWPANFCM/FL*RWGLT 

VLPRLVSNSWAQ/CDPPVSASQSAGITIV 

SHHVQLEGSTSFTFCKHICIFTPPFPSFSLF 

ISHFYIDLLFYNKTLLPKKKKIC 


5121 


13172 


A 


5984 


1 


393 




5122 


13173 


A 


5985 


1 


1427 


MRERFRNLDEEVEKYRAVYNKLRYEHT 

FLKSEFEHQKEEYARILDEGKIKYESEU 

RLEEDKEELRNQVLNVDLTKDSKRVEQL 

AREKVYLCQKLKGLEAEVAELKAEKEN 

SEAQVENAQRIQVRQLAEMQATVRSLE 

AEKQSANLRAERLEK/DSLQSSSEQNTFL 

INKLHKAEREINTLSSKVKELKHSNKLEI 

TDIKLETARAKSELDRERNKIHSELD\YL 

HLDNEILKAAVEHHKVLLVKKDRELIRK 

VQAAKEEGYQKLVVLQDEKLELENRLA 

DLEKMKVEHDVWRQSEKDQYEEKLRAS 

OMAFFITRKFI Kl noniVTIPMAP 

KEKNENSDLKQQISSLQIQVTSLAQSEND 

LLNSNQMLKEMVERLKQECRNFRSQAE 

KAQLEAEKTLEEKQIQWLEEKHKLHERI 

TDREEKYNQAKEKLQRAAIAQKKRKSL 

HENKLKRLQEKVEVLEAKKEELETENQ 

VLK 
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13174 


A 


5986 


2 


1831 


NYKTLIIICALFTLVTVLLWNKCSSDKAI 

QFPRRSSSGFRVDGFEKRAAASESNNYM 

NHVAKQQSEEAFPQEQQKAPPVVGGFN 

SNVGSKVLGLKYEEIDCLINDEHTIKGRR 

EGNEVFLPFTWVEKYFDVYGKVVQYDG 

YDRFEFSHSYSKVYAQRAPYHPDGVFM 

SFEGYNVEVRDRVKCISGVEGVPLSTQW 

GPQGYFYPIQIAQYGLSHYSKNLTEKPPH 

lEVYETAEDRDKNKPNDWTVPKGCFMA 

NVADKSRFTNVKQFIAPETSEGVSLQLG 

NTKDFIISFDLKFLTNGSVSWLETTEKN 

QLFTIHYVSNAQLIAFKERDIYYGIGPRTS 

WSTVTRDLVTDLRKGVGLSNTKAVKPT 

KIMPKKVVRLIAKGKGFLDNITISTTAHM 

AAFFAASDWLVRNQDEKGGWPIMVTRK 

LiOCVir JVoJLCr VJ W I 0f\PfU\Ki\i\i/\l0 1 Li VK 

AYLLTKDHIFLNSALRATAPYKFLSEQH 
GVKAVFMNKHDWYEEYPTTPSSFVLNG 
FMYSUGLYDLKETAGEKLGKEARSLYE 

IvVJ]VJLij01^I\>\iVlL>Vr J_, 1 1^ 1 VJOIV III JL^l,>Jt\Xxriy| 

LGIAPNLARWDYHTTHINQLQLLSTIDES 
PIFKEFVKRWKSYLKGSRAKHN 


5124 


13175 


A 


5987 


34 


332 


LLRQGLALLPRLECSGTISAYCNLCLPGS 
NHPPWSVSQVAGTTGVHHHAQLIFVFW 

GITGVSHCIWAQVF 


5125 


13176 


A 


5988 


3 


395 


PAGGPAAGRAAARAGAMAKLLSCVLGP 
RLVKIYRERDSERAPASVPETPTAVTAPH 
SSSAVGYLSLSKWPFSHYAGTLLLLLAG 

VACLRSIGRWTNPQYRQFITILEATHRNQ 
SSENKRQLANYNFDFRSW 


5126 


1^177 




5989 


3 


414 




5127 


13178 


A 


599 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


5128 


13179 


A 


5990 


3 


784 


LIALRTCTESPGTTHASADAWEAKLLSC 
VLCPRLYKIYRERDSEGAPISETETPTAD 
TAPHSSSWDTYYQPRALEKHADSILALA 
Sir Wrlo Y YbC 1 r Arr YLYRK.VJ YLbLoKV 

NPQYRQFITILEATHREPSLQKTKRQLAN 
YNFDFRSWPVDFHWEEPSSRKESRGGPNS 
RRGVALLRPEPLHRGTADTLLNRVKKLP 

CQITSYLVAHTLWRRMLYFGSVYLLQK 
ALMPVL 


5129 


13180 


A 


5991 


461 


660 




5130 


13181 


A 


5992 


1 


1774 


MSSSEEVSWISWFCGLRGNEFFCEVDED 

YIQDKFNLTGLNEQVPHYRQALDMILDL 

EPGIGRWTNPQYRQFITILEATHRNQSSE 

NKRQLWYYFFDFRSWPVDFHWEEPSSR 

KESRGGPSRRGVALLRPEPLHRGTADTL 

LNRVKKLPCQITSYLVAHTLGRRMLYPG 

SVYLLQKALMPVLVQGQA\RLVEK\CNG\ 

RRAKL\LACDGNE1DTMFVDRRGTAEPQ 

GQKLVICCEGNAGFYEVGCVSTPLEAGY 

SVLGWNHPGFAGSTGVPFPQNEANAMD 

VVDQFAIHRLFFHPQDIIIYAVLAIGGFTAT 

WAAMSYPDVSAMILDASFDDLVPLALK 

VMPDSWRGLVTRTVRQHLNLNNAEQLC 

pYor;pVLi.iRiCTODn>n tptvpyi^ nir^sN 

f\ I V^VJJT » JL»Oiivrv 1 y^KJxji^Xj 1 r I V r \^J^1^01N 

RANCLLVKALQ\HRYPG\VMAEEGLLVA 
RQWLEASSQLEEASIYSRW\EVEEDWCL\ 
SVLR\SY\QAEHGADFPW\SVGEDMSA\D 
G\RRQAGPLFPGLGKASCHNFGGPTHCT 
PXLPSPQNFPRCPWHPLGTQLGLIMEEWG 
ERRHEERPFLFVILLCFMFAVYKFCGKV 



615 
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GGPFPLLTTVPLARFPSFMWLYLTFSNIH 
PALHEMG 


5131 


13182 


A 


5993 


3 


180 




5132 


13183 


A 


5994 




1015 


MIAPLGLGVLARDQYRQAALADWDLKL 

DGGRQSTGAVSLKEIIGLEGVELGADGK 

TVSYTQFLLPTNAFGARRNTIDSTSSFSQ 

FRNLSHRSLSIGRASGTQGSLDTGSDLGD 

FMDYDPNLLDDPQWPCGKHKRVUFPSY 

MLCTQLPCSQAFKCSTVHSSDLSLHERN 

EHPCKKHNCLLQEGHSPLQAPGFRRALV 

VAPMQVFPLLMALGVTTVIDYVKPSXDL 

KKDMNKFFKEKFPHIKLTLNKIRTLKREX 

MRKLAQEDCALEEPTVPMAFWYFEKLA 

LKGKLNKQNRKLCAGACVLVSSQYKFG 

SDLKiCHEVKHLIDKLNEEKFRLNRARTGF 

AF 




111 QA 


A 

A 




4o 




bbLbALKK\vjKi>AbJu(^AlUiCjUJrOUA\Av^ 
QEAKHREAEMRNSILAQVLDQSARARW 
SEQGLIEILKKVSQQTEKTTTVKFNRRKV 
MDSDEDDDY 




1 '3 1 
lilOJ 


A 

A 


jyyo 


5z 


Zdl 


VoKi-lvHLLKrJbK 1 K\A V tN YXLll^MAKY 

QLSEKVSLDSLEELYCYLLYQNMASKGQ 
LHLHWITEFLLTLRRNCWRE 


5135 


13186 


A 


5997 


1 


280 


GNPLFFLELHWNPSLR1QACDR1YRVG\Q 
QK\DVSIPRFVCGGTVEESTLHFQEKKIDL 
AKQFLSGSGESVTKLTLSDLRVUGIYPP 
VDRVSE 


5136 


13187 


A 


5998 


36 


512 


LFVLLQVNVSGNELCLMTSHLESTRGHA 

AERMNQLKMVLKKMQEAPESATVIFAG 

DTNLRDREVTRCGGLPNNIVDVWEFLG 

KPKHaQYT\WDTQTELLILGITA\ACKLR 

FDRjFFRxAAAEEGHIIPRSLDLLGLEKLD 

CGRFPSDHWGLLCNLXDIIL 


5137 


131oo 


/-» 


5999 


205 


519 


mgkjegvhogljnkkcyemarplqarpv 
LTSSVPSPSPLPTALHPFXXHTHTNHFIF 
WAITPYPLLLPKPHGLGARAGWTDTSPY 
PYPSRVWLENFCFLGFFFSE* 


5138 


13189 


A 


6 


144 


398 




5139 


13190 


A 


60 


713 


811 


1PGRPWRL*A*PVTLRLQTQATCGG*MV 
RASL 


5140 


13191 


A 


600 


3 


496 


HSLFGTSEVINKLRSPDAMGHFTEEDKG 
TITSLWGKWNVEDAGGETLGRLLVVYP 
WTQVRFFDSFGNLSSASAIMGNPKVKAH 
G\KKVLTSLGDAIKHLG*SQGAPFAQA*S 
ELH\CDKAALLDPEELSSFLGEMLLGDPF 
LGNPIFGQKNFTPEGCKAFLGQKDG 
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5141 


13192 




600C 


> 2 


\ 93S 


► FLKLHLQSSVSGLASGGGREWGAGSGV 
RGLLHSERSRGPDGSACPELSASPRPASR 
GSSSPVRGRQQQRPRAAPVAAPWPCWNX 
AYIDNLMADGT\CVTGAIVRYQDSEPPV 
WAUVPGK-nFVNIXTPA^GGLSLVGKDNR 
oor LK^lVlvjJU I i-r WOvjV^K.\Co VJRGLTCLQD 
GEF/SAMDLRYOEPPGGAPnTnr<;T FTTfT 

\DKDG*VLADGAKEGVHGGLT\NKKCYE 

MASHLSGFPSTDHRLSLPLHRSPTAFAPL 

SSPYTHHPFLFFGPLPHTPYCCQNHMGL 

GGQGLMGQTPSPTHIPSRVWYGKLLFFG 

VFFFSE 


5142 


13193 


A 


6001 


172 


407 




5143 


13194 


A 


6002 


1 


185 


ESSCLSLPSSWDHRHGRPWLADFSVFF/C 
YRKSLTMLPRLGL\NSWPQAILPPWPPKV 
LGLOA 


5144 


13195 


A 


6003 


1 


618 




5145 


13196 


A 


6004 


1 


478 


HPVRFFVHRGPHA^DFSLEWSQWYELV 
VFTASMEIYGSAVADKLDNSRSILKRRY 
YRQHCTLELGSYIKDLSWHSDLSSIVIL 
DNSPG\AYRSHPDNAIPIKSWFSDPSDTA 
LLNLLPMLDALRFTADVRSVLSRNLH\Q 
HRPLTGTTG GTLGEPNQCL 


5146 


13197 


A 


6005 


2 


833 


WNSAELGRGGPGAGGAGVIGMMRTQC 

LLGLRTFVAFAAKLWSFFIYLLRRQIRTV 

IQYQTVRYDILPLSPVSRNRLAQVKRKIL 

VLDLDETLIHSHHDGVLRPTVRPGTPPDF 

1LKVV1DKHPVRFFVHKRPHVDFFL\EV\V 

SQWYELVVFTASM\EIYG\SAVGRLNWD 

NSRSIL*GGRY\YRQPAPLELG\SYIKGPL 

CWrHbULb\blVIL\DNSPGAYRSHPGYGG 

R\DNAIPIKSWVSVTPS\DTALLNLLPMLD 

ALRFTADVRSWLSRNLHOHRLW 


5147 


13198 


A 


6006 


2 


258 


EAESRSVPVRLECSGPILAGCMLHLPGSC 
HFPASASQVAGTTHARHHTQLIF\AFLVE 
IN u L»v» ' r O w oK&r JL/lrf V IKi/T Wrr^ 
A 


5148 


13199 


A 


6007 


60 


^ 429 


IRGQYMWGPVSSSLFCSMGYLVFGFFSFI 
FFFCDEVLLLSTRLECNGnSG\HCNLCLP 
GSSHSPVSASRVAGTTGARNKARUFLYF 
FLVEMGFHHISQDGLDLL/NLVIRPPWPP 

KVLGLQA 


5149 


13200 


A 


6008 


1 


1047 


SCGWTFTSMSKLLRHRRKHDDDRRFTC 

PVEGCGKSFTRAEHLKGHSITHLCTKPFE 

CPVERCCARVSARSSLYIHSKKHVQDVG 

APKSRCPVSTCNRLFTSKHSMKAHMVR 

QHSRRQDLLPQLEAPSSLTPSSELSSPGQ 

RELTNMDLAALFSDTPANASGSAGGSDE 

ALiNbUiUlUV 1 bVbooLuCjNLFANNSSL 

GPMEPLVLVAHSDIPPSL\DSPLVLGTAA 

TVLQQGSFSVDDVQTVSAGALGCLVAL 

PMKNLSDDPLALT\SNSNLAAHITTPTSSS 

TPRENASVPELLAPIKVEPDSPSRPGAVG 

V^v^cuonwj^rv^o l L»r or /vfiV^rlvjAv^L/ 1 tLo 

AGTGNFYLV 


5150 


13201 


A 


6009 


66 


423 


MEVACRQSTSWQPMDLASSSDFRPRMQ 
NPTTNRHSQANSCLQGDSGPRRMSASKR 
YFEKTNAICRPSSFTKHSRESSGSPGVSRS 
CTGTRF*NVTKQPYFTSSKHRKTGKVKV 
RISW 


5151 


13202 


A 


601 


24 


452 

i 
) 
1 


(\PSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

USSRYH 
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5152 


13203 


A 


6010 


44 


283 


FSCLILHDAFPCLILHDAFPCSLCSVTGSL 
VLSRVPLRGTHQKSAIATSTKIALSNM/Kl 
LKHHTDAYFKKQQLFFDVSKK 


5153 


13204 




CM 1 


1U7 


118 


MAV* 


5154 


. 13205 


A 


6012 


197 


683 


SLEVPLGFLLYLSFILLYSCFPLSNRVLLC 
HRDPFLSFLDLFLLPAFSPDYVQFLFL*a 
PQFSIRH*TL*MLHCKCLDFFFFFFFFETR 
FHSP\SLRLECSGMISAYCS\PTSWTQVRG 
TTGTCHHAWLVFIFSVETGFHHVAQPDL 
QLLPXPRPPKVLRLQV 


5155 


13206 


A 


6013 


1 


415 


LWREGPKWN/AARLNESTTFVSVSRPTIA 

CGMVGTIVRFYIKSPXHLFKYAADPRDK 

HWL\AEQHHMRATGG\KMAYLLIEEDIP 

GPCGPVMITEDALDLKLEGIEIPLSLPSW 

MVEKMRKYMETLRTENEHRAVEAP\PQ 

T 


5156 


13207 


A 


6014 


1 


1256 




5157 


13208 


A 


6015 


2 


1594 


GRPARGAPQRGQTPEAGADKRATAGLC 

GGGGGRRRHRASGRRAGRGEPUGLKS 

QGQRAVPKRAVARGGRQWSAAIALLEP 

AGSEIADDLSILYSNRAACYLKEGNCSG 

CIQDCNRALELHPFSMKPLLRRAMAYET 

LEQYGKAYVDYKTVLQIDCGLQLANDS 

VNRLSRILMELDGPNWREKLSLIPAVPAS 

VPLQAWHPAKEMISKQAGDSSSHRQQGI 

TDEKTFKALKEEGNQCVNDKNYKDALS 

KYSECLKINNKECAIYTNRALCYLKLCQ 

FEEAKQDCDQALQLADGNVKAFYRRAL 

AHKGLKNYQKSLIDLNKVILLDPSIIEAK 

N4ELEEVTRLLNLKDKTAPFNKEKERRKI 

EIQEVNEGKEEPGRPAGEVSTGCLASEK 

GGKSSRNSPEDPEKLPIAKPNNAYEFGQII 

NALSTRKDKEACAHLLAITAPKDLPMFL 

SNKLEGDTFLLLIQSLKNNLIEKDPSLVY 

QHLLYLSKAERFKMMLTLISKGQKELIE 

QLFEDLSDTPNNHFTLEDIQALKRQYEL 


5158 


13209 


A 


6016 


1 


449 


MAEGEITTFTALTEKFNLPPGNYKKPKLL 

YCSNGGHFLR1LPDGTVDGTRDRS\DQHI 

QLQLSAESVGEVYIKSTETGQYVLAMDT 

DGLLYGSQTPNEECLFLERLEEVNHYNTY 

ISKKHAEKNWFVGLKXGPRTHYGQKAIL 

FLPLPVSSD 


5159 


13210 


A 


6017 


1 


153 




5160 


13211 


A 


6018 


1 


528 




5161 


13212 


A 


6019 


223 


513 


QRGPLPEDPSGWHSGWDKGQERPAHRH 

QMRNVCSWKGWRRTITTPIYPRSMQRRI 

GLLASRRMGAANAVLGLTMARKQSC*A 

MAEOEITTFTALTEKFNLPPGNYKKPKLL 

YCSNGGHFLRILPDGTVDGTRDRSDQHN 

QTPNEECLFLERLEENHYNTYISKKHAE 

KNWFVGLKKNGSCKRGPRTHYGQKAIL 

FLPLPVSYNSRDLFWEG 


5162 


13213 


A 


602 


38 


538 


APSPDAXMGHFTEEDKATITSLWGKVNV 

E\DAGGETLGRLLVVYPWTQRFFDSFGN 

LSSASAI\MGNP\KVKAHGKKVLTSLGDA 

IKHL\DDLKGTFAQADVNCTCDK\LHVD\ 

PENFKLLGXNVLVTVLGNPIFGKEFTPEG 

CKASWAERWVTWSWPVPCSSRIPLKPL 

CP 


5163 


13214 


A 


6020 


1 


812 


MAEGEITTFTALTEKFl^PPGNYKKPKJLL 

YCSNGGHFLRILPDGTVDGTRDRSDQHS 

GLNYSWTMHQRLQALRTNDHFAGAHA 

VPSDAQVMGMDAGVYTSSKTIAAFVIVL 

LYHSQVHLSVSLIMQKPQVQGPWLALS 

QQLQEDVGLENWNEVTLESWTPSQLHK 

PLSLVQLQ\LSAESVGEVYIKSTETGQY\L 

AMDT\DGLLYGSQTPNE\EaLFLGGLEE 

NHYNTYISK\KHAEKNWFVGLKKNGSC 



6IS 
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KRGPRTHYGQKAILFLPLPVSSD 


5164 


13215 


A 


6021 


1 


1471 


MESMFSSPAEAALQRETGVPGLLTPLPD 

LDGVYELERVAGFVTUJLGCERVALQFP 

DQLLGDAVAVAARLEETTGSKMFILGDT 

AYGSCCVDVLGAEQAGAQALIHFGPAC 

LSPPARPLPVAFVLSSTFCGLGTLCQDLW 

GPKPRPQSACGAAVGEPACAHALEALAT 

LLRPRYLDLLVSSPAFPQPVGSLSPEPMP 

LERFGRRFPLAPGRRLEEYGAFYVGGSK 

ASPDPDLDPDLSRLLLGWAPGQPFSSCCP 

DTGKTQDEGARAGGLRARRRYLVERAR 

DARVVGLLAGTLGVAQHREALAHLRNL 

TOAAfiKRSYVI AT fSRPnrPAKT AMFPPVn 

VFVLLACPLGALAP\QLSGRLFQPILAPCE 

LEAACNPAWPPPGLAPHLTHYADLLPGS 

PFHVALPPPESELWETPDVSLITGDLRPPP 

AWKSSNDHGSLALTPRPQLELAESSPAA 

SFLSSRSWQGLEPRLGQTPVTEAVSGRR 

GIAIAYEDEGSG 


5165 


13216 


A 


6022 


1 


343 


PTRPPTRPRTHGQECPLLDPVDFLLFRTR 
AGDPLRRVSSS\FNKNUFFSIKPQPPPCL 
AFHPRDPPGGSKRPLFWDPFKGPPILAPI 
LSLTQIFFRWSCFFPKSRIAQGWALS 


5166 


13217 


A 


6023 


3 


919 




5167 


13218 


A 


6024 


3 


275 


GLRLGKIGRDVCLIGYGASMLLLERLMIS 
SDAFEVDVCGQCGLLGYSGWCHYCKSS 
CHVSSLPMPYACKLLFQELQSMNIIPRLK 
LSKYNE 


5168 


13219 


A 


6025 


455 


679 




5169 


13220 


A 


6026 


1 


2064 

• 


MTASIRRYHTCATDGEPDSSVLVGGDGD 

LTLLVAALGLDLGLPFMLLPPLIVIEWMR 

VAITYAEHRRSLTVDSGDIRQAARLLLP/ 

GPEHCFSSFR\RLDARAATEKFNQDLGFR 

MLNCGRTDLINQAIEALGPDGVNTMDD 

QGMTPLMYACAAGDEAMVQMLIDAGA 

>aDIQVPSNSPRHPSIHPDSRHWTSLTFA 

VLHGHISWQLLLDAGAHVEGSAVNGG 

EDSYAETPLQLASAAGNYELVSLLLSRG 

ADPLLSMLEAHGMGSSLHEDMNCFSHS 

AAHGHRGIWGLVTLGPLACLEEEDHETP 

SPRVPQSSPSGQEGTGGQLR>P/LRKLLT 

QPQQAKADVLSLEEILAEGVEESDASSQ 

GSGSEGPVRLSRTRTKALQEAMYYSAEH 

GYVDITMELRALGVPWKLHIWIESLRTS 

FSQSRYSVVQSLLRDFSSIREEEYNEELV 

TEGLQLMFDILKTSKNDSVIQQLATIFTH 

CYGSSPIPSIPEIRKTLPARLDPHFLNNKE 

MSDVTFLVEGKLFYAHKVLLVTASNRP 

KTLMTNKSEQDGDSSKTIEISDMKYHIFQ 

MMMQYLYYGGTESMEIPTTDILELLSAA 

SLFQLDALQRHCEILCSQTLSMESAVNT 

YKYAKIHNAPELALFCEGFFLKHMKALL 

EQ\MPSGSSSTAAAAKCRAWIHCRTCRT 

PWQSACTLSTSPPGSAA 




1 loot 


A 

A 


oUZ/ 


*> 


111 


GSCHSPASASCELMFFKl 


517! 


13222 


A 


6028 


163 


465 




5172 


13223 


A 


6029 


1 


1614 




5173 


13224 


C 


603 


83 


349 




5174 


13225 


A 


6030 


163 


1917 
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5175 


13226 


A 


6031 


133 


424 


PFLCDLFHLVIFISDSLFLMVIDFVNGTFM 
ISFINRILLGQNNRDGIVFSTDDYFHHQDG 
YRYNVNQLGDAHDWNQNRGLFWAKCP 
RIEYLARSQKT 


5176 


13227 


A 


6032 


3 


270 


FKMESGSVA\KLECRGTISAHCNLRPPGS 
bUFFAbASQIAAJ 1 OVHHHNKLlrArLVE 
TGFCHVDQAGLELLT/LVIHPPRPPKVLG 
LQA 


5177 


13228 


A 


6033 


407 


720 


RHNSSNFFFFFFFFETESRSIAQACMQWC 
YLSSLQSLPPGFKRFSGLSLPSSWDDRCP 
PPCLANVFVFLVETGFCHVGQAGLELLIS 
GDPPASASQSTGITGMI 


5178 


13229 


A 


6034 


1 


135 


KEAPGLKKENNXCFVCAICQINMEGKTLC 
SKKDRPICKSHAFFHV 


5179 


13230 


C 


6035 


96 


410 




5180 


13231 


C 


6036 


108 


422 




5181 


13232 


A 


6037 


2 


195 


CLPRFMPILPASTSQVAGNTGAHHHARLI 

FVFLVEVGFHHVGQAGLL/ISLPQMIHPP 

RPPKVLGL 






A 
/\ 




ZD I 


J / / 


LAYTVNLILKSKARRTEPQKQYFSSHAK 
NGG*REGVAA*APTGPLEPPLAYTVNUL 

KSKA 


5183 


13234 


A 


6039 


175 


393 


ARPTFRLYLSLPVSQAGQQREAER/HPRL 
VPTGPTHREPSPVRYDNLSRHIVDLSVAP 
RGEESRRCQGLVVHL 


5184 


13235 


A 


604 


295 


448 


NQTCVCWHACAYVSSNRVPWSIGSAIRS 
VCCYPLPFPALCAPCL*ISTALD 


5185 


13236 


A 


6040 


1 


537 




5186 


13237 


A 


6041 


1 


1555 


MPYSLNLAIRDTFVNASRTLYSSSPRVLS 

NNSDANLELINTWVAKNTNNKJSRLLDS 

LPSDTRLVLLNAIYLSAKWKTTFDPKKT 

RMEPFHFKNSVIKVPMMNSKKYPVAHFI 

DQTLKAKLSRGDSLKEPTSJAESSRHPSY 

RSEPSLEPESFRSPTFGKSFHFDPLSSGSR 

SSSLKSAQGTGFELGQLQSIRSEGTTSTS 

YKSLANQTRNGSLSYDSLLTPSDSPDFES 

VQAGPEPDPPLGYTSPFLSARLAQQREA 

ERHPRLVPTGPTHREPSPVRYDNLSRHIV 

ASLQEREKLLRQSPPLPGREEEPGLGDSG 

IQSTPGSGHAPRTSSSSDDSKRSPLG\KTP 

LGRPAVPRFGKPDGL\RGRGVGFPEPGPT 

APYLGRSMSYSSQIAQPGVSETEEVDLRP 

LLTPKDEVQLKTTYSKSNGQPKSLGSAS 

PGPGQPPLSSPTRGGVKKVSGVGGTTYEI 

SEFDHHCPWVNNCIGRRNYRYFFLFLLS 

LTAHIMGVFGFGLLYVLYHIEELSGVRT 

AV 


5187 


13238 


A 


6042 


1 


627 


TRREAERHPRLVPTGPTHREPSPVRYDN 

LoRHIVASLQEREKLLRQSFrLrOREEEP 

GLGDSGIQSTPGSGHAPRTSSSSDDSKRS 

PLGKTPLGRPAVPRRGKPDGLRGRGVG 

SPEPGPTAPYLGRSMSYSSQKAQPGVSE 

TEEVALQPLLTPKDEVQLKTTYSKSNGQ 

PKSLGSASPGPGQPPLSSPTRGGVKKVSG 

VGGTTYEISV 
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5188 


13239 


A 


6043 


3 


2265 


PTWLERGGGEPAARPQTPQPTAPESRGP 

SGASALRCRGPTARSLPAASMLGAPDES 

SVRVAVRIRPQLAKEKIEGCHICTSVTPG 

EPQVFLGKDKAFTFDYVFDIDSQQEQIYI 

QCIEKLIEGCFEGYNATVFAYGQTVGAGK 

TYTMGTGFDVNIVEEELGIISVRAVKHLF 

K\SIEEKKHIAIKNGLPAPDFKVNAQFLEL 

YNEEVLDLFDTTRDIDAKSKKSNIRIHED 

STGGNLYCGRLPTRTVNTESEMMQCLK 

LGALSRTTASTQMNVQSSRSHAIFTIHVC 

QTRVCPQIDADNATDNKIISESAQMNEFE 

TLTAKFHFVDLAGSERLKRTGATGERAK 

EGISINCGLLALGNVISALGDKSKRATHV 

PYRDSKLTRLLQDSLGGNSQTIMIACVSP 

SDRDFMETLNTLKYANRARNIKNKVMV 

NQUELVSKSMHFVVKSHDFRWSSWST 

KPGKRIIDEEGVESINDMFHENAMLQTE 

NNNLRVRJKAMQETVDALRSRITQLVSD 

QANHVLARAGEGNEEISNMIHSYIKEIED 

LRAKLLESEAVNENLRKmiRATARAP 

YFSGSSTFSPTILSSDKETIEIIDLAKKVDLE 

KLKRKEKRKKKSVAGKEDNTDTDQEKK 

EEKGVSERENNELEVEESQEVSDHEDEE 

EEEEEEEDDIDGGESSDESDSESDEKANY 

TLKKQYEEKLMMLQHKIRDTQLERDQV 
LONLCSVESYSEEKKKK 


5189 


13240 


A 


6044 


2 


323 


EDQGLYSIRMEGARGCLAKSLAL*GAGR 
GFYSGERTWTLSLPSGNCAPVYQRGGW 
WSHA*AHSNLNGVWHHGGHYRSRYQD 
GVYWAEFRGGAYSLRKAAMLIRPLKL 


5190 


13241 


A 


6045 


3 


902 


PFFCSTISYRLCPEGAAGQKKVLPPPPLV 

PVVPVRLVGSTRDTSRMRDPAPEPQRDQ 

TQRQQEPMASPMPAGHPADPTKPVGPW 

QDCAEARQAGHEQSGVYELRVGRHVVS 

VWCEQQLEGGGWTVIQRRQDGSVNVFT 

\SWQHYKAGFGRPDGEYWL\GLEPEHH\L 

TSRGDHELLVLKEDWGG\RGARAHYDG 

FSLEPESDHYRLRLGQYHGDAGDSLSW 

HNDKPFSTVDRDRDSYSGVNCALYQRRG 

WWYHAXCAHSNLNGVWHHGGHYRSRY 

QDGVYWAEFRGGAYSLRKAAMLIWPLK 

L 


5191 


13242 


A 


6046 


3 


218 


KAVSLSVTQAGVQWXLISLQSPPPRFNRF 
SCxSLPSSWDYRQVPPRPANFCIFSRDRV 
aJrU WrOWo* 1 r JNJLiv 


5192 


13243 


A 


6047 


1 


297 


MVVSLYFPTHPDSFPVLLCLVLCPGRLIL 
RDCNPPRLPFV\IDF\CLGLVNGMPWHSF 
GGKKREDNVFLHCSHSDLGYVLLAGTA 
SLQDFSFFQKSPPP 


5193 


13244 


A 


6048 


1 


8157 




5194 


13245 


A 


6049 


1126 


1355 




5195 


13246 


A 


605 


43 


208 


ARTLIEVIGLSHHNQKAHAMLLNAF*SSI 
RASP*RSGY*SSLWNQTSRFQIPAPT 
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5196 


13247 


A 


6050 


1 


1627 


MGSRCLNPPPPAHSDTTGKDSFGNIRGA 

ETGQGASACSVTSARVTCGAGSEPHSHR 

NPGISAQVGLAPSYGAARGRRRPLALQQ 

SPQERRHVGWNSTRGLLPASLPGTASSQ 

SASATASAALPLKVTGPLARNPTPPWTA 

AAALATRGQRPEKGLFPGPAPFSLGKRK 

RGRGRTWERRRRVSIETSTCFRPGCERL 

GAAAGANLSQLASSQRPLRERWVLYTII 

MAAAGAPDGMEEPGMDTEAETVATEAP 

ARPVNCLEAEATAGAGAGTVAEDSGTA 

RGSLQPAVPAPAQAPGDPVSQASVSNGE 

DSGGSADSELVDLRIIWNKTKHDVKFPL 

DSTGSELKQKIHSITGLPPAMQKVMYKG 

LVPEDKTLREIKVTSGAKIMVVGSTINDV 

LAVNTPKDAAQQDAKAEENKKEPLCRQ 

KQHRKVLDKGKPEDVMPSVKGAQERLP 

TVPLSGMYNKSGGKVRLTFKLEQDQLW 

IGTKERTEKLPMGSIK\NVV\SDP1\EGHED 

YHNDGRFQLAPTEA\SYYWVYWVPTQY 

VDAIKxDTVLGKwQYF 
















5198 


13249 


B 


6052 


64 


362 


XCVWHRRKVAVNLAKLKLFRHYYVMV 
ICYVYFTRIIAILLQVAVPFQWQWLYQPT 
GNNPYLQLPQEDEEDVQMEQVMTDSGF 
REGLSKVNKTASGRELL* 


5199 


13250 


A 


6053 


1 


342 




5200 


13251 


A 


6054 


1 


485 




5201 


13252 


A 


6055 


696 


3195 


SGRRTPMASCRQRRCPFSSSTWSCPPAS 

WPLASSGCPSSAGTRTASFKIHWLMAAL 

AFTKSISLLFHSVRALDRGAAGAPITSFES 

HPPSSLFNFLTTHLMVTVRVPNPPPPPSA 

SHPSVRLTVRLSIHPQINYYFINSQGHPIE 

GLAVMYYIAHLLKGALLnTIAUGSGWA 

FIKYVLSDKEKKVFGIVIPMQVLANVAYl 

IIESREEGASDYVLWKEILFLVDLICCGAI 

LFPWWSIRHLHGCVWHRRRMVAVNLA 

KLEXLFRHYYVMVGARLTHSGFGGITGL 

LHAHPSPSAAAPSRGPHPGSPARILQSSP 

MPARAPTVLAPRLLAPLQVICYVYFTRJI 

AILLQVAVPFQWQWLYQLLVEGSTLAFF 

VLTGYKFQPTGNNPYLQLPQEDEEDVQ 

MEQVEAHTLKLLVKDIKSTVSNVFSEMK 

ENMDKELKQIMRMIYERRICVADPFEVT 

VMQDFFIDLRLPYSVVRNEQVEIRAVLY 

NYRQNQELKVRVELLHNPAFCSLATTKR 

RHQQTVTIPPKSSLSVPYVIVPLRPACRK 

WKSRLLSTIISSVTVSGKGVQKEDIPPAD 

LSDQVPDTESETRILLQGTPVAQMTEDA 

VDAERLKHLIVTPSGCGEQNMIGMTPTV 

lAVHYLDETEQWEKFGLEKRQGALELlK 

KGYTQQLAFRQPSSAFAAFVKRAPSTWL 

TAYWKVFSLAVNLIAIDSQVLCGAVKW 

LILEKQKPDGVFQEDAPVIHQEMIGGLR 

NNNEKDMALTAFVLISLQEAKDICEEQV 

NIHNRYAATRQLMVAKISGKFSKMDKS 

KTAGLADCHSVLDVSNKGVLRDVASTS 

SGIVDWRGSQIQT 


5202 


13253 


A 


6056 


1 


516 


LRQPTRPVFGIVIPMQVLANVAYIIIESRE 
EGASDYVLWKEILFLVDUCCGAILFPLV 
WSIRHLKDASGTDGKVPVNLPKLKLFRH 
YYVMPAPTPCAPLQVICYVYFTRIIANPXL 
QVAVPFQWQWLYQLLVEGS\TLAFFVLT 
GYKFQPTGNNPYLAVAPGGRGGCSRWS 
K 
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J JZO' 






J 


521 


\ LSCRVQVSVAPPRPRPALPVSAVPGTPGT 

ANHSLRELDLSNNCLGDAGILQLVESVR 

QPGCLLEQLVYVQRAGRWRPGLPREE 

GGGGGGHWAHASLLACVQPVRQFTGLR 

RWRTGLQGPGERTSTSLRGHLLRLFLLL 

AAALDDRP 


5204 


13255 


A 


6058 


I 


334 




5205 


13256 


A 


6059 


225 


843 


WTRCWSRLRASGSSCEGRRAAPPRPRCA 
RYEGGYQRSCGSESACGGRRVLGSSLRQ 
nv^Uoi-/KiN 1 KAOMrLuKl^ I JLrHroAASPR 
RPLGRSRNTQMGTPLSRVLLRSCRKKID/ 
SLKQKVTHLRGLQIPHEPELMRKEISRLN 
KTVGRENK*LSRSEAGAGGLQ\EARDAA 
LERVQMLEQQVSVPRAPDGTDQMSAGR 
WWPKSWDRLG 


5206 


13257 


C 


606 


892 


1269 




5207 


13258 


A 


6060 


300 


957 


GSTKVHAETHALGCSVADSTSRTHQQL 

HRGAHWGEVGTHRWVHTSVQSVIEKLQ 

EENRLLKQKVTHVEDLNAKWQRYNASR 

DEYVRGLHAQLRGLQIPHEPELMRKEIS 

RLNRQLEEKINDCAEVKQELAASRTARD 

AALERVQMLEQQILAYKD0FMSERADR 

bKAQSRIQELEEKVASLLHQVSWRQDSR 

EPDAGRIHAGSKTAKYLAADALELMVP 

G 


5208 


13259 


A 


6061 


2 


271 


FFETESRSVA\RLECSGAISAYCTLCLPGS 
SDSIASASRWAGITGEHHHARLILVFLVE 
MGFHHVGQAGLGLLDLVIHPPRPPKVLG 

I OA 


5209 


13260 


A 


6062 


3 


376 


DYSLGLPVVTTGCWGHMSNAPLRWALN 
PSYWGKNQLLCPESLALCCGLCCKPRFL 
EVTSVRSADLYLSSPCLVRRCPLFRGKE 
lU'AVGMRMPDNKGwRRALSSSLSPRVVP 
\APVAASV1 TPVMTJ 


5210 


13261 


A 


6063 


2 


70 




5211 


13262 


A 


6064 


3 


258 


ADPPSPSFCFCFFFFETESCSVTVRT FPSO 
AILAHCNLC/LPTCHHAWVIFVFLVETEF 
HHVGEDGLNIX/NFMIYLPRPPKVLGLQ 
A 


5212 


13263 


A 


6065 


1 


408 




5213 


13264 


A 


6066 


3 


25 




5214 


13265 


A 


6067 


3 


503 




5215 


13266 


A 


6068 


1 


1740 


MAAVVAATRWWQLLLVLSAAGMGASG 

APQPPNILLLLMDDMGWGDLGVYGEPS 

RETPNLDRMAAEGLLFPNFYSANPLCSP 

SRAALLTGRLPIRNGFYTTNAHARNAYT 

PQEIVGGIPDSEQLLPELLKKAGYVSKIV 

GKWHLGHRPQFHPLKHGFDEWFGSPNC 

HFGPYDNKARPNIPVYRJDWEMVGRYYE 

EFPrWLKTGEANLTQIYLQEALDFlKRQA 

RHHPFFLYWAVDATHAPVYASKPFLGTS 

QRGRYGDAVREIDDSIGKILELLQDLHV 

ADNTFVFFTSDNGAALISAPEQGGSNGPF 

LCGKQTTFEGGMREPALAWWPGHVTA 

GQVSHQLGSIMDLFTTSLALAGLTPPSDR 

AIDGLNLLPTLLQGRLMDRPIFYYRGDTL 

UVIAATL\GQHKAHFW\TWTNSWENFRQG 

IDFCPGQNVSGVTTHNLEDHTKIJ'U 

GWDPGERFPLSFASAEYQEALSRITSW 

QQHQEALVPAQPQLNVCNWAVMNWAP 

PGCEKLGKCLVTPPESIPKKCLWVPLAPA 

QTQARPRISSWPCKCLEEGWLWPRSSPN 

PAPSQTDSTCRRRGTCTISNLPRT 


5216 


13267 . 


\ 


6069 


3 


2945 




5217 


13268 . 




607 


187 


363 

1 


MPLRLP1QDVY*IGG1GTALVGRVESGAV 
hJYGLVGSSVH*AVQSVALDFRFNSWML 
YSQ 
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5218 


13269 


A 


6070 


2 


3078 




5219 
• 


13270 


A 


6071 


3 


3204 


AGRGRLWGGTASREPQKSAGKFPRWGA 
FRASRTALGPGARSQERGPGGGNAPRPP 
PPPRLPPAAVLAAAVAAAAALPRRGAAL 

VnriT1>1>J>n A1 a AT>APRT7P\/A AJVyfDPI? Ann 
J\UU 1 rrrUAL»AAKArKJDJr V AAMrrKAPP 

APGPRPPPRAAAATDTAAG AGGAGGA O 

GAGGPGFRPLAPRPWRWLLLLALPAACS 

APPPRPVYTNHWAVQVLGGPAEADRVA 

AAHGYLNLGQIGNLEDYYHFYHSKTFK 

RSTLSSRGPHTFLRMDPQVKWLQQQEV 

KRRVKRQV 


5220 


13271 


A 


6072 


3 


3002 




5221 


13272 


A 


6073 


1 


1181 


MEVSRAGLSTVLEAVLCPADLTAASLDA 

ASPMPSSSHLPVLGYPVGKSGARPGSTQ 

EVVLTAAAVTQEVVLTAAAVTQEWLT 

AAAVTQEVVLTAAAVTQEVVLTAAAVT 

QEWLTAAAVTQEVVLTAAAVTQEVVL 

TAAAVTQEVVLTAAAVTQEWLTTAGA 

ENKPVSAPHSSSTCARTGSPGRPLHTQSP 

PRGHILFGKEKVCYKFKHDILKHLLTQLT 

VDOIVSIPLVQVLRTTALTSACAEHSDQR 

VVYLEHVWRTSISHPRRGDLQIYLVSPS 

GTKSQLLAKRLLDLSNEGFTNWEFMTV 

HCWGEKAEGQWTLEIQDLPSQVRNPEK 

QG/DVFCTKCHSHQSFEESQDTKSVVAW 

EGWGCTHGVHCEVPKNLGIRSGKHHPL 

KliCLV 


5222 


13273 


A 


6074 


3 


656 


RSAFELWTQEGGLPSPSGWmiQSLKNL 

NRTDSRGRRSSPLISCLATGAGTSRHLLP 

LDWMSTIGCPGSQASRPELSLNHTSGFP 

GFPAFHPRWWAFSGPQSHINQIPHPKSPL 

CVGSNLLQRAYTNTLPLFPLQFLRSPTKES 

TYSQLHPSGSPPGGGPGPRQLGLTSPKAS 

EQPLPGFDWEGQGSDRRAGADGSGRES 

SGTPGTAVLQRSSCGTSC 


5223 


13274 


A 


6075 


3 


873 


AAEGLPPVRIPPFSETTANGTISFTEMVQ 

DMGAGLAVVPLMGLLESIAVAKAFASH 

NNYRIDANQELLAIGLTNMLGSLVSSYP 

VTGSFGRTAVNAQSGVCTPAGGLVTGV 

LVLLSLDYLTSLF\YYIPKSALG\AVIIMG 

RGPAVSTPRSFRNALGFLKRLDLLPLCVT 

FLLCFWEEQDGILAGALGSLLMLLHSAA 

RPETKGSEGPVLVLQPASGLSFPAMEAL 

REEILSRALEVSPPRCLVLECTHVCSIDYT 

WLGLGELLQDFQKQGVALAFEGLQVP 

RLRVLLSR 


5224 


13275 


A 


6076 


3 


256 


HASGMKNDLVYTGVDPETLPNRNGDGV 

/PTGLSPDPQFRTRKIQASLLTLEETMKQ 

LEELEEEFRRLKPLLANLGGNSVPHPGCT 
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5225 


13276 


A 


6077 


1 


1966 


MAEPLLRKTFSRLRGREKLPRKXSDAKE 

RGHPAQRPEPSPPEPEPQAPEGSQAGAEG 

PSSPEASRSPARGAYLQSLEPSSRRWVLG 

GAKPAEDTSLGPGVPGTGEPAGEIWYNP 

IPEEDPRPPAPEPPGPQPGSAESEGLAPQG 

AAPASPPT/NSLPHQVPGPRQAPLHKDEE ' 

AAGTAAPPEPARPPGWQGAREGCPCGL 

RHQPLPPGQQRGGPRAGSRAWGHPEPE 

GRLPQRRGLTGAPSWAPITHLLPALRGG 

SRSPGTPGRTLGPPQPAPVRSRGAAASA 

GGHPQGPLLPTASGWGGQGPNRATARG 

AGLPAAGPHLPFGAGGRQAPARPGACV 

GPWREKAPALCPGHRAAAHGLPRXCQA 

QQLAVRLEPQGLLYAKLTLSEQQEAPAT 

AEPRVFGLPLPLLVERERPFGQVPLIIQKC 

VGQIERRGLRVVGLYRLCGSAAVKKELR 

DAFERDSAAVCLSEDLYPDINVITAVPSL 

ALEASGALTRGDPVFTGILKDYLRELPTP 

TRGLLSCLPDVERATLTLLLDHLRLVSSF 
HAYNRMTPQNLAVCFGPVLLPARQAPTv 
RPRARSSGPGLASAVDFKHHIEVLHYLL 
QSWPMPACPDNLQMSRLTCDPNDSHLCT 
v^K W 1 r Jv w 


5226 


13277 


A 


6078 


2 


82 




5227 


13278 


A 


6079 


1 


347 


FFFFFFFFLETASHSVAQAGGQGHDLSSL 
QPPPPRFKQFSCLSLPSSWDHRHKPPHPPX 
NFVFLVFrGFHHVGQAGLELLTSSDPPA 

Q A Qrk\yf A niTriVQwr" a wpminf ri^>j vriiwi 
dAov^ivi/\oi 1 o V Qriu>/\ w Jr i 1 -irivv^oiN i VJivj 

L 


5228 


13279 


A 


608 


514 


792 


DSRCFGAMACALRAPPRITNPVSAQWDP 

clVJo V AUHr WIW 1 Is^KJltvJNl^o/VLv^KuN V 

PFCRCRDHEFTLDLGGQGGQ1T*GQEFET 
SLANMAKPH 


5229 


13280 


A 


6080 


1 


779 




5230 


13281 


A 


6081 


1 


214 


HPTAAIVPPGPEAGLIYTPYEYPYTLAPA 
TSILEYPIEPSGVLWWLSQRKAKKSRTV 
LTEPS5DLNL Ir4 A 


5231 


13282 


A 


6082 


3 


435 


EPFPGGDCIPRATLESCRSMIALMDTVGS 

GKLNLQEFHHLWNKIKGWQ\KIFK\HYD 

TDQSGHHQTATKMRNAV/NTDAGFHLN 

NQUYDIITMRYADKHMNIDFDSFICCFV 

RI^GMFRAFHAFDKDGDGUKLNVLEWL 

QLTMYA 


5232 


13283 


A 


6083 


2 


339 


GKPTLREFTHLAVDKIKGWREIFNNITPS 

QSGTITGYEMRNAA^DAGFHLNNPLYD 

II\TSRTADNHMNIDFESF\ICCFVR\LEGM 

FRAFHAFDVFCDGDGIIRLNVLEWLQLTM 

YA 


5233 


13284 


A 


6084 


2 


775 


PSASDQSTWYLDESTLTDNIKKTLHKFC 
GPSPWFSDVNSMYLSSTEPPAAAEWAC 
LLRPLRGREPEGVWNLLSIVREMFKRRD 
SNAAPLLEILTDQCLTYEQITGWWYSVR 

MCDEMVTLWRLAVLDPALSPQRRRELC 
TQLRQWQLKVIENVKRGQHKKTLERLFP 
GFRPAVEACYFNWEEAYPLPGVTYSGT 
DRKLALCWARALPSRPGASRSGGLEESR 


5234 


13285 


A 


6085 


193 


388 




5235 


13286 




6086 


2 


353 


AAAEDLSDALCEVFDAVLADFASPFHER 

HFHYEEHLERMKRRSSASVSDSSGFSDS 

ES\ADSL\YRNSFS\FSDEKLNSPTDSTPAL 

LSATVTPQKAKLGDTKELEAFIADLDKT 

LASM 


5236 


13287 


A 


6087 


. 315 


411 




5237 


13288 


A 


L 6088 


2 


283 




5238 


13289 


A 


6089 


3 


189 
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5239 


13290 


A 


609 


1169 


1335 


NFASDDKFSLP*DYTTFKVNWPGAVAH 
A*KPSNLGGQGGQ1T*GQEFETSLANMA 


5240 


13291 


A 


6090 


1931 


3137 


KMEISSLKEEINMEPNHSETMFKKAKTK 

AKKKPRKRSDSSGGYNLSDIIQSPSSTGL 

LKSGKTNSVESLPELLTSDSEGSYAGVGS 

PRDLQSPDFTTGFHSDKIEAKVKPYVNG 

TSPVYSREDLKPWEKSPDLKISAPQPIPSN 

RIDTTSSASWVAGSFSPVSPPVVDLRTIM 

EIEESRQKCGATPKSHLGKTVSHGVKLS 

QKQRKMIALTTK\DNNSGLNSMQTVICIP 

SDAP*TVNE*GSSLHSVSSKSFRDFLLEE 

KKSVTSHSSGDHVKKVSFKGIENSQAPKI 

VRCSTHGTPGPEGNHISDLPLLDSPNPWL 

SSSV'rrPSN4VAPVTFASIVGRGTS'IKEAA 

LIRSREKPLALMQIEEHAIQDLLVFYEAFG 

NPEEFVIVERTPQGPLAVPMWNKHGC 


5241 


13292 


A 


6091 


336 


410 




5242 


13293 


A 


6092 


40 


921 


TEVPGVHSENDKNQKKKIRKLDPKKKQ 

VDTVQIIQGSKKGSSFUFFFSPLIILTVEL 

QVGNVVAQELSIQLELFWRTRASQSVTE 

PTAGLCLLNPGEQEMRALRGRRKPLLLI 

P\SKQDLEWTSSiaQQTCS*GF*\R*KEN* 

QTERTSTPKPHLVGSSGQGNQAGEGNK 

GYPVRKRGSQIVPVCR*HDCISRKPHCLN 

PKA^SLS**ATAAKSQDTK/FNVQKSQAF 

LYTNNKQTDSQIMSELPFTIASKRIKYLS 

NPTYKGCEGPLQGKLQTIAQRNKTEPNK 

WKNIPVMGEEPM 


5243 


13294 


A 


6093 


1 


1960 


MPPHSEQPHSPSTRQKRKVPLFVRQCPSF 

VIQAPKAKMDTFDGRKKQFTRFLFLFSM 

DQLGQGRFSMQTLSFALAVYRKDSPLV 

ACQVQALGNLEPSSVEAHVSSHGIAIDR 

KGWHVSLFSIQPGDCFPKALVEDSPRDR 

ARRQQSSKEEGWCRDRRRLKFHSKKGA 

AAIVVKSKKYESPSFGVCFESLLNPPRLT 

SRREKTISSSKRCRQCHAEETTWFWAK 

ESQTGEQTGRGAGQRRMGMIICKACSM 

LPAERQDLRPTSLVISHGVSVKDRREHC 

QCPNYYPPLRNMSPLEHSIKICGGKKPQ 

NDSQRITTITKVIVNQDFKQPDDTELSQG 

SRKETSEASLVTLLWELVTAGQTPPLVTP 

RQTGSGVDLQQTPTDLQLRVLTIRRKTN 

KQKGHPPKPHLYVTIIKDQRTLHPKSTEY 

TFFSAPHPTYSKIDHIVGSKALLSKCKRT 

EIITNCLSDHSAIKLELRIKKLTQNRSTTW 

KLNNLLLNDYWVYKEMKAEIKMFFETN 

ENKI)TTYQNLWDTFKAMYSGKFMALN 

AHKRKQQRSKIDTLISQLTELEKQEQTHS 

KASRRQETTKIRAELKEIETQKTLQKINE 

SRSWFFEKINKIDRTLARLIKKKREKNQI 

DTIKVKIKVISPPIPOKYKLLFILFGTGTQIN 


5244 


13295 


A 


6094 


275 


1839 


CPSVGFSLQAGWFGCKLLTAKDF*QQT 

QGFSQ/RLSQLHTHGHRALQKKAISSKNE 

FTIMGQISEATSALFGEKESKEATLRGEG 

ARNRDDRVDSNCRLQPPGQDGDEGQKV 

PVKYSAGDTQANRVWSGLQQTPTDLQL 

RVLTVRRKTNKQKGHPHQNPICTSASSK 

TKEIQTTIREYHKNLYANKLENLEEMDK 

FLDTYTLPRLNQEEVESLNRPITGSKIEAII 

NSLPTKKSPGPDAFTAEFYQRYKEELRIK 

YLGIQLTRDVKDLFKENYKPLLNEIKGH 

KQMEEHSMLMDRKNQYCENGHTAQEL 

EKTALKFIWNQKRAHIAKTILSQKNKAG 

GIILPDFKLYYKATVTKTAWYRYQNRDI 

DQWNRTEPPEIIPHIYNHLIFDKPDKNEK 

WGKDPLFNKWYWENWLAICRKLKLDSF 

LTPYTKINSRWIKDLNGRPKTIKTLEENL 

GNTIQDTGMGKDFMTKTPKAMATKAKV 

GKWDLIKJLKSFCTAKETTIRVMROPTEW 
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EKIFAIYPSDKGLISRI 


5245 


13296 


A 


6095 


78 


1986 


EKTKSASDWCT^K^RGXDGTKLENTLQDI 

IQDNFPNLGRQANIQIQEIQIMPQRYSSRR 

ATPRHIIVRFTKVICMKEKILRAAREKEIQ 

TTISEYYKHLYANKLENLEEMGKLLDTY 

TLPRQNQEEVESLNRPIAGSEIEAIINSLPT 

KKSPGPDGFTAKFYQRHKEELVPFLLKQ 

FQSMEKEVILPNSFYEASIILIPKPGRDTT 

EKENFTPISLMIIDAKILNKILANRIQQHIK 

KLIHQDQVGFISGMQGWFNEHKSVNVIH 

HINRTKDRNHMIISVDAEKAFNKIQQPF 

MLKTLNKLGIQLTRDVKDPFKENYKPLL 

NEIKEDTNKWKNIPYSWIGRINIVEIAILP 

KVSLERERQHDQTHVQSQLEKLDLLEQE 

YNKLTTMQALAEKKMQELEAKLHEEEQ 

ERKRMQAKAAEHPRLCLYLAAIFSALKN 

LQDKIRRLELERIQAEESVKTLSRETIEYK 

KVLDEOIOERENSKNFFSKHNOFI T^ni 

LAAENKCNLI^KQLEYMRNMIKHAEME 

RTSVLEKQTPLLIPRQRGSRVDLQQTPTD 

LQLRVLTVRRKTNKQKGHPHQNPICMSP 

SSKTKEERSSSPTTERSWTENDFDELREE 

GFRRSNYSELKEELQTHGKEVKNLEKKI 

RRMAN 


5246 


13297 


A 


6096 


870 


1860 


TRKSRRNG*IPGHIHPPKTK\QEEAESLNR 

PITGSEIEAIINSLPTKKSPGTDGFTAKFY 

QRYKEELVPFLLKLFQSIEKEEILPNSFYE 

ASIILIPKPDRDTTKKENFRPISPMNIDAK 

TLNKTLANRIQQHIKKUHHDQVGFIyWC 

NARLVQHMQINKRNPAYK*NQRQKPHD 

YLNRCRKGL*QNSTALHAKTSQ*ISVGSS 

OQGNQAGEGNKGYSIRKRGSQNMSLFAE 

DVIVYLENPIVSDQNLLKLISNFSKVSGY 

KINVLNSQAFLYTNNRQTESQIMSEVPFT 

IAl>K1C1K.YLC71vL J KDVICDUTCEKtKPLL 

KEIKEDTTFHAHG 


5247 


13298 


A 


6097 


453 


545 




5248 


13299 


A 


6098 


1 


235 




5249 


13300 


A 


6099 


3 


706 




5250 


13301 


A 


61 


1 


1194 




5251 


13302 


A 


610 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGMLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


5252 


13303 


A 


6100 


368 


798 


LSYIYMHPIQ/RAPRFIKQALRDSQRDLD 
SHTIIMGDFNTPLSTLDRPTRQKVNKDIQ 
ELNSVLHQVDLIDIYRTFHPKSTEYTFFS 
APHRTYSKIDHIVGSKALLSKCKJIGEIIT 
[CJKLELRIKKQTQNRSTTWKLNNLLLND 
Y 
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5253 


13304 


A 


6101 


1 


666 




5254 


13305 


A 


6102 


412 


681 


GDIIPKCSQPLNIHFHYVFKMR*GSSRPG 
RGPEIRCFSPAARLLLTAHQQWPQLWAl 
FQQVALLLPHAGGADHVILFPSPVSKAT 

EKIVG 


5255 


13306 


A 


6103 


489 


585 




5256 


13307 


A 


6104 


1 


1474 


MDMLDKGMIQVPVESLECPEHFVQEPV 

LPSELRSEKQEPWNQPSLDLEPSFATYM 

ACSMLPAERQDLRPTSLVISHGVSVKDR 

REHCQCPNYYPPLRNMSPLEHSIKICGGK 

KPQNDSQRITTITK.V1VNQDFKQPDDTEL 

SQGSRKETSEASLVTLLWELVTAGQTFQ 

DDRMGTAPVYSSQRERRRRRVISACPTE 

PPLVTPRQTGSGVDLQQTPTDLQLRVLTl 

RRKTNKQKGHPPKPHLYVTIIKDQRTLH 

PKSTEYTFFSAPHPTYSKIDHIVGSKALLS 

KCKRTEIITNCLSDHSAIKLELRIKKLTQN 

RSTTWKLNNLLLNDYWVYKEMKAEIK 

MrrblNJbNKXil 1 YQNLWDTrKAMYSGK 

QEQTHSKASRRQETTKIRAELKEIETQKT 
LQKINESRSWFFEKINKIDRTLARLIKKK 
REKNQIDTIKVKIKVISPPIPQKYKLLFILF 
GTGtOIN 


5257 


13308 


A 


6105 


1 


903 




5258 


13309 


A 


6106 


803 


1184 




5259 


13310 


A 


6107 


1458 


1568 


TQTNLQEKNQTTQSKSGQRV*TDTSRKK 
TFMQPTDT 


5260 


13311 


B 


6108 


24 


2456 


MGVSSGDLLKGLLHPRVRVGNEYVTKG 

QSVEQWFAVGALAKATYDRLFRWLVS 

RINQTLDTKLPRQFFIGVLDIAGFEIFEFN 

SFEQLCINFTNEKLQQFFNQHMFVLEQE 

EYKREGIDWVFIDFGLDLQPCIDLIEKEE 

RUCPSRKKITKiaiTKKRTASULHAMICC 

RSLNSSKTKNTKCLNSINQRLKIWSLQK 

DLMCGTAGRCKTLHGTSQLNTTAIHVVL 

ALAGSPKDADDTSIYMFYQKHILYCIVD 

SECKSRDVLQSYFDLLGELMKFNVDAFK 

RFNKYINTDAKVFLKQINSSLVDSNMLV 

RCVTLSLDRFENQVDMKAALLSIPGFVE 

RLCKLATRKVSESTGTASFLQELEEWYT 

WLDNALVLDALMRVANEESEHNQVFW 

FEQHGLVSGAEKAPGTTIDQAPRIYRWS 

DLTRTQAQWQSAMTWSMSAFTETFLTE 

RDKQSKWSGIPQLLLKLHTTSHLHSDFV 

ECQNILKPLLVIPRQTGSGVDLQQTLTDL 

QLRVLTVRRKTNKQKGHPHQNPICMSPS 

SKTKEAKNLDKRLDEWLTRINSIEKTLN 

DLMELNTMARKLRDACTSFSSQFDQVE 

ERVSVIEDQMNEMKREEKFREKRIKRNK 

QSLQEIWDCVKRPNLRLIGVPESDGENG 

TKLENTLQDIIQENFPNLARQVNIQIQEIQ 

RTPQRYSSRRGTPRHIIVRFTKVEIKEKIL 

RAAREKGRVTHKGKPIRLTAVLLAETLQ 

ARREWGPIFNILKEKNFQPRVSYPAKLSF 

ISEGEVKSFTDKQMLRDFVTTRPALQEL 

LKEALNMERNNRYQLLOKHAKL* 


5261 


13312 


A 


6109 


82 


1208 


LVEGKLTNRKNIHTKTPSVHHHHQRPKC 

GREMWGQSPHTESLLGHHLVELWEEGH 

CPLDPRMVDPPTACTMYLEKPQTLNASL 

AVKAARSQVPQGGGKGTKKSETEIQATI 

REYYNKHLYANKLENLEETEKFLDTYTL 

PRLNQEEVESLNRRITGSKIEAIINSLPTK 

KSPGRDGFTAEFYQGYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIAKPGRDTATT 

TKNFRTISLMNIDAKILNKILENQIQQHIK 

KLIHHNQVGFIPGMQGWFNIHKSINVIHH 

IKRTKNKNHMIISIDAGKAFDKIQQPFML 

KTLNKLGIDGMYLKIIRAIYDKPTANULN 



628 
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GQKLEAFPUCTGTRQCCHSYSTLTTPIQH 

sv 






A 


^11 




552 


HSLFGTSEVINKLRSPDAMGHL/TPEEDK 

ATITSLWGKVNVEDAGGETLGRLLVVYP 

WTQ\RFFDSFGNLSSASAIMGNPKVKAH 

GKKVLTSLGRCHKSTWDDLKG/TPFAQA 

♦SELHCGQACMWDPEELSSFLGKCCWV 

TRFWAIPFSAKEFHPWRLQGFPGKSRRW 

QKMVTGVUSALVPSRYH 


5263 


13314 


A 

A 


Ol lU 






1 MAT VFI 1 1 Prir'Pnn>J**TA^TfTMK'PPV 

REESNRCNKK**S\NITrNPTElQTTIREYY 

KHLYANKLENLEEMDNFLDTYTLPRLN 

QEEVESLNRPITGSEMEAIINSLPTKKSPG 

PDGFTADFYQSVGSSGQGNQAGEGNKG 

HSIRKRGSQIVPVCR*HDCISRKPHRLSPK 

SP . 


5264 


13315 


A 


6111 


1 


819 


MCHSAIFTVLQPPLWIPRQTGSQVDLQ 
QTPTDLQLRVLTVRRKTKKQKGHPHQN 
PICMSPSSKTKATFEDSVWHFAERIIPDP 

YQALCNIYGSITIGQAIIFCQTRRNAKWL 
TVEMIQDGHQVSLLSGEL\TVEQRAPFI\Q 
RFRDGKETVLITVTNVCARGIDVKQVTIV 
VNFDLPVKQGEEPDYETYLQRIGRTGRF 
GKKRLAFNMIEVDELPSLMKIQDVHFNSS 
IKOLHVAEDMDEIEKIDY 


5265 


13316 


A 


6112 


1 


1068 




5266 


13317 


A 


6113 


3 


^ 655 


LLSNDQRCSISFNKTREKASATRVYIVLD 

KTIPWFVSDTTIHDFNWLIEQVKHSNHK 

WMSKCGADWEEYIKMGKWVYHNHIFW 

PVPHEYCAMPQVA\HDLYAELQKAHLIL 

FKGDLNYRKLTGDRKWEFSVPFHQALN 

GFHPAPLCnRTLKAEIQVGLQPGQGEQL 

LASEPSWWTTGKYGIFQYDGPL 


5267 


13318 


A 


6114 


3 


225 


GACGRPPPFPRPLPRGAPP/PAMAAPFSPP 
PASAPGAAFTFPPSLGPAWHPALFLTGIN 
LTCFSKEREKEAQSWY 


5268 


13319 


A 


6115 


2 


624 




5269 


13320 


A 


6116 


2 


594 


NRGSCHRGLKFEGAFKYKMGQIEIDDQV 

pn\l OYT A<?RVnFinT drvgihgwsygg 

YLSLMALMQRSDIFRVAIAGNSPVTLWIF 

YDTGYTERYMGHPDQNEQGYYLGSVA 

MQAEKFPSEPNRLLLLHGFLDENVHFAH 

TSILLSFLVRAGKQXYDLQSYPQERHSIRV 

PESG\EHYELHLLHYLQENLGSRIAALKV 

I 


5270 


13321 


A 


6117 


4 


310 






liJ/Z 


A 


Ol iO 


^ 
I 


oui 


T nT<:WSLEYTOEIAGCRTVPVFVGSRYTD 

EEWSQTLMTVNEFISKYIVNEPRDVGYL 

AQHQLFDQIPELKQDISIPDYCSLGDGEE 

EEITINAWFGPQGTISPLHQDPQQNFLVQ 

VMGRKYIRLYSPQESGALYPHDTHLLHN 

TSQVDVENPDLEKFPKFAKAPFLSCILSP 

GEILFIPVKYWHYVRALDLSFSV\SFWWS 


5272 


13323 


A 


6119 


3 


306 


EIJAFS/DRAED/FRKLGCEVLGVSVDSQF 
THLAWINTPRKEGGLGPLNIPLLADVTR 
RLSEDYGVLKTDEGIAYWCPAGWKPGS 



629 
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DTIKPNVDDSKEYFSKHN 


5273 


13324 


A 


612 


251 


488 


GGWITRSGDRDHPG*HGE/IPVY*KKLAG 
RGGGRLKSQLLGRLRQENGMNSGGRAC 
SEPRSHHCITAWVTERLLLKKKKK 


5274 


13325 


A 


6120 


1 


774 


PTRTKGFAGQGSLGAENAGPRVVIVRAS 

RGLPTQLSVMASGNARIGKPAPDFKATA 

VVD\GAFKEVKLSDYKGKYVVLFFYPLE 

LHFCGAPTEnAFSNPCRGTSRKLGL*SAG 

ASRWDS\HFTHLUWUNTPRKRGEALGP 

L\NIPPALLNGEPERLV*GIYGRC*KTD*G 

AFAYKGASLFIRLGKGCPFAKnXLIDL\P 

VGTLPLDEGFCGLVQGLSQVHKTSHGG 

KFVPA\GWKALPVATD»APTWMTARKY 

FSKHN 


5275 


13326 


A 


6121 


3 


306 


KNWPPPRFF/YKGPPPSSSSSSSSSSSSSSS 
rLl rrrTSSSrGVCPLKOSSSSSPrPKKP\G 
RPPSSSQKGGKPPFFKPPNFFPKNSPTPG 
GAPLKPFWKNF 


5276 


13327 


A 

A 


Ol22 


1 


200 


PPHNVPRRWSANLYLTP\SNMVLLTAIAL 
IGVCVFILAIIGILHWQEKKADDREKRQE 
AHRFHFDAM 


5277 


13328 


A 


6123 


2 


297 




5278 


13329 


A 


6124 


1 


211 


VSPHVLIRRQSSRHLGSLYLQAPFV*MA 
GCLLETGSHV*TYKDLHVTITRHLPKLW 
KTRSTLNFQVARSS 


5279 


13330 


A 


6125 


1386 


2151 


DYLCEKHQYRQLCGYLQPCQGSPCVWT 

PRAGSGRAALRTGN4AVLARAAGQRLRA 

RLPPQAQRARAAAGALRERGLCAPPRPP 

APGAGRQSPQQSGELRVPSTTSSTCRSC 

WSARPWGSRRGRAVPQRRRNATATGSP 

RPLRRLRPAASPRRGAASERPNWPDPPR 

PVRTARSRALNLRSSSKVNATLVPCHKET 

EAQRGVWTGETIPVRTCFGPLIGQQSHS 

MEVAEWTDKAVNHIWKAPRNTALKMT 

QTYNDPAD 


5280 


13331 


A 


6126 


1 


1337 


MRNKAVGQARAPPAQLAGWAAPFPKLL 

DGRPQVFPEMPQPVAGCTATGPREKLG 

GPGRPRGRVAASVQRLMNEMNLSPVGM 

EQLTSSSVSNALPVSGSHLGLAASPTHSA 

IPAPGILSYLADRPPPQYIHPNSINVDGNT 

ALSITNNPSALDPYQSNGNVGLEPGIVSI 

DSRSVNTH\GAQSLHPSDGHEVALDTA1T 

MENVSRVTSPISTDGMAEELTMDGVAG 

EHSQIPNGSRSHEPLSVDSVSNNLAADA 

VGHGGVIPMHGNGLVELPWMETDHIAS 

RVNGMSDSALS\DSI\HTVAMSTNSGPRE 

SSAVAPVASHFSVHVFLFSFIWVSPADAE 

TLGESLLGLTVYGSNDQDPYVTLKDTEQ 

YEREDFUKPSDNLIVCGRAEQDQCNLEV 

HGNYIAVGNMTPVIEVWDLDIVDSLEPV 

FTLGSKLSKKKKJCKGKKVKKLINI 
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5281 


13332 


A 


6127 


1 


2412 


MKMNLSPVGMAQLTSSSVSNALPVSGS 

HLGLAASPTHSAIPAPGLPVAIPNLGPSLS 

SLPSALSLMLPMGIGDRGVMCGLPERNY 

TLPPPPYPHLESSYFRTILPGILSYLADRPP 

PQYIHPNSINVDGNTALSITNNPSALDPY 

QSNGNVGLEPGIVSIDSRSVNTHGAQSL 

HPSDGHEVALDTAITMENVSRVTSPISTD 

GMAEELTMDGVAGEHSQIPNGSRSHEPL 

SVDSVSNNLAADAVGHGGVIPMHGNGL 

ELPWMETDHIASRVNGMSDSALSDSIH 

TVAMSTNSVSVALStSHNLASLESVSLH 

EVGLSLEPVAVSSITQEVAMGtGHVDVS 

SDSLSFVSPSLQMEDSNSNKENMATLFn 

WCTLCDRAYPSDCPEHGPVTFVPDTPIES 

RARLSLPKQLVLRQSIVGAEVGVWTGET 

IPVRTCFGPLIGQQSHSMEVAEWTDKAV 

NmWKlYHNGVLEFCirrTDENECNWMM 

FVRKARNREEQNLVAYPHDGKIFFCTSQ 

DIPPENELLFYYSRDYAQQIGVPEI-IPDVH 

LCNCGKECNSYTEFKAHLTSHIHNHUPT 

QGHSGSIGPSHSKERKWKCSMCPQAFISP 

SKLHVYFMGHMGMKPHKCDFCSKAFSD 

PSNLRTHLKIHTGQKNYR\CTLCDKSFTQ 

KAHLG\AHMVIHTGE\KNLK\CDY/CVDK 

LFYGGSRDLQGRHVLIH\TQER\QIKCPK 

CDKL\FLRTNH\LKKHLNSHEGKR\DYVC 

EKCTKAYLTKYHLTRHLKTVCKGPTSSF 

VQAPEEEEEDDSEEEDLADSVGTEDCRI 

NXSAVYSADESLSAHK 


5282 


13333 


A 


612S 


1 


1767 


MQALIPLESGSGMTQTSGVSTETGDVVK 

DMGVNNQSKEGRCPWKDHEAAPWISEK 

PKKRGNEGKSKKFKNNYSTQPARMERK 

EEILNPPFEGKDGDTGSIPHKSKEIGFTFP 

jfCMHDSSFSHTPDTPTVEAVDRKGGNFQ 

VNFVELGTLGENKISTVKASTVTEPPAK 

VTDVSCQEQIQGAGFVPSWSEENKTDA 

ANRYTAVADKPSERSNDGKSSGSAACE 

KLPTPTPQVVKEGDSFPDTLAKNGQEIAP 

AQISKSLMVDNYTKDGVPGQERPKGPSA 

VVPSTSTGGVALPITTAIETVNIHGDHSL 

KNKAELADSMKNEAGIDEGHVIGESESV 

HSGASKHSVEKVTELAKGHLLPG/CASR 

RPEPTRRGQSPRRA'/HADRGNFPAHPVN 

EEKETKEGSVAVQIPDLLEDKAQKLSFC 

EDQNAQDRNSKGSDSLNKKVDLTLLSP 

KSENDKLKEISLACKITELESVSLPTPEIQ 

SDFLHSKVEAPPSEVADTLVIMTASKGV 

RLPEPKDKILETPQKMTEKSESKTPGEGK 

KEDKSRMAEPMKQYMRPTKSRGLTPLL 

PKSTIQEQERHKQLKSAGMNLPWGNVC 

ACGF 


5283 


13334 


A 


6129 


893 


3822 


GKGNHATVNLLSFLQRPQVGSLVHPPW 

G/HGNQRKSIHVDSLEPQRDLGREAWDI 

ESTPIMMKKKKKKPKQKRYSQPRAGGP 

SDDDNADKPKGHPFAADTQKSGVLPSQ 

PTTMGTEYGLVSGENLKRECLVNSSAAR 

LVAENFVSESLRIPLYPSEEAPKTAISSQS 

KLRVEEESKSNKSVLQNQDKKLLKQHE 

YKPQPAPHLKTPVDKSQSVGPLNLKGPL 

AEVSAYNVETPLDIRLKEGCSFFLDQEV 

ivi\j V V 


5284 


13335 


A 


613 


5987 


6461 


GVNKSWNHWLFHLGVREAEHAGVVRT 

PHHDLVLLPRGMAACALGACSLGAVAL 

PGHPVAGGVSHGCSSSGTTYRGERHRV 

GRMRQKNRLNPGGGGCGEPRSRHYTPA 

WA-nEQNSVSKQNKTKQNKKHRLVHWN 

RKKWIYLLFALKKYKMSLMLCRKS 



631 
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5285 


13336 


A 


6130 


1 


1965 


MQALIPLESGSGMTQTSGVSTETGDVVK 

DMGVNNQSKEGRCPWKDHEAAPWISEK 

PKKRGNEGKSKKFKNNYSTQPARMERK 

EEILNPPFEGKDGDTGSIPHKSKEIGFTFP 

KMHDSSFSHTPDTPTVEAVDRKGGNFQ 

VNFVELGTLGENKISTVKASTVTEPPAK 

VTDVSCQEQIQGAGFVPSWSEENKTDA 

ANRYTAVADKPSKRSNDGKSKKVKNSS 

PEKHILENKIDATKIHVPMETTGDQGIEG\ 

WPIWTKIEIL/RFTCPRTPSELINKSSPLEV 

LESAACEKLPTPTPQVVKEGDSFPDTLA 

KNGQEIAPAQISKSLMVDNYTKDGVPGQ 

ERPKGPSAVVPStSTGGVALPITTAIETV 

NIHGDHSLKNKAELADSMKNEAGIDEG 

HVIGESESVHSGASKHSVEKVTELAKGH 

LLPG/CASRRPEPTRRGQSPRR/T/HADRG 

NFPAHPVNEEKETfCEGSVAVQIPDLLED 

VDLTLLSPKSENDKLKEISLACKITELESV 
SLPTPEIQSDFLHSKVEAPPSEVADTLVI 
MTASKGVRLPEPKDKILETPQKMTEKSE 
SKTPGEGKKEDKSRMAEPMKGYMRPTK 

LPWGNVCACGF 


5286 


13337 


A 


6131 


1632 


2783 


VILLSKSLIIQENFFFFF+QSFALVAQAGV 

QWSNPCSVLQPPPPGFNGFSCLILPSSWD 

YRRVPPCPA\NFVFLVETGFHHVGQAGL 

ELLTSGOPPTSASQSAGITGVSHHAQPAE 

DIANNVTLFFPLHLFL 


5287 


13338 


A 


6132 


240 


564 


NGWEFKHGPSWPGGFFFFFFFETESRSV 
A/TRLECSGVIPAHRNLCLPGSSDSPASAS 
QLTGTTGAHHHARLIFVFLVETGLRI-ILS 
QAGLELUNLIIHQPWNPQELGLQA 


5288 


13339 


A 


6133 


1 


1898 


MAASGRGLCKAVAASPFPAWRRDNTEA 

RGGLKPEYDAVVIGAGHNGLVAAAYLQ 

RLGVNTAVFERRHVIGGAAVTEEIIPGFK 

FSRASYLLSLLRPQIYTDLELKKHGLRLH 

LRNPYSFTPMLEEGAGSKVPRCLLLGTD 

MAENQKQIAQFSQKDAQVFPKYEEFMH 

RLALAIDPLLDAAPVDMAAFQHGSLLQR 

MRSLSTLKPLLKAGRILGAQLPRYYEVL 

TAPITKVLDQWFESEPLKATLATDAVIG 

AMTSPHTPGSGYVLLHHVMGGLEGMQ 

GAWGYVQGGMGALSDAIASSATTHGAS 

IFTEKTVAKVQVNSEGCVQGVVLEDGTE 

VRSKMVLSNTSPQITFLKLTPQEWLPEEF 

LERISQLDTRSPVTKINVAVDRLPSFLAA 

PNAPRGQPLPHHQCSIHLNCEDTLLLHQ 

AFEDAMDGLPSHSDLGSAKIHTPKDRKC 

IrufcKbbUbOKPViELCIPSSLDPTLAPPG 

CHVVSLFTQYMPYTLAGGKAWDEQERD 

AYADRVFDCIEVYAPGFKDSWGRDILT 

PPDLERIFGLPGGNIFHCAMSLDQLYFAR 

PVPLHSGYUGPLQGLYLCGSGAHPAPY 

SEILTSLTKRVPIQHVHPQPLRLWAVDLA 

PPQTFGAGSLEGARIY 


5289 


13340 


A 


6134 


163 


513 


CLLFFLTPSHFSVFGTPVFDCNRVYAPGF 

KDSVVGRDILTPPVDLERIFGLPGGNIFHC 

AMSLDQLYFARPVPLHSGYRCPLQGLYL 

CGSGAHPGGGVMRAAGRNAAHVAFRD 

LKSM 



632 
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5290 


13341 


B 


6135 




720 


MGCKHWMTCGRARKEGKD0SYMQTQ 

WLHRAFAAPPETCPFPLRDHIQTGRDLYI 

LGTFEKCVFWGGAEREVWRERHQREPG 

LRAAFAGQLEFPAGVGLAGPALGAAGQ 

PCWPRGNEGLSTRASGCGGCTGSSSSAS 

PPVl P<lTWOAT A AFT RfiTtSRDT OR AMP 

EPPTPSMGSCAAGASPTSTTPCSKEPSPiD 
HPRAEECECTARDWQAAPPAALVRDPL 
GEASWAPESGGDMESLYI* 


5291 


13342 


A 


6136 






l^l^rlAUjs. V oKr A i JrlA/O V r W CUJrlULr Kir 
QPPPLKRSSCLSLWSSWDYRHAPPHPAU 
CLLL 


5292 


13343 


A 


6137 


1 


1098 








A 


6138 


2 


241 


PPRFJCRFSCLGLSSSWDYRCTPPRSANFC 
I\LVEMGFHHVGQAGLELLTSDDPPTLAS 
QSAGITGVSHHAGPHRFLINIY 


5294 


13345 


A 


6139 


3 


333 


YHSSHFHSIWVISFHIJTFHUSFH/HHFI 
SSFHFISSFHLFISFH/HHHLINSFHLISSFH 

HFISSFHLISYLISFQF/HFHYFMSSHLISSF 
HLTTSHHFINFnSSFH 


5295 


13346 


A 


614 


180 


345 


GLSFHMliCKKVYKYMCIYMYICTHTHT 
HLI*MYINRPSLYDYQFLFyYLSQLDSC 


5296 


13347 


A 


6140 


3 


137 


GVSPCWPGWSRAPDLK*SAHLGLPKCW 
HYRRPIHDCGQAPHLHC 


5297 


13348 


A 


6141 


967 


1386 


KKKKIFIGHQLRWL*RFFFFFFFETGSHS 

VPQAGVQWCDHGSLQPQSPWAQRSSNL 

SLPSSWDYRHLPPCLANF\FIFFVEM\GLT 

MWPRLVLNS\G\PSDLPASVSQ/SAGITGV 

SHRNWWPMKIFFFFQTASHSVAQAGVQ 

WCNLGSLQALPPAFMPFSCLLPQPPNSSW 

DYRSLPPCLANF/CFGFLVETGVSPCWPG 

WSRTPDLR 


5298 


13349 


A 


6142 


278 


643 


GRQERGERERSSRPLGGRKCQ/HWLAVN 

AQQKLLALQVEKAKVEVGVAPALGILV 

VAGCSFAIRRYQKKSDSLKQPQNPVLEA 

AVGVPVEMSLPHASSSLTLVPCLRRSLD 

PFLCFPLSLAKV 


5299 


13350 


A 


6143 


18 


479 


QRTFCKGKWKGAAKILIDLNNLFLCKLE 

QKGTDL\LV1AMENYGSLGSKKGVDLPG\ 

AVDLLAMSEKDIQ0LKFGVEWDVDMVF 

ASFIHVASNVHEIRKAIIANWSKVPTCPP 

ELGSYLPRGTETHSYFYISYSSDQIQICKP 

LHYSYGRNYDTL 


5300 


13351 


A 


6144 


3 


282 


RSPPA\GSPPPSAPAPRLPPPPAPPPALPFP 
ASRPTPFPPLPVSLPVLPSSRSLSLPPAFLF 
SFFCIGVLGLLHTRALSIAAYIKAGAIMQ 
LYC 
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5301 


13352 


B 


6145 


26 


2671 


MAAPGAPAEYGYIRTVLGQQILGQLDSS 

SLALPSEAKLKLAGSSGRGGQTVKSLRI 

QEQVQQTLARKGRSSVGNGNLHRTSSV 

PEYVYNLHLVENDFVGGRSPVPKTYDM 

LKAGTTATYEGRWGRGTAQYSSQKSVE 

ERSLRHPLRRLEISPDSSPERAHYTHSDY 

QYSQRSQAGHTLHHQESRRAALLVPPRY 

ARSEIVGVSRAGTTSRQRHFDTYHRQYQ 

HGSVSDTVFDSIPANPALLTYPRPGTSRS 

MGNLLEKENYLTAGLTVGQVRPLVPLQ 

PVTQNRASRSSWHQSSFHSTRTLREAGP 

SVAVDSSGRRAHLTVGQAAAGGSGNLL 

HERSTFTDSQLGNADMEMTLERAVSML 

EADHMPPSRISAAATFIQHECFQKSEARK 

RVNQLRGILKLLQLLKVQNEDVQRAVC 

GALRNLVFEDNDNKLEVAELNGVPRLL 

QVLKQTRDLETKKQITDHTVNLRSRNG 

WPGAVAHACNPSTLGGQGGRTTRSGVR 

DQPDQHGLLWNLSSNDKLKNLMITEAL 

LTLTENIIIPFSGWPEGDYPKANGLLDFDI 

FYNVTGCLRNMSSAGADGRKAMRRCD 

GLIDSLVHYVRGTIADYQPDDKATENCV 

CILHNLSYQLEAELPEKYSQNIYIQNRNI 

QTDNNKSIGCFGSRSRKVKEQYQDVPMP 

EEKSNPKGVEWLWHSJVIRMYLSUAKS 

VRNYTQEASLGALQNLTAGSGPMPTSV 

AQTVVQKESGLQHTRKMLHVGDPSVKK 

TAISLLRNLSRNLSLQNEIAKETLPDLVSII 

PDTVPSTDLLIETTASACYTLNNIIQNSYQ 

NARDLLNTGGIQKIMAISAGDAYASNKA 

SKAASVLLYSLWAHTELHHAYKKAQFK 

KTDFVNSRTAKAYHSLKD* 


5302 


13353 


A 


6146 


2 


355 


FYFLRWSFTUAQAGVQWRDLGSPQPLP 

PRFKQFSCLSLLNSWDYRHAPPRPANFL 

CF/LVETRFLHAGQAGLELLTSGDPPTLA 

SQSAGITGASHRNRPVQSILRLEGLLETIV 

QPPT 


5303 


13354 


A 


6147 


3 


277 


FFLETEFRSTQSPRLECSGAISAHCNLQLP 
GPSHSPASASRAAETTGLCHHARLIFVFL 
VEMRFHHVGQSGLELVRQAICLPRPPKVL 
GPQA 


5304 


13355 


A 


6148 


20 


363 


LHHFPKPICPAHFSACIHWPQHPHTCACT 

QAHMCKPKHyTHTHACTH/ICVLSGTHP 

WVHTGVCARSSSSS/PSSSSSSLRYTRQV 

HALLHTAQPQRLKASEPTPAQLQPGRQE 

GLTG 


5305 


13356 


A 


6149 


3 


301 


STATWAGVQWCNLSSLQPLPSGFKPFSC 
LSLPGSWDHRHLPPCPANFLYCFFLVEM 
GFHYVGQAGLKLLT/S/GDLCASAPQSAG 
STGV7^JHRVR1 G! 1 lYTP 


5306 


13357 


A 


615 


173 


338 


GLSFHILKKKVYKYMCIYMYICTHTHTH 
LI*MYINRPSLYDYQFLFYYLSQLDSC 


5307 


13358 


A 


6150 


15 


352 


DSIFTLVCAEHINFLRAGQHWGCVIDCL 
HYNKQAVTGDHSSYSAERSSTPENGGRE 
GTREQGERRGGTWGRGGG/QERPSIPDR 
QKNQGRGGGGNPLSGRGKVKAITIILLII 


5308 


13359 


A 


6151 


20 


415 




5309 


13360 


A 


6152 


24 


156 


SSFKVMELCPELVGSWSH*LQE*SRGPLR 
♦RTHSSRYMVKRQE 


5310 


13361 


A 


6153 


128 


880 




5311 


13362 


A 


6154 


310 


719 


LRTYPTIRGPVREEKWGYVQTESRSVAW 

AGVQWHOFTELRGFLVSLTSRMKPRTL 

AVSVPALKVARLEFVSSDVQRWGFHHV 

GPAGLELLTSSDLPVSASQMAGITGTRH 

RAWPWEHVYMDFVHFLKOTEGNLLDL 


5312 


13363 


A 


6155 


1 


169 


FFETGSCSVAQAGMQCSDHGSLQPCPPG 
\SWDPPALASQSAGITSMSHHNHPKLFI 



634 



wo 01/88088 



PCT/USOl/14827 



5313 


13364 


A 


6156 


525 


972 


NHLGGFKQILMPRLHPMPMKSFLGVSAR 
QLYFFFFFFFETESHSIVQAGVQWRDLGS 
LQPLPPGFKQF\SCLSLPSSWNYRHTLPRP 
ANFLYFLVETGFHCVAQAGLKLLSSGNL 
PALASQSARITGMSHHARLAWFFKALL 
SSSRTRI 


5314 


13365 


A 


6157 


300 


500 


DGLCSKQT*NGVPSrmPIKTANQHQGK 
KQHPIQGNRTAPSSSVSYMKRCELLPKG 
TGLEVVRESG 


5315 


13366 


A 


6158 




1889 


MGLLQGLLRVRKLLLWCVPLLLLPLPV 

LHPSSEASCAYVLIVTAVYWVSEAVPLG 

AAALVPAFLYPFFGVLRSNEVAAEYFKN 

TTLLLVGVICVAAAVEKWNLHKRIALR 

MVLMAGAKPGMLLLCFMCCTTLLSMW 

LSNTSTTAMVMPIVEAVLQELVSAEDEQ 

LVAGNSNTEEAEPISLDVKNSQP$LELIF 

VNEDRSNADLTTLMHNENLNGVPSITNP 

IKTANQHQGKKQHPSQEKPQVLTPSPRK 

QKLNRKYRSHHDQMICKCLSLSISYSATI 

GGLTTIIGTSTSLIFLEHFNNQYPAAEVVN 

FGTWLFSFPISLI\MLVVSWFWMHWLF 

LGC^IFKETCSl^KKKKTKREQLSEKRIQ 

EEYEKLGDISYPEMVTGFFFILMTVLWFT 

REPGFVPGWDSFFEKKGYRTDATVSVFL 

GFLLFLIPAKKPCFGKKNDGENQEHSLG 

TEPIITWKX>FQKTMPWEIV1LVGGGYAL 

ASGSKSSGLStWIGNQMLSLSSLPPWAV 

TLLACILVSIVTEFVSNPATITIFLPILCSLS 

ETMHINPLYTLIPVTMCISFAVMLPVGNP 

PNAIVFSYGHCQIKDMVKAGLGVNVIGL 

V\IVMVAVINTVWGVS\LFHLDTYPAWAR 

VSNITDOA 


5316 


13367 


A 


6159 


41 


570 


SLHDSTADSIRTTCQGVISTLKAHYLRRT 

FQHILEAADGEDPSYIK\EFWRNYSIMDA 

VDMAIAWEELKPALMNSMWKKIWPEC 

VQAQRFSQADNIAQLQKNIVTLARNVAF 

EEVAEAAVDQLLQSHEEDLSNEELMRLE 

QELAVGEEEREDGPWALWQLTTGRLSA 


. 5317 


13368 


A 


616 


363 


412 




5318 


13369 


A 


6160 


3 


367 


HASAHAFGQLSCVSKLMRDVCGQPCFSP 
RfiMV/i VI riwnirDirvQD\rsfjQdx/r\Tvi?v 

IVVJiVl V /L* I ±j\^ W viJvtvrh. I Dlv\vii\ do W i^lJvCiv 

VWRFSTAFCSVNEWKFADILSMADHLK 
KCSYNVVEKREEAIPLPCMCVTRELTKE 
GRSLRSVLKPVL 


5319 


13370 


A 


6161 


74 


295 


AEDKSQMLLDLRWSYIRTSSSSADRSHA 
SGPRIAHKWSTVDRNRPRYDSNNELAEK 
EQLS*ICSICSRVFFKA 


5320 


13371 


A 


6162 


32 


342 




5321 


13372 


A 


6163 


184 


556 




5322 


13373 


A 


6164 


251 


1133 


PNDSKRLILFRTKPWQCLSVRTVARRCT 

ALTFIASEEKVLVADKSGDVYSFSVLEPH 

GCGRLELGHLCMLLDVAVSPDDRFILTA 

ARDEKMRVSWAAAPHSIESFOLGHTEF 

VSRISVVPHSARAXLLSSSGDGTLRLWEY 

RSGRQPALLSPWPVCRSSVDPQAPQKFA 

ASRIAFWCQENCVALLCDGTPCGLHLPA 

GRPQTAVGVQAAAGVPAPSVGRGFRGD 

PGAVGAPGLARKPPWCSYRHVGDQWQ 

^VPF^TVT PHMu/PMi RDi nx> 

RRRQLSAVSYKAHVPTT 


5323 


13374 


A 


6165 


1 


391 


APMAGCLSFYYLIQQGDDKGFSLYTRDG 
AGLYKEIWKADRPGNAAWNLAEGEFNA 
PYPMEVIFEDAFNGPKGGYVALDDISFSP 
VHCQNQTELLFSAVEASCNYEQDLCNFY 
QDKKRPGWTOVKGKPNML 



635 



wo 01/88088 



PCTAJSOl/14827 



5324 


13375 


A 


6166 


3 


1459 


KLPPPPGECTFEQDECTFT/AGEKJCPEQL 

AQEEG\ETPTSYTGPKGDHTTGVVVSSHL 

ASECPFGLNSDALLPKKICSLVLLLTSFL 

AASADSGTMLLRWGCLKSKIKMSVGLV 

PSEISLLGLQMAAFLLHMAFPLCQCTPD 

MYLLLTVGNRNHGRQKQIKGALLYWTF 

TTCRHCARNLNILSTTCKDKVGEFAKLS 

KIELLEATEKSIGPPEMHKYHCELKNLRE 

KEKQLEDLLATKIASKVAKLGILLGMPT 

LEIGGKEGGGWGTGYWLRAEKBDGDYL 

CIEGSEGLNTEKIVPVMQERNSININKRD 

VHSETPAKGHQLQRPKVDKSMKMGRN 

QHKKAENSKTQITSSPPKDPKSSPAREQT 

CMENEFDKl^TEVGFRKWAITNSPELKED 

VLTQCKEAKNLEKRLDKLLTRITSLEKS 

MNDLMELKNTGRELCEAYTSINSRIDQV 

EERJSEIEDQLNEIKQDDKIREKRVKR>nC 

QSPKKYGTL 


5325 


13376 


A 


6167 




393 




5326 


13377 


A 


6168 


1 


1137 




5327 


13378 


A 


6169 


1 


1793 


MAETAVINHKKRKNSPRIVQSNDLTEAA 

YSLSRDQKRMLYLFVDQIRKSDGTLQEH 

DGICEIHVAKYAEIFGLTSAEASKDIRQA 

LKSFAGKEVVFYRPEEDAGDEKGYESFP 

WFIKRCATAVGRQRTHADKERGAREKG 

GEKKAKAKKTSGTRKRGGGRERKKKGE 

QEGKDGQRNAQTKGEKRQPHKANTPPK 

TLQQRKEKKTGDSHRRKKKLFKESEKVL 

SQEWEHDFVIETMATGARPQLLFSAVEA 

SCNFEQDLCNFYQDKEGPGWTRVKVKP 

NMYRAGD\HTrGLGYYLLANTKFTSQPG 

YIGRLYGPSLPGNLQYCLRFHYAIYGFLK 

MSDTLAVYIFEENHWQEKIWSVLESPR 

GVWMQAEITFKKPMPTKVVFMSLCKSF 

WDCGLVALDDITIQLGSCSSSEKLPPPPG 

ECTFEQDECTFT/AGEKKPEQLAQEEGNE 

TPTSYTGPKGDHTTGVGYYMYIEASHM 

VYGQKARLLSRPLRGVSGKHCLTFFYH 

MYGGGTGLLSVYLKKEEDSEESLLWRR 

RGEQSISWLRALIEYSCERQHQIIFEAIRG 

VSIRSDIAIDDVKFQARPVCGEMEDTPQQ 

SSGYSEDLNEIEY 


5328 


13379 


A 


617 


540 


820 


KIGPQPGQHSKTLSL*T1KKKLARCGGTC 
LWSQLLGRLRWEDCLSAGS*GCGEL*SY 
HCTPAWVTERDLVSKTQKNRAITGKLLL 
DVLSLLIR 


5329 


13380 


A 


6170 


2 


392 


RNKKQGYPAFHVFSTFFYPK*KSGGYQA 

VKRWTKGVNLFEQEIILVPIHRKVHWSL 

VXQYLQDESKTKRNSDLNLLEWTHHSM 

KPHEIPQQLNGSDCGMFTCKYADYISRO 

KPITFTQVSEDPLHPFTCY 


5330 


13381 


A 


6171 


2 


386 


MNLLVERNKKQGYPALHVFSTFFYPKL 

KSGGYQAVKRWVTKGVNLFEQEIILVPIH 

RKVHWSLWIDLRKKCLKYLDSMGQKG 

HRICEMWLGYLQDESKTKRNSDLNLLE 

WTHHSMKPHEIPQQLNGE 


5331 


13382 


A 


6172 


3 


162 




5332 


13383 


A 


6173 


3 


407 


TRRADPLRTWRWHNLLVSFAHSIVSGIW 

ALLCVWQTPDMLVEIETAWSLSGYLLV 

CFSAGYFIHDTVDIVASGQSASLLNEYLV 

HHVN4AMGAFFSGIFWSSFVGGGVLTLL 

VEVSNIFLTIRMMMKISNAQDHLL 


5333 


13384 


A 


6174 


13 


367 


KYLFFFLKDHTKVGKRRMSIRLHQNLGR 

GRTKSCLKKLVAGANCRDQDDPSPRNQ 

QPRSATFRPSPNRCH*IPQ*PYSAQCPHPG 

SGGQFRSLRGLIVEYRSSERHISYRRYAG 

LCEY 



636 



wo 01/88088 



PCTAJSOl/14827 



5334 


13385 


A 


6175 


3 


413 


AAIEELCGRQAARAEAVRGLRGPRGLR/ 
WPLPWHPAPPAHGAPLARPGARARRSE 
KPPSEKPRLRRSSPRAQEEGPGEPPPPEL 
ALLPPPPPPPPTPATPTSSASNLDLGEQRE 
K WETFQKRQKLTSKGCKC^ Ar AKHL 


5335 


13386 


A 


6176 


2 


445 


RPLPWHPAPPAHGAPLARPGARARR/CE 

KPPSEKPRLRRSSPRAQEEGPGEPPPPEL 

ALLPPPPPPPPTPATPTSSASNLDLGEQRE 

KWETFQKRQKLTSEGAAKLLLuTFEYQ 

GLVKHTGGCHCGAVRFEVWASADLHIF 

DCKYRNYl 


5336 


13387 


A 


6177 


2 


265 


FLMESRSVTRLECSSTITAHCNLCLPVSS 
DSAVSASQVAGTTGMRHHAQLIFVFLVE 
TGFHHVGQDGLHLL/NIVIHLPRPPKVLG 
LQA 


5337 


13388 


A 


6178 


1 


394 


WLVGFGFGFFEIESRPVAQAGVQWRNL 

GSLQPSPSKFKRFSFLNLPSSLDYRHTPPS 

LANFLYLVQMGFHHVGQDGLELLTSNDP 

PTLASQSAEITGVSHRTQPRSAILLQSQSS 

LLPLLRTFISSVPVTE 


5338 


13389 


A 


6179 


3 


1306 


HEISLGAICAVLLVIMGLFATRCNREKKD 

TRSYNCRVAESTYQHHPKRPSRQIHKGD 

ITLVPTINGTLPIRSHHRSSPSSSPTLERGQ 

MGSRQSHNSHQSLNSLVnSSNHVPENFS 

LELTHATPAVEQVSQLLSMLHQGQYQPR 

PSFRGNKYSRSYRYALQDMDKFSLKDS 

GRGDSEAGDSDYDLGRDSPIDRLLGEGF 

SDLFLTDGRIPAAMRLCTEECRVLGHSD 

QCWN4PPLPSPSSDYRSNMFIPGEEFPTQP 

QQQHPHQSLEDDAQPADSGEKKKSFSTF 

GKDSPVKMRTLGDTSTSSLLSEMSSVFQR 

LLPPSLDTYSECSEVDRSNSLERRKGPLP 

AKTVGYPQGVAAWAASTHFQNPTTNCG 

PPLnTH*?SVOPSSKWl PAMFFIPFNYFFD 

DFDNVLNHLNDGKHELMDASELVAEIN 

KLLQDVRQS 


5339 


13390 


A 


618 


45 


364 


HHLHFLQRHKSQMRTMNTGLFEILTMLL 
TTMNLVDIFHEKADVVDMAYNAFDDEY 

TECENA*ARWAARMTHIFLPMDYN 


5340 


13391 


A 


6180 


21 


375 


GVSTVGIGRGSRLELWAPPEKYTPPGRPS 

HPLWLWGEGGGSIRREIDTTSSPHQVPV 

QSWFDDMGNTELLNLIPIFEELNGAKDV 

YTSL/GAAAGPLDCPAFKRRPFHYGTFPH 

CAFn 


5341 


13392 


A 


6181 


3 


471 


HASAHASAHQVYVLKRPYVDEFLRGMG 

t7T ppr^l FTAQI Alf VAr^PVTT>T T r»PP/^V 
CtL>rCX^V l^r l /\^L»r\Jv I /\Ur V 1 ULiL^LJtsJtSXJ V 

FRARLFRESCVFHQGCYVKDLSRLGRDL 
RKTLILDNSPASYIFHPENAEPVQSWFDD 
MAYTELLNLIPIFEELSGA*DVYTSLyGAA 
AGPLACPASKRRPSQ 


5342 


13393 


A 


6182 


1 


1953 




5343 


13394 


A 


6183 


3 


240 




5344 


13395 


A 


6184 


1 


462 




5345 


13396 


B 


6185 


1 


546 


MVKPLSLQMVPLHSSLGNRGSLSE^QC^IT 

GVWESAASCCMAGCGGPADGICSEPLG 

HDQDGRAQSLLLWAKLTRKDRFSSQPR 

SIPSFDFLKAKALAKQRETIWEKVFSPFQ 

AGVLSPPGSATLLSTLEQGAVGQKPPSV 

PCLMGLFVEHLTTWQLTSSVQASKSKRE 

DSPETVIAKOKAOSF* 



637 



wo 01/88088 



PCT/USOl/14827 



5346 


13397 


A 


6186 


1 


1846 


MWSVPCLEKVDVLAWTVLCLAVKIKM 

NKLRQSFRRKKDVYVPEASRPHQWQTD 

EEGVRTGKCSFPVKNWQRLFIQSLLAMR 

SLSASCCHQPAVYSSHGTQAVHAKGCL 

QAHAHRACCPSCTSPAAAAIFAAATPDG 

PLLPSRPLVNLIEKSQALVRETLTSQASA 

PNSGRAGQPVTVCLS/GANAAWRPALEA 

PVDTGLWPETQAVSQCLG*E\HSACLER 

KQKREKECGVTATFDASRTTFTREGSFR 

VTTATEQAEREEIMKQMQDAKKA\QTSV 

N*TAFPRGRTSTTSTGRLWLMGRPASLA 

RGMSVWMAAAGLSAVITSWTRPSRRTS 

VCGVGVTARPAtPSQAPLTLMTSAEL*R 

MFVGNTTSMGTGPSRRPGPCQQPAPSCI 

TSGVLRGT/SAPER/PPCPGPTSEPLVyVA 

PASAGATAHGVTAARSVAEVTSPAWCS 

Aro 1 MKr 1 r 1 1 C AoAorlui^L 1 Ci Vr AIFTL 

LGPCTRGLQS\PPRMAGRQGHGHPAQPP 

VEEAPSPAPCTASRLTGPASRRPWRRLS 

VPGCLGSPLPFRPVTCSAVQPGARSPGES 

VLSVVALASGSGALLAGVKGVLCSIPQR 

APWKTGHL 






A 


O 1 o / 


1 
I 


1 ^AO 
1 JH£, 




5348 


13399 


c 


6188 


539 


1039 


MPYPAPNVPWGITPSQMVANXFGTAG 
HPQAAHPHQSPSLVRQQTFPHYEASSAT 
TSPFFKPPAQHLNGSAAFNGVDDGRLAS 
ADRHTEVPTGTCPVDPFEAQWAALENK 
SKQRTNPSPTNAFLHVTYRRRLKLNFKQ 
SLWLCILSIPDREQGVAVKGAKOTLCPD* 


5349 


13400 


A 


6189 


303 


2235 


VKIKMNKLRQSFRRKKDVYVPEASRPH 

QWQTDEEGVRTGKCSFPVKYLGHVEVD 

ESRGMHICEDAVKRLKATGKKAVKAVL 

WVSADGLRVVDEKTKDLIVDQTIEKVSF 

CAPDRNFDRAFSYICRDGTTRRWICHCF 

MAVKDTGERLSHAVGCAFAACLERKQK 

REK£CGVTATFDASRtTFTREGSFRVTT 

ATEQAEREEIMKQMQDAKKAETDKIVV 

GSSVAPGNTAPSPSSPTSPTSDATTSLEM 

NNPHAIPRRHAPIEQLARQGSFRGFPALS 

QKMSPFKRQLSLRINELPSTMQRKTDFPI 

KNAVPEVEGEAESISSLCSQITNAFSTPED 

PFSSAPMTKPVTWAPQSPTFQANGTDS 

AFHVLAKPAHTALAPVAMPVRETNPWA 

HAPDAANKEIAATCSGTEWGQSSGAASP 

GLFQAGHRRTPSEADRWLEEVSKSVRA 

QQPQASAAPLQPVLQPPPPTAISQPASPF 

QGNAFLTSQPVPVGVVPALQPAFVPAQS 

YPVUNGMPYPAPNVPWGITPSQMVAN 

VFGTAGHPQAAHPHQSPSLVRQQTFPHY 

DGRLASADRHTEVPTGTCPVDPFEAQW 

AALENKSKQRTNPSPTNPFSSDLQKTFEl 
EL 


5350 


13401 


A 


619 


112 


322 


NSUAGYILVYVKTPRTQKEKSFLKVLST 
YIKVAKYKV+ILKSITFLFTTKEYSKINIK 
MPFTTPFTTPN 



638 



wo 01/88088 



PCT/USOl/14827 



5351 


13402 


A 


6190 


795 


2728 


GLSNFFRGRVPVQPLLQFKILIYIHRLEY 

WWASNPQTPHLGQAVKIKMNKLRQSFR 

RKKDVYVPEASRPHQWQTDEECARTGK 

CSFPANDLGHAEFFESRGMHICEDAVKR 

LKATGKKAVKAVLWVSADGLRVVDEK 

TKDLIVDQTIEKVSFCAPDRNFDR\AFSY\ 

ICRDGTTASHGFCRXCFMAVIODTQGERV 

EHMQ*ICA\FAALFRRARQKREKECGVT 

ATFDASRTTFTREGSFRVTTATEQAEREE 

IMKQMQDAKKAETDKIWGSSVAPGNT 

APSPSSPTSPTSDATTSLEMNNPHAIPRR 

HAPIEQLARQGSFRGFPALSQKMSPFKR 

QLSLRINELPSTMQRKTOFPIKNAVPEVE 

GEAESISSLCSQITNAFSTPEDPFSSAPMT 

KPVTWAPQSPTFQGTEWGQSSGAASPG 

LFQAGHRRTPSEADRWLEEVSKSVRAQ 

QPQASAAPLQPVLQPPPPTAISQPASPFQ 

GNAFLTSQPVPVGVVPALQPAFVPAQSY 

PVANGMPYPAPNVPVVGITPSQMVANV 

FGTAGHPQAAHPHQSPSLVRQQTFPHYE 

ASSATTSPFFKPPAQHLNGSAAFNGVDD 

GRLASADRHTEVPTGTCPVDPFEAQWA 

ALENKSKQRTNPSPTNPFSSDLQKTFEIE 

L 


5352 


13403 


A 


6191 


1 


1825 


MNKLRQSFRRKKDVYVPEASRPHQWQT 

DEESVRTGKCSFPVKYLGHVEVDESRG 

MHICEDAVKRLKAQRKFFKGFFGKTGK 

KAVKAVLWVSADGLRVVDEKTKDUVD 

QTIEKVSFCAPDRNFDRAFSYICRDGTTR 

RWICHCFMAVKDTGERLSHAVGCAFAA 

CLERKQKREKECGVTATFDASRTTFTRE 

RSFRVTTATEQAEREEIMKQMQDAKKA 

ETDKIWGSSVAPGNTAPSPSSPTSPTSD 

ATTSLEMNNPHAIPRRHAPIEQLARQGSF 

RGFPALSQKMSPFKRQLS\LRINELP/SPT 

MQRKTDFPIKNAVPEVEGEAESISSLCSQ 

ITNALSP\PEDPF\SSAPMTKPVTVVLAPQS 

PTFQGmWGHSSGXAASPGLFQAGHRRT 

PSEADRWL\EEVSKSVRAQQPQAPAAPL 

QP VLQPPPPTAl SQPASPIQGN AFLTSQP V 

YPAPNVPWGlTPSOMVANVFnTAOHPO 

AAHPHQSPSLVRQQTFPHYEASSATTSPF 

FKPPAQHLNGSAAFNGVDDGRLASADR 

HTEVPTGTCPVV\PFEAQWAALENKSKQ 

RTNPSPTNPFSSDLQKTFEIEL 


5353 


13404 


A 


6192 


164 


282 




5354 


13405 


A 


6193 


193 


274 




5355 


13406 




6194 




247 


FFFFFTsIRnFlAALFKlTKIWKOPRrPSVSF 
WDKLWY^TIEHNSALKRNGLSCPQKM 
RKLKSILLSKRRQSEKATYYITATM 


5356 


13407 


A 


6196 


57 


361 


GLTMDTQKDVQPPK\QQPMI\YICGECH/ 
TPENEIKSR\DPI\RCRECGY\RIMYKKRTK 
RLGRFLMARWNAGEFQREWPSPYTLGF 
GSLPHFWIVCYSFSIFALQ 


5357 


13408 


A 


6197 


2432 


3682 


NSLILLFFFFFRQRSLTLECSGVISAHHNL 

HLPSSSNS/P/ASAS*VAGITGMHRHAWPI 

CIFLVETGFRHVGQAGLELLTSGDPPAPT 

SQSM*ATTSGLILLLSKILFPFHSTKVFK* 

SCPS*K1LKEENCSVINE.WFNSESSYTSKE 

ICNNLVPNAC*EI\TM*VATNCDFT/SLL*R 

SENYPKLFHNNETTSQKIHLKIKISRPATS 

W\l Lr oL V W W K/\i\JS. O ^ 0 1 LM In 
*'nCMiaHRLP*GMDYPNQPD/MKSGWD 
KRMSHTL*F*GKEIVFDFQNQQNKLSTL 
YLSVQE**HEEFFFRDLKYNKPGSTIKSL 
VSF/HSLTLFFFFFFEARSHSASQAGVQW 
GNIGSLQPAPPGLKRSSYLSLLSSWDYRR 
VPPHPANFCIFCR/GWGFGVSPCCPGSSG 



639 



wo 01/88088 PCT/USOl/14827 















TPVLKWRAHLSLPNC 


5358 


13409 


A 


6198 


1 


632 


KYRQDLTVPPGYCTGEQGAGGRPGETEP 

DPFLPYPPRACPQGQAASSATTSRPCPEV 
KEAGWGSPGHLARHALSHVPPPARWL 
VLRERWHFCGDGRVLLGSRALRERHLG 
LMGYQLL/PGEWPWPGPWRILTPSLRVT 
CRPLLSPQLPFEELESQRG/LCPQLKSYLR 
QKLQALGLRWGPEGG 


5359 


13410 


A 


6199 


2 


313 


EVRVYDLTQYEHCPDDVLVLGTDGLWD 
VTTDCEVAATVDRVLSAYEPNDHSRYT 
ALAQALVLGARGTPVRDRGWRLPNNKL 
GSGDDISVFVNPPGRARQLLLRG 


5360 


13411 


A 


62 


994 


1108 




5361 


13412 


B 


620 


180 


372 


MAKDAGLIEANGELKVFIDQNLSPGKGV 
VSLVAVHPSTVNPLGKQLLPKTFGQSNV 
NIAQQVVIX* 


5362 


13413 


A 


6200 


401 


531 




5363 


13414 


A 


6201 


1 


864 




5364 


13415 


A 


6202 


9 


811 


YIVTTLRQLGTRGTPGRFIYTALNEPTID 

YGFQRLQKVIPRHPGDPERLPKEVILKRA 

ADLVEALYGMPHNNQEIJLKRAADIAEA 

LYSVPRNHNQLPALANTSVHAGMMGV 

NSFSGQLAVNVSEASQATNDQGFTRNSSS 

VSPHGYVPSTTPQQTNYNSVTTSMNGY 

GSAAMSNLGGSPTFLNGSAANSPYAIVP 

SSPTMASSTSLPSNCSSSSGIFSFSPANMV 

SAVKQKSAFAPVVRPQTSPPPTCTSTNG 

NSLQAISGMIVPPM 






A 






826 


LhOH CHNLooLQ] S A S LGFrUlF SXCLTSPS 

SVADSRNTPPCPANFC/EFLVENGFHHVG 

QAGLKLLTSSHPPSMASQSAGITGMSHQ 

AWPTFPVLINFNSLKMCRMCPMATHLG 

QCPSREYKIHSCSCAELEGQAHHEPDVG 

VnSIRKCPVPNALWWKELVPGAQGHGP 

HLEPEGLG 


5366 


13417 


A 


6204 


1161 


2627 


RSDATNWGLSHLCFWFWFLFLRLSFLFS 

LPRLECNVnSAHCNLFCLLGSSNSPVSA 

SLVAGITGTRHHAQLI/LLYFFFFLVKTRF 

HHVDQADLELLTSGDPPTSASQSAGITG 

VSHCAR/LSHLCFLPPCLLFY/CYnYVML 

LCY+WSLFLVAQVGVQWHDLSSLQPLPP 

GFK*FSCLSLLSSWEYRRSPPHPANFFFFF 

FLRR/RSRFVAQVGVQWCNLDSLQPPPPS 

FKHFSASACRVAGITVACHHAWLIF/IFL 

YF**RQGFnLARLVLNS*PRDPPPSASQS 

AEITGVSHHAWPILF1YLRQSI7DSVAQA 

WDYRRVPPCPANFLCF**RQDFTMLARL 

VSIS*PHDLPASASQSAE1TGVSHRAWPIF 

CIFF/CFFEMESRSVAQAGVQWRDLGSL 

QAPPPGFTPFSCLSLPSSWDYRCPPPRPA 

NF\CIFSRDGVSPWSLSPDLV1CLPRPPKV 

LGLQA 



wo 01/88088 



PCT/USOl/14827 



5367 


13418 


A 


6205 


24 


617 


DPVSTKNTQISHMWWCTPVVPATQEAE 

AREFLENFLSPSTGFECSSLFFFFFFFFLSQ 

GSHSVTQAGVQWCDHGSLQPQPP\GRKP 

SSPLCLLSSWDNH/RPANFFYKTTVKSPE 

E/FLQLAVVGCFACARVYSAFQTEKPQH 

SSSVGLHRSSFEISAFSHFPI*VFVPWPSPP 

LQYEEPTLSFPPSSSIPHCPSTSPPND 


5368 


13419 


A 


6206 


239 


1789 


ATAPGQIFFFFFFLRWSLTLSPRLECSDAl 

MAHCNLKLLGSRNPPTSAS*V\AKDYST 

HQQAWUSYF\FFIETGFRHVAKAGLKLL 

TSSDPPAPASQSAGIKRVRHHVWPSFSY 

VNKHLFSRGLRALSYKLK*QMQLFFNFL 

SILSHDFVAVPSCHD\HLRSPETCH**CSV 

THLEGLQVHF*L*DVIPVLIQGVSLNSSSS 

SFLEESQ*DNLILSREWGSHSNLSY\SKVI 

M*HLTATSSCDTELASASV*VLS*PL*LR 

LSR*SF*TFLWLLFRDRIIQIIFCLFLKRWS 

UDSVTQAGVQW/RNHGSLQPQTPGLGS 

DTESFFF*ARVSLCHPGLEVQWCNHGSL 

QASNS*AQVILPP*LPN*LRLQACTIMPG* 

FCF*ILVEM\GLAMMPSLVSNS*AQ/CNH 

PVLASQSSGITGMRHCARLGRES*FDPLH 

*TVCPICNFFFFLRRSFALVAQAGVQWR 

DLSSLQPLPLGFR*FSCLSLLSSWDYGHP 

SLRSANF/CVFLVEMGVSPCWTGWS*TP 

DLR 


5369 


13420 


A 


6207 


2 


208 


LEHALRPSSKMLLKCSQGGTPQEPPNPRI 

KRASSLNFLNKSVEDPTQHGGVQVFLSA 

ALSAPAPWTSPH 


5370 


13421 


A 


6208 


1 


419 


SAFSVAVTKKLPTGAACPEKFVTKILMNE 
GGHYNASSGKFR\CGVLG1YYFHL\HITL 
GNKVDLAIGLGAQRPSTASGPLMPNTGN 
HDVGSGSTILALKQGDEVWLQIFYSEQN 
GLFYDPYWTDSLFTGFLIYADQDDPNEV 


5371 


13422 


A 


6209 


756 


966 




5372 


13423 


A 


621 


39 


460 


GVYLKLSINTVGKDKEKVRRHHPITTQL 

QCGIQGHNLWVVTAASEIRSFHLSPSSRF 

RRFKSIFCHVTRSGKSMLQMFTFPEKKN 

DFSGCPVRPRGRGRGEGAVRSAGRRG*A 

RAGAGPGGPGRGGVPALGRVAPGLVPN 


5373 


13424 


A 


6210 


24 


365 


PTEY/ENL/FPCIKEAFAT/EEWVKETLAV 

L/WPAKQYPFVTPIEERJLMEEGKAFPPSR 

STAKQKJLDGNFVSPTPWGLSPTPNKEE 

KQPDPWPLEPTGHLDGARDTAGPSWLH 

HRF 


5374 


13425 


A 


6211 


32 


188 


KIFFFFFFLPPQFKILFKRPTGLRVPGKGR 
RALGGSPKGAKKAWPTRRJLPSFNGYLE 

RGRWTAQGQPSRPVALGA*KL 


5375 


13426 


A 






•soft 
339 


bivOr Wr CAv^^-'^ J^"^^^"^^*^"^^^^^ 

KEIFGLNLLNNWE*RGGPKTPGNFWIWK 

KGGV*PLWPGWG*NPGL 


5376 


13427 


C 


6213 


56 


118 


MKALPSSQSCGPTSVNSPFH* 


5377 


13428 


C 


6214 


345 


410 




537S 


13429 


c 




7 


43o 




5379 


13430 


A 


6216 


2 


80 




5380 


13431 


A 


6217 


3743 


4059 


GCAVFFFFFFFLRWSLLPRLE/CSGTVSA 
HCNLHLLGSSSSRAAASQVAGTTGMHH 
HARLIFVFLVEMGFHHVSNS*PQAIHPPQ 
KPKVLGIIGRDKRHLGLMEWSF 


5381 


13432 


A 


6218 


3 


402 


DTMVHLTPVEKGAVTALWGKVNVDEV 
GGEALGRLLVGYPWTQRFFESFGDLSTP 
DAVMGNPKVKAHGKKVLGAFSDGLAH 
LDNLKGTFATLSELHWDKLHVDP*NFRL 
LGVNGLD*MLAHKFGKKISPNOGKLG 
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n 


6219 


295 


618 


EVSLHCDKAAPWIPEELSGSWGNVAWS 
CVLGPFTFGKRISTPPVAGLPNQENWLA 
WCWLNALGPTSNHLSLAFLAGPISN* 


5383 


13434 




622 


138 


320 


GFFOnAOKKRVHPKGPPGKSRF*ICFFRA 
GPGGSIWNPHHLGGPGGPNCWPPGFQTP 
PNNPG 


5384 


13435 


A 


6220 


2 


337 


IKKAL*HE*LREKKKSPIRTSQSSKAP*NL 
PRSSSSSESSNNYQLL*AHKLQKVKEMG 
KLLETPNLPLLSQKVAEPLNQPITSSKIET 
LIKKPYHPEKSYGHDEVTAKFSRA 


5385 


13436 


A 


6221 


T 


2349 




5386 


13437 


A 


6222 


2 


1802 




5387 


13438 


A 


6223 


5175 


5804 


lANNKDALRKTWNPKFTLRSHFDGIRAL 
AFHPIEPVLITASEDHTLKMWNLQKTAP 
AKK*EYSTLTLFEYFK*HLSILLYSI 


5388 


13439 


A 


6224 


3 


115 


HETDYHKQPWQGEISGIVSTESQ*WGLG 
GGEVKVKWE 






A 






zo 


1 iADKhLRYbhDbuOKKROE*REEEGEA 
ARRKRVAKQVGKRANEERKTEERWGD 
REGRRERRSEEMEVSGKERGHATSGREE 

JVCIN 1 VJ VJJrJtVrVCl 


5390 


13441 


A 


6226 


1 


236 


RTRGRTRGSTHAFVRQLMQRNLDTGPI 

MAGHDNQLQQKENSTPDSSLPETSNKEH 

ISPENMSLKTLRNSNP*DLYDE1 


5391 


13442 


A 


6227 


3 


178 


LFGYLPK*VDNMSTKKPCTWIFTLALCIT 

ARTWKQPRCPLVGKWIRCSAEALGNRS 

LI 


5392 


13443 


B 


6228 


1 


1050 


MVSISWPRDLPASASQSAGITGLIGALVL 

SVGIYAEVERQKYKTLESAFLAPAIILILL 

GVVMFMVSFIGVLASLRDNLYLLQAFM 

YILGICLIMELIGGVVALTFRNQQLLLRQ 

QVLSHTLGCADLSDGPGSGPVKMFMGV 

PVIPAQPPELLASLRLSRGYGLVLSWLEP 

RYEKMISGMYLGEIVRNILIDFTKKGFLF 

RGQISETLKTRGIFETKFLSQIESDRLALL 

QVRAILQQLGLNSTCDDSILVKTVCGVV 

SRRAAQLCGAGMAAVVDKIRENRGLDR 

LNVTVGVDGTLYKLHPHFSRIMHQTVKE 

LSPKCNVSFLLSEDGSGKGAALITAVGV 

RLRTEASS* 


5393 


13444 


A 


6229 


3 


250 


SLCQPGWSAVADSRLTASSISQFTPFSCL 
SFPSSWDYRRLPPRPAIFLYF**RRGFTVL 
GWSRSPDLViRLSRPPKVLGLQV 


5394 


13445 


A 


623 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 
RLLVVYPWTQRFFDSFGNLSSASAIMGN 
PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


5395 


13446 


A 


6230 


135 


466 


GIDT1LTLNQN*SLKTRQ*FTLIIF/IFFFFL 
RWSL/DSVAQAGVQWRDLGSLQAPPRG 
FTPFSCLSLPSSWDYRRPLPRPANFFYF** 
ivivvjr 1 iviij/Tavivi V olo * •ivL'Ijx AxirL» 


5396 


13447 


A 


6231 


593 


1030 


KCNNSSLNMNEFKFNPFCMKPNSSLIPL 

GLSAIKVSNKTI^n^*NMlTI*ILWIIFFFFFLI 

WSL/DSVAQAGAQWCHLGSLQAPPPEFT 

PFSCLSLPRSSWDYRHPPRPA/NFFVFLVE 

RGFTVLARMVS1S*PRDLPALASQSLWI1 


5397 


13448 


C 


6232 


17 


145 


MHRDLFFNIQFISSVYTSLYLLEKCILCKF 
SIKTLGLIHTMW* 


5398 


13449 


A 


6233 


82 


377 


IPGLKRSLHLSLLNSQSCATLPSYFFFFFF 
FFFYFLERRDLAMLPRLFSSSPGLK*SLH 
LGFPEHWDYSHEPPSWLLFFFIFNNRRVF 
LLNVKFYHMV 



642 
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5399 


13450 


A 


6234 


281 


1102 


RMNIFPWGGWPLGHSQQATLTGPPGVC 
SPPNPRQNKGRPSLTWKSWACGMFSICF 
FCSVTKTFLKLGPHQRLKSSKTTYAT*DI 

GVAEEGLSSLKEGMLVDSLQPRKPRRCP 
LPHNRLStAPTFFDPESIPTDPVTLHPLCP 

KEQRPDPELPSLGEAPWR*SLPFLHSTPC 

^? KFrFTMKPHMrR^^PrROVI TP^^ATnA 
OL/rvi^v.^iL 1 ivirwriAivj^rfixijjr v>i\vi v j_f i * o/tl I \^J\ 

QWPDQGWGPVIPGAPFSDEVTVCNSQLL 
LPEAPACSGNQCLSWFKK 


5400 


13451 


A 


6235 


2 


260 


LSLTQAGVQWCDHSSLQP*RLLSNWDH 
MHAPSCLAIYFF+ETTSYYIAQSYLKHLG 

SSNPPTSASQGTAJTGISHWARLDTSQFG 
H 


5401 


13452 


A 


6236 


3 


224 


KSCPGTTPGNGAGASLEDLWWRSAGRW 

GGTSKPCPLSAGCPLAFGPPARLTGASM 

PPLSALNG*ERRKRQPGL 


5402 


13453 


A 


6237 


3 


307 


EAWRMSWGPP*ER*PLPSP*GVCSSC/AP 
PLPSVSAGLGEPRPPDVEDMSSSDSDSD 
WDGGSRA^PnSTPRPPRLGCLLHAVLFL 
ARW/PSLPSV*PRTPHCEH 






A 


6238 








5404 


13455 


A 


6239 


359 


785 


GNPSWSFPKAMDSPSLRELQQPLLEGTE 

aGDPCPEAW/PGMSWGPP*ER*PLPSP*G 

VCSSC/APPLPSVSAGLGEPRPPDVEDMS 

SSDSDSDWDGGSRLSPFLPHDHLGLAVF 

SMLCCFWPVGIAAFCLAQKVSLCVGLG 

uUWA 




T^4Sfi 

l->*t JO 


A 


624 




S4R 


/\i oi i^/vivivjiir I jL»iji^rw/\ 111 oLt W vjjtl V XN V li 

DAGGETLGRLLVVYPWTQRFFDSFGNLS 
SASAIMGNPKVKAHGKKVLTSLGRCHK 
STWDDLKGTFAQ\LSEL\HCGQACMWDP 
ENFV[CLLG\NVLVTVL\A1PFSGKEFHPWR 


5406 


13457 


A 


6240 


3 


277 




5407 


13458 


A 


6241 


8 


370 


RLGEEKAATGWVHGLDCFFSPRAPTRP 
GSRLSQDPPGCEI*NPSWSFPKAMDSPSL 
RELQQPLLEGTECEDPCPEAWAGIELGSP 
r NJKJLioLiVifix V r \^oov«ojr r L>r o V oA\jLiV} 
GTKAP 


5408 


13459 


A 


6242 


1 


351 


KTGSHSVAEAGVQWHHPSSL*PQPPGFK 

QSPHLRFPKCWDHRRTPPCPGNFFDLR* 

RWGSHHVAQAGLELLNSRDPPASTSQSA 

RITAMSHRARPVSTFLSTSTSCPVLSTFH 

RSLI 


5409 


13460 


A 


6243 


2 


1036 


SHTLSYLVKELEVRMDLKAKMPDDHAR 

KILLSRINNYTIPEEEIGSFLFHAINKPNAP 

IWLILNEAGLYWRAVGNSTFAIACLQRA 

LNLAPLQYQDVPLVNLANLLIHYGLHLD 

ATKLLLQALAINSSEPLDLF*AGEMAYL 

ALKNISGALEAFRQALKLTTKCPECENSL 

KX.lK.CiVli^l Y rr LYNl 1 ooVL,o(jNCKbK.TL 

DNSHDKQKYFDNSQSLDAAEEEPSERGT 

DEDPAFSVENSGRDSDALRLESTVVDES 

HGSDEMENSDETKMSEEELALVDEFQQA 

WPLEGFGGALEMKGRRSRLTRNTGAEE 

LHSRSNV 


5410 


13461 


A 


6244 


31 


372 


KRVRLGWVAHTYNPSTLGGOGRRTT*TO 

EALTSLDNIVRTHLYKKFYKLAQVWAC 

GQTCLEGGKEGYVNMSNVHTGGQGDPC 

GLLGSLSLGRIFGCTWDSYRHAAIAMIFG 

KLK 


5411 


13462 


A 


6245 


816 


929 


DRVLLYCPGWNAVV*TWLTVASASSAQ 
AILLPQPPCLA 


5412 


13463 


A 


6246 


3 


119 


RRGLAVLPRLVLKSWPQVIFLPHAPKVL 
GL*AOL 
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5413 


13464 


A 


6247 


2 


285 


RSVLCECRNSWSQIWGNRLYLVEMYPI 
MKVEKWAGCCGSCL* SQHFGRLRGVt>R 
LRSGVQGQPGQHDETPSLLKMQKWAGV 
WWWLPVVPACSL 


5414 


13465 


A 


6248 


3 


437 


RPRRLFFLRWSFALVAQAGVQWHDLGS 

PQPPPPGFK*FLCLSLPSS*DYRNVPPHPA 

NFVFLVETGFCHVGQAGF*LPTSGDLSA 

WASQSAGITGVSHLARQAASDFNSRDRR 

GSQIPSNSQDANQNMEMLNKLKDFPIVT 

CNT 


5415 


13466 


A 


6249 


3 


459 


VLITANLIPAKQCFDCNFLSTFSSVTTEAF 

VFLCLLVTCVTCMNFLFIIFVHFFSRRW 

FFLPILGAPCKMGILFMIQTFLPSLNIFQF 

GSKCIQQYRILNFYAM*SVTLFLWPIVYK 

YSFSTISRPTLYNRSTLLPRKDRWKGAR 

QQTPO 


5416 


13467 


A 


625 


32 


452 




5417 




A 
r\ 


6250 


2 


342 


FKROSl TLTPRPEYSGTll AHYNI Kl 1 P^^ 

NPPSSASQEAGTTGTYHDT*LIF*FFVETG 

SPYVAHAGLELPVSSNPPTSASOSGRIID 

MSHHIRKTALLSGKEWTRPPTHLL 


5418 


13469 


A 


6251 


2 


207 


ARGDPESTVAEAFTPTIPHCSMATLIGLPI 
KVKLLRSLPQSFKVSWS*APGVRPGIEGL 
LLRMGTGRA 


5419 


13470 


A 


6252 


1 


90 


RWLIPISPAL*EAEAGRLLETRSLRPAWS 
T 


5420 


13471 


A 


6253 


3 


290 


RQGFPLCNHKGTVTADLQPLPPGLK*ISH 
LSLLSSWNYRCTPPHPADF*FFVERRSHY 
VA*ACLELLCSSDLPALISQRVGITGMST 
TPGPICLL 


5421 


13472 


A 


6254 


2 


378 


AGFTAHVIILNHPGQ*SAGYAPVLDCHT 

AHIACKHAELNEQIDRRSAKKLEHGPNF 

LNSGDAAIDDMDTVKPMCVESFSHYSPF 

GRFADRDMRHTVAASVIMALDKKAAV 

AGKGSNSGQKAHKAK 


5422 


13473 


A 


6255 


3 


735 


NASGTTLLEALDCILPPTRPTDKALRLPL 

QDVYKIGGIGTVPVGRVETGVLKPGMW 

VTyFAPDNVTTEV*SV*LS\HEALS\EALPG 

DNA^GAFNVKNVSVKDVRRGNVAGDSK 

NDPPXQEAAGFTAHGIILNHPGQINAGYA 

PVLDCHTAHIACKYAELKEKIDRXRSGKK 

\LEDGPKFLKSGDAAIVDMVPGKPMCVE 

SFSDYPPLGRFAVRDMRQTVAVGVIKAV 

DKK\AAGAGKVTKSAOKAHKAK 


5423 


13474 


A 


6256 


328 


621 


PVFLFCFVLFETESRSVAQAGVQWRDLG 
SLOALPPGSTPF^CT <»T PGGWDYRCPPPP 
SANFFCIFSRDRVSPC*PGWSQFPDLMIR 
RARPLFLKNRKL 


5424 


13475 


A 


6257 


1 


1245 




5425 


13476 


A 


6258 


1 


248 


FPDQPlHIVYVPSHLHHMLFELFKV*YFn 

lEILPFKKGLTSYIFISFIIRHKTEASISFPK 

NASSPPKRKKLYSQCLTKYM 


5426 


13477 


A 


6259 


1 


1456 




5427 


13478 


A 


626 


3 


570 


HSLSGTSEVINJCLLVQTAMGHFTEEDKA 

TITSLWGKVNVEDAGGETLGRLLWYP 

WTQRFFDXSFGNLSSASAIMGNPKVKAH 

HXCDKLHVDPENFKLLG/NMLLVTVLGN 
PIFGKEFHPWRLQUSWQKQKMAEDGD 
CSWPVPCSSRLPLSSLAHDGRVFQG 


5428 


13479 


C 


6260 


63 


302 


MIYKEKRESVSKEDLARATLVTITNNIGS 
VARMCAVNEKINRVVFVGNFLRVNTLS 
MKLLGICTGLLVKRSTKSIVSXT* 



644 
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5429 


13480 


A 


6261 


1 


2063 


MGYGVTAFFIWAFSRVLSSCPASKKNEL 

MLTAMDICALSLRCATEDPGVAMGRRP 

ACCYRYCKNKPyPKSRFCRGVPDAKIRI 

FDLGRKKAKVDEFPLCGHMVSDEYEQL 

SSEALEAARICANKYMVKSCGKDGFHIR 

VRLHSFHVIRINKMLSCAFRAHASKCFQ 

NFGNMIYKEKRESVSKEDLARATLVTIT 

NNIGSVARMCAVNEKINRVVFVGNFLR 

VNTLSMKLLAYALDYWSKGQLKALFLE 

HEVCVETVNDGQFHSVELVTLNQTLNL 

WDKGiTPKSLGKLQKQPAGGlNSPLYLG 

AFPWFGMDIGGTLVKLSYFEPIDITAEEE 

QEEVESLKSIRKYLTSNVAYGSTGIRDVH 

LELKDLTLFGRRGNLHFIRFPTQDLPTFIQ 

MGRDKNFSTLQTVLCATGGGAYKFEKD 

FRTIGNLHLHKLDELDCLVKGLLYIDSVS 

FNGQAECYYFANASEPERCQKMPFNLD 

DPYPLLVVNIGSGVSILAVHSKDNYKRV 

TGTSLLTGCESFEEALEMASKGDSTQAD 

KLVRDIYGGDYERFGLPGWAVASSFGN 

MIYKEKRESVSKEDLARATLVTITNNIGS 

VARMCAVNEKINRVVFVGNFLRVNTLS 

MKLLAYALDYWSKGQLKALFLEHEFGY 

NIGVIS/SS*DSHTGLSQLHFEREVRRLSL* 

GFAHVPLALVCGHLPQW 


5430 


13481 


A 


6262 


2 


527 


ILAVHSKDNYKRVTGTSLGGGTFLGLCS 

LLTGCESFEEALEMASKGDSTQADKLVR 

DIYGGDYERFGLPGWAVASSFGNMIYKE 

KRESVSKEDLARATLVrrrNNIGSVARM 

CAVNE*INRVVFVGNFLRVNTLSMKLLA 

LLGLPNFS 


5431 


13482 


A 


6263 


2 


186 


RNGLRYRQPI*CLIAENFPGLARD1DIWK 
LETQGVPNRFNLKRSSQRQMIVKLSKVK 
NREF 


5432 


13483 


A 


6264 


3 


180 


EMGKGIDSLFNEIIAENFPGLARDIDIWK 
LETQGVPNRFT^LKkSSQRQm1VRLS*VKI 


5433 


13484 


A 


6265 


3 


474 


GTDVGKVKAAHALSHKKLCLKMTQVTT 

QWLEILQRLCLHDQLSVQHRGLVIAYNL 

LAADAELAKKLVESELLEILTVVGKQEP 

DEKKAEVVHTARECLIKCMDYGFIKPVS 

♦TATLRDAGSGPVLCRVLGWLGSPGESG 

HLGIIAVTMKSQYKGKT 


5434 


13485 


A 


6266 


2 


651 


HSERGRQRKRVRQKTDTVREKGRERER 

QTGRERE*DRRQTQ*DRQRGRERDKDR 

DRDREKERDRQTEKETQRERQRRTERN 

RQREGPSPVAIQCLFFHFLFLFFSFFLSCIS 

VCMDVCMYVCMYVCMYVCVYLFMYRI 

YLETGSHSVAQACSAVVRSLGHCSLRLP 

GSSHSSPPASRVAGVTGACPTAPDSISYF 

QVRDGGFTTLARAGLEIXTSG 


5435 


13486 


A 


6267 


56 


901 


EEIAVSILLPSALPAPATVGPAVALVDGL 

GGWLCQCQAREQPAE*QPGVLVPPGGR 

ERQGGCSFRGQSLALLSSADFTEGPGYK 

PHSLSKENLVKIIQLDKKPQEGVFPTLGV 

SMRIKGRDCRLSSIRSPRVLSPADRFSMC 

FPTVKDSVQRTSASAPSSLMIQAAEEKC 

HSSE*PTASGSPf)OHOTHPnATfiPAPl O 

VETQYTRLSSGLAGPRTLSNESECSKPTL 

EPKAFWVNKAKFCLCYLVVSPQLIPRHH 
GSDMGSGHTFEIPLLARKGCPRQAVW 


5436 


13487 


A 


6268 


132 


378 


YHSQRCRRGVIIVLSKSKARSRRSRMKQ 
YKNETVKDKGKYHKNVSMISLK*LEKP 
VRPLELYYYYYYYYYYYYYYYWQVLS 


5437 


13488 


A 


6269 


3 


397 


QRDLTRHISLKSKTGVHLPEPNLNSARRI 
RNISGHRKSETEKESGL*PALRQILNASW 
RKVIWEQVIQLVS*TTRELRRG*LSVGID 
DVGVEVTVLVVVFLCSSnVALLCFSYV 
SCLCPCWCLLSLCSSF 



645 
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5438 


13489 


A 


627 


62 


281 


SGVYFSFVQRLKTLTQHLIUFGFLP*EYP 
TLTTFFEGEIISKJCHPFLTRKWDADEDVD 
RKHWVSKSDLCWVl 


5439 


13490 


A 


6270 


2 


250 


KKARRSGVILAHCSLELPGSSGSSLFSPA 
SSWDYRSAPPPPSNIFLLLF*GRVLTMLP 
RT A'?M<?WAOAlI T RWPPKVI GLOV 


5440 


13491 


A 


6271 


118 


184 


QKEKL*KMGAVLKSLCNASIILIRNANKC 
NNRRKSYQPFSFMNIDAKVLNKl 


5441 


13492 


A 


6272 


798 


1096 


KIMLEHLYSFFEAESRSVIQAGVQWRDL 
CSLQAPPPGFTPFSCLSLQSSWDYRHLPP 
HPTNFFCIFSRDEVSPC*PGWSRSPDWIC 
LPWPPKVLGLQA 


5442 


13493 


A 


6273 


3 


163 


HASAHASGHASGGAEGKQAEVANQDST 
EDLPAENGEAKTDDSPASDEAGENDA*S 
DEAGENDA 


5443 


13494 


A 


6274 


3 


330 


IN1RFYLQSIKASARSTQG*VSSCTKLQIF 
FFFFFEMESCSVTQAGVQWRNLSSLQPL 
PPGFKQFSCLSLPSS*DYRCPPPRPANFa 
FSRDGVSPC*PGWSQTPDLR 


5444 


13495 


A 


6275 


167 


362 


SPYGKSNLLEPSASRFKQFFCLGPLNNW 

DYRLFPPFPGNFGVFKKNRVFPFWPSLV* 

TPDSRGIP 


5445 


13496 


A 


6276 


2 


354 




5446 


13497 


A 


6277 


196 


321 


EQTKAKCPGAHEQVNK*NN*GHHLLSPA 
HFSHLQLKQFDKMI 


5447 


13498 


A 


6278 


1 


923 


MERWRDRLALVTGASGGIGAAVARALV 

QQGLKVVGCARTVGNIEELAAECKSAG 

YPGTLIPYRCDLSNEEDILSMFSAIRSQHS 

AVDICIhWAGlARPDTLLSGSTSGWKDM 

FNVNVLALSICTREAYQVHEGSGMWTD 

GHIN*HQ*ACLATRVLPLSVTHFYSATK 

YAVTALTEGLRQELREAQIHIRATWQLR 

REEAAAGYQAAITVKLGFCGLHPLPSTS 

PRPGKAQPLRRPSLLAQCISPGWETQFA 

FKLHDKDPEKAAATYEQMKCLKPEDVA 

EAVIYVLSTPAHIQIGDIQMRPTEQVTY 


5448 


13499 


A 


6279 


28 


311 


AGVQWCRLSSMQPPPRRLKLSFHLSLPS 
SWDYGCTPPIARLIFVETGFHHVA*AGL 

SIFKSSSFG 


5449 


13500 


A 


628 


1 


395 




5450 


13501 


A 


6280 


1 


304 




5451 


13502 


A 


6281 


62 


299 


LFFSPQTHPTQTAFLSSVDLHTHCSYQM 
MLrlioVAl VCbrKJ* vb* V'KAWr W VrQO 
GSREESLRGKGLYSCGLVLCKIP 


5452 


13503 


A 


6282 


110 


276 


QSETLSQKKKKKKKNW/YKCGGTHL/LI 
AW 


5453 


13504 


A 


6283 


380 


507 


SMNPGSPVCVMLITRIP/FCIAHAHLRCC 
MVL*LHHFHFRLSIC 


5454 


13505 


A 


6284 


14 


235 


DRVSLCHPGGGGCSELRSCHCNLAWVT 
EQNFVSKQKEKKR*LLYT*LVLPMSDGL 
HVAQDSFECSSTQICKLS 


5455 


13506 


A 


6285 


494 


789 


DHRFAPSHLADFYFFCRDGVVQ*NDLDS 
WQA*PPGLKDHLPSS*DHRFAPSHLADF 
YFFCRDGVVQAGLKLLSSSNVPALASQS 
AGIIGVNHCTQPTLCLFKMMYLFNFCHH 
WVLHLPAKEIPEPVFKLPRVFYTPFNCLS 
K 


5456 


13507 


A 


6286 


3 


107 


HIQLCR+LIHTHTHTHTHTHTQFYLFFK** 
HSAC 


5457 


13508 


A 


6287 


2 


214 
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SAKVLNGIRPTGNLGKGAKPIFVCLHPT 
VMSLCMSSWWRPFVLNTKST 
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GNASAEGPEGEGTESTVITGVDIVMNWD 
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LFSSLSGGMQSLSLGQTG1SEGLN*LTSM 

APGNLWHMRNNFLFGSRCWMTRFSAEN 
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SAOPDPLPPPLGEALALSLHPVPRR STFT 

VAGDSSELQLGLRSPQQPLAGLAFLARL 

FLLFPPP*RCKSKPN*NDRRRSSVDSQIHL 

VGRESAHPLAGLRVCVSLPLLARCFGQV 

LQGVPGLWIPSPGGS/AGVSGRRREERH 

MGVVVMRVRVEARVSS*ESKI/SRALR*S 

THLGLPKCWDYRREPPCPAH 
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LIDUIF1YLFIYLR*GLRLVP*AGVHWCN 
LGSLQSLPPGFKRFSCLSLSSSWDYRHAP 
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ACSSCFHAGLEHVRVRGSCHSGVAAAR 

RSEAPDLFC*PPSLPVPSTPFSPSPAPAMN 

QATSDPTHTCPTRLPTCPNAAP*AGPTAD 

TPS*GIPDLPAWLKTPQHLDLPVCSLCG 
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A 


6474 


3 
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ETRSYSVTQAGAEWHDHRSL*P*PPGLR 
♦SSHFSLPSNWDYRCVPPHSANFLVIFVEI 
VFHHVAQAGLELLGSSDLPT*ASQSTGIT 
GVNHCPAEKEVLPREKAMQRGGSQA 
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A 
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GMNERGNITKEIKKIIWEYYE*LGTSQLD 
TLD*TNSQKDTNYQNQLTKYRKYGLEPI 
TSDYISNFKRLPKKSPGLDGFTGEFI 
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13718 


A 


6476 


2 
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FGEPTSEQTGTAAGKTIAQTTAPVSWKP 
QDSSEQPQEKLCKNPCAMFAAGEIKTPT 
GEGLLDSPSKTMSIKERLALLKKSGEED 
WRNRLSRROEGfiKAPA<I<>T HTOFAnP*? 

LIKKRVTESRESQMTIEERKQLITVREEA 
WKTRGRGAANDSTQFTVAGRMVKKGL 
ASPTAITPVASAICGKTRGTTPVSKPLEDI 
EARPDMQLESDLKLDRLETFLRRLNNKV 
GGMHETVLTVTGKSVKEVMKPDDDETF 
AKFY 
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NFNKKNLSFLGFPRQRKVSSFQKEFSLED 

KEQLANHERGIDAQLLVALPKVAELRQI 

FEPKKKEFLEMKRKERIARRLEGIENDTQ 

PILLQSCTGLVTHRLLEEDTPRYMRASDP 

ASPHIGRSNEEEETSDSSLEKQTRSKYCT 

ETSGVHGDSPYGSGTMDTHSLESKAERI 

ARYKAERRRQLAEKYGLTLDPEADSEYL 
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5671 


13722 


A 


648 


1134 


1633 


PNPTGTLMLARKWCPDGLQSLPPDVLGS 
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KFFCFKPPKRGDYSSSSSSSPDSSSSKKK 
GVSPFWPGGV*TPKEGGL 
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RKKPEPEKTCFDNITGNTYPCLSTYEHDS 
D*YYVNRT*LCAER 
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A 


6483 


2 
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HSYSHSHGHCGSPAGDTEQGYKPVWPV 

CSLFPDGSHPGV*QPIHEPA/QGRGGLPP 

WGAA*TPRAWRLA*RPRG*AALPWA*T 

SPGRPASAPLAHTGSGCPSRPTRAPGPSP/ 

IPIQNIKRPYPGEAFVPSRAG\PTVGVTRS 

FHLAPSLPPFPSS^LSPSLPPRITTSCTRAI 

LTPSS*QKLLYPPSRP\VVLLVRRARPPAA 

APTSEEPPERSPWETPHAAPSQLHELHET 

HSVAOKSDLLPAPEAM*PGSVSSRFLLY 
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GRRRPGPKPPRAPGRDRDRCNF*PCCPP 

GAKSSAACCCSDIRRAARAIPLGNSPCSP 

LSAP*AP*NPLCRTVMGRSPMTLSLGSRT 

PTSLPAPFPWSPRFGE*PTHPRARSLGTL 

WPMPTTP*1QAATPWRRA*PPATQASTP 

HSLRGSSSSSQPRLAPLRPTSSRACMAGP 

TTPAAGALGPVTLGVLTPPQAWASLRTP 

GRLLTSLSPRQPLQQRQWQQQQPQLQPQ 

PRPLWQPCRRHRTRI 


5677 


13728 
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6485 
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CTTAIPTPEEMTRLRSMNRQLQINVDCA 
LTEVDLLQSRGNFDPKAMNNFYDNI*PG 
PDVPPKPSKKGPTDSEPKTSSGPCSNIGC 
LLSCKFFHACSRFQNPPICIHQSTLAA 


5678 


13729 
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♦AVEAANKGDVEAFAKAMQNISKPEQl* 
GDTKDKTD*KEDLSLD 
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A 
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SRAQVVLHCVLREWAGGRRSPAPPSPW 

PVLHVPDPQSWQLSSVALGCSPGWSSAL 

AWLFLQALGMFSAALASGQLGPLMCQF 

GLPAEAVEAANKGGKVAAPGTPRPEPG 

AGSIPVPLDLQKWG*GGKGHSPSALDPI 

ALIPSFGARVRHHLVSLTCS\DVEAFAKA 

MQNNAKPEQKEGDTKDKKDEEEDMSL 
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A 
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TGASREERGLCLETRDARGAPASGGPPG 

LGTPRLGGVRASFPRFFPPRLVPFPPAPS 

ADLSRRPLPSHRPTQDPGLVIGQCDASRL 
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A 
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GVLRLSSACPQACPSSTSTGP*AALAGFT 

TTGSGLCWAWTPPSSSFVSGSSREAPSGT 
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TARLLLAPTTNCSPRSKTLTPIDPCSGGC 

RLTCKDKTPRLGTGQGRRQGTF 
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PSPPLL*LPPPGLGTGFLPFGHGCPPLSQS 
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QSYGRQLPTFWLAPPSFCLSLVFSSLSLIL 
SLSSVSRSVLLP*HPPPHISFHPLGFLS*AS 
PISGVGGIKAFLPLRFQPPF*PLIPTTPLSL 
PKMGALWGRL*HSTPAQAMGSRAPFSG 
LAQASTYLLQPFGVVGS 
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AGKFPLRSGHFPCFLTVESVCSGPFKPSV 
IPLSPCGASAPSPRFLLSPSPGLVRAVLHC 
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A 
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MSFFSTLKTALSLKEKLAATGVLVLICAL 

VGAGFAWERHQLKQAIEKIGSLDQAVK 
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AG>fVRQRIPADTQRLLRESISEFNADAD 

KGIFMSDKVTVKQTINKATSIYKIEQITV 

GKPGSEQYRRAFELADQLGLKHPDCIEH 

VFPTYADEQCTHVLTEEDFFSTEEREGV 

DRCIGVICSSVSDELFPNVPEYGGIGYQF 

LYEGDELKCYEHDIESKAKELTVNSNNT 

VQPVALMRLGVFVPKPSKSKGESKEIDA 

TKAFSQLEIAKAEGYDDIKITGPRLDMDT 

DFKTWIGVIYAFSKYGLSSNTIQLSFQEF 

AKACGFPSKRLDAKLRLTIHESLGRLRN 

KGIAFKRGKDAKGGYQTGLLKSWRADS 

KLWEU^QUJYRVLIXJHHAUIALPKKEA 

AQAIYTFIESLPQNPLPLSFARIRERLALQ 

SAVGEQNRllKKAIEQLKTIGYLDCSIEKK 

GRESFVIHTYLIPAIPPQHUQCDFPLSHIL 

DFYSPSSTHRSCRASRSHQLIESEAWLPIE 

AGNHQNDSGYNLNVEEIRVLYAWRMPK 

HVVTHLAKDQLHKVAQRANRMLNVLT 
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TWLNPDPS/QVRQNLLGFTGPFPSKVQR 

KGHGPHGMIWDGWKVDDDPCWDSQDS 

IGLGTTLDDVDDTDNDSHQSDESHHSDES 

DELVP\DFPTDLPATEVFTPVVPTVDTYD 

GRGDSVVYGLRSKSKKFRRPDIQYPDAT 

DEDITSHMESEELNGAYKAIPVAQDLNA 

PSDWDSRGKDSYETSQLDDQSAETHSH 

KQSRLYKRKANDESNEHSDVIDSQELSK 

VSREFHSHEFHSHEDMLVVDPKSKEEDK 

HLKFRISHELDSASSEVN 


5728 


13779 


A 


6530 


1 


945 
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5729 


13780 


A 


6531 


146 


4368 


LGFLLRLSEMPRKQGDYRT/SDMEIRGR 

VEQRVGYTIEQINHMRDVFGTRLRRAED 

VFPPVIGVAAHKGGVYKTSVSVHLAQD 

LALKGLRVLLVEGNDPQGTASMYHGW 

VPDLHIHAEDTLLPFYLGEKDDVTYAIKP 

TCWPGLDIIPSCLALHRIETELMGKFDEG 

KLPTDPHLMLRLAIETVAHDYDVIVIDSA 

PNLGIGTINVVCAADVUVPTPAELFDYT 

SALQFFDMLRDLLKNVDLKGFEPDDLAI 

LP 


5730 


13781 


A 


6532 


820 


2011 


TTTLVRLPCRSPKRRIKALRSQLRGLPM 

MRVPSFRLRVTSPTFMKSLTWQVHLLVL 

MLLVMFWTCNPSVCTASYVAAMCWW 

QAPMAPAKPQPSRWKTSKARMYQSQK 

VAKTSTLTVLSLLLITVPAAYFTRLLMLL 

LPLMRVPSFRLRVTSPTSMKSLTWQVHL 

LVLMLLVMFWTCNPSVCTASYVAAMC 

WWQAPMAPAKPQPSRWKTSKARMYQS 

EKVAITSTLTVLSLLLITVPAAYFTRLLM 

LLLPLMRVPSFRLRVTSPTSMKSLTWQV 

HLLVLMLLVMFWTCNPSVCTASYVAA 

MCWWQAPMAPAKPQPSRWKTSKARM 

YQSEKVALTSTLTVLSLLUTVPAAYFTR 

LLMLLVSKSL/CTCSLNYNIGQIALSFSKA 

PDKGTEIAIERGANGDVLDMQSVGVYSQ 

LRRRYVLVASSDGTSKTATTKMEDFEGQ 

NVPIRKGRTNIYVSRIKSWDNGSGSLLH 

SFTNAAGEQITVTCSLNYNIGQIALSFSK 

APDKGTEIAIERATDDACTFIPVTRDQSDI 

YEVFNVAGSSFGSYAAGDVLDMQSVGV 

YSQLRRRYVLVASSDGTSKTATFKMEDF 

EGQNVPIPKGRKNIYVNRIKSWDNGSG 

SLLHSFmAAATADACmPVTRDQSDIY 

EVFNVAGSSFGSYAAGDVLDMQSVGVY 

SQLRRRYVLVASSDGTSKTATFKMEDFE 

GQNVPIRKGRNNIYVNRIKSVVDNGSGS 

LLHSFTNAAATADACTFIPVTRDQSDIYE 

VFNVAGSSFGSYAAGDVLDMQSVGVYS 

QLRRRYVLVASSDGTSKTATFKMEDFEG 

QNVPIRKGRTNIYVNRIKSWDNGSGSLL 

HSFTNAAGEQITVTCSLNYNIGQIALSFS 

KAPDKGTEIAIERGSST 


5731 


13782 


A 


6533 


1 


3039 


MLNVLTEQVQLQKDELHANEFYQVYAK 

AALAKLPLLTRANVDYAVSEMEEKGYV 

FDKRPAGSSMKYAMSIQNIIDIYEHRGVP 

KYRDRYSEAYVIFISNLKGGVSKTVSTVS 

LAHAMRAHPHLLMEDLRILVIDLDPQSS 

A 1 MrlfOillvnolul VNA 1 oAl^AMLl^M VoK 

EELLEEFIVPSWPGVDVMPASIADDAFI 

ASDWK/ELCNEHLPVLVKLISDEGCECQL 

ATNIGFMSKLSNKADHKYCHSLAKEVF 

GG 


5732 


13783 


A 


6534 


1 


2607 




5733 


13784 


A 


6535 


1 


4557 




5734 


13785 


A 


6536 


3 


2847 


ELHAYAMSIQNIIDIYEHRGVPKYRDRNL 
AHAMRAHPHLLMEDLRILVIDLDPQSSA 
TMFLSHKHSIGIVNATSAQAMLQNVSRE 
ELLEEFIVPSVVPGVDVMPASIDDAFIAS 

SDYDFILVDSGPHLDAFLKNALASANILF 
TPLPPATVDFHSSLKYVARLHELVKLISN 

EGCECQLATTIGFMSKLSNKADHKYCHS 
LAKEVFGGDMLDVFLPRLDGFERCGES 


5735 


13786 


A 


6537 


1 


4236 




5736 


13787 


A 


6538 


65 


316 




5737 


13788 


A 


6539 


54 


265 
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5738 


13789 


A 


654 


2 


1103 


PGRPTRPPTRPGGGRAQHRLYQTLSQAS 

CSLLSQTPTRGKLTTMRIAVICFCLLGITC 

AIPFKQADSGSSEEKHBYNKYPDAVAT 

WLKP*P1FRRQNLLGPTEWLCPLKETNGL 

*TRR'I1.SKLRSNGKAMDHM\DDMG*WK 

VDGWTMWDSQDSIDSXNXDSDDVDOTVD 

DSHQSDESHHS\DESDELVTGFSTDLPAT 

EVFTPWPTVDTYDGRGDSVVYGLRSKS 

KVKFRRPDIKYPDATDEDITSHMESEELN 

GAYKAIPVAQDLNAPSDWDSRGKDSYE 

TSQLDDQSAETHSHKQSRLYKRKANDES 

NEHSDVIDSQELSKVSREFHSHEFHSHED 

MLVVDPKSKEEDKHLKFRISHELDSASS 

EVN 


5739 


13790 


A 


£.<Afi 

o54U 




xl /4 


ilMr VjrlAKC I AlA^v^K Y Kr Lr UoJb V L#r/Aoi 

NVAWRPVDNLNTCSTRSPE 


5740 


13791 


A 


6541 


33 


285 




5741 


13792 


A 


6542 


1 


2448 




5742 


13793 


A 


6543 


1 


2979 




5743 


13794 


A 


6544 


1 


3276 




5744 


13795 


A 


6545 


1 


67 


MTKCSHLCNNYLFSWLRDNGILIATGER 

RNVRKQEYISRGYFTLKETVIDTSNGSRJ 

SFTTRITGKGQQWLMKRLLDADVVRTTS 

IVMLAKVTFLSCITMSDFTFSGYELACFV 

THSGLSRSAGHILSQCANLAATTSEYFIH 

KPHRLITAETGYSQSTVVRAFREAVNKG 

ILSVEIVIGDHRERRANLYRFTPSFLAFAQ 

QAKNALIESKLKISSAATKVKAVLAKTL 

ALFNFLSTPPCQNDTPSPCQDDVAIKNK 

KSQVKKTKRSVSGGAGTTSLKKLTSWIA 

KAKAKADNLRLSKKRTQKHEFKQKVEA 

AARKYAYLKNKRSPDIGGISNFDNLPHC 

MTVNEALNAVLAKNKDNEQWGAVAGA 

YIADITDGEDRARHFGLMSACFGVGSGV 

YMQTRYRGKLVSQGFVVQMILTPRDAD 

GTnTSTDSETVHYHYGPKDLVTILFYIFI 

Till u AXTxinvvn rwKii^in vn QWK'i-i^Jif 

FNESGQLWFHFTSVIWCFYVVVTTPQA 

LTRVLNCLLALGSNAAVMGECGFAQLQ 

QTWASALADYAAAHKSMPRPEILASCH 

QTLENCLIESTRNSMDATNK/ADAGICRS 

RDDERF*RCYASAFIPRDDPACSVGGSY 

R*CVITEF 


5745 


13796 


A 


6546 


1 


3435 




5746 


13797 


B 


6547 


9377 


1600 


MSDWSRVTGMKVHASAVAAPN*TGRI1 
ARNKGRRITPSETLIISAATDSSIALLVAS 
MLLRVDSLSIAJSVPLSGALENDRAl 


5747 


13798 


A 


6548 


3 


127 


LFHPCQDSQQHH*CVCCRLTGHGAA*V 
HGPCQAVQTYRASH 


5748 


13799 


A 


6549 


2 


323 




5749 


13800 


A 


655 


3 


267 


TINPKLLKNHARGTPEVPNQKHHWSPKQ 
ICPT 1 TKNPKNNI PRWPVPIIPPFPEEKPR 
KFP*TPICRRIP*TKIGPLPSNPGYPTKPPF 


5750 


13801 


A 


6550 


2 


94 




5751 


13802 


A 


6551 


171 


632 




5752 


13803 


A 


6552 


3 


325 
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A 


6553 


2 


171 
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5754 


13805 


B 


6554 


104 


1164 


MCDEDETTALVCDNGSGLVKAGFAGDD 

APRAVFPSIVGRPRHQGVMVGMGQKDS 

YVGDEAQSKRGILTLKYPIEHGUTNWDD 

MEKIWHHTFYNELRVAPEEHPTLLTEAP 

LNPKANREKMTQIMFETFNVPAMYVAI 

QAVLSLYASGRTTGIVLDSGDGVTHNVP 

lYEGYALPHAIMRLDLAGRDLTDYI MKl 

LTERGYSFVTTAEREIVRDIKEKLCYVAL 

DFENEMATGRHPSILPWKRATSCQTGQV 

ITIGNERFRCPETFFQPSFIGMEVGGHFTR 

PPYNSIMKCDIDIQEGPCMPTNVMFGGH 

PRLYPWEFADPHARKRFTGAGTPGTHEE 

SKDKDSFAPRRSGKILG* 


5755 


13806 


A 


6555 


1 


308 


LRPWaGHLRT*AQYHTLRAARLDPNFA 
IA*MEAKATDGPPPFEAatGFPTIYF\SPA 
NNRLHPRTSEGGRDLSDFISYLHVEATNP 
PVIOEV*PKKK\KKAOEDL 


5756 


13807 


A 


6556 


2 


589 


AIRTAKGEKFVMOEEFSRDGKALERFLO 

DYFDGNLKRYLKSEPIPESNDGPVKVVV 

AENFDEIVNNENKDVLIEFYAPWCGHCK 

NLEPKYKELGEKLS\KDPNIV1A\KMDAT 

AN\NVHSPYEVRGF\PSHILLSKPNKKLNP 

K\KYEGGRELR*FLLAIYQREATKPPPVIQ 

V*FIPKYRRRRHQEDLLKPVAOTPTL 


5757 


13808 


A 


6557 


1 


129 




5758 


13809 


A 


6558 


23 


115 




5759 


13810 


A 


6559 


1 


1582 

s 


GRGWRAVLGWSRRRSGLEPATVGSSMA 

LLFLLPLVMHGVSRAEMGTADLGPSSVP 

TPTNVTIESYNMNPIVYWEYQIMPQVPV 

FTVEVKNYGVKNSEWIDACINISHHYCNI 

SDHVGDPSNSLWVRVKARVGQKESAYA 

KSEEFAVCRDGKIGPPKLDIRKEEKQIMI 

DIFHPSVFVNGDEQEVDYDPETTCYIRV 

YNVYVRMNGSEIQYKILTQKEDDCDEIQ 

CQLAIPVSSLNSQYCVSAEGVLHVWGVT 

T1EKSKEVCIT1FNSSIKGSLWIPWAALLL 

FLVLSLVHCFYIKKINPLKEKSIILPKSLIS 

VVRSATLETKPESKYVSLITSYQPFSLEK 

EELSSITEVVTTEENIPDVVPGSVHLTPIER 
ESSSPLSSNQSEPGSIALNSYHSRNCSESD 
HSRNGFDTDSSCLESHSSLSDSEFPPNNK 
GElKTEGQELlTVlKSPPPSFaYDKPVHVL 
VDLLV\DDSGKESL\IGYRPT\EDSQRNFH 
EISLSCTQL 


5760 


13811 


B 


656 


197 


404 


EQQQLQAQHLSHGHGPPVPLTPHPSGLQ 

PPGIPPLGGSAGLLALSSALSGQSHLAIK 

DDKKHHDAEHHRX* 


5761 


13812 


A 


6560 


69 


523 


PLGCASSQSISASRNTLCTTASSCCPQVL 

AHS\KAAEYMTRWKVQQMPHSQDRAL 

QSVFCAPFHS**LVALPTGHR*MTPAQFS 

ECFQATSGGSD*DPFLAPSFL\VPGLPVAP 

GLLLPLGPVHSRATMEEGQATHEELTVFI 

GLRPGVRGS 


5762 


13813 


A 


6561 


101 


1469 


RTHPTFPHPGTGPTSAPPSGALEGTAGTl 

TSNEWSSPTSPEGSTASGGSQALDKPIDN 

DGEGVWSPDIEQSFQEALAIYPPCGRRKI 

ILSDEGKMYGRNELIARYIKLRTGKTRTR 

KQVSSHIQVLARRKAREIQAKLKDQAAK 

DKALQSMAAMSSAQIISATAFHSSMRLA 

RGPGRPAVSGFWQGALPGQAETSHDVK 

PFSQQTYAVQPPLPUGFESPAGPAPSPS 

APP APPWQGRVS VASSKLWMLEFSAFLE 

QQQDPDTYNKHLFVHIGQSSPSYLRPYL 

EAVDIRQIYDKFPEKKGGLKDLFERGPS 

NAFFLVKFWADLNTNIEDEGSSFYGVSS 

QYESPENMIITCSTKVCSFGKQWEKVET 

EYARYENGHYSYRIHRSPLCEYMINFIHK 

LKHLPEKYMMNSVLENFTILQVVTNRDT 
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QETLLCIAYVFEVSASEHGAQHHIYRLV 
KE 


5753 


13814 


A 


6562 


1 


1290 




5764 


13815 


A 


6563 


604 


1047 


SNNRTDNPTSVAYLSKETDVVAKGWPH 

CLWVVVAVAILVLEAIKIIQGKDFTVWT 

SHDVNGILGAKGNSWLSDKRLLRYQAL 

LLEGPVLQIHTCVALNPAIFLPEDGEPIKH 

DYQQIVAQTYVT*EDLLEVPLANPDLNL 

YTNGSSFV 


5765 


13816 


A 


6564 


1 


1410 




5766 


13817 


A 


6565 


510 


755 




5767 


13818 


A 


6566 


59 


411 


SWPSDKQTLVVQRGQKMEQANHPDPTD 

HMSQLMWTA^LPQGFRDSPHLFGQALA 

QDLGHFSSPGTLVLQYVDDLLLATSSEA 

SCQQATLALLNFLANQGYK/LSRSKAQL 

CLQQVKYLCL 


5768 


13819 


A 


6567 


1 


565 




5769 


13820 


A 


6568 


126 


492 


CNNSMTSLQVRLKVCPRPCRTSM/LPIRII 
♦KLPQVCLDLL*IREGEWDMYPCWAKFP 
CPYSLKGT*PIAWGILWSFGDFFAY/IPLM 
<MQKH*FSSQOTRRNEEGQI*WPLLMHS 
QKPAPLPW 


5770 


13821 


A 


6569 


I 


342 




5771 


13822 


A 


657 


2 


651 


LSRVLEFEEFQFLQAQYHSLKLECEILAS 

EKTEMHRHYVMYYEMSYGLNIEMHKQ 

TEIAKRLNTICAQVIPFLSQEHQQQVAQA 

VERAIQVTMAELNAIIGVRGLPGLPPTQQ 

QLQAQHLSHGHGPPVPLTPYPSGLQPPGX 

IPPLGGVSAGLLAL'RSALDGQSHLAIKDD 

KKHHDA*HHRGDRPGKPD*DFVL1LLQC 

CKVVCIAKESPNLYREQT 


5772 


13823 


A 


6570 


55 


219 


LGNKHLLGSIDPRGSWVTGEYIFLRPPIA 
A*GRQ*DFLPFPELWWTSLNNSWAFS 


5773 


13824 


A 


6571 


339 


1371 


ASHPLRGLLCGPSLPNEPCPLLHGTQSHR 

PLKG*GVRAHSTGLAGSSTCRPLRDPLG 

EASWAPESAQGL*IHQSALCI*LKLKPAG 

QRAKLGDRLDIPDRRKSSTILGRAGDLQ 

PAMPEPPTLSVGSCAAQASPMNPAPCST 

APSPIDHSRAEECGRIARDWQAAPPAGP 

CGIHWVKPAGLLSLLRDCKYTNRHSVSS 

SRFANTNQHPASSSGFVNAPIDTLYLANL 

VGTWRTFVASSGIVNAPISTLSKQTTWL 

YQSAGCGKESTQASGAQTGGTSFKSLET 

X/*1CICC A CC A l<rur*T17l T7QT> PTTPMPFi^VP^ 
1 OolocAooAi^J^^^ J CfUroKT 1 iriNrLioVro 

DGVVGDTAGTVWPGVLKGEPCHLGTCY 

RCVLDPHPTPSESDTIQGIHVQVCYMSTL 

HDADVCDTNDPVTHNTKKYIYSTEIFTS 

NNPELRSEDETVFRALEKWKTSEQTIGE 

MDFYICNDPHPDSALYQNGLSKMQDTV 

SLSVFSPSVAA 


5774 


13825 


A 


6572 


749 


1002 


QLKKGTNSLLVSKPSPVWIPTGTLTQIMG 

TGVANIC*PVF*KD*GELGKMNYAMMS 

TITQGKEENPAFLKWLWEALRKYTPLSP 


5775 


13826 


A 


6573 


I 


1632 




5776 


13827 


A 


6574 


307 


543 
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5777 


13828 


A 


6575 


1 


1149 




5778 


13829 


A 


6576 


119 


409 


GDICHHLGLTPVGSHSLLSCSR*QVA*VG 
AVTAATIGTGILLQQLAFLVCNWLLLSG 
SSENFPRSALICFKSEREKGTCIQVGPNSP 
PPTACKGHN 


5779 


13830 


A 


6577 


1 


2433 




5780 


13831 


B 


6578 


97 


1065 


MHAVHTSLLVERTILTTTKERGSTLQYPL 

RPGAHKGLQDIVKRFKAQALIRKCSSPC 

NTPILGVQKPNGQWRLVQDLRUNEAVI 

PLYPVVPNPYNLLSQIPEEAEWFTVLDLK 

DAFFGIPLHSDSQFLFAFEDPTDHTSQLT 

PGTLVLQYVDDLLLATSSEASCQQATUD 
LLNFLANQGYKTHSRDSDAPVGFTDRHL 
VATEKIPRGREPLSSLAVYTRGRPTRTGA 
RRTIVSRIRRDFRFFYRYLAQREPPLYQQ 
SLLIHLQLDSQPALSWIGKVPNWELTP 
NFGTAAQV* 


5781 


13832 


A 


6579 


1 


2403 








A 

A 


ODo 






KjL» I r UK. V ut V J txi V rLAr UaL1sJ\ulArr PL 

SSLSFLAPFVn I NIT FPFRI PI I SPT F^P 

GCRLHRHHCHHYLLLLLLFLSHHHHQQ 

QQQLQAQHLSHGHGPPVPLTPHPSGLQP 

PGIPPLGGSAGLLALSSALSGQSHLAIKD 

DKKHHDAEHHRGERPGKPD*DFVLILLQ 

CCKWCIAKESPNLYREQTMR 


5783 


13834 


A 


6580 




2838 




5784 


13835 


A 


6581 


1908 


4698 


SNDRTEDDCGKHPFMSSPPNTEPWVCLII 

EGQEIDFLLDTGTTFSVLIPCLGRLSSRSV 

I IvjUlLOv^r V i KYroHLLoCJN We.1 LLroH 

AFLVMPFSPTPl 1 GRDTl ATCAGAnSVIlCT 

GNKLPICCPLLEGINPEVWALEGQFGRA 

KNAHPLQIRLKDPISFPYQRQYPLRPEAH 

KGLQDIVKHLKAQDSVRKCSSPCNTPIL 

GVQiaNSQWRLVQDUU.INEAVIPLYPV 

VRNPYTLLSQVPEEAEWFTVLDLKD 


5785 


13836 


A 


6582 


1529 


2945 




5786 


13837 


A 


6583 


3 


154 




5787 


13838 


A 


6584 


3 


425 




5788 


13839 


A 


6585 


3 


223 




5789 


13840 


A 


6586 


3 


330 




5790 


13841 


A 


6587 


50 


1740 


RSPHCCLTAHLTMASAARLTMMWEEVT 

CPICLDPFVEPVSIECGHSFCQECISQVGK 

GGGSVCAVCRQRFLLKNLRPNRQLANM 

VNNLKEISQEAREGTQGERCAVHGERLH 

LFCEKDGKALCWVCAQSRKHRDHAMV 

PLEEAAQEYQVRPKRHLEKLQVALGELR 

RKQELAEKLEVEIAIKRADWKKTVETQK 

SRIHAEFVQQK>IFLVEEEQRQLQELEKD 

EREQLRILGEKEAKLAQQSQALQELISEL 

DRRCHSSALELLQEVIIVLERSESWNLKD 

LDITSPELRSVCHVPGLKKMLRTCAVHIT 

LDPDTANPWLILSEDRRQVRLGDTQQSIP 

GNEERFDSYPMVLGAQHFHSGKHYWEV 

KSGFWTIWLWNKQKYEAGTYPQ\TPSHL 

QVLPCQVGIFLDYEAGMVSFYNITDVHGS 

UYSFSECAFTGPLRPFFSP\GINDGGKNT 

APSNPLVPL>JIGSQGSTDYWMAFSGTLP 

LSPHWAPASSATKPWPLFPHGTLEPPLSS 

AEASRDPQOASFSREVTSPINIPAPDGVV 


5791 


13842 


A 


6588 


2 


472 




5792 


13843 


A 


6589 


1 


239 


QCCSGGTHGNPA1GDR\MQKQILPWAPA 
QMKIRFMAPPERKYSVWIAAPILASLSTS 
SRMWISKQEYDESGPSIVHRKCF 


5793 


13844 


C 


659 


178 


360 
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YYSFKNLI* 


5794 


13845 


A 


6590 




834 




5795 


13846 


A 


6591 


1 


702 




5796 


13847 


A 


6592 


1 


1623 




5797 


13848 


A 


6593 


1 


1132 


MEEEIAALVIDNGSGMCKAGFAGDDAP 

RAVFPSIVGRPRHQGVMVGMGQKDSYV 

GDEAQSKRGILTLKYPIEHGIVTNWDDM 

EKIWHHTFYNELRVAPEEHPVLLTEAPL 

NPKANREKMTQIMFETFNTPAMYVAIQ 

AVLSLYASGRTTGIVMDSGDGVTHTVPI 

YEGYALPHAILRLDLAGRDLTDYLMKIL 

TERGYSFTTTAEREIVRDIKEKLCYVALD 

FEQEMATAASSSSLEKSYELPDGQVITIG 

NERFRCPEALFQPSFLGMESCGIHETTFN 

SIMKCDVDIRKDLYAI^TVLSGGTTMYPG 

IADK\MQKEITALGP\STMKlKIiAPPERKY 

SVWIGGSILASLSTF\QQMWISKQE\YDES 

GPSIVHRVKCF 


5798 


13849 


B 


6594 


635 


646 


MCDEDETTALVCDNGSGLVKAGFAGDD 

APRAVFPSIVGRPRHQGVMVGMGQKDS 

YVGDEAQSKRGILTLKYPIEHGIITNWDD 

MEKIWHHTFYNELRVAPEEHPTLLTEAP 

LNPKANREKMTQIMFETFNVPAMYVAI 

QAVLSLYASGRTTGIVLDSGDGVTHNVP 

lYEGYALPHAIMRLDLAGRDLTDYLMKI 

LTERGYSFVTTAEREIVRDIKEKLCYVAL 

HRQRALPLPGDPSFIGMEVGGHFTRPPY 

NSIMKCDIDIQEGPFMPTTFMSGGTHDVP 

WESLTACRKEITRAGTPAPMEDQDSFAP 

AGAQNTRVV/IGGSILASLSTFQQMWITK 

QEYDEAGPSIVQPQMLLDTLHLQARDFS 

RTTNLLNGGGG* 


5799 


13850 


A 


6595 


■ 


1284 


MGDTPRQFGGARPRSGGALRGCRSRGG 

GNRRGLCLSRALANGDRRLTMDDDIAA 

LVVDNGSGMCKAGFAGDDAPRAVFPSI 

VGRPRHQGVMVGMGQKDSYVGDKXAQ 

SKRGILTLKYRIEHGIVTNWEDMEEIWL 

HTFYSELHVAPEEHPLLLTEASLNPKAN 

HEKVNQIMFETFNTPAMYVAIQALLSLY 

ASGRTTG1VMDSGDGVTHTVPIYGG\YA 

LPHTILHLDLAGPDLTDHLMKILTERGYS 

FTTTAK REl VHDTFFNLCY VALDFEOEM 

Pill /VivK\JC>l V XlL/lCfCrl^uV^ 1 w n±jiyi^ ij\^I^M.wM, 

AMVASNPLLEKS*ELPDGQ\VIT1GNEVRF 

RCPEALFQPSFLGMESCGMHETTFVNSIM 

K\CDVDIRKDLYUNTVLSGRTPPCTLGIA 

DRMQKEITALAPSTMKMKIIAPPERKYS 

VWIGGSILASLSTF\QQ1\WISKQEYDESGP 

SMVHRKCF 


5800 


13851 


A 


6596 


1 


370 


ETESRSVAQAGVQWHNLGSLQPSPSGFK 
RFSCLSLPSNWDYRHPPSCPANFCIFVET 
RFHHVGQAGLKLLTSGDPPTLAS*IAGIT 
GMSHCAWPSLHIWTLLLFAKCPRRWTG 
OVLLAAIFSO 


5801 


13852 


A 


6597 


2408 


2810 


IHTHTHTHTHTIFFLKRSFALVAQARVQ 

WRDLCSLKPPPPEFKQFSCLSLPSS*DYR 

CPPPCPANF/SFFFVFLVETGFHHVGQAG 

LKLLTSSDSPTLASQNAGVTGMSHCAWP 

QSNKYYQNNFTMIQEQQQQKE 


5802 


13853 


A 


66 


275 


577 


GGWITRSGVQDQSGQHSVDVSL/LKKYK 
KLTKYGGVLL*SQLS/RRLRQDNHMNPG 

KKNKKKKEKKGKKALLEPG 


5803 


13854 


A 


660 


365 


800 


INVNFLEFYMTDITCFLFSYLSTLMSPIYL 
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VGYGIQKGNKHWIIKNSQSAQTVLTPDE 
CLLLGYLDKGKLKRKDKAGSLQWAYM 
AIARLGGFMDSMPTGIAIWGALX* 


6391 


14442 


A 


7132 


8044 


8378 


YIDVKTFFFFFLPETESHSVAQAGVQWH 
DLSSLQPLP\PGSSDSPASASRVAGITGTH 
HHAwFIFVFLVGTRFHHLGQAGLELLTS 
ot/rlvV^AJrV^oAul J O VNliri 1 yrQKrl 


6392 


14443 


A 


7133 


3 


283 




6393 


14444 


A 


7134 


2 


177 




6394 


14445 


A 


7135 


1 


491 




6395 


14446 


A 


7136 


3 


612 




6396 


14447 


A 


7137 


2 


137 




6397 


14448 


A 


7138 


1 


2631 




6398 


14449 


A 


7139 


2 


112 




6399 


14450 


A 


714 


1 


1497 




6400 


14451 


A 


7140 


67 


245 


AYNLSDGQYGLVDPEFEYYFWLCCWLP 
L*LGGKCLWVLPVSVSGDRNDNDQAER 
NGSHL 


6401 


14452 


A 


7141 


356 


2252 


RSFLDEEFPHYDSLSCADAIQQPLQEIOK 

QCCHKJLYGGQEARIHQTPLTLKHTCWY 

TPLLDAJLSLDSFTAVPTLESTPFSGVANQ 

IHTLCERPTYGEVKDGALDVKRQHKCPG 

PTSGPSPGTNLSGCIRMNDDPSMEENGV 

ERVCPESLLQSRGYSSLPLPRHTSSTDGTI 

TSSDPGLEILNMASCDLDRNSLCKKEED 

TRSASPTIEAQGTSPAHDNIAFQDSTSKD 

KTILNLEAKEEPETIEEHKKEHASGDSVV 

SPLPVTTVKSVNVRQSENTSANEKEVEA 

EFLRLSLGFKCDWFTLEKRVKLEERSRD 

WAEENLKKEITNSLKLLESLTPLCEDDN 

QAQEIIKKLEKSIKFLSQCAARVASRAEM 

LGAINQESRVSKAVEVMIQHVENLKRM 

YAKEHAELEELKQVLLQNERSFNPLEDD 

DDCQIKKRSASLNSKPSSLRRVTMALLF 

LPR\NYLGNAG\MVAGMENNDRF\SRRSS 

EEKCELKTKDDSEPSGEETVERTRKPSLS 

EKKNNPSKWDVSSVYDTIASWATNLKS 

SIRKANKALWLSIAFIVLFAALMSFLTGQ 

LFQKSVDAAPTQQEDSWTSLEHILWPFT 

RLRHNGPPPV 


6402 


14453 


A 


7142 


1 


835 




6403 


14454 


A 


7143 


1 


3735 




6404 


14455 


A 


7144 


2 


1161 
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6405 


14456 


A 


7145 


126 


572 


NFSSNKWNTSQNFANMDNSAQKNERTG 
KHPRRASEVQKVNDIPGPGFYNVIHQSPV 
SNSVSLSKKGTCMFPSMCARLDTIVSKY 
PAANAYTIPSDFISKRDFSNSCSSMFQLPS 
FMKALKFET/PLArN Y YNAS V5CCKRRN 
NVCTRAGF 


6406 


14457 


A 


7146 


1 


1261 




6407 


14458 


A 


7147 


107 


227 




6408 


14459 


A 


7148 


3 


407 




6409 


14460 


A 


7149 


3 


60S 




6410 


14461 


A 


715 


32 


3730 


NSERRGLGMSLADELLADLEEAAEEEEG 

GSYGEEEEEPAIEDVQEETQLDLSGDSVK 

TIAKLWDSKMFAEIMMKIEEYISKQAKA 

SEVNMGPVEAAPEYRVIVDANNLTVEIEN 

ELNnHKFlRDKYSKRFPELE\SLVPNAL\D 

Y1\RTVKVSAEKELGNSLDKVARAIEEPW 

QQILTNAT1M\WSV\TASTPQGQQ\LSEE 

ELERLEEACDMALELNASKHRIYEYVES 

RMSFIAPNLSIIIGASTAAKIMG 


6411 


14462 


A 


7150 


2 


212 




6412 


14463 


A 


7151 


3 


91 




6413 


14464 


A 


7152 


1 


115 




6414 


14465 


A 


7153 


1 


1279 


MGDTPRQFGGARPRSGGALRGCRSRGG 

GNRRGLCLSRALANGDRRLTMDDDIAA 

LVVDNGSGMCKAGFAGDDAPRAVFPSI 

VGRPRHQGVMVGMGQKDSYVGDEAQS 

KRGILTLKYPIEHGIVTNWDDMEKIWHH 

TFYNELRVAPEEHPVLLTEAPLNPKANR 

EKMTQIMFETFNTPAMYVAIQAVLSLYA 

SGRTTGIVMDSGDGVTHTVPIYEGYALP 

HAILRLDLAGRDLTDYLMKILTERGYSF 

TAASSSSLEKSYElJ*DGO\VrnGNEVRFRC 

PEALFQPSFLGMESCG\IHETTF\NSIMK\C 

DVDIRKDLYXANTVLSGRTPPCTLGIADR 

MQKEITALAPSmKIKIIAPPERKYSVWI 

GGS1LASLSTF\QQMWISKQEYDEVSGPS\I 

VHKK.Cr 


6415 


14466 


A 


7154 


1 


111 




6416 


14467 


A 


7155 


143 


295 




6417 


14468 


A 


7156 


186 


437 




6418 


14469 


A 


7157 


3 


356 




6419 


14470 


A 


7158 


1 


220 




6420 


14471 


C 


7159 


102 


407 


MDAGLEAMQKYGKAAPGDRTMLDSLW 
AAGQELQAWKSPGADLLQVLTKAVKSA 
EAAAEATKNMEAGAGRASYISSARLEQP 
DPGAXAAAAILRAILEVLOS* 


6421 


14472 


A 


716 


3 


117 


HKRPLMASYLLFFCSFVRVE*TIITCLT** 
ECHRYNR 


6422 


14473 


A 


7160 


I 


2302 




6423 


14474 


A 


7161 


I 


178 




6424 


14475 


A 


7162 


60 


413 
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6425 


14476 


A 


7163 


2 


1420 


NSGVGAGARRAARCRAEAAAAVGTARS 

PALGMALLVLGLVSCTFFLAVNGLYSSS 

DDVIELTPSNFNREVIQSDSLWLVEFYAP 

WCGHCQRLTPEWKKAATALKDWKVG 

AVDADKHHSLGGQYGVQGFPTIKIFGSN 

KNRPEDYQGGRTGEAIVDAALSALRQLV 

KDRLGGRSGGYSSGKQGRSDSSSKKDVI 

ELTDDSFDKNVLDSEDVWMVE?YAPWC 

GHCKNLEPEWAAAASEVKEQTKGKVKL 

AAVDATVNQAOASRYGIRGFPTIKIFQK 

GESPVDYDGGRTRSDIVSRALDLFSDNA 

PPPELLEITNEDIAKRTCEEHQLCWAVLP 

HILDTGAAGRNSYLEVLLKLADKYKKK 

MWGWLWTEAGAQSELETALGIGGFGYP 

AMAAINARKMKFALLKGSFSEQGINEFL 

RELSFGRGSTAPVGGGGFPmVEREPWD 

GRDGELPVEDDIDLSDWELDDLGVICDEL 


6426 


14477 


A 


7164 


547 


980 




6427 


14478 


A 


7165 


3 


1290 


LYSSSDDVBELTPSNFNREVIQSDSLWLV 

EFYAPWCGHCQRLTPEWKKAATALKDV 

VKVGAVDADKHHSLGGQYGVQGFPTIK 

IFGSNKNRPEDYQGGRTGEAIVDAALSA 

LRQLVKDRLGGRSGGYSSGKQGRSDSSS 

KKDVIELTDDSFDKNVLDSEDVWMVEF 

YAPWCGHCKNLEPEWAAAASEVKEQTK 

GRVKL\AAVDATVNQVLASRYG\IRGFPT 

IKIFQKGESPVDYDGGRTRSDIVSRALDL 

FSDNAPPPELLEIIHEDIAKRTCEEHOLCV 

VAVLPHILDTGAAGRNSYLVEVLLKLAD 

KYKKKMWGWLWTEAGA\QSELETALG\ 

IGGFG\YPAMA\AINARKMKFALLK\GSFS 

EQGINEFLREL\SFGGGSNGTL*GGGGFS 

LPIVEREP\WDGQGCRGFPWGDDH*PSV 

DAE\LDDLGKDEL 


6428 


14479 


A 


7166 


335 


519 


ILFPGSGQGLRSSDQKAAKLALL*FQKRS 
EMYKTK*FWGRKMSQFFFSWRHTNPG 

SRLWA 






A 
r\ 


1 lO/ 


Z 






6430 


14481 


A 


7168 


311 


493 




6431 


14482 


A 


7169 


2 


82 




6432 


14483 


A 


717 


1007 


1118 


APGPCPNQTLARDSGWVG*KNHQLCTC 

vcvcvcvcvc 


6433 


14484 


A 


7170 


51 


347 




6434 


14485 


B 


7171 


188 


353 


xdvvvpvancgvqeynsnpkehvtlrd 
yitywkeyiqagyssprgclylkdwhlc 
s* 


6435 


14486 


B 


7172 


188 


353 


XDVVVPVANCGVQEYNSNPKEHMTLRD 
YITYWKEYIQAGYSSPRGCLYLKDWHLC 
S* 


6436 


14487 


A 


7173 


753 


1216 


QVVEVGPPRGRHPSAAGCPSPA+RRWKT 

RRAGWAARSPAQSRRRRRRPAPRRRLP 

GPEPGRRRGHRPPGLGSGCRRGRASRGP 

SSSARVEGPSSSLPPERKR*GPASEPEDA 

GRRVSAPPAPGAXRACTHARGSPRSSLRR 

RRAAEAARSALGLV 


6437 


14488 


A 


7176 


27 


285 


VFFFFFFFLRRSLALLPRLECSGTIVFLVE 
I UrAlMLARMVSIS'PRDLPALASQSAGlT 
GVSHRARPASFNFLTINILPPLLLWTF 


6438 


14489 


A 


7177 


12 


336 


SPVQL*F*LFLVFC*LWSWSAVVYLGPL 
GTPSADAHT/AGLSKTPPHWAARARLDD 
VFSLRTFSSHSLNMELVQDLTASAPMYS 
STSRDPP/CLGLPKCWDYKREPPRPAH 


6439 


14490 


A 


7178 


74 


463 


HISQHDRSYLQVLLASYKTASFLFFFLRQ 
SL/DSVTQAGVQWRDLGSLQAPPPGFTPF 
SCPQSPK*USSWDYRRPPPRPANFFCIFIV 
EKECFTLLARMVSISWPRDLPASASQSA 

gitgmshrarpaovs 
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6440 


14491 


A 


7179 


1 


412 


TRMGLPDASRRRTCRMDPEGWQEAMSS 
A*GRITLQRLSTG\PEGQGGREKVGPEGG 
SENPQQPKAAGVLSKHLPGAPAQPPQRP 

PSSPPPLAGPLTERVEKVCDFLDAAGDY 
LN/GTPG*PSPGESPAAQDPPVPPWPP 


6441 


14492 


A 


718 


1692 


2123 


SQPRFSWTQERLRLFPGMLLNSLIVSQAT 

QGPLKSCLGSCLMAFTFKKMEPSPMSCS 

PQCFGKPMMGRLSGGQKFKNQAGQYH 

KTPSLRKSKKLASHGGVHLWS*LLRRLR 

QEDCLILGIRGCSEL*LHLCTPPSATQRDP 

LS 


6442 


14493 


A 


7180 


117 


295 




6443 


14494 


A 


7181 


279 


1065 


IQHPRLSADDFRVNCETEPAM/*HAVEN 

D1HGLCELQLETEIQAFKEEL17FMKKNH 

EEEVKGLQAQIASSGLTVWDAPISQDFA 

KIMADIWAQYDEVAQKNREELDNNRSQ 

QIEESTTWTTQSTEVGAAKAMLTCLTR 

TVQFLEINLDSMRNLKASLENSLREVVA 

RYALQMEQLNGILLHLESELAQTWAEG 

QCQAQEYQALLNIKVKLEAAIATYRRLL 

EDGKDFNLGDTLDCSNSMQTIQKTTTRX 

R*TRQIVDGKVVS 


6444 


14495 


A 


7182 


60 


846 


IQHPRLSADDFRVNCETEPAM/*HAVEN 

DIHGLCELQLETEIQAFKEELL/FMKKNH 

EEEVKGLQAQIASSGLTVWDAPISQDFA 

KIMADIWAQYDEVAQKNREELDNNRSQ 

QIEESTTVVTTQSTEVGAAKAMLTELTR 

TVQFLEINLDSMRNLKASLENSLREVVA 

RYALQMEQLNGILLHLESELAQTWAEG 

QCQAQEYQALLNIKVKLEAAIATYRRLL 

EDGKDFNLGDTLDCSNSMQTIQKTTTR\ 

R*TRQIVDGKVVS 


6445 


14496 


A 


7183 


645 


861 


KYYRKRGIHSAIDASQTPDWFASILAAF 

S*ATCKDLVMFI*CWVQEGISFHPCEAM 

GGNDRTGKEKLPSG 


6446 


14497 


A 


7184 


2 


1327 


RPQSLSPVLSLSPDSMSFTTRSTFSTNYRS 

LGSVQAPSYGARPVSSAASVYAGAGGS 

GSRISVSRSTSFRGGMGSGGLATGIAGGL 

AGMGGIQNEKETMQSLNDRLASYLDRV 

RSLETENRRLESKIREHLEKKGPQVRDW 

SHYFKIIEDLRAQIFANTVDNARIVLQIDN 

ARLAADDFRVKYETELAMRQSVENDIH 

GLRKVIDDTNITRLQLETEIEALKEELLF 

MKKNHEEEVKGLQAQIASSGLTVEVDA 

PKSQDLAKIMADIRAQYDELARKNREEL 

DKYWSQQIEESTTVVTTQSAEVGAAETT 

LTELRRTVQ\SLEI\DLD\SMRNLKA\SLEN 

SL\REVEAyRRTPLQMEQL\NG\ILLHLESE 

LAQ'HRAEGQRQAQEYEALVLNIKVKVLE 

AEIATYRRLLEDGEDFNFXGDALDSSNSM 

OTIOKTTTPPG+VGLGKVVS 


6447 


14498 


A 


7185 


2 


345 


FFFFFFETESRSVAQAGVQWRDLSSLQA 
PPPG\SRHSLASAS*VAGTTGVCHHARLI 
F\VFLVETGFHHVSQDGLNLLTS*SAGLG 
LPKCWDSEKLFFFFGDKSFRFCCPGWST 
MV 


6448 


14499 


A 


7186 


178 


388 


RREPLHPANLLLFFFFFFEMESPSVAQAG 
VQWRDLSSLQAPPP\GSCHSPTSLS*VAG 
RLRNKNCLNPDAW 


6449 


14500 


A 


7187 


546 


850 


FSVLFYFFESESCSVLQAGVQWRDLGSL 
QPPPP\GSSHSPTSAS*VAGTTGTCHHTQL 
IFIFLVETGFHHIGQASLKLLTS*FAHLGL 
PKFWDYRCEPPHPA 


6450 


14501 


A 


7188 


4 


410 


PIERPHELKHRLPHVQKLVEDVGDGVIP 

AALEEGQAGWSHGFLVFLVEIKSAEGP/P 

GPADSRVRGVRPQRSQSAGPA*RAGRQ 

DGVCRSLGQGRGGGRATSLVLHPPGYP 

GCWFSVGVPSLPQYTGIRSSSPRTRG 
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6451 


14502 


A 


7189 


148 


268 


LQPR*PLTCAPPPCPVQTQTHP1SVSQTLL 
GLEFCCSLSL 


6452 


14503 


A 


719 


1 


371 


HRHCHPSHTVDGRMESIDVATDGG*RTG 

VLAVSGLSVSLRTAELSTRKLLMNSEQRI 

NRIMGFHRLGSGAVE*RHTQSMQHDSD 

KLNSLIIPSVSKRVVLVDSVCTGTTDHQG 

GVLERKVTTL 


6453 


14504 


A 


7190 


397 


1449 


RSHPSGTGRRTSRLESWFLGVSCKKSKV' 

REGPLGPA**AG*RGVRPQRSQSAGPA*R 

AGKRQDGG/SPEPRAGVGGEVGTQSP/GP 

SGASGYPGMLVSKPVGGTSASWLPAGC 

PIPS*LS*QRSQGSPSSCLIGHLLALWAAF 

GLGVTSLPQYTG1RSSSPTA*ATVQGDSG 

HKGGTGGTGLGRGRNTQPDAACGRGHR 

SSPTR/RPHGNPNGNTGCAEGGQARSLLP 

KLAPiaPGWPVSVPVAVG\PGDFGWRQ 

AQYQSSLWDLSSPRNTLGRSATSAGPAP 

PALLGAGSGRSSGTSPAAPGCSSRCHCW 

ASAPAGVSGGPG\GRGAEAPPSPTLAQR 

GSPPG\AAIFPPACG1PP 


6454 


14505 


A 


7191 


47 


1654 


LHVPARPPGCGGAFLAGGPCPGWGQPR 

AQLWPQ/SAAPGPPHPXPALPSPVFPTWP 

RLLSH*S/RPAA^EQCPPEPHVYPVDPASS 

WVPKSASPPRVACPCPPAL*/PFPGDSCL 

LCTAGLRGPGHDTELPQVWVRP\HPGAS 

AEM»AHKPPPLAQKPPRPSISVPQPSAQL 

WYPAGPWVPT*AGTWLGYGAI*SPQGLF 

SFYEMEHGVPASLNPPKWEPHDRV+LGG 

GR*GKSEVPRGTPSLTGLFRGVPQGPPAI 

TGTQKHPFPNDMVSFLISFFCLFCFGFQL 

G*/PPGL*SIHIEPLTGLPGCQG*A*P*VLL 

STAGS AHAV* *GSELVHLQS*LHFPSFCP 

PPVLALDLQVCRPALSAFLACGPPAIPGS 

WSPEGPVSLWMGVRGWPLCGLSLYPA 

L*NLARRGPGOPFTGK/inFrJTPTPHI^ PP 

NHQVRKLGVLPQGGVKTKIEVGFWGPT 

R/PKAGETRG*VGRVPQSLA*PQCVSPEM 

LP*LSGTPGRSWG/PVLSPTPAHSQALRL 

CGHSPPCWSLVIGLELYFDAMKTLFISNV 

YIF 


6455 


14506 


A 


7192 


4 


496 


NRRTERLGRWrPCTOAWPAPVNI A\C\ A 
PSmDSEQVGSGCVPLAQSMAPPGPAWR 
AGHHVRRRSENPRPGPFFGSFFKRFGTNR 
GWSRRDDDPGGPGSGSRWPPAPRRGGQ 
WRCPREPG*RRSSSAGRGSSPCALRHRA 
TKASSSCSSPCPPTPTKRERALAAASC 


6456 


14507 


A 


7193 


3 


514 


SVPKREELQGHHRVRGGEHRVWTRQDV 
LOHRLPATSVWTHPVT PPT AT? AP AT HP A 

SGAARRTAARAAPL\PAVPAAAAAPGRA 

RPTTTWPASPPSPRSASPPTAPSSACWSP 

TP/GSPFALRPLRAGLGAVYTRSRAHPRR 

PLPAHLCVOJRHRATKASSSCSSPCPPTPT 

KR 


6457 


14508 


A 


7194 


2 


324 


GGGFRPLFPPLWRPKPVGPPRVEIFGPAC 
PPWENPFSLKIPNLPGVVGPSDYSRF\SEG 
LARKLPLTRKGRFR*PKFPPLPSFLGKKR 
EIRFPKKTKKKIFINSSSSC 


6458 


14509 


A 


7195 


3 


344 


ERQKLHYKYSKQFLTLFQDWNTNWKAE 

EPEEQKLATMFREQQKSCL*ARMVQRQ 

RH*NKLN*NQQFLRSLEDLEENQSS\FTD 

EQSDLRKEMARLQTKLMKETLQQDLAU 

HSC 


6459 


14510 


C 


7196 


68 


319 
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6460 


14511 


A 


7197 


56 


945 


HRKLDRNYSRHMGCGSPGPEPRRAEEPC 

PP\RCMPTKETGAFRSHTRSRLGPF*SLAE 

PPF/PRVPVSRGPLSASSPPPLSSRDAGLQ 

TSQLLP/SWGWSVPNSIIPELDLGPLSPTGR 

LSAAFPCRSPPSTGNGKDATSQVDSPHP\ 

PSFRSPGLELSRCPGDPVTATSPHEWTQQ 

GKDWRPCSCPLVMQAPPTSHIFLPPPSRS 

SLRRPRAPSGCPWGCLG/RPPAGPWATP 

LAGLPSWS\GVRLPG*GVLPPASRGSG*G 

PPRHRPDAGSERPAAAAAGFAGP*VCSN 

SSALPSVYEGLL 


6461 


14512 


C 


7198 


161 


262 


MLKGIPCLHPPLASSSQSDNSQKCLQTLP 
SLPR* 


6462 


14513 


A 


7199 


132 


1007 


NPQAPQATKKEGRKNARKGGSVCSGVP 

WGPPPRKVFTVPWRAESPGPGESHAGFE 

SLRHGHAGAGPKGMPRRLPTENTVSAE 

GSTGGESGARVPDTGKGL*PATHPLPWG 

SLSGF*ETQRL*G/PCLEGG/yPGEAGQSL 

ETFLAVV*LGAAG*GWVEARDTFKHPTV 

CRTAPTKEDSPPETQQSGAGIGEAAVWC 

QPHIGRRALQEACGEHGDRGRFGGNHA 

E/PDRGGNEAAPTNNNPTHPDGHTSL*G/ 

VTGPSP/PGRWGN*GPESSEPGLDPGPPH 

PPTSWCGLFLRSFRLHS 


6463 


14514 


A 


72 


218 


428 


LSSLPTTISRVFYNLS/CSHL*YSLKHHF1Y 
LFIYLFIYLFIYLFIFETESPLSPRLECRSGI 
SAHCNLRL 


6464 


14515 


A 


720 


3 


408 


DAWANARSRVRLEVAGLRRDL*R/CSER 

WPLARATPFCFGSAMPMYQEESNLSLQ 

ALESRQDDILKRLYELKAAVDGLSKMIQ 

TPDADLDVTNIIQADEPTTLTTNALDLNS 

VLGKDYGALKDIVINANPGFPPLF 


6465 


14516 


A 


7200 


59 


326 


TGLSPGSEIGALPGNLV*APFFFNPKNLP 
GAVGP«>GVPPFWGG*ARGLGGPRSSEFP 
LVGLGPIJVFRLGTKLGPVFKKNQESKKJC 
TSV 


6466 


14517 


A 


7201 


3 


263 


TLRKKFFQPGKTTRFSPHTPXFSSFFPQKK 
EKL*GGNPPKFPPPKKKPPPKKP/HHPSSS 
PPPKSSSSQSHAPPKKGPPPEPLKKNPP 


6467 


14518 


A 


7202 


1 


348 


RYRSGIPGRRTRAGETPSLLKIQQPG/GD 
GARS*SRLLRRLRQENRLNPEGRGCSEL 
RLCHCTPAWARE*DSLSKKKKKEFKIPIY 

FLTLLWDVFRTQYTYSIPMCLLCGEMVT 
DI 


6468 


14519 


A 


7203 


3 


441 


SSGSRSECRFLPLLFNVVLEILAGAIRQ/Q 

KE/IKGIHIGKVKVSIKLTEVINKFIKVA*Y 

KIN/S/NKSVVCLYTNNEQLEKKFKISSSS 

SSSSSSSSSPNH*GKDLYNENLKTLLKEM 

KENKWINIPCSWlRRLNNVNISILSKVOy 

KF 


6469 


14520 


A 


7204 


3 


310 


TINCVDITDIYRLLHPSTADCTFCPSSNGI 
FTNIGFnLG\KTHINKFISIEFI*CLLSDHRI 
laEINNKTNWKIPKYL+INTLlKEKCEEQF 
*NTVN*NPNT1 


6470 


14521 


A 


7205 


3 


88 




6471 


14522 


A 


7206 


2 


1053 


TMPSSVSWGILLLAGLCCLVPVSLAEDP 

QGDAAQKTDTSHHDQDHPTFNKITPNLA 

EFAFSLYRQLAHQSNSTNIFFSPVSIATAF 

AMLSLGTKADTHDEILEGLNFNLTEIPEA 

QIHEGFQELLRTLNQPDSQLQLTTGNGLF 

LSEGLKLVDKFLEDVKKLYHSEAFTVNF 

GDTEEAKKQ1N\DYLEKGTQGKIVDLVK 

ELNDRDTVFALVNYIFFKGKWERPFEVK 

DT\EEEDFHVDQ\ATTV\KVPYELKR\LGM 

FN\IQHL\KKL\SSWGAA**KYL\GNATRH 

LLSCLDGGGNLQHLGKIELHPTIIHSPSFL 

GEIEGQ/DRSCPALHFTQIVPLLGTYGFLK 

SVLGFNWGIH 
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6472 


14523 


A 


7207 


2 


334 


RDPPGPGPAITARERKCAKHVPSLHQTIV 
THLKL*VVLAQLTLEEPTHCHANPDLIFE 
DMEAMTDLELHELCQQDRHINNFQLDM 
DLILDSGKFQVVGCILSELKQKDSSN 


6473 


14524 


A 


7208 


1 


306 


LRRaa.CSVAQAGVQWWDLSSLQPLPPG 
PMPFPRLSLPSSWDHRRPRPLPANFLYF* 
*RRGFTVLARMVSIS*PCDPPASASQSAG 
ITGVRHRTOPPRYVFM 


6474 


14525 


A 


7209 


156 


331 


QPLILRCLPPRSIYRFNSIPlKIQVTFa*EK 
EKSLLKFIQNLKGP*ITKT1LRKKKVD 


6475 


14526 


A 


721 


. 25 


494 


PLTVSERWPLARATPFCFGSAMPMYQV 

KPYHGGGAPLRVELPTCMYRLPNVHGR 

SYGPAPGAG\HVQEESNLSLQALESRQD 

DILKRLYELKAAVDGL\SRRIKPPRATLD\ 

ETNIIQADEPTTLTTNALDLNSVLGKDYG 

ALKDIVINANPGSPPLS 


6476 


14527 


A 


7210 


50 


269 


FRNIKHQRDYNEQ*YG/NKLDNPEDMNK 
F*ETRYT*/PNLHQEEIGMLNRPVTNKVL 
♦LVIKIPLTKKSPEPDGFV 


6477 


14528 


A 


7211 


584 


1001 


ILKLWGVGTG*TKVPPQVPPTPHSRA*GF 

PRRECLRRQ*PRP*SPGFGPLSFPTSVELM 

GVKTVLSQGASRERGSWG*KGSPLNGR 

QFWAQGGA/LSWVAWGGGGGWRGSNG 

KG*QPGEQGSSLQPUPPPRTWRMGPQG 


6478 


14529 


A 


7212 


79 


315 


ERDFLFVPRVGFQGPNLG*LKFPLPGLPL 
FSGLTLP/RNWGLRGPFTTPG*FLDFLKK 
RGFNIVAQVGLKFWTSGDPPPL 






A 


/Zl J 


247 


827 


KYLEIVLLLKY*RNSESCVFILKCSFSUL 

LELTMKKKILCLIYI*LLTVQTVTQWIFV 

CPPKTF*S*AlFNKDV*IILnLIVVKLLLV 

WVQYILSFLILLKLN1*DVCFVLLH*VLFL 

KNSLCVYELILDLFLYSM1KDN*KFCTVFL 

GPWKFVF*YFLRMSIYFVHNKLALYMK 

MGLNQIKKVMLLSSKKK 


6480 


14531 


A 


7214 




311 


LNREKLKAFPLTSGT*QE/CPLSPLLFNVV 
REVLATAIRQEKEIRGIQIGKEEVTLSLFV 
DDMILYLKKPKDCTKKPLEL/NTFSKVA* 
YIINIQISVAFLNAKSK 


6481 


14532 


A 


7215 






NGDPCRAEALSDTPVPQSSGSGDHNEKG 
PSRSPFQLH*PGPWGPAGCRGRPAPTPW 
RLVPAGPLRDSQEDPPSPEEPGSGGAAGQ 
GGG*GLSCFP 


6482 


14533 


A 


7216 


80 


251 


GKFHISKTL**NINILIWQLSVVA1GIN1Y 
RTSNVEVLLQFLEDQNTFPNFEHLAYR 


6483 


14534 


A 


7217 


161 


333 


GKFH1SKTL**NINILI7VQLSVVAIDINIY 
RTSNVEVLLQFLEDQN\TFPNFEHLAYW 


6484 


14535 


A 


7218 


3 


299 


PPFRTHQARRFAPTQDWQIGFTQH/RP/G 
VRKQKYLLV*VDTFTG*VKAFPTRSDKA 
J AVI 1 oLLSDIirRlGLPl ClV?5>bc>TLALlSQ 
ISHPSCQAATIQ 


6485 


14536 


A 


7219 


526 


1108 


TQTKNSKIYFN*LLF*ETGPHSLSPQAGV 
WWHSHISLQPQPPGLKXHPPHPSLLSSWD 
I KH 1 oLKrANr 'Kir Vb 1 UbLH V A vlJOLE 
FLGSSSPPVSASQSARIAGMSLGARARPC 
LK 


6486 


14537 


A 


722 


358 


445 


NSFGRTIFFFY^FFFFFFFFFTIQTFKGGPL 
SPFFFLLFFINPFPRFFFKFnPFLRALAFF 
KPFFFFKIVLAEPYFFFTNPQILMRGGGG 
FSGRGS 


6487 


14538 


A 


7220 


181 


272 


IQSWFNILKSIHVIHHSNRLK/NVNHIVSS 
SSSSSSSSSSPPFLIKKQ*KG 


6488 


14539 


A 


7221 


2 


334 


YDEEWRRSTVHPDEVGNLK*EDR*ALQ 
NRLRVFLSLMDTGWLDNLLLDIDKADVI 
VKMLDA\SVIKMEGGTDNDLNILDQDVE 
DEHA*KPGEPSKNEEGRAVSGLGDGERK 
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6489 


14540 


A 


7222 


1 


323 


VVSYLLVFESSSK*KKI1YQDCIGFVQDC 
Ll^lMDPIDSLRGKNVIISLDTEKVVGKlQ* 
PFMTKIFSKLGIEGNFLKWLKYQQSSTVS 
LLNV*ILKAFLSRTE*GCM 


6490 


14541 


A 


7223 


2 


690 


ATYIVDFGFQYNIXREGQMLTAFCGMYP 
YVAPERSLGQACQ*PARDIQSLSVILYFR 

YHAPPLFALQLDSUIKLLMLNARKGPSL 

♦LMKNPWVKRIQKMPLIPYEEPL/RGPPQ 

TIQLMVAMGFQAKNISVAIIERKFNYPM 

ATYLIL+HTKQERKCSTIRELSLPPGVATS 

PSPSTELSTFPLSLMRAHREPAPNVnppp 

ESQ 


6491 


14542 


A 


7224 


2 


338 


SSSYTPEYWQ*RSRSHSPMSNQRRHTGR 
RANPDPNTCLRVFGLSLYTTDRDLREVC 
S*YGPLNGANVVYNQQTGRSQGFAFVH 
F*G1DDSKEAMVRANRKELDDRRMRVD 
YS 


6492 


14543 


A 


7225 


604 


841 


RPGGQFCLMEASPSGFNPFFLLNLPREW 
ELRVPPPTRGNFF*FLKKNGFI/EVNPGGF 
DFLN/SNDPPAFASKGVGLTALTP 


6493 


14544 


A 


7226 


3 


343 


HEPNGFYAEIECERCNSPELDEEGYSIIPD 
EPGSTNGKHFYSSSESEY*E*SHKI\YIQIK 
PSLSTDILNNAAPVDELKASIGNIALSP*P 
EGAIKRNLSREEVARPRRFTPSP 


6494 


14545 


A 


7227 


3 


304 


HEEKNEK1RNVGLCEAIVQFTR*YL*VCL 
*RSVNS*NCCWR1VPNIFF*PL*\TFSPSKP 
AKSLHTQKNRQFFNEPEENFWMVMVFT 
YTVYLSEIVWVELW 


6495 


14546 


A 


7228 


1 


167 


SARGPDGFTAEFYQTFKEELVQILLKQFQ 
RIKGE\SSLKSL*ETS1TLIPKTRKGT 


6496 


14547 


A 


7229 


2 


334 


ARDRAALETVIRRARPELRRPGVQGIPR 

\/i4i7f v^1SC^^\ff\onl r^ov/si nofM t>i xti a 
V ncLKJcc I V t^KvjLvK V VjLrUr l^r LN LA 

ALYAHVA*EKRVVSILSRTILIVIL\VESU 

LLIIVLTYGYQLSILCTCSVGNIF 


6497 


14548 


A 


723 


452 


764 


LLFSKCRAVEKNLSKEDPHMETIKVAFV 
MTSGERDTGLTEPMAG*RGS*GS**DGP 
ARGHETSLGHRGVSGDGGSMGPSLTAN 
ALPSISRPFPDSVTDSGSAPL 


6498 


14549 


A 


7230 


1 


792 


FFYREVKPSLFVDCKILITEIPKES/NRVL 
QITRELSKMLAYKVSMLKSILFILT\REYK 
KVKMPFNIVY/NNTKYSRINLMKDIYDL 
Y 1 Al YPb J AALKYKYMCNLQNIARRN^R 
PPI TsI1^WW/RFF*Y^WrPfiT VVK'TT VFPI<:n 

IYRFNASPNKKSPPLFNKLIPKFP*KYKG 
RRISQTNLGRin*LQDLKIYYKTTLK\NIV 
WYWYEVRQRLLPPAPQSAPIPRTCWQLS 

PSDLQGLKGAEEGLTDWGGKQSGTEITS 
GHLPPLSTFG 


6499 


14550 


A 


7231 


1 


2541 




6500 


14551 


A 


7232 


560 


901 


GNPATPSHCSLPQPPTPQEGAAA7^^PDFF 
FF*KQP*QPKPQVSSQPPWPLSTSLPPACP 
SCSRSRAPAVPAPIQAPSAILPLPGQSVER 
LCVDPRHRQGPVNLLSDPEQGVEVTG 


6501 


14552 


A 


7233 


13 


2931 


EEGRQQSPAADVKTGLRAPLAASAWPH 

RCCVRRLLARITMKPPRPVRTCSKVLVL 

LSLLAIHQTTTAEKNGBOIYSLTVDSRVSS 

RFAHTVVTSRWNRANrVOEATFOMEL 

PKKAFITNFSMIIDGMTYPGIIKEKAEAQ 

AQYSAAVAKGKSAGLVKATGKNMEQF 

QVSVSVAPNAKITFELVYEELLKRRLGV 

YELLLKVRPQQLVKHLQMDIHIFEPQGIS 

FLETESTFMTNQLVDALTTWQNKTKAHI 

RFK 
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6502 


14553 


A 


7234 


3 


338 


DAWVSVLCCNLSEAKRRINSLSYNQCEN 

IRRLPSPyRDVWNGENSRYVEKQASEQQ 

VELLTNERYLMEESQLLLQYLHVYHMN 

YFLDLTCRPTFYCYLTEAPIG*PMCKGYL 

S 


6503 


J 4554 


A 


7235 


147 


380 


ASCRFDFFCLLCYRVLFSNLTVFCFAYR 
YFNIYMSFCFTFFLYFWWL/FCYDFLL/D 
YVF*TLLIVLVCFFPVSFVMFLI 


6504 


14555 


A 


7236 


1 


257 


PTRPDFFAQQQHLTPDKIYHVTVMPCYD 

VFRLLEEEGVSLPDLEPAPLDSLCSGAYA 

♦EPTSHR\GGGSGGYLDHVFRHASLQLFD 

S/DW*VSS1HLR**DFFAQQQHLTPDKIY 

HVTVMPCYDKKLEASRPDFFNQEHQTR 

DVDCVLTTGEVFRLLEEEGVSLPDLEPAP 


6505 


14556 


A 


7237 


2 


502 


PVWWNLORRTSAGPGTAVPGI AVA*FR 

QTGLTRSPSSGRDGAGVRDLWNPPPPVP 

IPL\PLGFHLRGPDSTLAEQPSACLPGS/PP 

CRKGLGQPQQHGHLWPG+IGIQFRLGFH 

GNQGPPGPSNLPYPPFLFAAPLHTRHVPC 

/LHHCCPLTWAALPTPLCLWRCSAIOD 


6506 


14557 


A 


7238 


1 


828 




6507 


14558 


A 


7239 


2 


*775 


NISREMLQQSKILKVIRKNLVKKCLELFT 

ELAEDKEhmCKFYEQFSKNIKVGVNNH* 

r WrL*rrrrFi^btbLCKJbHrLrQL01H 

EDSQNRKKLSELLRYYTSASGDEMVSLK 

DYCTRMKENQKHIYYmGKRTLCYSHT 

RRbYNLVuSVGWSTQVALLQLVLI'AR* 

LT*TRSFSVLGSA*VSG*QEKSELDETILN 

C*KV*K»LCNTSGETKDQVANSAFV\ERL 

RKHGLEVIYMIEPIDEDCAQQLEEF*GK 


6508 


14559 


A 


724 


209 


384 


KYETlRYRDSVKGRFnF*HLTKMCLHLR 
AIGLGADDSHFYSCANDVADSGTTLFFD 
S 


6509 


14560 


A 


7240 


1 


2303 


QLLQRPGVAVPLVLCGHLAKMPEETQT 

QDQPMEEEEVETFAFQAEIAQLMSUINT 

FYSNKEIFLRELISNSSDALDKIRYETLTD 

PSKLDSGKELHINLIPNKQDRTLTIVDTGI 

GMTKADLINNLGTIAKSGTKAFMEALQA 

GADISMIGQFGVGFYSAYLVAEKVTVIT 

KHNDDEQYAWESSAGGSFTVRTDTGEP 

MGRGTKVILHUCEDQTEYLEERRIKErVK 

KHSQFIGYPITLFVEKERDKEVSDDEAEE 

KEDKEEEKEKEEKESEDKPEIEDVGSDEE 

EEKKDGDKKKKKKIKEKYIDQEELKKTK 

PIWTRNPDDJTNEEYGEFYKSLTNDWED 

HLAVKHFSVEGQLEFRALLFVPRRAPFD 

LFENRKKKNNIKLYVRRVFIMDNCEELIP 

EYLNFIRGVVDSEDLPLNISREMLQQK/S 

KILKVIRKNLVKKCLELFTELVAEDPANY 

QK\FYE\QFS\KNLKALEYHEDS\QNRKEA 

FPELLRY\YTSAS\SDEMDTLKD\YCT\RM 

KENQKHIYY1TGETK\DQVA\NSSLCGTV 

FRKHGLXEVIYMIEPIDEYQVQQLKEFEG 

KTLV\SVT1CEGL\ELPED\EEEKKKQEEICK 

TKiTENLCKIMKDlK\EKKVEKVVVSNRL\ 

VTSP\CCAVTSTY\GWTANM\ERIHGKLQ 

ALKETTSTMGFTWQPKKHLEINPDHSIIE 

TLRQKAEADKNDKSVEGILVILLYETAL 

LSSGFSLEDPQTHANRIYRMIKLGLGIDE 

DDPTADDTSAAVTEEMPPLEGDDDTSR 

MEEVD 


6510 


14561 


A 


7241 


158 


405 


RMNLDSDGMDDIISQESSLDMEGNYKK 

AQKNEREAIRLILAL*SFFDDGSR1YIS/CE 

QSGKQIFSPH**GINFQIGLSSTWSP 
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6511 


14562 


A 


7242 


3 


442 


TLLMFNNNVSLLTLTFCMFLEFSLPCTED 
VPTCGDSCDKVLECGIHRCSQRCHRGPVC 
T*VIYFHAVFQAGPECLHCEEGCSKSRPL 

VLPQACHCPQFCLQSPPFLFTHKEPQSSW 
SSG 


6512 


14563 


A 


7243 


2 


322 


SGWSLTEQDPYNNIVRTAIEAMAAVFGG 
TQSLHTNSFDEALGLS\TVKSSL1PFSLHF 
1 F<;*OF<ll WT<?IFI FILlFFYFYl <ll 1 THFPV 
IFYLISIFLFFFLFIY 


6513 


14564 


A 


7244 


1 


361 


RELLAFWQ>IFKLRPQGPFFSP\GPGGEKK 
Jtv oLrl^X 1 rrJSXJKjriryjri oriNuivurdOOv^i*r 
PPRGG/SPQGSSSLPKGPQGWGPPFP*RSP 
PCPPHRIGVPQVSSSPTPGLVFPRGPLNPG 
NLGG 


6514 


14565 


A 


7245 


115 


313 


LVRSLTSLPHSPPNPTLSLPS*LPPYGPVY 
LSHYPPSPPITSLTHPPPSPSPPTSLPPP\SPI 

TPTS 


6515 


14566 


A 


7246 


2 


326 


NEGECRKDVEMEPVLQAEKTNFQNHKG 
HEFIPTLWVHFPANCDACAKPLWHVIKPP 
PALECRRCHVKCHRDHLDYTDDLIFPCN 
IRYDVSSTLRYS*LLHFSDEITn 


6516 


14567 


A 


7247 


1 


364 


EHTRAEDHMLEEREER*RAERAQREE*L 
PEYQERMKTL*EADRNIRPRELEIEERER\ 
RTEEERILGDSSLSRKDSRWGDRDSEGA 
WRTGPEAHSEWTIGSPQMEWRP*EWLY 
r\r\D c vrnrk 

Ul/Ko 1 1 \JU 


6517 


14568 


A 


7248 


86 


512 


RGRVEAAPGYGSHLCHNFLPCTYWQKF 
GQPPGLQRTAASYSSDTMLGTKAETHPT 
FAFFPAQGPKCESWQSRDTSARSETLGT 
ACSYNTGNNWAGAAAHGDTEDLQWLQ 
RKRE/RSERKTRTDLKGVRTSNGTARDD 
NCAYSP 


6518 


14569 


A 


7249 


2 


703 


PDCPSRPT/YARGTSPGNKTENAHKGPKS 

VSSAPKMR*SLQDTG/REDTREPVRFHTD 

TGTKEQTVIFAD*KIAGRCKT*GQFPRQR 

PPHGGGSTPQLFSAAIGTSFPARFPAVKV 

HGFKTSPTGRGGGHWANTRXSFSWLATK 

KRESERKTRTDLKGVRTSNGTARDDNC 

AY br HRRfcKuAr rr AMOL Y KKo Vl^AKKN 

HIVLSKTGGRSVRRHDHRRSRSWRLRPG 

VSHHMRRSQR 


6519 


14570 


A 


725 


68 


362 


SLPTIRECIYIHVVHAGDHIGNACWELYC 
L*HGIHPDGHMPRDLTIGGGEDSFNTFFT 
ETGASEPVPRAAFADLEPTVIDEVGTVTY 
GOYLOL*QLIK 


6520 


14571 


A 


7250 


148 


357 


LGIDLTKKVKKLSKKNYKTLMKKIEDDS 
N*KDNSCL*IR/MTILPKAIYRFNTISVNIP 

MRFLPDAWADAW 


6521 


14572 


A 


7251 


1 


389 


RGAQAIllVF/NLNDVASLEHPSKWLADA 

LKENDLPSVLLFLTRAQYALMEKDALQ 

VAQEMKAEYWAVSSLTGENVREFFFRV 

AALTFEANVLAELEKSGARRIGDVVRIN 

SDDSNLYLTASKKKPTCCP 


6522 


14573 


A 


7252 


1 


144 




6523 


14574 


A 


7253 


174 


809 


DQRGGNWAYECQWEGPCRLTHPLLSTS 
HORQ WLAD ALKbN JJ Jr o o V LLr L. V O oKls. 
DLSVSVPVGGLPSLVRECPPLTLAFPQTP 
AQYALMEKDALQVAQEMKAEYWAVSS 
LTGmVGGFRALL*HSCLALLSLLHLQLC 
PVSPDPALPLSTYLLSVSGENVREFFFRV 
AALTFEANVLAELEKSGARRIGDVVRIN 
SDDSNLYLTASKKKPTCC 


6524 


14575 


A 


7254 


1 


524 


MERFEVLGIPFSLQLWDTAGQERFKCIAS 

TYYRGAQAIIIVFNLNDVASLEHTKQGV 

AECLKEE*PSRVVLFU.LGFKKDLSTPAQ\ 

YALMEKDAFPGGPRRLKAEYWAVSSLT 

GENVREFFF\RVAALTF\EANVLAELEKIG 
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GLDVIGMFVRIhASDDSVNLYLTASKEEAP 
HVCP 


6525 


14576 


A 


7255 


1 


258 




6526 


14577 


A 


7256 


2 


562 


RCFARYRPVHADPLYCOGHAAPVGYST 

VSRTHAPGGA^QLPPPPPYTA/GRGAQVG 

RGCSPARSGAWPHRSGAVDHPLTQGDH 

TAPDHSSGLNDHSHHGAGARHLPPPQG 

HAAWPP*DLNPCRTQPS*PSHSPRPGSPL 

APVAPPWALGWNQEYFPKSDiSLLLLAK 

LYLIQWVFPCTVDFPNVINFNIK 


6527 


14578 


C 


7257 


30 


323 


MRLQLPSTSHLPVKRGXKEGEAVVLPEV 
EPGLTAREQEATPRPRETTQLPTTHQALG 
WNQEYFPKSDSLLLLAKLYLIQWVFPCT 
VDFPNVINFNIK* 


6528 


14579 


B 


7258 


249 


374 


RLRWPLREVGQSVDQRCrnCPREPVSGl 
RYCDFLPGVYDCT* 


6529 


14580 


B 


7259 


77 


867 


XAGALQDITLSQQTPSTWKDTQLLTAIPT 
SPEPTGLEATAASTSTLPAGEGPKEGEAV 
VLPEVEPGLTAREQEATPRPRETTQLPTT 

HETSTPAGPSQADLHTPHTEDGGPSATE 

RAAEDGASSQLPAAEGSGEQDFTFETSG 

ENTAVVAVEPDRRNQSPVDQGATGASQ 

GLLDRKEVLGGVIAGGLVGLIFAVCLVG 

FMLYRMKKJCDEGSYSLEEPKQANGGAY 

QKPTKQEEFYA* 


6530 


14581 


A 


726 


1 


1254 




653] 


14582 


A 


7260 


93 


1049 


TSGSHSGITQFLPCFSGAQPTGQSP\*KRP 

SPGPQHRAARCTHFPEGSPFFGSSCSRPR 

NRAWVSAWWAGS*RPAQWSQELTQTP 

KQAGGQWRGPAPSRTPMPRRLEPPQHP 

KEQERHGVALEQSR/PRTLPPALGHTCV* 

r>np<2 AFPVP AnPwriMP<;iv4riQ A /WPP ^wv 

CHVL*LSSHPLIQGRRGSPCPPPVGLGISP 

SPCPGGQPRPQPD\SSLLGA*ASGFSGTPK 

FKGPGTHHGPCQPLPSPAGLGSGLGEDL 

EAVGRTQPSNA/PLAPGQ*ATGGSALQPP 

VHTASNAPGPVSPDAPPPLPDQAQRLQD 

QQ AKAKPCPR 


6532 


14583 


A 


7261 


2 


643 


PRVRLNGIVDR+VLGCLPCYDLGIFTDRD 
Lu V riAlJAliUL, V tNLusJUL.! A' * Jr r L AbUl 

RIHGDKVTVALRPFHERMEACFKQLKE 

MVENEYGVRlMPSSLbD*RGIRPRSMVR 

AFTMPSSSRPLSVASVSSLSSDSTPSRPGS 

DGFALEPLLPKKMLSRSHDKLYKDDLDT 

DKKDYMTYNWTCRQFQISRDKMKRTD 

VSLYIMLVSPNPNLSY 


6533 


14584 


A 


7262 


59 


339 




6534 


14585 


A 


7263 


2 


519 


ILFLFLFYFISFLRWSFTFVAQAGVQW*D 

LDSLQSPPPRFK*LACLSLLSSWDYRHMP 

PRPANFLYF**RWGFTMLARLVLDS*PQ/ 

CDPPASASQSVGITGMSHHAGPTMKLLN 

PQSEVIFSPRNSHSTLLTPLSRHLPHPISIS 

TWCIHYAPLHTVSISAEEAPWLFACPQS 


6535 


14586 


A 


7265 


3 


317 


EESFTAHMLRHRGVQPFPCGQCDKAYG 
TQRDLKEHQVVHSGARPFACDQCGKAF 
ARRPSLRLHRMTHQ\GQLPMPLAHALCG 
AAPGSQGFLWNHMRLHT*KKPFL 


6536 


14587 


A 


7266 


285 


672 


PLCTREKSEYMCTSYSLARSRVGQTLCK 

GVQWRHLSSL*PPPPGFKQF/SCLSLPSR 

WDYRCPPPHLANFFYF*QRQGFTILARL 

ALNS*PRDPPASASQIAGITGVSHRDRLII 

NFLDFEGYT*SATDS 
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7267 


3 


231 


Q1EQLHRRF*AA*/RGDQPTIRKENFNNV 
PDLELNPIRSKIVRAFFDNRNLRKGPRGL 
AJDEINYEDFLTIMFYFLSI 


6S38 


14589 


A 


7268 


88 


360 


KINMGILLKLVYRFSIHPVKTPAGLF/TK 
NEQ**TEFDKR1LKSIWKCKE/PYSTRTMF 

QQKDRYKE 


6539 


14590 


A 


7269 


2 


355 


RRLFFFFFFLRRSL/DSVAQVGVQWHNIG 

SLQAPPPGFTPFSCLSLPSS*DHRRPPPCP 

ANFLYF**RQGLTMLAKLVSTS*PCDLPA 

PAHQSAGITDMSHRARUVSLFKRQKTY 

GNN 


6540 


14591 


A 


727 


65 


1552 


PLKAKMGKEKTH1\NIVVIGHVDNGQVSP 

LLGHLIYKaGGI\DKRTIEKFEK\EAAEM 

GKGSFKYA*VLDKLK\AER\ERGITI\DISL 

W\KFET\SKYYVTYPFDAP\GHQRLLSKN 

MIYRGHLKA*PGLGGPLFGGVLP*LFAA 

GVWWNLKAGISKNG\Q\TREHALLGLHT 

WVWKQTKLFGVNKNWIST*GHPTAQKK 

ILKEIVKGKSALTLRKIGYNPDTSSILCPIS 

GWVNGDNNAWSPNAVNMPWFQGDGKVT 

RKDGNASGTTLLEALDCILPPTRPTDKPL 

GLPLQDVYKIGGIGTVPVGRVETGVLKP 

GMVVTFGPVNVTTEVKSVEMHHEALGE 

ALPGDNVGFNVKNVSVKDVRRGNVAG 

DSKNDPPMEAAGFPAQVIILNHPGQISAG 

YAPVLDCHTAHIACKFAELKEKIDRRSG 

KKLEDGPKFLKSGDAAIVDMVPGKPMC 

VESFSDYPPLGCFAVRDMRQTVAVGVIK 

AVDKKAAGAGKVTKSAQKAQKAK 


6541 


14592 


A 


7270 


■ 


336 


RGDTGRTLAQRGARSSG/LPTV/LNPGRQ 
LTSAG*PH*YGKARAAMPTPSLVRPVLK 
VGHSPSPEVSGSAAEIAPWnSSPLYNPSS 
LPGPASSPMPIPNSSPLASPVSYTVLV 


6542 


14593 


A 


7271 


■ 


371 


RSRPELNDYKDKKAATKjNVQKK*MQRQ 
KG/DIAIDATETQRIIRDCYEHYNKMSSSS 
SSSSSSSSSSS/PSSSSSSSSSSSS/PSSSSSSS 
SSSQSLPSKKNSGSEGFTAEFYQRYKl PL 
ILKLFKK 


6543 


- 14594 


A 


7272 


2 


406 


ARAARVFLHRTSL>JLSNGGTQC*KTMV 
VHDDliYISbrCM 1 rbKbCj 1 LI VRl^ Ji v^bAb 

TSVVGISCNWMRP*SI\KHYPTQKGSLSF» 
ISTHXTYPQSAFCVIFLHYC 


6544 


14595 


A 


7273 


1 


165 


GSLLPLLFNIILEVLAKAIRQEKSIQNEKE 
KV*LSLLTDHMI/YM*NPTVKKLTT*KLT 
T 


6545 


14596 


A 


7274 


110 


409 




6546 


14597 


A 


7275 


53 


930 


ARSYRQLTMEANGLGLQRIHTDTYPHPH 

LL\RPQGFPELKNDTFLRAAWGEETDYT 

PVWCMRQAGRYLPEVRETRSAQDFFST 

CRSPEACCELTLQALRRFPLDAAIIFSDIL 

VVPQMrbPPPxALGMxEVTMVrOKOrorr 

EPLREEQDLERLR\DPEV\VASELG\YVFQ 

AITLTRQR\LAGRVP\L1G\FAGAPW\TLMT 

YMVEGGGSSTVMAQAKRWLYQRPQASH 

QLLRILTDALVPYLVGQVVAGAQALQLF 

ESHAGHLGPQFFNKFALPYIRDVAKQVK 


6547 


14598 


A 


7276 


86 


552 


KQPQPTAPLWQPLKLSSKLGLAPGHGPC 

CLHLLSALGSLPGLVP\VLPSRVGC/SS*G 

LLLTKSPQPSADPGQRRVALHHVL*VEP 

FASQEAQPPPSLP/WW/PLRGDTESPQGPS 

PLSARCTHPGCRSVRGRWGRARGWPAR 

COGAGGPGGWRTTCPCR 
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6548 


14599 


A 


7277 


176 


779 


NSVSKLGLAPGHGALLPPPAERSREASQI 

PRGRAPGVHYLCLKQPRPRGLLGPQGNE 

RPLPSKPHLCAGLCLGGPGPTSPLPFETIR 

NWARRPPEA*PQGACI/LLLSLGDPRGVG 

♦PWV*TPGGLVFWMSLWHFGPQLKPPPL 

PRSLRPRPSLDLLGRKRHQGQDEKPGGA 

APQMRAL*PVLPLPPHPGTAPQLVTATR 

KP 


6549 


14600 


A 


7278 


32 


492 


FALVGQAGTQ*CDLGSVQPPPLGFK*FSC 
LSLLSS*DYRHVPPCWLIFVFLVE\QGFVI 

1 AVIV Q'M'D+Pr^ /OTVPPTT A C A /C A rJTT/^ \ro 

HCAW/L*LSFSFFC*DRVSVTQAGMQWH 
DLSSLQPLPLGFN*FSCLSLPSSWDYRCV 
PPHPANFFIFSR 


6550 


14601 


A 


7279 


19 


253 


LENSFLKTLPLAIACRNIKYMNLTKCESC 

KLREI\KDLNKWGSTPCSnGKLRIVKMS 

PI pvi TWcrwTiJiJi rvn iv 
r JL«r JSX>1 1 ivov^Jv 1 rrLl^ 1 LIK. 


6551 


14602 


A 


728 


344 


803 


KRDPSLSAYPFFKCmLSTLHFMTAYAS 

LYF1YTEPVFVQHDWLHSKAL*IPFHISPS 

TTIIPLTMVSQPYTEHYIVTKLGEFQVSK 

GNYIHKRFCFlAQFn*LVITQPTMLR*ISD 

YLDKYIGFCPQPQMKQERHTYSPPYQGC 

VYSVVQS 


6552 


14603 


A 


7280 


3 


1023 


FLNWKSKILYSTDDMIIYIENAKESRKKL 

LE*VN*SKLLDTRSMYKSNAFLYTSNNL 

GKPAF*KPYPLAIACRK\IKYMNLTKCES 

CKJLREIVKDLNKWGSTPCSTIGKLRIVKM 

SFLPKLIYKSQKTFFLADIDKSCFF*DSFT 

PGLPRLEWPWPRSQAH*KPSNLPGSSNSP 

GLSLPSSWDSTSACHRRLAhfFFVFLVEM 

W*CMPTVPTTWEAKERAHLSPDVRGYIS 

CDCATTLQPGQQNEISASNKTTVINIVSY 

WCKVIHTRVKWCPEQTTSMSLRVFTNL* 

l\XiV)Il W COIN V o 1 INlv 1 Jtil^ 1 jNll 

PYHIWYTKMNSKWITDLNVKGKTIKVP 


6553 


14604 


A 


7281 


1 


407 


DVCKPDLTVGLRYAPHQYKSWATNLP 
EAKYWFLNWIADLSICAAPR>IND\ALGTS 
AQAYYGYRKQEQILL+EEDALTGTNESL 
ERQMREMEENFAVEAANYQDTIGRLQD 
EIHNMKEEMARHLREYQDLLNVKMGP 


6554 


14605 


A 


7282 




3003 


MNIDAKIHNKILANRIQQHIKKXIHHDQV 

GFIPGMQGWFNTSKSINVIQHINRTNDK 

NHMIISINAEKTFDKTQQPFMLKTLNKLG 

IDGTYLKIIRAIYDKPTANIIPNGQKLEAF 

PLKTGTRQGCPLSSLLFNIVLEVLARAIR 

QEKEIKGIQLGKEEVKLSLFADDMIVYLE 

KPIISAQNLLKLTSNFSKVSGYKINVQKS 

QAFLYTNKRQTESQIMSELPFTIASKRIK 

YLGIQLTRDVKDLFKKJYQSLLN 


6555 


14606 


A 


7283 


2 


178 


PRVRWN/RKVQKQnSIHYGQ*IVDKGSR 
TIQ*RKNSVFN**C*DK*IFTCKRMNLYL 
YFVSSSSSSSSSSSSSSSSSSSSSL*EENTGI 
NLHDLGFGNGFLDMAPKAQATTA*LYL 
YF 
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6556 


14607 


A 


7284 


699 


2526 


MQYNIFQVLYILDELHGILGNLTINKFIH 

RSIVANNLDDLDEKTHQLTKLAQKEIKN 

PNRPVTSKEIEPVIKNLPVTKESPGLNEFT 

GQA^YGQTY^RKELTULLELSQKMEEKG 

AV/IPVTFYKADITLTPKPDKDLTG\NYRPI 

SLMNIDAKKL\KILAGQIQQLliaviITQHD\ 

QVRFIKEMQGWF\HIQMSIDV1IYHINRM 

KGKKVHMITSIDKKKHLTKIQHPFMVKTL 

CKLGRKGNFLNLIKTSIKTHS*QHNSK'EL 

KIFPLIS*KFLISPLLFNnLEGLARAIRQEK 

EIK*1\QIGRSKTTFAENMVLYIKNPKEST 

K*FRLI\*KFSNVAGCKINTQKSKKNLRG 

N*/RQF/PFTIT*KRIKYLEINLTKKVQDLD 

TEKYKTLLKEIKEDLNKWK/NILCWQVG 

RLNIVKMALLPKLVYRFNTIPIKJPVT/LF 

TETEICLTLEFIWGLQV/N*RYSSLFKTILN 

KNKVEGLTFSNFKIYCKATSIKTVLCWY 

KNI*SNRVEWKVQKQITPIVHLWS1DFWP 

RGSRTIQ*RKNSVFN**C*DK*IFTCKRM 

NLYLYFIPYIK\INS\R*IKDPKCKSVNPIKL 

♦EENTGINLHDLGFGNGFLDMAPKAQAT 

TAKKKKK 


6557 


14608 


A 


7285 


2 


577 


KKIKNIKGSIQQEGLTVVNMYAPNDKPS 

TYMKQKLT♦LKGE^DNSTLIVGVF^^T1SV 

VDRT/SQYLSKEI*DFHNTINQLDLTnYR 

TLYPTMKYTFFSSIHRINSKIGHKLSLN*F 

♦KTAVNIFPDHNGMNLVIIPKKKTGKFKN 

HRN*HTLNH*IKKETTRHWLKITPRLWP 

WQRVRFGAQSLQGPQLTAR 


6558 


14609 


A 


7286 


17 


377 


QRKACAPRAWSGDPSACRPSVRS*GSTT 
♦G/KPVNFDDYGDIYIPAVNLKTFLRELA 
ESLLTFQAYDQILGITCEYLPWRRSGGLS 
PHMLSLIYWPMVRLWGGRGDVYPSCYC 
CHMALYGM 


6559 


14610 


A 


7287 


1 


893 


SISSQQT*SSWAPCYRSLPASTWASSLCS 

SSSLSISFSFSSVYSSPPGSSTPLASILSAFF 

♦PLDFSSLASVSSLLPSLNLTFVSWLPPAS 

PLSSLAFPASTLVSGLPSASSLMSSLPPGS 

ACLSSPTSQHACSS/STLSQSLPSTSCCLS 

LQTP*TLPDWGFRSQKGT*V\S*ALRKTS 

SPFSSSTSGLGPAESREQQLGAKTNCASS 

RDRSSRCGSTENSST*GPTPRSSSR*PIPGS 

SSPGEKAAPAASAWAASPSSAPTHSGYE 

LLESSRKEKESCTSWDSESSRAGAKSSGP 

ES 


6560 


14611 


A 


7288 


827 


1393 


ARCRQAREDGRLVQRLCRRGHFVPLQH 
RRGAQERAPGIAHSSCAAEPRPLSLRTDI 
SSALVWPRASCARSCPEMGPPNLKWAS 
GA*TLEECPP\LSGSPRKNLD*PPGLEEPS 
RLEGGTPSSALLKG/PAPTYLPPYALEDL 
PKPTSAA^QHSPSTYPPHVLPIPPTPSSWR 
VVAVGALCSRQDNLHDQPRL 


6561 


14612 


A 


7289 


104 


464 








A 








RRDKRQKKSEIKKGDnTDTTEMKK 


6563 


14614 


A 


7290 


2 


394 


PRVRNHPIQKWAKKGL\DSHLSKEGPQ/A 

AISHMKRCPASPATRE/VQIRATGETHLR 

GCGNIGTLTRC*WGCK/LLOPLWKPVW 

WFLRSLSIGLRCD/PVATPLLSV/WPQAC 

KPGTQRDLHTTVFTAALFTVAEGO 


6564 


14615 


A 


7291 


2 


344 


DTRTHVAEEDKLAIIVEPEKRGKYVVWF 
DPLDGSSN]DCLVSVATIFGFYITNSS\D*P 
SFNHA\LST*RNLYLVSLPFHLAFLSTFHL 
SFLFFFLSFLSLFSYLFFLFSSFFSS 


6565 


14616 


A 


7292 


1 


348 


RYRSGIPGRRTRAGETPSLLKIQQPG/GD 
GARS*SRLLRRLRQENRLNPEGRGCSEL 
RLCHCTPAWARE*DSLSKKKKKEFKIPIY 
FLTLLWDVFRTQYTYSIPMCLLCGEMVT 
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DI 


6566 


14617 


A 


7293 


10 


436 


EYYRFLEAKENRTATY+NL/MDHAAKAE 
LRGKFISIYAYIKKLEKFQIKNLTMQSKK 
LEKF+IKKSSNVFQRARKEQTKPQISQRK 
*1SEKE*TKLRLNQCHKKSLKQPLLS*TK 

T 


6567 


14618 


A 


7294 


2 


403 


CPTSTSTSWTMWGPACREHL*PLPTFP\P 
GQQPNTLP/RPTLRP/SP*TPTSACS/RP*/P 
AVl'bKj'bHroHlJ'rbUJrrC^r lrNVrHL**G 
GPHPTHNLPPNPCPALLQLPGFSTLPRLS 
P*TPPPTPPICHCVSRFLAP 


6568 


14619 


A 


7295 


27 


88 


CREEDDDLVESEDS*QWGESLKRVSFTL 
LDDEATEDAGDLNVKKNSDEVKS\FEKR 

QEKESA*VGRKMMTWLKVKTVNNGEK 
A 


6569 


. 14620 


A 


7296 


109 


409 


KFKNMWKU^TOTL/LhmHWVKEEIKJKEIR 
KYLKJlNENKNTrYQNL*DSAKPVLREFV 
VINAYIKIEEGSYISNLTLYLKDLEKEIKA 
KVNRRKDIRITEEIN 


6570 


14621 


A 


7297 


13 


'811 


VCRRWSGGLARRFGSGCCCSSCPQRRA 

ARRSQVQNGKYL/FDQINRSLENYEPCSS 

QNCSCYHGVIEEDLTPFRGGISRKMMAE 

VVRRKLGTHYQITKNRLYRENDCMFPSR 

CSGVEHFILEVIGRLPDMEMVINVRDYP 

QVP*MDGACHPS/PSPSVRHQS/DHDIMY 

PAWTFWE/WGTCCLANLSYRSWTEGPL 

QRRSGKVSMQWPWKKKNSTAYFRGSR 

TSPERDPLILLSRKNPKLVDAEYTKNQA 

WKSMKDTLGKPAAKDVHLVDH 


6571 


14622 


A 


7298 


22 


426 


IFSHYFFQKFLRLPFIMFIMHLLGCKVDL 
FIFOCFFHLVFYFGLFYVI Kl FPYTFKFT 
NCFLYSFSFTVHLI*YIFPSDIMFLYVEV* 

FKSFF*RYLPLCHVHAFISFLNIL\ISLFSS* 
**LTIFYCPYLLFYH 


6572 


14623 


A 


7299 


131 


353 


IFLPEKKLYKLEKWDRAFDNT*NF*T*K/I 
HTGEKS*KCKKWDRAFKGWPHFIIGKIV 
HTEKNFYKGEQCGKTFN 


6573 


14624 


A 


73 


702 


1281 


AVEMYLVVCGTVAISRVRMSAVCVLRT 
WS\RNAG\QLI\CFTVFQPCSNVHVUKGP 
NYVCFFG\YPSF\KYSHP\HNFVKTINAVC 
GQ\LVQFRFPDTEEGIRKVTV/KCYVKEG 
DTVSQFDNIGKVQSDKASVTUASPYDGV 
I/RKL*HSLDDIAYVGKPLVNIETEALKGT 
VNLr YQIDYCFPFVIGSQIJKvTFKKKK 


6574 


14625 


A 


730 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLWYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

Al^JLdnLHCUKLJHVDrENFKLLGNVLVTv 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


6575 


14626 


A 


7300 


131 


418 


IILTEKKLYKLEK/CGQGF+QHLKLLNIKN 
HTGEKS»KCKKWDRAFKGWPHFIIGKIV 
HTEKNFYKGEQGGKTFNEGSHLIAQESI 
YT*KKLSKYKD 


6576 


14627 


A 


7301 


305 


326 


KVKRQPTE*EKIFANHISA*G 


6577 


14628 


A 


7302 


3 


416 


FLRMGSHSVTQAGVLWRDFGSLQPLPPG 

LKLFSCLSFLSS*DYRRVPPCLAKFCIFS/ 

VRRGFAMLARLVLNS*L*VVCPP\CHVD 

LYN*SASQSAG1KGVSHHTWPHKYHLK 

NLNVFSYOSKSTVNNOLSSOILLLN 


6578 


14629 


A 


7303 


3 


474 
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6579 


14630 


A 


7304 


2 


1050 


REDTKAAVLLHLLHNVVRPQDQTYVFV 

ATKHHAEYLTELLrrQRVSCAHIYSALD 

PTARKINLAKFTLGKCSTLIVTDLAARGL 

DIPLLDNVINYSFPAKGKLFLHRVGRVA 

RAGRSGTAYSLVAPDEIPYMQDLHLFLG 

PLPHPRPTPQGALRVWAGVDGHAGVGV 

PQSWDEEDSGLQSTLEASLELRGLARV 

ADNAQQQYVRSRPAPSPESIKRAKEMDL 

VGLGLHPLFSSRFEEEELQLLDNLVNSIKN 

YRSRATIFEINASSRDLCSQVMRAKRQK 

DRKAIARFQQGQQGRQEQQEGPVGPAPS 

RPALQEKQPEKEEEEEAGEKCEDIFSEVG 

GRKRQRSGPNR 


6580 


14631 


A 


7305 


3 


872 


PKSWNGPPHPPGHRHSRSHSNFSGCSVD 

EERSRTSKDSSSPVNDHRGRQ*MR*KNP 

FAASSRSTSSSSSSSSPSPPLWSTAGRTPT 

TRSGPSPALDKVQIYMEHLLATAST/EPA 

GSAHVPGHLFRAE*VLPAL*GRALLGTP 

VTNNLLGEIAKPSLSQSKRLKAAS/AAKY 

PHDWNHLSCDEARNHYGRRGQPHPPH 

PRT\K*KNGSPTPRSCRARCCST*VSPRRT 

OP ADnnPT \/T PDD*/^DCPr2PT "NTTcvnccrk 
iSJSJ\r\jUrL^W l^riKT %Jr I oVJL/ooV; 

KPASNPGDVQNHPGGLLVGNCNSEPGA 
PSAESFAV 


6581 


14632 


A 


7306 


99 


433 


KLKVKGGKRYRMLTLIKRK*H*IKIQNSC 
VFLYTSN*ELENK/IFGRYVSFMIA*KIKS/ 
LGIILMKDV*NLHSEDYERLLTKIKDDSN 
KWTDMQFTRlR*YHKIvrLILK*PIIY 


6582 


14633 


A 


7307 


18 


146 


LHDSNTRSPQFQKSLGFSTGRHRCPV*EG 
L/RSVTQAGVQWPIHSSLQPRPPGLQSDP 
PASACQAARTLCRWY 


6583 


14634 


A 


7308 


1 


240 


LVCLSKSECLQPLFYHHLTLKNCQFHLC 
RILLHPQC*KQALRHGKACPLCHCCSHA 
ALYMICLAKED'KTFDPQELMYSL 


6584 


14635 


A 


7309 


2 


1790 


ANQLQGEGVRFFVVDCRPAEQYGAGHL 
STAFHLDSDLMLQNPSEF/DTAIL*SLLEA 
QKQSIESGSIAGGEHLCFMGSGREEEDM 
YMNMVLAHFLQKNTEYVSIASGGFMAL 
QHHLADINVDGPENGYGHWIASTSRSRS 
SINSVDGESP/KWLCKLRWILKHOV 


6585 


14636 


A 


731 


99 


641 


APSPDAMGHFTEEDKATITSLWGKVNVE 

DAGGETLGRLLVVYPWTQRFFDSFGNLS 

SASAIMG/NTPKVKAHGKKVLTSLGDAI 

KHLDDLKGTFAQLSELHCDKLHVDPENF 

KLLGNVLVTVLAIHFVGKVEFTPEVQASW 

QKMAEDWTGVASALASTYPLSSLAHDS 

ELSRDRLLFCKQIKI 


6586 


14637 


A 


7310 


1 


1424 


ARILLDNDHYAMEKLKKRVLEYLAVRQ 

LKNNLKGPILCFVGPPGVGKTSVGRSVA 

KTLGREFHRIALGGVCDQSDIRGHRRTY 

VG\SMPG\RIINGLKTVGVNNPVFLLDE\V 

DKJLGKSLQGDPAAALL*/EVLDPEQNHN 

FTDHYLNVAFDLSQVLFIATANTVLATIP 

AALLDRMEIIQVPGYTQEEKIEIAHRHLIP 

KQLEQHGLTPQQIQIPQVTTF*\IITRYTRE 

AGVRSLDRVNLGPLCRAVAVKVA*GQRT 

E\P1WTVLM*LREKVAENTS*KMKNLNLS 

/RDTTDLALPPEMPILIDFHALKDILGPPM 

YEMEVSQRLSQPGVAIGLAWTPLGGEIIF 

VEASRLDGEGQLTLTGPSSGTVMKESAH 

1 AI^WI RKORKF^TKLTNAFGSFDLLDN 

TDlHLHFPAGAVTKDGPSCWEVnSNLSR 

PQLFSGRLVRSDVAMTGEITLRGLALPV 

GGIKDKVLAAHRAGLKOVllPR 


6587 


14638 


B 


7311 


169 


379 


VSQRLSQPGVAIGLAWTPLGGEIMFVEA 
SRMDOEGQLTLTGQLGDVMKESAHLAI 
QLGSAATQRSTQLTNX* 
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65^8 


14639 


A 


7312 


3 


411 


HHFLTCRlKNKIhnnTATKTIKYLRINLRN 

F*SLTKPKLLKDIKVDLNKWKN1SYSWL 

R*FKLTNISVLPIUY\NK1PI*KINTFFIKLD 

KLMPKF1*KNKHVKIGRK/ITKKKSYKGI 

LTLSDIKTYYKVSIIKTV 


6589 


14640 


A 


7313 


2 


423 


SFPLPFPLFPCSSPQGPQLLRKAITRPWPG 
TCPyPASTQVGEFTLRTRPQLSVGV*EEG 
CPYPSPADSPMSEDPGAAPPHHPRSPL*R 
NR/C/SSKGKTAVFAWPASHLASPLQPTG 
LPGKRNNMLSVPNNTPQPDAWVAPE 


6590 


14641 


A 


7314 


2 


416 


ILSTLFQICHCLWSSQLLLTSHCQYHYCC 
SSkNKNNLAWLLLKLFLYNLEA*FIHLA 
VIFLYLSCLGFTALYEFVVCFLLLVLRSY 
SVLLFLSF/LFWNFS\THILELLCPICLLNF 
VLLFMYFSFSVLQFGYFLFLCLQ 


6591 


14642 


A 


7315 


2 


411 


RQGLTLSHGPEVQWHDLSS\LQPLPPGLK 

KIFPPSASRVAGNTDVHHHAWLVFFPFF 

WRRGFAIVAQAVLQNPGLQAICPPMASP 

KCWDYRRGPPHPAQE*EHFLRSLPSTGE 

SYFGEL*HISTRKIKILVHFEETN 


' 6592 


14643 


A 


7316 


2 


333 


TEPALSPRLECSGTISAHCKLRA.PGFMLF 
bCLbLr\bSWUYRRPPrHPAGFFVFLSRRT 
GFHC/RLARDGLDLLTS*SARLGFPKCW\ 
DYRRDDPMPGPVSFNRMENLMETVD 


6593 


14644 


A 


7317 


3 


232 


AASTPRPLRFLPSPTRGLVPN*RPRRRRT 
SSAA\ITPAPEPAPTSARPTRSNTHRRLSP 
WSSRPVTEEMQSAAKHNG 


6594 


14645 


A 


7318 


1 


385 


IPWSRVG*NHPVKNAHLPKAVSKFKTISI 

KKPPLFFPRMEKTILKFLWDSSSSSSSLPV 

*SSSSSSSSSSSSS\FSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSPTHKJKPNTYRQLIFD 

KANKN 


6595 


14646 


A 


7319 


2 


409 


DRKEERLRSPRSGAAATMSSGGKGVAE 

WDPLPCLDPELWDQFDNLENVHSLEKFII 

SAKERTEIELSYTKQLRNLLKTCQPKRN 

WKEKEY1T*NSPSLPVNKMSDHARQH*V 

IFFEVLNFOITVELQGHVQNQKQE 


6596 


V 14647 


A 


732 


154 


411 


AGQPGPEG1QLG*PQ1RDKGDQMGPHPC 
W*VCGTLTPNTSF»VFCCVAGRDGAPGV 
KAHFPAAQKPWDGGFPGP*SAGVGPPP1 
PR 


6597 


14648 


A 


7320 


58 


501 


DPRVRPGTRGPRSGTAGGETTWEGPFGV 
IVRVLMFLSYELRAAELGEVGAGGPRGA 
RRPSQTETAA*PASRFVRGLGPQTLRPTS 
PGPRRSRPLLGDEPPRRRVGGASFPPTRN 
GSGAW\ALWRRPCWECSSRSFLRTTKLF 
LFFGFG 
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6598 


14649 


A 


7321 


381 


2378 


AASMEHIQGAWKTISNGFGFKDAVFDGS 

SCISPTIVQQFGYQRRASDDGKLTDPF+T 

SNTIRVFLPNKQRTVVNVRNGMSLHDCL 

MKALKVRGLQPECCAVFRLLHEHKGKK 

ARLDWNTDAASLIGEELQVDFLDHVPLT 

THNFARKTFLKLAFCDICQKFLLNGFRC 

QTCGYKFHEHCSTKVPTMCVDWSNIRQ 

LLLFPNSTIGDSGVPALPSLTMRRMRESV 

SRMPVSSQHRYSTPHAFTFNTSSPSSEGS 

LSQRQRSTSTPNVHMVSTTLPVDSRMIE 

DAIRSHSESASPSALSSSPNNLSPTGWSQ 

PKTPVPAQRERAPVSGTQEKNklW>RGQ 

RDSSYYW\EIBASEVML\STRIGSGS\FGT 

VYKGKWHVXNVAVKILKVVDPTPEQFQ 

AFRNEVAVLRKTRHVNILLFMGYMTKD 

NLAIVTQWCEGSSLYKHLHVQETKFQM 

FQLMDIARQTAQGMDYLHAKNIIHRDMK 

SNNIFLHEGLTS*KFGDF\GFATVK\SRWS 

GSQQVEQPT\GSVL\WMAPEVIR\MQDNN 

PFSFQSDVNYSYGHRICMELDGRGELPYS 

SH/INNRGFRSIFHGWGRGYUSPDLSKL 

YK\NCPK\AMICRLVADCVKKVK\EERPLF 

\PQII^\SIELLQHSLPKINRSASEPSL\HRA 

AHTEDIhAACTLTXSSPRLAGLPS 


6599 


14650 


A 


7322 


3 


419 


EPQWIQALMPEKEPARQSRGGALRTDSS 

EPSRNEVKKTISFIILAKRTYLEIYATQDA 

♦NLCTEKYKIFLKGIKEYRTKWKDILQS 

WITRHNVKMAKLP/KF1YSFTICIKMP\LS 

FYKLILIFMRKYKGCRIANTI*RER 


6600 


14651 


A 


7323 


3 


222 


DAWVTSTNADKEFEKIQHPLMIKJLSSK* 

VYVNMSYIYPLFKIIKGIYDKSLVNIILNVE 

KLKAFFVLRTGTRER 


6601 


14652 


A 


7324 


2 


395 


GRQPRWRLWGQLLSSGRRPLEPGWHRP 

SRGERGHHASFPEPGPCPGPQQRPQPG*V 

PVPEP\PPKGGPEPRSSGRKASGPSAQPPP 

AGDGARERRQSQQLPEEDCMQLNPSFK 

GIAFNSLLAIDICMSKRL 


oouz 




A 




oj 


**j 1 


K*KKRKEKKRKKKK\EN*KP1THRNIYAK 
ILNKILAHQIQQYIGKIIHHDQVGCIP/GAF 
DKIQYRCMIRyTLQKMGIEGTHLNIIKAIY 
IRPTDSIIENREKP 


6603 


14654 


A 


7326 


2 


137 


SKAKINGWDYI^LKCWYTAKKAISGViCR 
QPTEW/EJaFAN*SSDRR 


O604 


14655 


A 


7327 


755 


1287 


GGWDFAPAEGRERLAPCQIWDPSCLPTH 
W*PLSGLLSRPPPGTQSPQLSPYSCAKSW 
CPCPSLSPGSPMN*PSVPRTTGPSHPEPSA 
HGSHTSPIVATTERAPERISGGDSLGLSPS 
GLEGVNREPLFT\PPSSSGSSVSLMSSTP\P 
PAGHSAA*SPQPGRCSGPAQGQATSRSV 
RGP 
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6605 


14656 


A 


7328 


1 


2239 


MEERKGHKEIHLRRLKVRILSVRMSAIK 

ESPRLLIGNQEPLKQLKQESKMNRYVFN 

TDYSGCIRLIQSRLSHFPESSGQQNPKPY 

MRKFKTPLMIAEEKYRQQKEEIEKQKQE 

SSYYNIVKTQSQNQHITEVEKEMPLQKT 

NEEVSLSGIDSECTVVQPSPGSQSNARIL 

GVCSDNQLSTTSPETVAAKRLHHVLAAS 

EDKDKMKKEVLQSSRDIMQSKSACEIKQ 

SHQECSTQQTQQKKYLEQLHLPQSKPISP 

NFKQSElbVQTFTKJCQYLKTKKTEASTE 

CSHKQSLAERHYQLPKKEKRVTVQLPTE 

SIQKNQEDKLKMVPRKQREFSGSDRGKL 

PGSEEKNQGPSMIGRKEERLITERKHEHL 

KNKSAPKVVKQKVIDAHLDSQTQNFQQ 

TQ\NQTAESKAEHKKLPQPYNSLQEEKC 

LEVKGIQEKQVFSNTKDSKQEITQNKSFF 

SSVKESQRDDGKGALNIVEFLRKREELQ 

QILSRVKQFEAEPNKSGLKTFQTLLNTIP 

GWLISEDKREYAVHIAMENNLEKVKEEI 

THIKTQAEDMLVSYENIIQTAMMSSKTG 

KPANGA/ALVSTKTSPKVSNVHVSNNEN 

SEQKEN*IAKEKTVQHQVAAHDEATVRS 

HVKTHQEIKLDDSN1P\LPL*KHSPPSPTFI 

TIESTARRTENPTKNELSQSPKKDSYVEP 

PPRRPMSQKSEIHRANTSPSPPRSRSEQL 

SEllMSPATL 


6606 


14657 


C 


7329 


110 


298 


MPWISEGRATRPCLRVPSARRGDEGLHQ 
RATANSVYKSRNTWLCWICKPPQSSSPK 
ISEKRF* 


6607 


14658 


A 


733 


233 


353 


STAPGSGRQRTVSEEP*PHSTEDGQRGQ 
WGGTSLQHPAQD 


6608 


14659 


A 


7330 


127 


742 


LVRVFPWREDKVWWHCQE/CRPKR*KS 

KPGLSGPV/APGHSWDSTETTEATGLLLI 

PGPTRRPPTLYHTPCCLSVPRWCRPSSPL 

LAEGTRRQGLVALPSLIHGIQPMGLEVW 

GLASPPR\PGRKWHR*KDKMATQALSVC 

RA*TCILPPSTKTSRPRPHSTPRGPAPTTV 

QRNSRRVNKGSPESPLPRPGLPVSEPHVA 

GTRTARDG 


6609 


14660 


A 


7331 


2 


433 


FED1K*VIGKVKKMMSKQRGNINKGKIIK 

RNQKmVELKSTVTKIKNLLGGFKNRL*Q 

TDK*ISYF/EDTTVEISQSGKQSSSRLEGR 

EQSLKNLWNTIKLTRVYTVGVSEKEKJCE 

Q1V*KISAGNFSNLIKNMNINIQEAQRTP 


6610 


14661 


A 


7332 


1 


281 


PR/PDRDSEAPGADGAGPRGALPVPGGH 

GQDPAEDGPGVHAGGARDGGPDPARGA 

YPPMPSTRGCRKGSLANLP/PVGFQYVH 

PFF*FPGVTAKIQRRMDQVFTLAVRETE 

ALIPPEVPTRQCPAHEAVGKVHWLICHS 

WFSICPSLFLISRAQYFYP 


6611 


14662 


A 


7333 


33 


427 


GSPAPGLPKGWGFRGGPPGPGKFVFFKL 

PKGGFPGAEIFLGEFFORGKKGLGPIFPP 

VFLKTEEGGTLS/NSFFKGRVFLVFKPKA 

GSSSSSSSPNYKPIYLNNTDTKFFNNMLA 

NRI*QCIKEVMQYDRTRG 


6612 


14663 


A 


7334 


491 


731 


DRGLCLPTLEVQWAPILGSLQPPPPGFKQ 
FSCLSLPNSWDYRCMPTCPANFFVFFCIF 
**\SRFHQVGQAGV\QLLTSSDL 


0013 


|4od4 


A 


7335 


2 


575 


AGQVGQLGFPGWAGGEGRGRPPLL*LSL 

PGRQLPREEGLTSVSGHPCWP/DSFPGLP 

GVEKPQGNLVAGGALLPKLQRQSGPGNH 

KTLPISRGPADPGAVPVCHSTVGPRG*HS 

LALHTVPPEKFNIYFFTCPENSSFNSLPLP 

FRSSLEGIQAGVSSAWGHSAGPGTLGLS 

GDGRQRQARRFSLHSCLPCSP 



718 



wo 01/88088 



PCT/USOl/14827 



6614 


14665 


A 


7336 


19 


422 


GEKTDKIQHPLMIKTLTNLGIEKAYISIIK 
VIHNRPMACIIINGAKVKAFPVRSERQRC 
SPSPLLFNIGLKVPVRAIEKEKEMKG1*IG 
KKEIiaCLSGND\MTLYLKHPKNSTKTIR 
TDTFSKVAGYKNTDAWV 


6615 


14666 


A 


7337 


33 


193 


GNLGETLMDIGLGKEFMTKTSKAQATKP 
KI/DWDLN*KSFCTDTNIMHMVLIYL 


6616 


14667 


A 


7338 


87 


713 


DIYYNCFGFASRKTDCLSTRIPCFERTSS 

NS*TONLTALF*IKYDCATVOACRSRNK 

WEVRDAU^SGTNSEFYIIKRFYIYIYIF 

FFFFFFETESHSVAQAGMQWRNLGSLPA 

PPPGFTPFFCP\SLLKWLGPTRRPP/RQTL 

ANFFVLLVETGF\TMLA\RMVLIS*PRDPP 

/ASASQSAEITGVSHCTRLKKIRFAKGHV 

EFFFESHVE 


6617 


14668 


A 


7339 


2 


105 


ENGWCWIATYG\KRKLDSYLSLHARVNS 
RAVDLDLGTETMEILEENLGEVLLDIGLG 
/KEFMTKTPKADSTE1KJNR*DSY1WKNE 
NWIPISHYMQELTQEGLGSRN 


6618 


14669 


A 


734 


1017 


1880 


TLAKWWTRREQRSQLSTQASSYHQWQR 
VGACGQAARMRSAPAVIPTRPGEFVHQS 
LESASNSRLQPVTSTGHRSAPLEAGLLTG 
CVLMPGCSASQASMELHSWSPCPDGFCT 

AAVRSQPEGPEGGTRAGRPEPGGGPHLQ 
EPKASETHNPGIPSREGAAAQGHLQGSG 
THVRGGKQPSAAGPGRIIARVLSGPPGPR 
ARGRGCADGS*ASPRARSSCRSGGRSRA 

AARGSSGR 


6619 


14670 


A 


7340 


2 


362 


STHETFSKIDHMWISTSLSKIKETIVLSIPS 
SSSSSSSSSHSKSNLQNYTNTWK/LNLLQ 

LWDTAKAVLR*NRKDHKLTT*HLKELQ 
KHEQTQS 


6620 


14671 


A 


7341 


58 


341 


IKKFRWGPKPPLKEPPGV/SPDFPII/NFGN 
PGPVPGKDFKFPNFSSSSPWGGRAPPVVP 
TTPnG*MORFP*PP AFGVPRGGDGSPPPG 
APKEGPLS 


6621 


14672 


A 


7342 


2 


428 


FLRRVSLYCQAGVQWPTSVTEPPPPGFK 

♦F/SCLTLPSSWDYRRAPPRPAKFCIF/M* 

RLYFnLARMVSIS*PCEPPASASQSAGI\T 

GVSHRAGLVLFLNKPVTGLGFDSHHPYH 

SQISEKDPPPISSIFNKKSIHTNLLIPN 


6622 


14673 


A 


7343 


2 


686 


PGPPPEVRQHIRVPGTRTGRAAIWPGSFP 
VGFPLHRAQGRGQSPFPFPQGTKGLGLE 
\x7vnr'Pi4 Ar; AHPTrmpT PTMvupQnQAX/P 

W rwOC^O/\Vj/\l^Jl 1 Vjor JjF IIVI V Hx oOo 

MVSRGKPSS*QLEA*GRGRAPGLGSKAG 
PRLHQDTPASQCMWVCLNTPSRQRVRG 
PDTQGYVCVPLPPQPHAPRMNQGQLPPG 
APPPPPPPSLVPKYFPPSQSSWDRKIPRLQ 
APPCPPRH/GPPS/AVTNALPNGPRLSAEA 
PWLG 


6623 


14674 


A 


7344 




603 


SGCSRRCPGPWACWTPQKGFRGGRKRR 

SGLWGLCCWORPHSHRRAGCHHQDGE 

CDRWGLLPRDHSRLWIFLRNYWHQLGG 

E*KANAGGSDRVYQFWG/AGPPSAAPSG 

AAYLQHSTLNRGPSPREDASFTPVGWGT 

CTMSTRQRSPVTPWTASAS*R*EATPVT 

AVTSMPAGAQSPRPPTMSSSASAAARTG 

CTWNGWFWAL 



719 



wo 01/88088 



PCTAJSOl/14827 



6624 


14675 


A 


7346 


19 


1S62 


GRYWRVVDHGRESRVSGPRFRP\SFLAA 

LPPGRHPWPWDAAAGGSPAS*GGAA*S 

ALGLSQPRPPGASDAAPDSTPAGV*TASS 

SALIPSRAR*KGSGTLEETKSRPPHSHRS 

GPVDLSPRSSHSRDSTPVHGPYFRSAPDP 

\GAPPRPSAGQSQLGGGSSGSPGNSIPCAF 

VQQ*LERA*RSHS/SPGSEHRRA*SGGLR 

QGVQGIEVFGLGHPPGGYSCGPQPQEKS 

PPPAHPLGVEIWCRGLYIGWKSHSPHPA 

LAEDWQPVPPAAMAVGAPGLRRIQRTS 

RRWGQCPNEAGHAADPRDSGPPGNYQP 

VSLHILHMDPGTC*PE*QQHPRPPL*MAG 

W*QQLQSHTSLCRSPPPR*RASASPC*AS 

WGRSSAGAAGFRALGR*HLGTSLPGSAG 

SLPPCTAEPPADASP*LSPTVLAELGSEG 

ASEECHSCPHGSPQSLSGSHRPAESQYH 

VER/WKQDMGPISVKSPTPRRGPTSGSGL 

LRLARSSL 


6625 


14676 


A 


7347 


473 


792 


MLARALDARFLRWCRRDQPLVYHSP*PP 
GASDAAPDSTPAGV*TASSSAPAGEKDA 
NQMEWARRA^PRAPPPGSPGPSLIPSRAR 
♦KGSGTLEENKSRPPTQSPFGAG 


6626 


14677 


A 


7348 


3 


411 


LCAAVNRALDEGIPLTSALYYATVTLDQ 

VR>JILRSDTDVSMPLVEERHRMLYDTG 

KILLEKFGGCFLNCVRESENSAQKLMHS 

W\AESCPSYRDVTLVEGKRASFYKRTQIL 

VSYTCIVLEGK*DACLODILSrrML 


6627 


14678 


A 


7349 


2 


331 


AGGPGLPCVPHLPAGARAWRCQQPPGA 
ACCPGRRLPLP/GKPSPGSSRSSRQRGQS 
CRTVSVLPPSSPGC/RGSQVRPDLGPPKA 
EGCSPWGLRAESCGATGARVRCHRCVV 


6628 


14679 


A 


735 


1000 


1211 


VPSTVLDALHILFCLISFLKNKLGWCSGL 
TPVIPGLWEAEAGGLLESQEFGTRLVNM 
AKPCLY*KYKKLA 


6629 


14680 


A 


7350 




1062 


EAGPGGQAARSQRGSSLGLVLPPLRLQR 

CGAPEGHASPTPAGPGAPNQLAAPWLL 

WPCA+PPPGLCYPAPPPPPPQKHP/GLLPA 

PRALPSPRELPGEEPSAHPVHQG/PSCRA 

TRPASASFKSHSGEFRQGLISAAHILQELP 

GPAGNENFQKVFNGAAGPAARHGPSSRS 

bC/rC I HGTSGNRJEKPLSTKSKKNKKSA 

WQATTQAGGPGLPCVPHPAKQVLAHGD 

ASKPPGAACCPGRRLPLP/GKPSPGSSRSS 

RQRGQSCRTVSVLPPSSPGLPGTKVRPW 

♦GHLASLVWPGPPGKSPGQSTRPVGTLK 

RGVHPLPQVVGQSRFAILVLFGRCQGEG 

IvAUlVlJLvP 1 v-CLLAKJ't V 1 V A 


6630 


14681 


A 


7351 


423 


826 


QKVCAHT/CLRGTIC*1FTHLCVLRGLCW 

LLGCEMCMM*MCKYVCMCEIOCCTFVG 

RC/M*VCVCAGDREHLAECVRGCVRHW 

CTRA*VRMCI/CVCTC/LCV/CV*VSGVCI 

CKSPCVLCKSIVN/CV*A*THTWFCVHVC 

V 


5531 


14682 






J Iv 




J> 1 H JLoljrIvC W ut*V;A* A 1 LAQrNSRSLLK 

ykfiymskghysvkve\kqptewgrkif 
wqtmvsg*gglesriykellqlsnkktn 
a*lksgakaqhrhfsreh™mgqqh\q 
qrcliasliremqiqmt/lrgyftlirmiit 

RKSDNN*CWQECAEIGTLI7HYWWECE 
MVHGRGKIVWQFLKNIQLP 


6632 


14683 


A 


7353 


3 


357 


SISNENFPTKESQGPETFTGEFYQTFI/DLS 
PILLKLFQITD*AGTLPSSFYEISlTnPKPE* 
KSQENYSAMYLMNIDTK1F\HKILATQI*P 
YINVIIHYDQVG\F1PG\MQSSFNVIN 


6633 


14684 


A 


7354 


2 


207 


GRVDHTHPGLPRPLCPHSPDP/PQRM*SH 

SAVGASGLADPYERIVVS*DGNSSSPNH 

QGDGASQTSGEOI 



720 



wo 01/88088 



PCT/USOl/14827 



6634 


14685 


A 


7355 


1 


801 


QPRDPSSGTHHPDGDRGGQPAPICPRQG 
SCSHSPLEHAPCPILGPGSWPRWHL/DLL 
SLLGDPKVGGPIACPPGSPPHAWTGXPVA 

PLCSKLLTCLPATPAVPSQPGHHHPLFIM 

SGLMGAWPSPEAGPGVLPSWTTAE*GTR 

HWTHEEEAALGATDAVTSP\PGFGRQVP 

APRMPAWKCPCIRGLLHSL\PSEKPLQVH 

RECVQPCEGLGPLAQTGAPQAQAWGPT 

DLSPQLPHRKHLK 


6635 


14686 


A 


7356 


3 


926 


SSGTRHPDGDRGGQPAPICPRQGSCSHSP 
LEHAPCPNLGPGSWPRWHL/DLLSLLGD 
PKVGGPIACPPGSPPHAWTG/PLWPVRAL 

ASPAAAPPILIPHPIPCQHPKAPGGHPLCS 

If 11 Tf*l PATPAVPcriDVAiTTor'ci r*r\ A cu/ 
rwL«L«l i-«L<jr/\irAVrijv^J:^\/\II irUoLUl^A5> W 

EPGLLQKLAPAVPPKLDHVGPRSQPGGPD 

VGVPVCTPKSRPSTCDTTPTPLPGLNEER 

ATf^HMRlfPT PAVPT I N/f/PVTQPl VJI \ir a a 
/\i vjriivii\jkjvL»i^ wiiJLL»lYi/r lorL»WL»WAA 

GPCT+DACLEMSLHSWPPSQPPPREKPLR 

SAQGVCAAL*RAGTTLPRLGPLRHKAW 

GPTDLSPQLPPQKASKINTRGMESVK 


6636 


14687 


B 


7357 


73 


255 


XGSSEQQDTCSNPGPCSSPTGNPEWGLR 
DTALLEDLGKASGLLLERMVDMPANNK 
CLIFRKN* 


6637 


14688 


A 


7358 


1 


710 


PIEITSQCGGIPRFAPITVGVRVSSLPHHS 

RGEGLQPPPSQSG^GSPAS/HHHSRGEGL 

QPPPSQSG*GS\QPPPSQSG*GSPASGPGF 

CWGQ/RP/PLPSCSYSPGALQSSRTPAQT 

QGPAHHLRG\SGPVHGGPPAPSPSCCLLP/ 

SLRVLPPGLPAPPPATSTVCPPLPVCTPP 

WVICQPPYPLAHQAGLG*LPLGDREGVP 

FHSPNPSLQVCPRNPLRVKPRPWSSGLGPH 

AHNPMPSMGRSPPRATWTLT 


6638 


14689 


A 


7359 


3 


750 


GRGAEQGSHLARAAAVPGSGPAWRPRP 

RGGLGLRPARSALRAGLPPGRVAAVGR 

GPALPGQG/HLQSSRTPA/PNPGPCSSPTG 

EGVPFHSPNPS/H/GKSVPGSSGKYPDLGP 

VGLCPHAHSPMPSMGRSPPR/GKRGL*P 

DAQMQEP/SKWGLSGHSPPGGPGKGQW 

PAPGEDGGHASQQQMPDLPEKLSPSFTP 

AHLHSLPEA/PVRHEPCLPR/HGPCGRQP 

HPVCARHRRARRAQPAQNKACPAAGKK 

KKKPVPN 


6639 


14690 


A 


736 


109 


346 


PRSLSPHRPAPPPSVSVGFRPRGKRGTQG 

DKGKCLGYRGPQQL*PHGTPGPTQGRR 

ARGCYLQPGAWGPLLSPPWECDV 


6640 


14691 


A 








r^l^l^lPMT VRATIlPr^r'Tl vi?\avdc*v av^*t 
VJIV AJJrlwL* I r A£11I1V^L.1L.J\X V USJvo ivAlv 1 

LPKNNKAGGLKFPDFKTYYKAAASKHQ 
VGGLWKELRSTLQAQQTWVPREELRST 
SPSYQTQVQ 


6641 


14692 


A 


7361 


190 


375 


VIYRVSnSIKlPTTFFTEIEKTYNLGAVND 
NRP*IPKA1LSL*NKVGDIPLPDYEYHLM 
MN 


6642 


14693 


A 


7362 


102 


345 


GKKIPMLYFAEIEKCILKFV\KRS*KAK*I 
LPKNNRAGGLKFPDFKTYYKAAASKHQ 
VGGLWKELRSTLQAQQTWVPREELR 


6643 


14694 


A 


7363 


12 


380 


DPTVCCLQE\HLTFKDTHRLKVKS\WKKI 
LHANRNQKKAGIAKLISDKIDFKSKTVK 
RDn*MIRASIHPRRLlNS YI/W APNIGNT*! 
HKILKDLKGGINCNTnVGDFNTVHR*SRO 
KINKHWA 


6644 


14695 


A 


7364 


3 


298 


RRSl/NSVAQAGVQWRDLSSLQAPPPGFT 
PFS*LSLPSSRDYRCLPPCLANFLYF**RL 
GFTVLARMVLIS*PSDPPTSASESAGITGV 
SHCAWPISFS 



721 



wo 01/88088 



PCT/USOl/14827 



6645 


14696 


A 


7365 


82 


526 


1SIHSELQLKLRVA*KMKCTADLSLLEKDT 

*IKLEENR*QERIMLRAEVNEIENKrENIN 

KTGGSSSEKYYKIDNPLTRS1RRK\*T*1TS 

FRNEKGSVTTNPTEIKRTVKEY/YYEiaY 

ANKFN^^LDEMKKFL^CHNLPKLTQKINR 

KSECS 


6646 


14697 


A 


7366 


146 


588 


LPQVMAEFRNNPGEVEGRKAKSMKGQT 

TGKNQDMPVIDEIDFLEAFKNIQPSS/LFE 

ASLGLMGIKPVDWEEIGGLEDVKPEVKT 

AH/WSLRQKSGHCPV/GARLPTGLLATL 

GSGSGSGRATEAVSGPAG*KRASIGGSS 

QRPRRFPTVP 


6647 


14698 


A 


7367 


2 


1041 


CREAAMHALLHSEKDNPVIDEIDFLEAF 

KNIQPSSFRSVIGLMDIKPVDWEEIGGLE 

DVKLKLKQSI\ESPLTFPWEFVRMGLTQP 

KGVLLYGPPGCAK1TLVRALATSCHCSF 

VSVSGADLFSPVVGDSEKVLSQIFRQAR 

ASTPAILFLDEIDSlLGASmqPSKTGCDV 

QERVLSVLLNELYGVGLKTlERRGSKSS 

QQEFQEVFNRSVMIIAATNRPDVLDTAL 

LRPGRLDKIIYIPPPDHKXARLSIYKRLYK 

KPCPIGPDVSLENLAAETCFFSGADLRNL 

CTEAALLALQENWTRPQLTVKQEHVF*N 

HLRL*NRSVKVARTWLYMKTYLRKKDF 

LTVEGI 


6648 


14699 


A 


7368 


1 


2046 




6649 


14700 


A 


7369 


1 


4340 


MSAFESVPDDEEVDVDAVPENKLTFDNL 

AEGFRLFKTACDFLYHMDLSMNEDIEKE 

VKEEIDPDEEESPKKKHLDKKRKLKEMF 

DAEYDEGESTYFDDLKGEMQKQAQCLG 

GRSSVSMQAHRRPVVHGGDSCSDPAAM 

LTTVKAEFTTGGVLQRGGLQQSWQAPIF 

MDVGEWEQRNWRLNCRKLLWGFAAER 

SREMKPLLVEEVESKGFEIRERTEGRAV 

GIKSRKSGWCLGCPRRTENQPACLQSDL 

NSDPRAL 


6650 


14701 


A 


737 


134 


387 


PRSLSPHRPAPPPSVSLGFRTRGKRGNQG 
RQGEVSWGTGGPQQLWPHGTPGPTQGR 
RARGCYLQPGASGPFLRPPWECDV*ERG 


6651 


14702 


A 


7370 


18 


731 


KEELYGDFENLQTGDVH*GKFGPDSLNE 

DVQUQEEIDPDVEEESAKKKHLDKKRKL 

KEMFDAEYDEGESTYFDDLKGEMQKRS 

TGKQHTRFPPRAPRHVQLNHAEFEDQD 

DEARVQYEGFRPGMYVCVEIENVPCEFV 

♦NVFDPRYPIILGGLGNSEGVNVEHVQMRL 

KKHRWYKKI\LKSQDPFISSVGGRRFQTI 

P\LYYIEDHNGRQRLLKYTPQHMHCGAA 

\FWGKI*LO*LAYCRD 


6652 


14703 


A 


7371 


97 


373 


TYESEYFLLLLFLFFRRQSLALLPRLECS 
VKIIAHS*\NVKLLDSSDLPDSASRVAG1A 
GACHQAQUFIFIFVEMGSCLSSFLSVGL 
NQLF 


6653 


14704 


A 


7372 


1 


464 


LVFFSWCLFVCLFVLKTESHSIAQAGVQ* 

RDLSSLQPPPPGFNRFSCLSLLSSWDYRR 

AyPTMPN*FYCWPAGLKLLTSGDPPASAS 

PSVGITGVSHCAQPRIVSFTSNIILKFKNS 

LSKGCLIEAYFDKTVKATVLEYLALRNP 

KPEEHIWGFLY 


6654 


14705 


A 


7373 


181 


652 


QNRDVHPAASPNPSAAQGS*RAKTHS\E 
GPLSVPGPSPAA/PARSL*EQNPK\PKHSL 
P**LSSQLGSPLEDVGNDTLLSRHKPQSP 
PSRGRPRPEGTRLHBTEPQRLRSSRQPTl 
TAHVVLPMPPLPTPPAAHACPPLPTHAR 
GTSSKOAEPPPSACS 



722 



wo 01/88088 



PCT/USOl/14827 



6655 


14706 


A 


7374 


56 


480 


rRPTEHLKLSSAVSPGFCRWPPSAPKAEL 
SPAVPRSXPAAGAATIAVVRSRWSPGEPR 
CPLQTTASVRCAPMHRRPVDGACSPPW 
♦ACRAAARLGPREGPPWDPQSPQSRAEQ 
KMLPVFGRASDAPFIDKKGFFCLISCCG 


6656 


14707 


A 


• 7375 


265 


2253 


LSILSHCKRGVGCWLFTVALGWDHEQP 

CAPSTHGRAQPE/GPRVLPGRSRRP/GTQ 

TLAAPQPEPGECTSQARSGGPVSPHKAG 

SEAQES*EGSEDPQD*ELQQERTAKNILG 

KRLPQ*IILYCHSHLGEGPQT*NPGERRV 

*PPEFGLGCG*D/STLLLAEEGSGWRGP/P 

WPAGASTPLEAQAPV*AGGCGPPAELPP 

QPGGAGHPGR\PGGGSLGHQAGG*GQ** 

PHPSGPA*PSA*GPRSRR\PSGGRSQPAVS 

GPGWAWHCPASGPPGTSSFEPQLWLWP 

LPGLPGQQRPPRLSAARGPQAHGPPRGP 

FSSPGDRHGPAGGPAVHPARHQR*PAVP 

AGVTQPGAVQLLLPPHRAGPLQGPGLGS 

LAWASCEGPPSLLLALPRASWLQTENW 

CQWLPPPSQWSCLGNRQ*RPDFAQGIP 

LRGAPLGPRLPWRGLARAPAPGPWGAP 

SQCQLPWGRHPSGHLSACPGLP/GGSVS 

AQGGPQEL*GQGPKAGEADSPPSPWPCL 
QGPPGLWAPLPRALDAPPPAWVYPPRPP 

ASAGGSPCAAPRSPPAASPAGPASGF/SA 
APACSLITLKQDGGGPSISGPASFLQLAW 
DD^pi4PAi>i i4/^P^ APP AD ArjQPriPriAriP 

r r Or rlJr /\l\JLrlOi o/\ivJ&/\K/vOor 
SAGRGGFPPWSLSSAGCPVSPAA 


6657 


14708 


A 


7376 


58 


412 


RPAGCGSTRGTCEWARPSAAPCQTAAG 

GACSPWTPAPRSPAGRSWASSSWPG*C 

WAPPSGHGAQQPSPSSGQWWVMRWAP 

AS/WLPSGATPGPRFLALGTIGVPAGPRS 

PSPSFPTORF 


6658 


14709 


A 


7377 


1 


1548 


DKDNSGPTVLHLTARFGHPKWNWLLH 

HGGGDPTAATDMGALPIHYAAAKGDFP 

SLRLLVRHYPEGVNAQTKNGATPLYLAC 

QEGHLEVTQYLVQECGADPHARAHDG 

MTPLHAAAQMGHSPVrVWLVSCTDVSL 

SEQDKDGATATHFAASRGHSKVLSWLL 

LHGGEISADLWGGTALYDAAENGELEC 

CQILVVNGAELEVRORDGYAAADLSDF 

NGHSHCTHCLRTVENLSMEHCVLSRDPS 

VELEAKQPDSGMSSPNTTVSVQPLNFDL 

SSPTSTLSNYDSCSSSHSSIKGQHPPRGLS 

/KH*SCRHTELHGHAEPRAGPALGHDWE 

AH TPTTrTQLPrA 1 r Ar KHr' 1 Ar 1 r 1 "^Lr 1 

<;nASrnTTn<?*HLHADOEOTPPRGDRGP 

QEGAE/PPATATTGYGGRTPAASPALSAS 

SPARGTTTGSWAAAPARRWSHARAWRT 

ARRRNSLGTTCLTAAPRTPRRPGSSSCRR 

RRRRRPCPRPRVRRRRSRLCPSRALALA 

AGSAAPPRPPAAPSLST 


6659 


14710 


A 


7378 


2601 


4758 




ODOU 


^A1^ 1 
ll/l 1 


A 




1 


741 




OODl 




A 

A 






509 


VSVSVGLRPPWELQVWVLCVPRGQAKT 

RLEPAGRAPEAPLPALSVLAGGSDSDSRF 

RQSLSSAAAPGADSLGARTELRVEPGPS 

RPRPRPRPRPSWTTASTADASRRAAGAR 

GRGNESAGSGAEVRSEQKVKRESIGNR* 

KRKNKTHSKRKKTLOQKG 


6662 


14713 


A 


7380 


3 


5650 




6663 


14714 


A 


7381 




1131 




666^ 


14715 


A 


7382 


421 


582 


LPGAQGMPRPGVQ*PSGLH1PQGGSTRTS 
GLKAMRSPPKNHQVPDSRAGPWAYC 



723 



wo 01/88088 



PCT/USOl/14827 



6665 


14716 


A 


7383 


3795 


5290 


WNWTVHGDGSAGQGPWLHLFCHKRQH 

GGISWPLVQREGRDEHFKNQREIAPPAG 

REQTAVQKPQREMFCNSTGRLPGQPTEE 

IQV*RV*RPHKIYAEE\ERQFKEEKLAEQL 

KQAEELRQYKVLVHSQERELTQLREKLR 

EGRDASRSLNQPILQALLTPDKPDKSQGQ 

DLQEQLAEGCRLAQQLFQKLSPENDEDE 

DEDVQVEEAEKVLESSAPREVQKAEESK 

VPEDSLEECAITCSNSHSPCDSNQPHKNI 

NITFEEDKVNSTLVVDRESSHDiECQDAV 

NILPVPGPTSSATNVSMVVSAGPLSSEKA 

EMNILEINEKLHPQLAEKKQQFRNLKEK 

CFVTQLACFLANQQNKYKYEECKDLIKS 

MLRNERQFKEEKLAEQLKQAEELRMGS 

GKYLNEHFVFTENDEDEDEDVQVEEAE 

KVLESSAPREVQKAEESKVPEDSLEECAI 

TCSNSHGPCDSNQPHKNINITFEEDKVNS 

ALWDRESSHDECQDAVNILP 


6666 


14717 


A 


7384 


125 


605 


EAEALENQSQPCDTG/PQSAFSPPGSTQH 
PRSQLSQCKQRYQDLQEKLLLSEATVFA 

r^AXTCT 17V*l?\/IT CT7DT T V/^^^CV^\'^/r^"^^^M 

v^AIn cLclv ' K V ILobr LivlvV^Uo Ivv,) V 
QDLGHETCGQSKNEAEQEETWPPAPYL 
VPRAPSCRPSEQ\SRRGRRYPERSQRRPR 
GRPPPPCPRIKVKDGKNKTQG 


6667 


14718 


A 


7385 


310 


327 


tvkll*hvgnislfpspsp*mlntqwgk 

ksvfnewwwenwistcrrikldpyllpyi 

ktn*ksikdlnckttk: 


6668 


14719 


A 


7386 


310 


327 


TVKLL*HVGNISLFPSPSP*MLNTQWGK 

KS\FNEWWWENWISTCRR1KLDPYLLPY1 

KTN*KSIKDLNCKTTK 


6669 


14720 


A 


7387 


3 


642 


GKGLFDDEDEESDLFMEAPQDRQAGAS 

VKEESSSSKPGKKIPAGAVSVFLGDTDVF 

GAASVPSLKEPQKPEQPTPRKSPYGPPPT 

GLFFFSAPHSKPSKTRKVQSTADIFGDEE 

GDLFKEKAVASPEATVSQTDENKARAE 

KKVTLSYSKNLKPSSETKVTQKGLFSDEE 

DSEDLFSSQSASNLKGASLLPGKLPTSVS 

WFDDEDEEDNLLGVQ 


6670 


14721 


A 


7388 


1 


3096 


MVTHQQPAARKPNMTSKKPKPMGPKA 

HGIFSGTRKNNLEIYMDQTRTGIAKTKLS 

KNNKSGGMTLPDFKLYYKAIVAKIACG 

GSMYNSDTDEDEETEPSSSGQQIIENSIT 

MNKMKLLKAKMKNMNLSKKHITQVSD 

EEEDDDGCDLFADSEKEEKDIEDIEENTR 

PKRSRPTSFADELAARIKGDAVGRVDEE 

PTTVSYEDDRRGKNQDAYTEGGLSTIKT 

VNCSSSLVPSGEAKLRKTL/KEKKERRTPS 

DDE 


6671 


14722 


A 


7389 


1 


238 




6672 


14723 


A 


739 


2 


349 


PASSIQQGGRRACLEVTWSCSIWNPTAT 

GGLDRGSVRHSREGGGEAPVRVQGPGE 

MIPAVPKSSWTLHKMQLPGHVCSTLGR 

RGDEKGEAGPEAHAYDPSTLGGRGQRIT 

♦GQEFK 



724 



wo 01/88088 



PCT/USOl/14827 



6673 


14724 


A 


7390 


1 


1374 


DDIFATEAIKPSQKTREKEKTLESNLFDD 

NIDIFADLTVKPKEKSKKKVEAKSIFDDD 

MDDIFSTGIQAKTTKPKSRSAQAAPEPRF 

EHKVSNIFDDPLNAFGGQLRSPSRCCQA 

DCCPPDSGLWVWGALVGLGGARAAQHI 

TQVSDEEEDDDGCDLFADSEKEEKDIEDI 

EENTRPKRSRPTSFADELAARIKGDAVG 

RVDEEPTTVSYEDDRRGKNQDAYTEGG 

LSTIKTVNCSSSL\PSGEAKLRKTLyKEKK 

ERRTPSDDEEDNLFAPPKLTDEDFSPFGS 

RQAGASVKEGKLGLGSCVSVCRVPKLSF 
SLGDGTLRRHGCAASVPSLKEPQKPEQP 
TPRKSPYGPPPTGLFDDDDGDDDNDFFS 
TPHSKPSKTGKVQSTADIFGDEEGDLFKE 

YSQNVKP 


6674 


14725 


A 


7391 


1 


417 


MDSSRSVGNGFTYQDKLSSSKLTSVLEA 

VAGEYALVINGHSL/ARHRYP*LGQYLSS 

EHFCPGLLYLVLISPDFREDWSQRGLGG 

AETPRCLLERLALSGFSVLQAHALEADM 

ELEFLETACACKAVICCRVTPLOKAQV 


6675 


14726 


A 


7392 


3 


700 


LVKSYLAQFAARAIISELVSISELAQPLER 

GTHFPLFLLCLQQLAKLQDREWLTELFQ 
^^QV\/TvT^yf^w^ylT privi?vi tpt p^ppxtticd 

DFRYLEWIYVGQTV*LSCSDNDKHYHRS 
HL*REIYNLTTFI*SRC*VFFICWVGSLLC 
YKDLKYLGDIICEALLSGQDHLVK*TIR* 
CRWLCLFVESDQNKDRMLEILEGKGLSFL 

FPTPQLEKDLFEQMKLDPSPQTIYKWIKD 
NI 


6676 


14727 


A 


7393 


83 


3064 


GRPRLLPPPSLPLFFVFRSPFPSLPYPRRP 

DPEEAAAVAAAEFLGEGISFLLSPPLPTPS 

INIILLKILRCQAAKVESAIAEGGASRFSA 

SSGGGGSRGAPQHYPKTAGNSEFLGKTP 

GQNAQKWIPARSTRRDDNSAANNSANE 

KERHDAIFRKVRGILNKLTPEKFDKLCLE 

LLNVGVESKJLILKGVILLIVDKALEEPKY 

SSLYAQLCLRLAEDAPNFDGPAAEGQPG 

QKQSTTFRRLLIPKLQDEFENRTR 


6611 


14728 


A 


7394 


259 


1157 


EARWQDVGRLQLTKTV*PWGRGWSR\A 
SDPRLHAYFSYTAATGKAEPRARTPAPC 
K\ARERLGSCLWD*SPPPPPGWRPLRYPT 
PRRAGPAQFGICK\RSASARSTWP*AAMQ 

T?T APVk'TTJ VPOQ A"MriT4PTnnPPr;i?l PTQ 
xvLAx N.rv 1 KJS.Jbl^oAINUJnlr lOVjr JDOJtvJLr 1 o 

QLQLKFRALSERISWLEVSRAVTPTSAA 
VTSTPSTSKPRQKRPTNSQSRSAAKPTPG 
RRCQPGGRCPTCTRSP*LR*ARGRRHGE 
ARRLPLREARRLPLREARRLPLRAPRSFR 
If vp^pnnfJT? <2 A pn A nvn a fiTnR p p r 9m 

JV V A Or U\^V3IVd/\rl^/\VJ V \J/\\j I OlUvtvlvOiVl 

DAWGRARSLAGSAGGVISLGGR 


6678 


14729 


A 


7395 


3 


432 


hikrvkknhmiisvgtekafdkiqhsfiif 
fkfrkk*ewghffnliksfs*kvran1tl 
sgdafslilvirqgclllpllfdkvlkvl 
dsavk:qekeirdi*vgkeeiklslfeddm 
ivyignnkvsyrklpefinefskvag 


6679 






7396 


1 
J 




A AQTr5nnWVQPPPQVAPrS<?PnTTA APTP 

PQRTPRSLE/LPHFQS*TGPCLNPISPERVS 

EPGQNRGKPRPHPYPGPNQWPGPA/GGC 

WSKPGSTPALSDDQANTQVDRN/DLQV 

ASEGEGA*PAELFPKKMKKRLGDLGPGF 

EGKNGLSTEDKNUPQAWVPALCGYHV 

L 


6680 


14731 


A 


7397 


376 


419 


VRKYSLCFYIL*NLFQNIKAEGILPNSFNE 

ARITL1LKQTRHSKENKPYRPIS\MDRHA 

EILNKISAN*IR*RMKR1IHHGQVRFS*G/ 

MWGWFNIRKQINV/IHHTHSLKKKNHMI 

ISINAEKEFDICIRKLPKLRNIYKQN1*LTS* 

VMVRNS 



725 



wo 01/88088 



PCTAJSOl/14827 



6681 


14732 


A 


7398 


205 


1463 


VYKKVEASRNEKGWVCGTHAGAFPDEG 

EGPEEAAFLGAETAAGAP/GARDHPPFN 

HGYAGLLEGPDLQVGSPHSPGRRQA+VC 

G*RAPQSDCPGGSGRGSMGEAGMPPRyQ 

GPGGLQPPQEGSVFAVMYSIGGQGAVR 

RIPVRPQP\GREGVGQGSLQPMKPDGEA 

ASIPTAGSRSGRCGPAGRGRRALVGRSL 

RP*PPC*PSPR*SPPPSS\GASSPGHPRPAL 

AHnG*SGwATRGS**DTAPS*HLLVPKQ 

RGSYSRGLGAQHQLPSPASVAHPRCQPA 
PSAASH\G*RRPRPACLSLHGQLGMIW*S 
♦APSGVQAQGHTHPPGPDISAERAPAGS* 
LSQLQGPG*DSGGLGSGGCAVPPVAAGH 
PGSGLAW0LPPPR*SPAPGSGSPAGRP 




I** too 


A 










DOOJ 


1/1*71/1 


A 






ion 


EfL/U V r or r r Lr L»K vUL. V JLbrv^ Ati VRWPxH 
LGSLQPQDSPGSSRPSHLTLLSSWDLTGT 

cppclanfriffvetgf/rcfprlvlns*g 
ssdpptpqsvgdcragshhtlavfsf\cf 
emgpcs1tragv\r*hdhsslqp*npglk 

RSPCLSLPSSGDYWSMPPCLA 


6684 


14735 


A 


740 


15 


239 




6685 


14736 


A 


7400 


658 


1657 


PGILSLRNALLTGVDCKVWPVPPGHTH 

PQLRLFHFHPKTCSGWGEWGDHGWW 

AGPAPA\YHLHRDVQALWTNDHALAW\ 

P*AMTSERTLWPGHELSARPGRSWRISC 

PTGL\PQGGDDRTRGHWVTATCCSADGL 

RLCRYGD\GVRGGLPTVAWP*LTGSCSL 

RYGSGQQCCYTADGTQLLTADSSGGSTP 

DRGHDWGAPPFRTPPRVPSMSHWLYDV 

LSFYYCCLWAAPDPGKDRAGLGCTPT*P 

STLTLASAFGDPHFVTFDGTNFTFNGRG 

EYVGMG*NQGGRLEPSGSRSAPTTAGTE 

TRGTGLTAVAVQEGNSDWEVRLANRT 

GPER 


6686 


14737 


A 


7401 


1 


422 


RPKPKNSF*LGGEKANKIPHPLMIKTLTK 
LGIEKTYVNIIKVIPNRPMACIIINGTKVK 
AFPVRFERQRCSPSPLLFNIGLKVPARAIE 
KEKEMKGI*IGKKEIKLCLSGND\MTLYL 
KQPKNSPKTIRTDTFSKVAGYKN 


6687 


14738 


A 


7402 


247 


660 


NWSGRRLRMWPSAALSPAVSSPALALTS 

PPKPLVKGRDGKPPAGRPPGREGPGAW 

R*GPSPPTTLGPAKAGSGQRGGRCQP*GP 

GWRPAASQPLSGCPWCPGITELLLESPSE 

TAEODRGPGSGEDS*TPDFYTPTRP 


6688 


14739 


A 


7403 


229 


1047 


HSVQKAKADKTGVDGGSECGPPLLSLL 

QSHPRP*P*PLPQKPPEREEVWPKDGKLL 

ASRAGGLVC1SLL*EPRVHSCTGPGLPVK 

AELGLLRAQGLPHPASPARLGNTGA^GL 

ATE*TGISEHKLGPLGN*GVMGDAVR*G 

LCSEGLCPPSRPWGPMGVCGGLAAKAR 

PH*QG*VCAPGTHLEGSSVWSLPSPQLFP 

TPGPPAVCSALAPAPTPARTDGTIQNHL 

WPVTRKSALPVQEWGGDSWGTGQAQE 

EGPSVGYPGCP*LPGEGRIPPL 


6689 


14740 


A 


7404 


595 


626 


CPMPLVPPDISLINEQTEKEAGDLVCPS/A 
GPVPDSFPLGSEPSSHGVSELKTRAKRQR 
ERHKKGGTEKDRKAERGT/PPGPLLPFLF 
VH*SG*CQVAQGALDnSWLKIIVPKSVFP 
GCPLKSWAAAATPCSPCHPSSHCSPVGV 
PGRASKFCACPLECP+SPPSPLPSLQGPHL 
CPPPFHASPPDGNPGGQGVPLCPLRGSPG 
HLCAMSRCPLRWNWP 



726 



wo 01/88088 
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6690 


14741 


A 


7405 


1 


603 


EMESRSVT*AGVQ*QDLSSLQ/PLPLHPG 

r In vroL.r r V or olvL/ljl i rvri I /\ i L.f>iri« V rL, 

VGDGDFAMLARLVSNSSSQ/CDPPSSAS 
QSVGITGVSHCACLTCSLCCQTMCFLVA 

\MRPSYSITQARMQWCD\LGSLPSPPPRF 

K*FSCLSLPSSWDYTQHAPPCLAMFFVFL 

AEM 




14742 




7406 


211 


387 


PNI O*! NPPPPfiLKNFSCLGLP/SKWP*lf 

GQCLPPGPVNFGFLTKLGVFPCGPGWLE 

lYN 


6692 


14743 


A 


7407 


3 


326 


LSGVMLSPGFPGYYLFST*GIMDNKATH 
RYCVY1SSS*IFLQK/HIHDYLEVRRGSSE 
TSTGIGRLNGPQIPCFLLSTTHETSLYFHS 
DYSQNKQGFHIEYQGERSNKK 


6693 


14744 


A 


7408 


1 


553 


SDPRTETESHKMLTD*RSSYLSLTALPF/P 
LPKSEAITRNRASRAASLVRLTPSKKDV 
GFLQKPRLRSCSPSSRCPPGSAARST*AA 
GTACGCCGTSPRQR*APGALGLRRPPQS 

*GRRSSPRPSLTHPSSSALPPPPPTSPRTR 

vi>r:*C"p A AD1 I CT PI Dcnvi vr%^rr*i>xm\T 
I KO * oKAArJLLoLiU^r oOJvLT Kir I CKrKV 

SLR*RPSQRVE 


6694 


14745 


A 


7409 


3 


377 


KLSPSKPILASTLMGPIYHSKVKF/IPGMK 
GQFNIQKSllMTYHINiTKlMKNDMVISSSS 

EKSIANIILDS*KLKAFS/LRSGKRQGYLL 
SLLLFN 


6695 


14746 


A 


741 


2 


311 


FQLDTGSRSAPML*CSGVIMAHSIAKSLQ 
TPGLMGSFNLSLPSRWDYRHIPPYLANF 

I IPl?f t?X A/^O Z^^/IT/^O CU L'Ly 1 '1 "KT^l CT OCT A 

Llrr IbMOoC Yl 1 v^OoHr r 1 LNul^LdbLA 
NKIQGNIGSDLVEDTG 


6696 


14747 


A 


7410 


1 


409 


NKVFHNNKRSIHQENKTILNVHVPNNKD 
PK*LK/QLTKLTEDTDSSII1VKDFNNPLS/ 
TL/DRISTQNIS*DLENLKNTMNQLDQINI 
YRl/LMroN 1 KlbHMMOHKJorlKrQRIKJ 
IQNTFSENGVTKSNRYLENPKL 


6697 


14748 


A 


7411 


3 


414 


KGQDLYGEV*KVLLKVIKQVLNKWKD 

MSCSNN*HTNFISN*NaKVFF*LDEl/CSF 

V**NKC*RIAKEVLSSSQ*CLGGHL/TSPH 

IRRSYNTTFSQSIWCCYRTKQID*WTRTQ 

NPEKDLRI*GDUYDLRCCSSSRA 


6698 


14749 


A 


7412 


3 


333 


LIKEGQIQKLSAKKGTPQDRHLFLFNSMI 
LYCVPKLRLMGQKFSVREKMDISGLQV 
QDIVKPNTAHTFIITGRKRSLVELQTRSSR 
ATIEKHKQNSETFNKAFGGRLLARD 


6699 


14750 


A 


7413 


3 


391 


EEDIVNPANDLIKEGQIQKRSAKNGTPQD 

RHLFLFNSJvilLYCGPKLRLMGQKFSVRE 

NMDISRLQGQDIVKPNTVHTFIITGTKRS 

LELQTRTEEEKKD\WIQnPATIGKHNQN\ 

GETFKAFGGPLNQGW 



727 



wo 01/88088 



PCTAJSOl/14827 



6700 


14751 


A 


7414 


3 


1811 


RYIDVLGRRYTAPGLG*LWRHPAQSAVP 

TAHCGDPVSLAAAGDGSPDIGPTGELSG 

SLKIPNRDSGIDSPSSSVAGENFPCEEGLE 

AGPSPTVLGAHAEMALDSQVPKVTPQEE 

ADSDVGEEPDSENTPQKADKDAGLAQH 

SGPQKLLHIAQGFLAPXEETYWKRLHLNL 

DQ\VFCTRG*RMRGIPPERSSWGHNSLNI 

FLPFQPASHGQFLLPELKTRITEEWDTNP 

RLGDILQKLAPFLKMYGEYVKNFDRAV 

GLVSTWtQRSPLFKDVVHSIQKQEVCGN 

LTLQHHMLEPVQRVPRYELLLKDYLKRL 

PQDAPDRKDAERSLELISTAANHSNAAIR 

KVEKMHKLLEVYEQLGGEEDIVNPAHE 

LIKEGQIQKLSAKNGTPQDRHLFLFNSMl 

LYCVPKLRLMGQKFSVREKMDISGLQV 

QDIVKPNTAHTFUTGRKRSLELQTRTEEE 

KKEWIQIIQATIEKHKQNSETFKAFGGAF 

SQDEDPSLSPDMPITSTSPVEPVVTTEGSS 

GAAGLEPRKLSSKTRRDKEKQSCKSCGE 

TFNSITKRRHHCKLCGAVSPGRGGQGQE 

ATLSSALTEQLSPHQQHTSHAHQPCTEG 

LPDPGSWI 


6701 


14752 




7415 






GG*GGRITRSGNRDYPG\QHSETPSLT*N 
GKNLGRGMVGGR 


6702 


14753 


A 


7416 


2 


325 


SHAGCLIRFWRKSMTP-raSLPLTPTFLGT 
CEASFLEPRASPVPPQCSMALRRYRLDM 
GQSFWGGLPSSHPPDPSRPGFV/PGVGHV 
PGQEGPGGKPAPDSS*H*DPTGG 


6703 


14754 


A 


7417 


9 


1430 


NDNASFGEVYYHPYPPVGSQCHDESGA 

GFPPGPSCPGTWPTPALKPGREGSGGWL 

LGQASPVTTAPCPACIF^VPCCTGEGQG 

WLGAPGKDASH/GA*KM*GVKGRLCVG 

APEGAG/PSQGI*SFFTEP**AHPQNGLYE 

DEHKNSRWGHPHPP\*QWNWDRTS*CNI 

PSRP*VPHPWVRCAGLEPAGPGPHRTRT 

PSQVGVILFLQKRIKQPACEPYALFTPLSP 

HSS\PASARPGSPSD*MCRAPEDSCPEMA 

LLPGMGPPGSGERCSRAPSPGAQVTGGV 

PGPFTWGSGESRCFRAPSPGASGEEAKC 

SRSPFTGGSGESRCSGAPSPGAQVRAGV 

PRPITWGSGESRCSRPPSPGAQVRTGWP 

GPFTWGSGESRCSGPLHLRPGS\YPVFLA 

PERKGPPQRSQEKGHKRGGSQAAPKPSS 

R/PQESPSPLTPSGGPGS\GRNGA*GVSEG 

*SAPGSGGEEEDVFGC*GPPALGPEG 


6704 


14755 


A 


7418 


1 


389 


HLTFCHHHYDDRVRGLYKGQKECPGIPR 

VYRIRHIGEGRHLYVLQFKDHPGIHQPLE 

PQVKYVGNMHSNKAFGR*LMLQLSEFL 

CEEIRNKNQRIVQLIQDTRIHILPSMNPDC 

YQGGWAKGPNKPWLC 


6705 


14756 


A 


7419 


31 


392 


KHNRASPPPS*KKSSSPVTTKGR\YTKTP 

HTDVPQG»QPPYKQRGGTSSSSPFSFIFSY 

S1VLSSSR\PPHPGPTSPRLHPSPRSHLSEV 

PPLTQVPPLQGPVPHPDPTSPWLYLSPSS 

YLY 


6706 


14757 


C 


742 


398 


574 




6707 


14758 


A 


7420 


2 


704 


TDSKCPFLVHQAHAAM*KERHFLTANG 

SCiKFHQDINRLLSSVFLP*ELVVRHCRG 

HQKRVDEIAKGNRLADQRAKSAVRRPQ 

GPKTLEAPLIWEGYIREIKPQYSP/DRDR 

MGHLSRYTFQPSGWLQSEDCKVRLPASS 

QWKILKILH*AFHLGKHKTSVHPK1VLRR 

KSTKNGQ1GC*YS*NPLKNNPFNR*LLPH 

HNQRMGSYSGEDWQIDFTHMPKINGIQC 

LLEWVHTFl 



728 



wo 01/88088 
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6708 


14759 


A 


7421 


2 


705 


FSRDEVSPSWPGWSQTPD/LRDTP/CLGL 
PKC*DYRCGPPHLAESKFYFPII*KLYHS 

FALVAQAGVQWHGFGSLQPLPPGFKRFS 
CLSLLSSWDYRCLPPRLA*/FFVFLVQMG 
F\TMLVRLVSNS*AQ/CDPHALASQSVGT 
IGISHCSWPNVIIYIITTM+IFFSIPPSPLLIR 
HU.FFLFFFFETESRSVA*AQVQWHNLGS 
LQPPRL 


6709 


14760 


A 


7422 


33 


775 


VMGPAPAGEQLRGATGEPEVMEPALEG 

TGKEGKKASSRKRTLAEPPAKGLLQPVK 

LSRAELYKEPTNEELNRLRETEILFHS\SL 

LRLQVEELLKEVRLSEKKKDRIDAFLRE 

VNQRWRVPSVPETELTDQAWLPAGVR 

VPL\PKCPMP*RACFR\FLAPKPRITVCEA 

SYLSGQPSIRPDINVDVALTMPREILQDK 

DGLNQRYFRKRALYLAHLAHHLAQDPL 

FGSVCFSYTNGCHLKPSLLLRPO 


6710 


14761 


A 


7423 


74 


576 


LCWQPIRWWSPTLRANGHQK*/SGVAILI 

SDKTNFKATAVERDKEGHYIMLKGLVQ 

QENITILNIYAPNTGTLTFIKRLLIDLRNEI 

DSNTIIVGDFSTPLTALDRPPRQKVNKET 

MDLNYTLEQMDLIDIYRTFHPTTAEYTF 

YSTAHGTFSKIDHRIGHKISLNTFK 


6711 


14762 


B 


7424 


158 


346 


XLSQGEWPQIPVKSGGPHGAGVLGLHL 
EGPFISREKRGAHPEAHLRSFEADAFQDL 
LATQGQX* 


6712 


14763 


A 


7425 


1 


1768 


FFFVTFVMYFTTIFKKQTKTNLKSASPTP 

QNHP/GSSSLAQ/PLSHPDPGPLSHNPGLA 

LWDQPSLPAPPRPSSQGGGALCGEWGQ\ 

PGPKAGPGLTSS/GDWGVPSEVGDDQHA 

SSGF*/P*GWGTFKH*QPASLGTGRCSTS 

NTSAENLTCLSLPGSPGKTAPLPGPAQA 

GAGQPLPKGCAAA^KAEVGIPAPVPPXPGG 

QDPHPSPAFLGVSPGACGLRSTPCALPQA 

LPQARPCPGRWFFPWLFPFQTGGAPDHP 

ISLDPGDISFNWALQQEGKRTSARA/RGA 

YLLCPRTAP/GKQGGREPPTPELKWRESQ 

DNHP*RGAAP1PDV*PHCGCPQSQEGSRS 

PPASKLFQGESRPVFATWVCSRAKGTQK 

MAG*H*WGEQGTLVPRHTALQHQAGSP 

QPASTGPGDV*RDRVIEKRKQNAGHPW 

HSGLGSPGSVKNRGPGPSLPPnnOSOAPn 

NCALAQEPGCGF/TRCTPQTQEQKANP+L 

STLPVTGPLPAGSSPPAHGGFTPWAPAT* 

LPAPPSH**HFPGVCRSPVP/PSCRQALSP 

TGAQGPG*TTAQPSHPRP*MPSPGGQP\G 

WCHM*AQAKPGAKASPAGCmSQPPPP 

GRR 


6713 


147M 


j\ 








WLSHFIIGKIVHTEENFYKCEQCGKTFNE 
CSHLIAQESIYPKKMYKYKDHEKAINIY 
SHL/NHWRVHT**KEYKCNYCQKIFQ/INI 
NL*SEEGIYFEDEHYKCEEGCSTFICITDFI 
VHILY*KKTLK\CCSNFVQHQGIYIEEKLC 
KFNKF*KTLFQKVQLRRHQSSY 


6714 


14765 


A 


7427 


3 


276 


PKKSTEKLLEVISNNSKFTRQKANVQKSI 
TFLQYNSNEQVKFKM*NTLPA^KMKYLG 
ISVTKHMQDPYEEKYKTLMKDNKEEQN 
K*RDIPCL 


6715 


14766 


A 


7428 


125 


456 


LADWAHRAPASPQRNGADYAVYINTAQ 

EFDGSDSGARPDEAVSWGKIRVDAQPV 

K/VKRWLGGA*GLWDDECGSHGLPRFPP 

TQVYAAASLVFPLLEAETFAQKMDAFT 

HEK 



729 



wo 01/88088 



PCT/USOl/14827 



6716 


14767 


A 


7429 


1 


571 


LSGKEVRENGIHRUGNLLWPNMSN Yr K F 

EDWLMPILDQMVMEQNKRGGFGLKKW 

TPSKMIARLGKEINNPESVYYWAQKNHI 

PVFSPALTDGSLGDMIFFHSYKNPGLVL 

DIVEAERG/ADYAVYINTAQEFDGSDS\G 

ARPDEAA^PPWGKIRVDAQPVKVYANAS 

LVFP\LLVAETFAO\KMDAFMHEKNED 


6717 


14768 


A 


743 


3 


862 


RNERHAYDKGTWKTRRAIMTVQ*SGET 

NVDRAYNLLYQTLDWTDSYVTC*ENKEI 

AAGQRNESHSNDWTKYQVWEWLQHLL 

DTNQLDANCIPFQEFDINGEHLCSMSLQE 

FTRAAGTAGOLLYSNLOHLKWNGGHTO 

ISKSCKETRHLFPFFYLGPGHTLATCRAV 

SKRLQPKLQCAVHSFVTPGIPYLDEIGYR 

ARDLREPGQGVAALLPLSSDGNPRRRPG 

LPKLKAQRRVRFPSNKGRGGPSSPPFHS 

AFLNWQHKNVWMVKKELSSYLGPLQY 

YPGSFGGAI 


6718 


14769 


A 


7430 


1 


311 


RRVSSESRWRSLESRGRSLEIQGRMERPR 

CQRFRENSCVAPRHCKGPGGKGLQALF* 

VPVAQLGEPGAQLGDPGAHGEATVPEV 

QGE/PAALLPGTAK\PGGEGSPGFIPPRHC 

RGTGEEGSPGFTQGRETSKAQQRTGCLL 

SCRGCLCLSVSGDS 


6719 


14770 


A 


7431 


250 


503 


DDEKKSfClEEVVWVGSDEEEDNGKDKKK 
KTNKIKEKA^IDWEELNKIKNIWIRNSDDI 
\TQEEYREFYKSFTSD*EDHLAVKHFSVE 


6720 


14771 


A 


7432 


3 


540 


T^ppn^Pff MAPI vni pnPQQ<;ATi' AT vqi v 

EGSLSNTWNEKYSSLQKTPVWKGRNTS 

SAVEMPFRMSKRSRLFSDEDDRQINTRSP 

KRNQRVAMVPQKFTATMSTPDKKASQK 

IGFRLRMLLKLS*RH*WGIL/AJCWFYSNI\ 

DKPLFEGDNDFCVCLKESFPNLKTRKLT 

RVEWGKIRRLMG 


6721 


14772 


A 


7433 


3 


322 


FFLRWTL/DTVTRGGIQWCNLGSPQPP/P 
PRFKRFSCLSLSSSWDYRRPPPCPANFLY 
F**RRGFTMLARLVLNP*PRDPPASASQS 
AGITGVGHRAWPMPIFENRFDL 


6722 


14773 


A 


7434 


22 


475 


PRMISCRPTRPPTRP*SHSAPFRHFLLVHP 

VKAKYFLSAVMTTHHLASASHFPPFAA* 

SATFPAAPQPMWTSDLPQPPSTCLPLGTS 

PLPSRPLLPVSSCS/SFPDPTQMPPLPSTVFP 

GLPFL*PHSSALSLPLL*LPHnFAT <!P<5W 

PFPT 


6723 


14774 


A 


7435 


14 


362 


LFYQTFSNVN*KT/R1-IKMNK*TEDFNNTI 
EQLDLTVTFISLHSTVEYAILLITHATIFQI 
DHLLS*KTHLSK/CSADGITQ1IPNYDT1K 
QE VKNTNMSKNK* KLNNKFSNTLLFKR 
L 


6724 


14775 


A 


7436 


1 


440 


SPFPPKNFYFSLRPLIFLRGVGPKLPPPKK 
RVFSKNPPEVFKSPPLKKKNFSFPPPVNL 
GPPKDLLKG/PPPSSSSSSSSPSSSSSSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSSSSSSPDRERPPT1*N*PTRP 


6725 


14776 


A 


7437 


8 


487 


DEVSLVAQAGVQWHNLGSLQPLLPGFK 
RSSYLSLLSSWDYRCPPPCLANF\F1FSRD 
GGFTML\ARLVLNS*PQ/CDLPASASQSV 
VITGVSHCAR\RAPSF»MSASGVTICVGW 
ELFGMSHPVAEANDHLSGALVPFSALFNS 
HFMPGLLPTMFCPPLRGCSE 


6726 


14777 


A 


7438 


1 


445 


IDCWHKCQDNSMGKDNLFN*SYWDYWI 

SI*KKRTSNLISPIHKIES/RWIINLNVNSK 

ALFRRKQRKTLHDCGLGNSFVEETQKAL 

TN/WDnK:LQ/SFCSSKYTTKJCLKR*ATD 

WGKIPTLFAKNNNDKICEHTHNKRRYM 

FGOMHVKWWA 



wo 01/88088 



PCT/USOl/14827 



6727 


14778 


A 


7439 


131 


763 


PGISADSRGQQKLS*WGPSHQPPPGPLKG 

SAPGG\LCGLVGPGAAKHALRPSFHSGA 

PSAGNLGCFAAWASSLNSNQGSPPSSKG 

HIPKDRGEPRGTVPSLRKATATGRKAER 

LSDEGRSSVHG*AGIPGHEGNAKENRDR 

HPWQLPGIASAAWIASGRGALPPGGQA 

GPQKLAPPFSSLSVPGGARWG*AEGAPS 

KQRGKVTGEPGRQC 


6728 


14779 


A 


744 


15 


404 


RNFRVDDLVSPRCCGILWFFTQGQASCW 

RPLATLPSRQKPGSSPGKAGCWPA/WDL 

GLVPHGVSGVSIAASSTPQGQAVCSPSV 

AAPSTLLLLRTHLLGAASLQGCGHQILL 

HHLIGMDLYVAASPSHRFW 


6729 


14780 


A 


7440 


47 


265 




6730 


14781 


A 


7441 


I 


330 


HHHLAPFSSLPFNIVI7EEVLARPINKEAK 
♦KAP*LER1CEVKLPLFAEEIQEM1WYIDN 
SKESTKE\LLELINKFIKATRYRFHIQ*LVF 


6731 


14782 


A 


7442 


3 


423 


NNALLNNPWVKGAIPKEVRPYLD/TREN 

KVTA*QNLWDALKK*/CSGKLIALKE*C 

QINNLSFPLKIPEK*EQIKSPVN1KKNVIFK 

KLKIKKGLKV*KK*RKISETKSWFLEKVI 

KIY+SQGRHARKKNEKSGITRDSRTRG 


6732 


14783 


A 


7443 


1 


689 


YIY1YSYINIQFVLFL*EHLLINKFLSFVYQ 

LMLKH*KKRTTNTLFTLIRTM* AFLFYY 

QnCISYVIAAVLFCI*IFFP*HLCLLVVLF 

MYFFNILRFIPLLRSDITSFHYMPLFGRFL 

SC*SKQEHLHNCQPGIYFINLLVWKHFFL 

DVIFTLVYYFVG/FALILYDFLIMSVC*TF 

YLSLFISR/ACLLFYPHI+LIFIWAYISRLEU 

SFHTF*GIYTFASEIVFHF 


6733 


14784 




7444 


3 


545 


TM! T FTT OMRPWTS WrPMPAPAl CPCilC 

LTVGTGSMGPR\SPWPPPSSANA*PVDKP 

SGQEG*GQCTAAAPPCRVAVSLSKVRAP 

GDGLSCGSSCPPG/RQGRGVPCPAAGER 

REGREDLKPRE*IGSCIKNKLGISPAK»D* 

KNSQDKSKKNPIGD^RTSLAVGTVPQSTR 

PRVPLGYHYCY 


6734 


It / OJ 


A 
/V 


744S 




/uo 


DVEAPSPPRLGAPAWPPAGRGWPPREG 

AWLG*VLCFRKRSPLPVLGVAGA*ASVG 

GGCVGRCPLSGAWPPPGVGDKPSPYCSE 

RPAASFP/PRTCVFPNAEGGGERAPRDSR 

GEGSLPCCRGEERGQGGLKTTRINRFVY 

QEQARDFTS 


6735 


14786 


A 


7446 


596 


1335 


LEQITFSVATAMDSRFPDFQDLDLEPERA 

CHDAAGTLEVDFFLFLNFGTVDLAGRKE 

TTTEOALPPALLLGIRRPFFI SRPSVOTFn 

APSKVNYVLCLUAECSPGPSDYLPCAIP 

SAYR/RWyLDFCPR*FLPPYY»RRHPFQW 

TTVTQEAFSHHDVAFTSTPVLFYPDSAQ 

PFIVKSESSSQIAKAALSQQRPSLIYERAL 

HFFS*SLQRHTIDLDQGIF*ILMLSEERQH 

LFESSIGPHPTISKD 


6736 


14787 


A 


7447 


199 


450 


ERSFSKKMP*NPPGGGEPP*PTLG1PSSPP 
PHLLGPKFLEKIFGLPGLPGGKIFP/P/GFA 
FGPNLGSGGEIPGGINPRSLPLGER 


6737 


14788 


A 


7448 


154 


695 


GLLSNLLISIFFIPPKKSAPKYQHKMHSQS 

FHFYCFNTHFNFQLNKF/FNELQ/K*HEL 

KLE*SKIILYNQNKPSVTYREIMQLRAQL 

KKIIDSVKHKRTWOGLKOGV/YWGFYV 

NVIGKSFFYFWDKYFIFIDWAKKTLRIN 

MGPERPTVFLPNFIYSQSTKLALNWVINI 

MGQFIPSYSVSA 


6738 


14789 


A 


7449 


203 


443 


FFVKGPICNTHW/RKDSIVNKWC*KN*IST 

CRRMRLDTCLSLYTKIK*KLRPIEESGTC 

PR 


6739 


14790 


A 


745 


1001 


1459 





731 



wo 01/88088 



PCTAJSOl/14827 



6740 


14791 


A 


7450 


8 


312 


QTLALSPGLGVQWRDLGSPQALPPGFMP 
FLLP*ASQISRDYRRPAN/LMPGPNFFIFQ 
AETGFSTVLAPGWODLPDLVIHSASASP 
SAGITGVSHRCPARTF 


6741 


14792 


A 


7451 


1 


2554 


MKVWLLLGLLLVHEALEDVTGQHLPKN 

KRPKEPGENRIKPTNKKVKPKIPKMKDR 

DSANSAPKTQSIMMQVLDKGRFQKPAA 

TLSLLAGQTVELRCKGSRIGWSYPAYLD 

TFKDSRLSLYNSRGLLREGQAGPMGSQP 

KVNPPTMARVPQVEPPVGETWESSTLLA 

DGAVDKRSSFALCSSFISTWKLATLNDP 

VHLLSLVCTWTLRTAGRSRTARHVAVA 

ASRCGHLTFAWQNQYISLERLSVYMCRF 

VTWVNCMSRGFGVDYFIIQVLKLIQVLP 

PDSVHPRSHKHLLSLRSEIAJCTTSYCPKH 

SSLSIPLPRNQMRSGVSVTLEQRSESTSSP 

FPVTALLFVNLTSWLGKGPILPKYVAVS 

VQLSRAGACFSDVTHREVLMSFCYMVV 

GGDFLLGGSLVCQVWFWFWSRGYTLLI 

FSESREYLKEEEELFLCKGPGYAGQRVK 

KNDDPSSVKQNERYGQLTLVNSTSADT 

GEFSCWVQLCSGYICRKDEAKTGSTYIFF 

TESGGRISVLVNLVLTAQELLAHEPFDD 

VSRNSAPNLKHHLTVTQRRQVGKKAKK 

NYLFQEHCGENTRKHVIRIGVSLALKISL 

CKYCNIPSQNDPEKQRIQCTMPKKKSHQ 

HQQKYPQKPSPEFLACPKDRIEKGELFVP 

SPSYFDVVYLNPDRQAVVPC/PGDRAVG 

OSHAPOGIPS0GDPS0WNGHCL*HEAGL 

CVSATSFRAPGCGLLQGGGRGQISDLRQ 

VPAALRGGPNNSSKPAFCSSCHMQAPW* 

V/LAALSRRPQFPPLPSPPLPSLLGHQVTG 

IPSGPPSTTILASSNKVKSGDDISVLCTVL 

GEPDVEVEFTWIFPGQKPPSRVTGLWAG 

TWWCLYRVL 


6742 


14793 


B 


7452 


1 


2586 


MKVWLLLGLLLVHEALEDVTGQHLPKN 

KRPKEPGENRIKPTNKKVKPKIPKMKDR 

DSANSAPKTQSIMMQVLDKGWFQKPAA 

TLSLLAGQTVELRCKGSRIGWSYPAYLD 

TFKDSRLSLYNSRGLLREGQAGPMGSQP 

KVNPPTMARVPQVEPPVGETWESSTLLA 

DGAVDKRSSFALCSSFISTWKLATLNDP 

VHLLSLVCTWTLRTAGRSRTARHVAVA 

ASRCGHLTFAWQNQYISLERLSVYMCRF 

VTWVNCMSRGFGVDYFIIQVLKLIQVLP 

PDSVHPRSHKHLLSLRSEIAKTTSYCPKH 

SSLSIPLPRNQMRSGVSVTLEQRSESTSSP 

FPVTALLFVNLTSWLGKESREYLKEEEE 

LFLCKGPGYAGQRVKKNDDPSSVKQNE 

RYGQLTLVNSTSADTGEFSCWVQLCSG 

YICRKDEAKTGSTYIFFTESGGRISVLVN 

LVLTAQELLAHEPFDDVSRNFAPNLKHH 

LTVTQRRQVGKKAKKNYLFQEHCGENT 

RKHVIRJGVSLALKISLCKYCNIPSQNDPE 

KQRIQCTMPKKKSHQHQQKYPQKPSPEF 

LACPKDRIEKGELFVPSPSYFDVVYLNPD 

RQAVVPCRVTVLSAKVTLHREFPAKEIP 

ANGTDIVYDMKRGFVYLQPHSEHQGVV 

YCRAEAGGRSQISVKYQLLYVAGWMFS 

FLVMTLTENPSSPFQPNPSIVHSGAASVL 

DQQSQQFIQACFLLFLSHAGSMVSAAAL 

SRRPQFPPLPSPPLPSLLGHQVRGIPSGPP 

STTILASSNKVKSGDDISVLCTVLGEPDV 

EVEFTWIFPGQKDERPVTIQDTWRLIHRG 

LGHTTRISQSVITVEDFETIDAGYYICTAQ 

NLQGQTTVATTVEFS* 


6743 


14794 


B 


7453 


520 


600 


MIDCVFGAELAESLSFILGILGFTFLL* 



732 



wo 01/88088 



PCT/USOl/14827 



o/*w 




A 




/O 




NVPPLSILSAPFSGS*GL*PCGGVLGATG 

GAELMGLLRSWCPPGVCTVSLGQQVGS 

LSLESEPPASSLNNSRGLLREGQAASVGG 

QPKVTSPTMARVL*VEPPVCETW\GPHPS 

WOMnPLPRfiA/WACPPOTPPCnVTOl A 

ANGKQPVRKPGSYP 


6745 


14796 


A 


7455 


3 


369 


ISQPPKNLGPPKETYKRPPSSSSSKKEFPF 

FFPGESKGGVLSPRKGSSSRVKPFSAPTP 

PKKGGPRSSSSRGGKSSSSRNFKKKGGFP 

G*PRRFFFPGPGKPPPRPPKKAG/H/YRGK 

PPGPGPK 


6746 


14797 


A 


7456 


2 


648 


QTLPFKGRJLPQEDGLGIRRPSKRPALPWL 

PFLSPARPLLEL*EGRQKGRWGRPSQAG 

GQEKQVLSSSSASPTAERARPPRAGTYG* 

CLALP*VTGGVGPMASTLP\VTTGMGQD 

SRGNR*EGPGVR*/DWGCSPRER*EGGTG 

VALEERGLLQRQREKTSGVGVSEPGFVF 

QRPALPGPWVCPRLHKRLA 


6747 


14798 


C 


7457 


89 


376 




6748 


14799 


A 


7458 


3 


864 


MNFSPLFPSNFGDFSQNISTPSEQQQPLA 
QNSSGKTEYMAFPKPFESSSSIGAEKPRK 
KKLPEEEVESSRTPWLYEQEGEVEKPHK 

DEESLESFSSMPDPVDPTTVTKTFKTRKA 
SAQASLASMCDKTPKSKSKKRNSYSSWK 
SRV\KNIRYESASM\SSTCEPCKSRNRHSA 
QTEEPVQAKVFSRKNHEQLEKIIKCNRST 
EISSETGSDFSMFEALRDTIYSEVATLISQ 
NESRPHFLIELFHQLQLLNTDYLRORAL 


6749 


14800 


A 


7459 


2 


743 


KASAQASLASKDKTPKSKSKKRKSTQLK 
SRVKNIRYESASMSSTCEPCKSRNRHSA 
\l 1 EEPVQAKVhSRKNHEQLEKIIKCNRST 

SMFEALRDTIYSEVATLISQNESRPHFLM 

EL\FHELQL\LNTDYLRQRALYALQDIVS 

RHISESHEKGENVKSVNSGTWIASNSELT 

PSESLATTDDVF1QEK*KYASQICHLHINV 

HSIFSHDSLKLKHQEING 


6750 


14801 


A 


746 


3 


357 




6751 


14802 


A 


7460 


1 


336 


lYFPTPEKFGPPKETLKKGAPSSSSSKQKF 
PFFGPGGKQKGGFGSLQTLPPS/RSSPFPP 
QPPQEKGFQGRSSSSG*ICIFKKKGGFPG 
WAGGVQNPNPKGFGPPGPLKPWG 


6752 


14803 


A 


7461 


1 


3010 


YRIPGGGTWQSARPRVGSRRAVDGEGA 
RRGLCSPSSRRWRPGPPQPHCPGPRAPA 

LSCAAAAPARRPRGHAESRRDGGLGSAE 

ccnoAxrvrv/^rvTM c/^ttm ut a a in /*^vTnr t t? 
Etlrbo W Y Uv^i^U Lbi^ULHJLuAAbLOK 1 LL.E 

RNKELEGSLQQMYSTNEEQVQEIEYLTK 

QLDTLRHVNEQHAKVYEQLDLTARDLE 

QVEELQAQVEQLRGLEQLRVLREKRERR 
RTIHTFPCLKELCTSPRCKDAFRLHSSSLE 
LPA 


6753 


14804 


A 


7462 


2 


190 


SSNKKXPPNKNHPEPDSFKTEFYQTF/INT 

P*IPILKLFQKTELQEILPNSFCEVS1TNSS 

TRR 


6754 


14805 


A 


7464 


359 


1095 


PKGENGNLWCGASLLNARMRAGNKSPP 

LPRLPPGATKSLPQGALQFQPLLAEPDSA 

AGLGTGGTPRLTEVGGAL/S**RSGSGFP 

ENQKGPPDPASGYLDLMHTPPFSQXDPIS 

PASHMPIPSWSTLFSVEDRRSRQKTTPGR 

WGSRCGLPHTCSILVGGVTREGVEMLP 

MGTCGKCAPFAPHLSAASSNSVLTAGDP 

APGAGRLGSAAQEAALGQGGGRRSQAP 

PRRALQRPHAWVETTSOWRSAG 



733 



wo 01/88088 



PCTAJSOl/14827 



6755 


14806 


A 


7465 


16 


405 


VGAIQRAPPAPPSCARCLHTPDIRATLTQ 

TPGGLTPQQEKDHEHGHDGRAHSGAVS 

VWVLDPGTCSRKRR\WFSPLYLELLRSS 

GECRG*SPASPSLSHHTAHVTPKAFIEHL 

LCARCKEDSGITGQGAF 


6756 


14807 


A 


7466 


16 


255 


ARPSCPCSWSFSCCGVSPGA/LVTEAAIF 
YETQPSLWAESESLLKPLAKLMTYFKNS 
TYLIRLFMIYRCKPVKSKKKKRN 


6757 


14808 


B 


7467 


1 


1026 


MRARRLPWALTLVAELGWDTQGGDQT 

SPGGNDRMSMEAECESTTVSPLSCSIPTG 

CGQTREEVSARATPPPSLGASLLQTLTPD 

THCTGVSATIMSMLWFLLLWPFSHSST 

LAKHKRIHTGEKPYKCEECGKAFSRSST 

LAKHKRIHTGEKPYKCKECGKAFRQSST 

AKHKIIHAGEKLYKCEECGKAFNRSSNL 

TIHKFIHTGEKPYKCEECGKAFNWSSSLT 

KHKRIHTREKPFKCKECGKAFIWSSTLTR 

HKRIHTGEKPYKCEECGKAFSRSSTLTK 

HKTIHTGEKPYKCKECGKLLSTPQPLLNI 


6758 


14809 


A 


7468 


1255 


2710 


ARPSCPCSWSFSCCGVSPGA/LVTEAAIF 

YETQPSLWAESESLLKPLANVTLTCQAR 

LETPDFQLLKNGVAQEPVHLDSPAIKHQ 

FLLTGDTQGPLPLPLGLVHRMDPAEQAP 

WS*QGPKALFNSTPPTESLPAPWLSMAP 

VSWITPGPETTSVRCRGVLRGVTFLLRRE 

GDHEFLEVPEAQEDVEATFPVHQPGNYS 

CSYRTDGEGALSEPSATVTIEELAAPPPP 

VLNSTMESPPRSCTLGNKVTL'nCVAPLSG 

SGISSLRRGGERAAGNPGGSTSPDRIFFH 

LNAVALGDGGHYTCRYRLHDNQNGWS 

RLRCLAPLEGARFALVREDRGGRRVHRF 
QSPAGTEALFELHNISVADSANYSCVYV 
DLKPPFGGSAPSERLELHVDGELAGHQR 
GRARVQCPSGPPVFPLFPWASDGGALGL 
GSAPIAYPGGEQAIGGRGSGDAWNFGLF 
PTDASP 


6759 


14810 


A 


7469 


3 


1312 


GEAGRGGSTGLGAGQGCATSQGLAARS 

SWGHRSVGHQLGSRGPTRSSAQ*GAAA 

ADLQGAGRHSDHNPPPT*AA*G*NLPAE 

E*GGPRAGAPAHASCPTDPSAGEPGTGA 

GAARRWHQPGLCSPSGV*PQASPGSSPR 

AQTQSPGAAQEHHEPRE*AAQAGERPA 

GGSEVGAGASGGPAAGTGDACGNPGPA 

AAGSPRGGQGSRAATGHTGCGAVQLPR 

PAPSGRG*KCPAAAAAQETEG*VRPTAA 

DSGGHPGSAPQP*AAAGPGCPQLPQEAG 
GSEPQA*RATGCLQGPGRCILGPDPPEAP 
GLLPQHPGRAGTGAGTAAGPGHDG*RA 
TF*ATGVRGPAP/EAGTSTKS*G*GSWQV 
QGTPGKWGLCLQPSPSIQGPAATRPSPK\ 
GRAEQSSSASTEPSHPAPRKT 


6760 


14811 


A 


747 


461 


791 


ESLQTGLTFTKSDEMDLLPHIGPCR*DGV 
AVSGAPSSNSFPTSVAGSTRLAKERGDH 
HLRKQPRWEVHGAVRRAVHRPFIFHLSR 
KEAACCLFPPPTLLPSRQQTLPLSK 



734 



wo 01/88088 



PCT/USOl/14827 



6761 


14812 


A 


7470 


1 


1987 


MWEPCGSQGDT/GVFGCRDR*GG*GAA 

GCAGRPSPGDRGQWPHACGGGGRGHPS 

TSTGAPAGHGEEAASEQRLLSGGPLRPP 

GPH*AHRHVGPGAGRGLC*LGRREPQHR 

VPSRSAPAAPGRLPALPFLDEDKG*AEPR 

EAAPRRPRAAGHSPGHVSHCGEAPGGL 

DHLHLPQ/SPAGMGSEHDGRSGQC*PSR 

HTSPVPTRLQPSPPDTHPGGSSLPAPRPAL 

SCWARVFASLGDQPAFLGGHTGPPDAS 

GEPQHKH*PS/GPLSSSSFPGAP1QGRQR\T 

ESLPGTC*GMEWPTAALG*RGPRPVTAT 

PGTPGGAPTS\GFP\GCQAQKPEAGLWA 

NGTMCCPAKHTWRSGPKIPTLISILPLLL 

LHGGAVSLGSPPQGSALRPAPASLGPCV 

TDKSIPSLAQNTKYSPDLP*ET**HLPECS 

RGWGSPLLVLHPLLGHILVSAHIPLPGYK 

ACPRPLNLLGRFGANQGPRGSLSRSSRGG 

♦/PGPAPSALGVSGSPSSHPPN/GLYAEAH 

RMGFLPDSKSKN\GLISKCKLTFHPQTSK 

PPAPISP*SKTSGGRKNRLPGLHSQQSFG 

RMPPGMP*APSVYLLPLLSHPLPLRTAG 

KPSSLPQPRSPSLVSSHTRAQQLSLSVP*G 

QPCVPGHTSTRQGLPPHLSILPAELPQSSF 

ANRGIKASLRIRK 


6762 


14813 


A 


7471 


2 


353 


DRKEERLRSPRSGAAATRSSGGKGVAE 
WDPLPCLDPELWDQFDNLKN\HSLEKFII 
SAKERTEIELSYTKQLRNLLKTCQPKRN 
WKEKEYIT*N SPSLPVNKMSDHARQH* V 
ITLGSIKLSSLRS 


6763 


14814 


A 


7472 


2 


390 


PLDPQRVKIEDKVNKSRSS*KN/LGLEDL 
fiTY55VIVTDADEDlSASHTLTEEELEKI K 
KLSHEIKNPVIKLISGWNIDILERGEVRL 
WLEVQKLSPAAELHLIFNNKEIFSSPNRK 
INFDREKGLVEVIIH 


6764 


14815 


A 


7473 


3 


223 


DAWVTSTNADKEFEKIQHPLMIKLSSK* 

VYWMSYIYPLFKIIKGIYDKSLVNIILNVE 

KLKAFF\LRTGTRER 


6765 


14816 


A 


7474 


3 


1033 


CPLFFSL+YSTCGEKQPQMSWRASAASP 

GQSAPSSSAVGCWKASCKQYVWGTPSY 

SYTNRFPRRTPHSPGVWKACISRAG*PA 

RKNSLICGLAGKTGALKDT\SGKAPVFPL 

CHRHSDPGGGFHCAELGTGNSPLGRRLL 

KGLP*PAAVPCPPGAPH\LPQRRPAGRPT 

*FPPAO<sSPPOSVW<?R^RrTRMPGPTGPn 

RWGPAAGSWPATSLASGCPSWEVCGAT 

NP*APRLSTALGSCCPSPPEGKRRPNTVPA 

TRPPCVPAG*APPPGHSRGNGGLEKKSSF 

VPASCGR* QSGAGPSRLDFPSSPSRLHSVP 

PGPFRFTSHPQVQASSVSEKGEKPLRSYD 

PRR 


6766 


14817 


A 


7475 


63 


389 


KNQEQESEETLPNLFYKASITLIPKLDTSS 
SSSSS\FSSSSSSSSP*KPITHRNIPSSSSSSS 
SSHQIQQYIGKJIHHDQVGCIPEHLIKFNI 
AA**EPSKNGDRRNTP 


6767 


14818 


A 


7476 


3 


335 


HASGKDRHTDQRNRIKNPETDT*IYSTF* 
QKC/RLI*WRKDSLVNKWC*SNWA\SPM 

GWIVGGNLQYRGLRVHTVDVKAQHl 


6768 


14819 


A 


7477 


50 


378 


LEAWAGLSQVQTPSKFLENPSQSYRLTV 
PLRKHVRPKKQHEIRRLA*VGNNLSDFT 
n*/HPnpronT PPnVHl MDLGLGLMV 
KSMERDQRLVERAQRLDQELLQALEK 


6769 


14820 


A 


7478 


62 


389 


KRDPRKTFITPPPVSGERQIRRGPTCKWG 
FLGLVGRGGPPEGEKSNLLLWNPGPPLG 
PNIKKGPRLTTPSSSSSNFQREKFHPGGG 
APP*NPT/ILGRPGGPNKLGWGVP 



735 



wo 01/88088 



PCT/USOl/14827 



6770 


14821 


A 


7479 


18 


373 


RGEPPSPAPIGIFKSPKRGFPGPKTFPGGF 

LPKGKKKPGPIFPPGFLETKEGGTPPNPF 

KK/ARVFLVFKPKAGSSSSSSSPNYKPIYL 

NNTDTKFFNNMLANRI*QaKEVMQYDR 

TRG 


0/ /I 


14oZz 


A 

A 




Al\ 
*W 


/ 


LKV I AQWAbH 1 LrJUr V VONFGSGWKEK 

DRDSEWGWRDLKSKTWVEVEAEGGLS 

GDTFQWLPQGSSQRPGLPLVNQGAGVQ 

ETKGAGPL*SPAPLPPGSPEGAQASGCSP 

VGAIGMYPLTGPLPPPPQPRSWISGPSTPI 

LSLCPSPSTRSQGFPPQGLEVCVTPIELLP 

EVRLKIRECFPSFL 


6772 


14823 


A 


7480 


2 


1288 
• 


FFFFFSCYAVNAAGNEGNDTALSFPERS 

QSRLCGFSQNTLCLLPAPTRSNFPGSCRP 

RQPPGSLPALALAAGDSPGEAGPPGEGS 

RG1QHTFP*IPRPRRVQGSQSSPSPTSHPQ 

QFINGEGQTS**QNLGLRTQEFECNPRLIS 

RL*VVRFRSLFAFFPLFAFHSPSPPFF*GN 

V*ARLQGQKMESLGAEGLHHRRPRQGW 

RKTKQKAPSAYVGKNGMPAPA'WFPPKV 

FRTGAAKP*GFPNPISPKP*RHSLDLAKG 

RGPDPCARTGTLQSCLAFLWPSRELITPG 

CHVL1GLGSRLRGALFGG*GTAKRLSHK 

GRQSGP*N*P\GRHTAPLIPSAASGRVRV 

GLQRNEPL\PQNPTLRLSSPLLPGGIKVKE 

1 Vul'^'GVGMR^LGS*NEVSAFIGN*ESR 

GSGSSNRMVFLPLPNARESPPSRFETVN 


6773 


14824 


A 


7481 


3 


352 


QFSIE*KKRKIFPTQA*DKQRLNVQKYKI 
LLVTRKEGPNGKRGKPrs*IRK:i isJTWT^ 
IFPKLIDSYNKFPNY/LSASLLLELTSaLK 
LIWE/QNPFMKMQRARTVKTLSKKKNK 
VEK 


6774 


14825 


A 


7482 


2 


253 


SMKKVERSKISILSFHIRKLEN/QLKPK*/R 

RRRE1KIGAEINEIENRK*1EKJNETKSYF\ 

WKISKPLAKUKEKTQITNTRNRAY 


6775 


14826 


A 


7483 


2 


1114 

ift 


WSHRDWICPASGFQMLNVGSVGQILRK 

KLMTYAL*LLQLTVWRDSRLLCREGAP 

K*SL/SSLPESRRQSSEFEKAKTCQLFINA 

AVDSPAIDYHISLAQSALQICLTHPELQN 

EICCQLIKQTRRRQPQNQPGPLQGWQLL 

ALCVGLFLPHHPFLWLLRLHLKRNADSR 

TEFGKYAIYCQRCYERTQQNGDREARPS 

RMEILSTLLRNPYHHSLPFSIPVHFMNGI 

YQWGFDASTTVEEFLNTLNQDTGMRK 

PAQSGFALFTDDPSGRDLEHCLQGNIKV 

KPSPFQEPSPTNSKEATLYKKSKLCKKFN 

SGVFQNFNQSNUTOKKKKMQDFVKPIEF 

LIHNLYIYTFHIKERKGVSNGNDTLSIRII 

RVDM 


6776 


14827 


A 


7484 


4 


252 


GDVEY*SIYSLAPIRHWLRNGPRASTLW 

LFFFFFFFFF/ETQSCSVT\RLDCNGMISAH 

CHLRLPGSSDCPAS 


^•7*77 
0/ / / 




A 

A 


/4o5 


95 


670 


FLEGGWAHFFPPPKKGSFPKIPKEGFKTP 

PKRKKIFPSHPPLNLGPPRDLLKGPP/HSS 

SSSSSPEVIN1YCSPFREGHGRR*SKVSSW 

STEVNKPV*DKFPHTPSY/ATPCPLPQGY 

RTAVFSYSPPK/HMQSLPTFQKACSFPYS 

FSHHSDQSPTLVAPFFFPCLMRSSDKLM 

NDVPAPVFLPSFKGNHACSSR 


6778 


14829 


A 


7486 


2 


338 


ENGWCWIATYGRnCTGFLSLTTCKS*LK 
RDLDLGTETMEILEENLGEVLLDIGLGK/ 
NFMTKTPKADSTE]KINR*DLIKLKS*CTA 
KKS*TVSNRQSTEWKKIFGNYASDRTS 


6779 


14830 


A 


7487 


117 


334 


LYAHKFKNLDEMDQFLQRHNTPKLIQEE 
/HRLTV1K*1KSIVINLPKQKA*GPDGFSGE 
MYQLLKEEIIYNVF 



736 



wo 01/88088 



PCTAJSOl/14827 



6780 


14831 


A 


7488 


325 


353 


CILKDRCR*LYAHKFNNLDEMDQFLQRH 
NTPKLIQEETDLL/SIKMKSIVINLPKQKA 
*GPDGFSGEMYQLLICEEnYNVF*RTDVE 
yj 


6781 


14832 


A 


7489 


3 


458 


KSREITTLANNQCMATESVDHELGRCTN 
SVmYELMRPSNKAPLLVLCEDHRGRM 
VKHQCCPGCGYFCTAGNFMECQPESSIS 
HRFHKDCAS\QFmNASYCPHCGE\ESSK 

GRADTTPGSGAR 


6782 


14833 


A 


749 


2 


333 


QKRGKTLPDF*SDFG*QLNGRHTOFQ/HP 
WGNPGSGWKEKETKGAGPLCYPPSHS 
KVWGRGATSSVSEGGSQRAGHLP/rSPA 
Alj yOLbUKN 1 JRLr K. VKA V A VKJLC YPFL 
GG 


6783 


14834 


A 


7490 


49 


457 


MHNPDGSASPTADPGSELQTLGQAARRP 
PPP/PRGTRRPPQDTPISPETP\GCFSRRPM 
PTREPPKTRGSRGHLHTHPPGPGPPLQGL 
APRGLKT/RRPPPSVPAPAGTPQGKDQED 
CV*G*VALPGPPGRQEAYWSHP 


6784 


14835 


A 


7491 


1 


816 


MDEAQPQEALGASDWQTCSRTQCLQRC 

KARSQSDHFKGELGVSSPRVHPQAARRP 

PPP/PRGTRRPP/PGPAHQPGNP*AASPGG 

RCPPGSPQRLAAP/EGHLHTHPPGPGPP/P 

PAGTPQGKDQEDCV*G*VALPGPPGRQE 

AYWSHP*GA*A*APPSARL*A*VPASEQ* 

EGTEPLCRSVPGPVRRVLGAPARGGVCT 

GKAQAAGGPAELPAPTPKPEGGPSCSPG 

LEGV*DEANGSWLPGQAGSLPLPEG*TE 

ASQDSDPEIR*PRRTRPSARKPLSCFSRRP 

MPTREPPKTRGSRGHLHTHPPGPGPPPQP 

GPHKAKTKKIVFEDELLSQALLGAKKPl 

GAIPKGHKPRPHPVPDYELKYPPVSSERE 

RSRYVAVFQDQYGEFLELQHEVGCAQA 

KLRQLEALLSSLPPPQSQKEAQVAARVW 

REFEMKRMDPGFLDKQARCHYLKGKLR 

HLKTQIQKFDDQGDSEGSVYF 


6785 


14836 


A 


7492 


27 


445 


MHNPDGSASPTADPGSELQTLGQAARRP 
PPP/PRGTRRPPQDPPISPETVLSCFSRRPM 
PTREPPKTRGSRGHLHTHPPGPGPPVSLD 
KtOVFRFOL*AKX>LArA V'0 1 r VrP 1 rKJr 
NSRPRFPVAAAGTGAPRPQNQRPP 


6786 


14837 


A 


7493 


1 


368 


FQQNLTL1SAHCNLCLRFK*FSCLSWDDR 
HVPTCLDNFLYFW*RWGGFYHVDQAGL 
KLLDSSTPSAS/SFPKCWXDYRHEPCTWP* 
KYSFLTEH*LLPVY*K*IAKPFGPKQIVKT 
FS^GCKNI 


6787 


14838 


A 


7494 


10 


504 


EGDKGTPVLRGFSSVSGSWSRRMPPFLL 

EGTIDHQLDESQGPPLCDNHVNGGXWYH 
FHGHGRGDAMPYLSFFTRKPLWEPTAPV 
WLKGSHPL*GDG1VQRQACASFNGNCCL 
WNTTVEVKACPGGYYVYRLTKPSV 


6788 


14839 


A 


7495 


84 


250 


NRIENPEIKLNTDSQLILPR*FNWER/DSL 
FNKCWWNWIFKCKTMKLDPFPIPDKN 


6789 


14840 


A 


7496 


63 


743 


SSCLLAAFRGPAHASHC\P*SPAHSSKRPI 

HAQLFPLVASPGPEIPQFGFAR*SCCLPVP 

SPGPVLPPSWVYSPIS*LKTTYFGSAPAQ 

HLAAFVGLKLPQVKRSRPRSCCPGAFTG 

PATA*RWLPQAQVLPSPSLPRPSPCLTVA 

FPVHVTACYPTALTDQTLPSHWTV*DKL 

IRLPASPGQSSCLTLASIGPGAESAMVCL 

GPSHAFLKTLOATIWPDTCFCGPM 


6790 


14841 


A 


7497 


340 


368 


VPTICQVMS*HFHPSSSSSSSSSSVINYY*/ 
FGLLLaQVAHFYNSlDQQMIQSQRPMM 
LQSALAFEQIIKVNGLLI 



737 



wo 01/88088 



PCT/USOl/14827 



6791 


14842 


A 


7498 


2 


826 


LVKKTCEVPLQAGRLYLDHHQSKPFLKL 

HSK:THV*RCPLGIQTrGPVTLRR/AFNLR 

PVLSPQQRVPVEARPRKCETHTESFKNSE 

ILKPHRAKPYACNECGKAFSYCSSLSQH 

QKSHT\GEKPYECSECGKAFSQE\SSUQH 

QRIHTGEKPYKCSECGKSLSARNANLTK 

HQANPHREEEALTGCSECEKAFS*LLS\L 

VQHQRIHTGEKPYECSDCGKAFRHSANL 

TNHQRTHTGEKPYKCSECGKAFSYCAAF 

IQHQRIHTGEKPYRCAACGKA 


6792 


14843 


A 


7499 


64 


372 


KLSFFHRESVNEIKKKTIDWENICNTYE* 
KPVTYIC*FLQ1N*KEIN/DQIEKWTKATN 
RQIAEEEIQIVNKHIKRYCSASFRKKQIKT 
KKRCHFSITGKNYKE 


6793 


14844 


A 


75 


3 


298 




6794 


14845 


A 


750 


444 


999 


HSLTATALTLGSLVFLHSSPCCAAGLWA 

SDLPSVSLPLTQRRWLPFPKP*KWLGG* 

QRGPAPLVSCTPAPWFTQRERMKDGSIS 

HAPSPTLRHPGVGGRSPRPLAWSPVGAI 

GMYPLTGPLPPPPQPRSWISGPSIPILSLC 

PSPSTRSQGFPPQGLEVCVTPIELLPEVRL 

KIKECLSLVSVKK 


6795 


14846 


A 


7500 


2 


414 


RQGL/DSVTQARVQWSDQ/GSLQPRSPG 

LERSSHLSLLSSW*FEISFRTLQQLVITGN 

ILGHQKITGTNHR*FMLYSS\FCLFFEMES 

HSWQAGVQWHDLSSLQPPPLGFKRFSC 

LSLWSSWDYRHPSSCLAYFCIFGST 


6796 


14847 


A 


7501 


18 


73 


SYPGAAVSPAPWSPGASPLRSSPELHLRL 
SSSASSLALAKNALSRASPSPAAQ/ALPSP 
SPLLWPLTSSPGRQASPVAPPSASNGT*W 
GTC*PEA1LGLQSAQPPGAPGPPH 


6797 


14848 


A 


7502 


3 


363 


KTASPVQVKFCAGVALPNLKQRPLREK 
AQQCI *PLLMAF\RNTGRIPCFSCNIPVLP 
GQKHGTEDYWFVQDLRATRQIFKAIYLV 
IPDAYTLFMTLTSELYW/WSVLNLKDAFI 
CIPLSPES 


6798 


14849 


A 


7503 


47 


231 


NCSSVFCFPGSQRVGSILGKSW*GWWA 
TGVWLLNPLKAVGQEEYSLKMEGPRPE 
VTCRHL 


6799 


14850 


A 


7504 


1 


3099 


MGSCSGGERLGTSPKYSMGKWEFVAKE 

QCGVPCPVQLGTLRNDSLEAQLHEYVK 

QGNYVKVKKILKKGSQPHSPRVHSLFTE 

GTLDPOAPDPCLMARETONODAPCPAPF 

MAEEASSPSTGQPSLCSFEINEIYSGCLIL 

EDDIEEPPGAASSLEADGPNQVDELKSM 

EEELDKMEREACCFGSEDESSSKAETEY 

SFDDWDWQNGSLSSLSLPESTREAKSNL 

NNMSTTEEYUSKCVLDLKIMQTIMHEN 

DDR 


6800 


14851 


A 


7505 


2 


707 


LTTH*nHAGEKPYKCEKCGKAFNQFSNL 

TKHKITHTGEKSYKCEECGKAHQSSTPS 

K\QINDGEKPYNCEECGKAFNQASNLY*/ 

HKIIHTGEKPYKCEECDKAFNQSSIFTKH 

KKIHTGEKPYDCEKYGKGFN+SSVLNTH 

XIILTAJEKLYKPVRCDSASDNISNFSNHK 

RNHIGEKS*KCGECNKVFKWLSHU1GNI 

HIGKISYK*EQCGKVFN»YTLLHRKSFIFE 

KNCRN 


6801 


14852 


A 


7506 


1 


681 


IVTADQLLGMGQWAAIRNQTMLNDEVI 

EQLWKCCLDAWDKIQDDDKLCPCF*QP 

SDGAQT*NR1PHFNCPIFKDAAEKSYP*IA 

RANDLL*NLMAYEQVNPRL/CQVAICPIK 

GKJPPGGDVLTSYIKVCEGVRGTLRTAM 

VMAQAMVSIRMPGQFPGKCFLCSQSGH 

SKRNCPWHTDRCSFQHQQPKFFQQQAP 

LSTICPRCQKGNHWVAQCHSKFDIDGNP 

LRSLP 



738 



wo 01/88088 



PCT/USOl/14827 



6802 


14853 


A 


7507 


2 


342 


STVKGPCSMCRTIHHVPHIMGFIFGVQG 

WHDM/C/KSINVhmSVNRMKNKNI^ 

NDAEKAFDKT**SVSIKT/L/NKLEVKGM 

YLYI1KVAYDRLPARIIADD*RAESFPLRL 

GKR 


6803 


14854 


A 


7508 


1 


358 


VFQSFFICHRNQKVPEPPPLSKT/AKNLFA 

QLAENIASCLDDSSCYGYKKANIRDQWP 

♦EAICELMPQDNFN*LFPQTDATRSSIW/L 

LKTSIIKKYHVTHYEKALKTHEKELTCLR 

HDRVGTC 


6804 


14855 


A 


7509 


2 


681 




6805 


14856 


A 


751 


172 


431 


IGRPTKQGLGQWTAVWERMERTOKSRA 
WPNACEGPGAVGNYUWASGLP*MLKT 
RAARTWVQAGVRESAQGFLNKNRRILE 
MGLSR 


6806 


14857 


A 


7510 


670 


1466 


KKIRPFFQIFDGFISNVLVFAQSGFPCCLP 

VAPSVTS**LICAAVTAGLEVPSDVSDRA 

FE\WLSAFPL\DSPYS1HHPRR1QV\FLKRE 

GSSRRWVLEPITADSDPAYSSKVLLLSSP 

GLEELYRCCMLFVDDMAEPRETPEHPLK 

QIKFLLGRKEEEAVLVGGEWSPSLDGLD 

PQADPAG/SWVRTA1RLCAGPELGIDLS\ 

AVTKWWRFAEVSVPAAGDPPGGLQTVV 

VYLPGCLDHHAYFGRKWEGPGAKQKA 

ARGSSPNPGRHKG 


6807 


14858 


A 


7511 


155 


359 


VNSSHRDQWNRIGGP/ETNAYIYGQLVF 
GKEAKFI*WRKNSLFNKWCWET/WISLQ 
KRMELDSYLTAYVKI 


6808 


14859 


A 


7512 


2 


495 


RKDILYSWARRFNIVKMLMLLPKAIYRF 
TV1PIFLLQND*TAFFAEMEKPVLKFI*SY 
RRP*IAKQS*SSSSSSSSSSSSSSSSSSSSSS 
SSSSSPVNSSHRDQWNRIGGP/ETNAYIY 
GQLVFDKEAKn*WRKNSLFNKWCWET 
GFPYKKE*SVDSYLTAYVKI 


6809 


14860 


A 


7513 


155 


359 


VNSSHRDQWNRIGGP/ETNAYIYGQLVF 
GKEAKFI*WRKNSLFNKWCWET/W1SLQ 
KRMELDSYLTAYVKI 


6810 


14861 


A 


7514 


2 


495 


RKDILYSWARRFNIVKMLMLLPKAIYRF 
TVIP1FLLQND*TAFFAEMEKPVLKFI*SY 
RRP*IAKQS*SSSSSSSSSSSSSSSSSSSSSS 
SSSSSPVNSSHRDQWNRIGGP/ETNAYIY 
GOLVFDKEAICFI*WRKNSLFNKWrWFT 
GFPYKKE*SVDSYLTAYVKI 


6811 


14862 


A 


7515 


1 


399 


NVLIWEDCIAGQAEVLHDSYGIIIDWSPK 
GMFSMNCTSQS\CPWPHYVQLV*TERSD 
SRNDKKYGKSSYYLETWQYSG\PQPQMI 
WPAVGAKHKDLWKLLIAFDKIKIWEGK 
YTMPSQYNPNYILELVENNTIW 


6812 


14863 


A 


7516 


10 


225 


YCNTIIVGDFNTPLSGMDRSSR*KT/NKE 

TSELNYTVDQRSLTDIYRTFHPNNLMIHL 

KELEKQGQTKSNIN 


6813 


14864 


A 


7517 


37 


348 


WKMGQLPGRPQLPQLSQEKILSLNSPNV 
FSSSPLK* * ♦NILPKKKRPDCFTHKFYQTF 
KEEnPFLKTH\QEFEKKEILLKSF\YEGSV 
V*AAKLNADINKKTTH 


6814 


14865 


A 


7518 


3 


353 


CRLGGLKGRSREQGAVIREGEDTLG/SET 

EAGRPAGSLRQQQRRGRPWLNPVPGKH 

GVPTGEEHWAGEPAGWGGSVSGQAG*A 

ESRLSSSGHSGQKGGAVMLLAADRRRG 

QRRRGGSG 


6815 


14866 


A 


7519 


54 


284 


NHKTPEENIGEKLYDIGL/NNDFLDMTPK 

Ar\A\AV AT^\n\D\\rVi^ll^1 ♦'Mi rTQVPTT'M 
Av^AMIw\KVJL/KW I vJLIVLi INL«^ l oJSJCt 1 liN 

RI/NNRQPMELKKLMANHISDKR 


6816 


14867 


A 


752 


253 


428 


QASGVSDLQ*KLCAC*AQSQDLRGGGFR 
EARKTST*QPGFGLLFCLLYSANKLQESV 
TFKDAAIDFSWEEGIQAESAQRMTVYGE 
VMVENYQEPGFLGKYLFQTRGGLP 



739 



wo 01/880S8 



PCTAJSOl/14827 



6817 


14868 


A 


7520 


29 


261 


NHKTPEENIGEKLYDICUNNDFLDMTPK 

AQAMKAKVDRWYGIKL*NLCTSKETIN 

Rl/NNRQPMELKKLMANHISDKR 


6818 


14869 


A 


7521 


5 


2088 


LSSPSQGRGADSA/PGEFSGTQLPPQGGE 

LVPQHLAQPHAVPAA/EVGPAWWPGAG 

P*TSPSGRGRPRLCPPAPGPPLPLPAAGPG 

\SHGQPPFMLLDGL\PGPPGGSGAS\GLPG 

SSALP\RPRGEGVTPGIRGEGLRHTGA/G 

APSHSHSTCPSRRWQAGCPPTLTAPPPPG 

WATSPPPPESRCRVSGTSR*A*NPGHAA 

ASSGRWDRGPGAAAGPRPG*AHPA*GS 

GASGSSPGPEGGRARGT*PCSTEPSPGH* 

STGPSPCPAGGPRGRLLLPLPGPDQGRW 

APTSGIPLRTG/PKLQTPTSCPGR/KLAEG 

EAPGLMGVQVRQCEAQHTQRVPWLVV 

LQEGQDAVCVELEPVRVPAGPRGAADG 

RGCHRRQA/P*RAGPGRRPLCSCTAGAA 

GSFPPAPRSGQGQGLLGLAPGTAAEQAA 

HRAEPPRCKMPA*/PGPCVSTrCPCVSAS 

ELGTPGSEPLAGRWREAGSSQAVGLAAX 

GGGGC*DQRTPAGFGS*GAGKGLRGPPG 

LVTSLSAVGRCASEPGGASGAAGRRGRS 

GSPREPRVGSGASRSPCG*AGCRRASSA 

GCRPRPGRA/GSAGEKADTYSCCRAAS\G 

RPERPSRPGARS*TPVRVYTA/GMVGGQ 

GLATPGSPCCCP\GPPGGRPRSRPE/SFPR 

AOroOYKOLrAUKJrlWoK^Or'OrALrurO 

RSQAWALLGPQHPRSPAPAGAGRGRAG 

HRAR 


6819 


14870 


A 


7522 


45 


301 


AGHHHWRKGPEAPRHEMCPGSSKNQGL 
Vv^LAuvj Wvj 1 K.OK1LivUd\o 1 orCrbrUS 
GQIHLKKAGTCCGGSSKDRGVRNYSGR 
LLRR 


6820 


14871 


A 


7523 


453 


704 


AGHHHWRKGPEAPRHEMCPGSRSGSEG 
ATCFARGR*RPPGNSLNVSRMGTRSSYS 
CRRHSPAFLSWGKGRCHLCNKAHLLAG 
A 


6821 


14872 


A 


7524 


3 


543 


TCCIQAAGTGGSGAPGLASVVGGAAPL 

WSSF*NSLP*QIRFALVPLPGCRAPGTFPA 

\PLYSQWPFPGPQRWARSLARGEEGVGV 

LAPHPQPPTWPGRHGEQSPRRHHGVGH 

HHQHVMALGADMRRGLAAVAALVAS* 

AGRVLGWCGRPARRAAQLGQEGAQGT 

VLALl^GLFFFPSRKHGC 


6822 


14873 


A 


7525 


218 


533 


AARRAGRPHHPKTRPAQLATSAATAASP 

RR*GRPWGRGLGPAWRPGGRGAALGA 

QRCGHGVRAVPVARAELGAAGFGGAA 

GPGAARGQCPAIXPGRVEPRAARGVRT 

TPRPGQLSSQQAQPQRRARAAYPRREP* 

HADDDDLLHGADRSSRFGEVEHPVQGH 

TANPSDGGPVQQHQGHLPHRYHLHLLV 

*HSRPSGPPGATG 


6823 


14874 


A 


7526 


3 


1185 


GPRR*GRPWGRGLGPAWRPGGRGAALG 

AQRCGHGVRAVPVARAELGAAGFGGA 

AGPGAARGQCPALLPGRVEPRAARGVR 

TTPRPGQLSSQQAQPQRRARAAYPRREP 

♦HADDDDLLHGAGGVSVPRGAPARWA 

AGGVGRGRRRPLLPWPGCERSFSSSL*I* 

HSQICFF*SSLEQCGEWEGVYG\DPSDGG 

PVQQHQGH/PASQPLPEWKVAEVTDGA 

RSTEDTSWGKGAGGSS*EGGPSGPPGPP 

GAGGLPGHNGLDGQPGPQGPKGEKGAN 

GKRGKMGATG*L*RYGWHLGGASFALL 

♦AGHHHWRKGPEAPRHEMCPGSKGSFR 

ENGHTPSKPAQSSEGQ*LPHSPYQSGRW 

QKLLMGQGVQRTHHGAREQVAVPRKV 

DLLDHQDLREPAGCQDTTDWMDSLVLR 

AQKEKKEQMEKEEKWGLQDNYEDMAG 

ISEELPLPCYEQAITTGEKAQKHQGTRCA 



740 



wo 01/88088 PCTAJSOl/14827 















QGARAASEKTGTHRPSQLNPQKASNYH 
WNYTAAN4DRSYRIIIIIIHEHRCRIMMPIG 
LSWEVLQKCDSVLRPRQWA 


6S24 


14875 


C 


7527 


35 


217 


MXDSRGRXPGARTYRESPGPXXRMXGR 

SREIARWPRRRPLAPLLHRLLPSPRPGIC 

GGAA* 


682S 


14876 


A 


7528 


2 


342 


RALPPPKDPSLLSSIGSYRVPAPESVEGPL 
/SPWERKQPGERPLSCMS/GLPQLRVGGV 
RG**EPQGLPQDGDPAHTRCGAEPSLLD 
SLPQDGVQDAAAASFLHTPSQTPCVQRE 


6826 


14877 


A 


7529 


2 


440 


PRVRPRVRQSSHLSWRCRVPPPPPTMCL 

SAHPAPGPDPGTSCESHRVIPMTSIAQWG 

N*V*RGEITCLKSQE\GKS*GHGASCPMT 

GELKCPHCWG*TGPHQLPG/MSHMFVa 

LRGLAGSPARTAARGFLEVAAFFKGTIPE 

RKPLM 


6827 


14878 


A 


753 


963 


1497 


NTALSNEEILVMALWISFLSLTFFQLME 
GTRLNKLWGFIPIRTL*FSE*TLSSIKAKL 
LTILTPSLKFNREVKNEVCHFVEWFWSY 
HNNLIKMVPFISMFTPLNKMKAFRTFICK 
MTVNINNMHQSTIYAKGEEHLMGCYVN 
CKLRTACFMAFAVKKKLLAFNMYFKIY 


6828 


14879 


A 


7530 


3 


471 


RALAAAERPLAPLLHRLLPSPRPGICGGA 
A*PWERKQPGERP\FPVSQYLPSAaGASP 
PG/PLGTGRGHGADDAPRRTS*ISEVGSV 
SVRDPG*IEQGSDGRLPIGHSRWDERGLR 
GLGFVTGK/PWIKGGAILPVGPSKWGLG 
YTGRGAGLARSLQGY 


6829 


14880 


A 


7531 


2 


1021 


FFFFFSCETTIENLIFFSGEVSNLILPIPVGH 

K\GL*GGVKEEGCGCVLGLRPAVGSPAG 

MAQPSAPGVQAGSSILEEGLEVLSQPRA 

PSRGSQGPVSPPSWKVLQQPVRRTPTPH 

ASWGKPTHASSFVGGLGAQGGKRMPLG 

GPGCRPAPGLGAHLYWCPEFSAPIRGL 

RSGMVPLKKAATS*DTSGSSPGLGEPASP 

QLHLFN*SLRGASSVPLSTAS\PPEPGGLR 

TQALGRY*ETGKWPFTGLLPLPRLSGPST 

DSGAGTR*EPMEERSEGSLG/ERPARDPP 

Ob VFl CO WKCjKOSrGTCG/LPGQRPLGR 

AT P A AT^TPPHTPR ATnpnVPPriT PPT CD 


6830 


14881 


A 


7532 


40 


403 


QWHRLAACSNLASAVSFRIFLYYGERRP 
SGGARPMLTSPSLTAWIJNPLSQQLL*YL 

AAFOPO! T-TRnPPRTPAPV^nAP*R WTPI / 

lARTHCLRRGQGRQPPPVSGATGAPSFPL 
QQPMPRR 


6831 


14882 


C 


7533 


182 


289 




6832 


J 4883 


C 


7534 


50 


223 


MEQLCTKVRRFKITTLLALILXXXXXXX 
XXXXXXXXXXXXXXXLFSILYEWYPCH 
LK* 


6833 


14884 


A 


7535 


3 


398 


SNLASAVSFRIFLYYGERRPSGGARPLLT 
SPSPTAWIINPLSQQLL+YLAAEQPQLHR 
GPPRTPAPVSGAE*RWTFL/IAHTHCLRR 
GQGRQPPPVSGATGAPSFPLQQPMPRFT 
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PGASSSHQEATKSSTREF 


6834 


14885 


A 


7536 


287 


568 


CLRDGSPEPSCGLHCHCPACQ*PTPHPHY 
KHRPAGESIPGNTPMSASRKRPASPTSRL 
RAPPALILSFLLCKMGTLPHASRGCWKE 
RSEIVLK 


6835 


14886 


A 


7537 


574 


1266 


SIPCPSSSFSTWLQSSRNFTEDILASVLISA 
STQSAQSRSPQNQNLCKGGSQAAPPASS 
HPlSSHGWni n DDPPAKDTinFPl VI PHT 

PYAVSHQCRLQYGAYSAFCEDMDGDSS 

LISPWAKYPKQRPGQGVFIRVPKKHMQK 

GSACPLWPVRGKSLPVKMHNPG\LAGR 

WKSS*STWT/IQS/RSCGLHCHCPACQ*PT 

PGPHHKHRPAGESIPGTTPNFCFEKEACV 

PYFM 


6836 


14887 


A 


7538 


1 


785 


NRQLSCGTALSTTGGIYIGERSVRVWGH 

RFHCLGNESLLDNCQMTVLGAPPCIHGN 

TVSVICTGSLTQPLFPCLANVSDPYLSAV 

PEGSALICLEDKRLRLVDGDSRCAGRVEI 

YHDGFWGTICDDGWDLSDAHVVCQKL 

GCGVAFNATVSAHFGEGSGPIWLDDLN 

CTGMESHLWQCPSRGWGQHDCRHKED 

AGVICSKFTAFRLYSETETESCAGRIEVF 

YNGTWGSVGRRNnTAIA\GLCCR\HLGC 

GGRNGC*PPCIHGNTVSV1CTGSLTQPLF 

PCI ANVSDPYT ^AVPFH^AT TP! FnVRI R 

LVDGDSRCAGRVEIYHDGFWGTICDDG 

WDLSDAHVVCQKLGCGVAFNATVSAHF 

GEGSGPIWLDDLNCTGMESHLWQCPSR 

GWGQHDCRHKEDAGVICSKFTAFRLYS 

ETETESCAGRIEVFYNGTWGSVGRRNITT 

AIARIVLQATLAVGEEMDANPSPL 


6837 


14888 


A 


7539 


1 


1113 




6838 


14889 


A 


754 


1 


363 


WRESPHSARPRJLEPQCYDLSSLQPPGLK* 
CSHISLPSSRDYSCCATMPS*1FCVFFGVE 
MRFHHVAKAGLKFPGSSNPPASGIPKCW 
DYRCILGQFSSFEAKPRMLIFTLFIICSGH 
VMMS 


6839 


14890 


A 


7540 


I 


214 


VAFFKSAGASVQEKQAQLQEQVKEQRV 
CCQRLAHPVASAQKEPEAARGPGAP/WA 
WGRV*QLYGPPEGEGRP 


6840 


14891 


A 


7541 


3 


141 




6841 


14892 


A 


7542 


39 


210 




6842 


14893 


A 


7543 


72 


353 


QRCPGGHIYSHKFSPNDSVLPGTVVCESP 
QPNGPGFDPTVWQWGRPIYPHRHSALRL 
QS*RQSGSP*VCLAGSLLCCPWRRLGHG 
LCQAHPGQ 


6843 


14894 


A 


7544 


5 


726 


AAILYSGRLSSQPVVVESIHPYTYDTSTS 

GTVKIPGAEGLRVEFDRQONTERRHDPL 

TVMDGVNRIVSVRSGREWSDWSSELRIP 

GDELKWKFISDGSVNGWGWRFTVYPIM 

PAAGPKELLSDRCVLSCPSMDLVTCLLD 

FRLNLASNRSIVPRLAASLAACAQLSAL 

AASTOMWALQRLRKLLTTEFGQSININR 

LLGENDGETRALSFTGSALAALVKGLPE 

ALQRQFEYEDPIVKGA 


6844 


14895 


/\ 


7545 


441 


ivK/y 


VARTRVGVPATELLWMEEMRCVQLFCY 

SKARSQCSHQG*DV*VFYQPACWVSI)T 

WHYLQPLTDSG*YA*KLS/D*VMSGPILA 

TGPCTSHLA*LLDSEPLERSVSSFCKWDV 

RLLGKTSLCCVGLEALSSSEIFNCLLGVF 

VWNLASCLCGSACCRVFLRDT 


6845 


14896 


A 


7546 


59 


378 
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6846 


14897 


A 


7547 


31 


302 


KGRRVLWWGOKNHERSWHKGVMGQR 
VQDRQKRKLCQLMGKKRSQRA*ILSGTE 
HLHVHSHLL\CQQQVSTGRALHHLLP*RI 
WRARAKNEO 


6847 


14898 


A 


7548 


1171 


1731 


SPRWSAPRSPSGAPSDASCDGLVPMNGR 

KMACWPVDIPKTDWSPNPWQEKREIVS 

SEDAVTPSAVTPSAPSASARPFIPVTODL 

GAASIIAETMTKTKEDVESQNKAAGPEP 

QALDEFTSLLIADDTRVWDLLKLSVCS 

RAGDRGRDVLSAVLSGMGTAYPQVAD 

MLLELCVTEL*NPRSRTP*CFSCRACDEE 

VSLALECWEPEELPRTQSPALTTQRAQN 

TMNKLNFHNRVMQDRRSVCIFLPNDESL 

NII/DKCLVFSWGDGDFGKLGRGGSEGC 

NIPQNIERLNGQGVCQIECGAQFSLALTK 

SGWWTWGKGDYFRLGHGSDVHVRKP 

QVVEGLRGKKlVHVAVGALHCLAVroS 

GQVYAWGD>roHGQQGNGTTTVNRKPT 

LVQGL*GQK1TRVACGSSHSVAWTTVDV 

ATPSVHEPVLFQTARDPLGASYLGVPSD 

ADSSAASNKISGASNSKPNRPSLAKILLS 

LDGNLAKQQALSHILTALQIMYATDAAV 

GALMPAAM1APVECPSFS\SGAPSDAS\A 

MG*SP*MGEK\CLLAC*YSENRL\SPNPW 

QEKREIVSSEDAVTPSAVTPSAPSASARP 

FIPVTDDLGAASIIAETMTKTKEDVESQN 

KAAGPEPQALDEFTSLLIADDTRVWDL 

LKLSVCSRAGDRGRDVLSAVLSGMGTA 

YPQVADMLLELCVTELEDVATDSQSGR 


6848 


14899 


A 


7549 


2249 


5398 


KCHLRAGRCRDVTAIFWLQSSFMDQLEE 

KADLRKSITFYQNQGGRAKDAALGGGH 

HQAGAQGGDEGEAAGAAADGVAAYSN 

YNNGHRKFLATAQNPADEPGPGAPAPQ 

ELGAAGKHGGLPNLRLSFKLALIRDMAI 

LPFQWNLLISFNAVLGLVFSWGDGDFGK 

LGRGGSEGCNIPQNIERLNGQGVCQIECG 

AQFLLALTKSGVVWTWGKGDYFRLGHR 

SDVHVRKPQVVEGLRGKKIVHVAVGAQ 

HCLAVMDS 


6849 


14900 


A 


755 


1 


433 


FFKNFYRINRDSYYKAAKFFPVLCISSFH 
SYCSTLPQAPLPQAWLNLRRSSGVFLLLl 
SIVRADVPTPFQILGLILEAPPSQSYFLPFS 
SMDGLMLHPNRKVGQLTFSRPGEVAHT 
CNPSTLGGRGGRIA*G0EFETSLGSL1S 


6850 


14901 


A 


7550 


1 


609 


AAATTTTKLAAARQPLPGGGGESAVGA 

GAGREVFIYLFATASAKRGGGRAKRTPG 

AQSSGR/AVLPSLGPPGRFLAGVC*GSGG 

PSPFSSPPPNHSG/Q/PGAGGEPGNRGPKM 

GVLAYSLHL*VPCGVSRNTLPAGDGNPV 

P*SPFLSFTWSPA^P*PWG/ANGPWWADP 

PPSTHTVP*PSGPPGASGAGPPPSWPRPA 

KGFAPPRGL 


6851 


14902 


B 


7551 


222 


360 


XAVLALRPWDVEAEQFLEVSFLLFFFLFS 
DPRPRDRLRLLERLREPT* 


6852 


14903 


A 


7552 


1 


601 


RDTSRNCSASTSQCRKASTAPGAEG/DGP 

QASGRGGAVTTRGSRASSGRGRSVMPL 

CSRA*DVRARRRRSQARGSSGKLHLCSG 

KPLRKRSPCSRSVPAPGQSRGRRFTSSPP 

GFPASPSPCITERSRQKARRRTRSSSSSSS 

SSSSSSSSSSSSSSSSSSDGRKKRGKYKDK 

RRKKKKKRKKLKKKGKEKAEHSRQSIIR 


6853 


14904 


A 


7553 


42 


384 


LKSAALSHGGAKQAGDPNLHPLPLRRD 

WAGPETNPRGKGHQHPSGFPLAP*NLPR 

LGRQRSSTGLGQRGPSGKQPSSHLEGQA 

VPSGRLAGEESTQDGRGTSQTDAGGWM 

AGM 
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6854 


14905 


A 


7554 


1 


713 


AKGAGLEARGAMAHVGSRKRSRSRSRS 

RGRGSEKRKKKSRKDTSRNCSASTSQGR 

KASTAPGAEASPSPCITERSKQKARRRTR 

SSSSSSSSSSSSSSSSSSSSSSSSSDGRKKR 

GKYKDKRRKKKKKEEESLKEEGQRKKA 

EAQ/RGRASSASVVDP*DGAHQAY*REM 

/DEGPICRKS*PKNDTERSTSQATQRGTAD 

GHCQMQSDGYASREGPPHGQGPDGRQL 

AAQPGQVSGCQWEA 


6855 


14906 


A 


7555 


2 


642 


HALTTAFNIVLEVLVSAVRQEKEIKSMVI 

GKKEIKLSLFTDDMIVXYVEYPKIDKNA/L 

LEIISNFT\RVVGYKVNTQNSVTFRVYHQ 

*AS/EYLICLKK1LFALEPPKVEYLGSNLTK 

HAQDLYEKNCKTUKEIKELNKWREILC 

G*KYSVFKMSVLLNFVYRJFNAVPIQIPVS 

CFVGimQT/SLKFlWNKAKRPRIANSILIEN 

NKVTGLTLPFFKA 


6856 


14907 


A 


7556 


3 


577 


TSNECGKTFRHNSVLVIHKnHTGEKPYK 

CNECGKVFNRKAKLARHHRIHTGiCKH* 

KYEECDKVYMVNQVLKDRRIHTGEKAY 

KCKS\CDKNLGRDSHLAQQTRSHTGEKP 

YKCTECGKAFSGQSTLIHHQAIHGIGKLY 

*CNDYHKVFSNTTTVSNHWRIHNERF*K 

CNKCGKFFRHCSYLAVHR*THAGE 


6857 


14908 


A 


7557 


286 


336 


GL**NTTS/PKISTEYISP*AKPPVMRGQD 
SVLYHSDYDEEEWNRVWANVGKSLSCS 
lAMVDKLIERDGGSEASGGINDGEKERSL 
TDAIPSLPREDWYEQLYPFDLTLKECV 


6858 


14909 


A 


7558 


2 


246 


RPLKHTLVTCDKGGL*FEPSFVSG/PPRC 
A*GDGTKPEVPF1GTATFYHYLPTAYGC 
MLTST*RKVEETELDDFYDGNSRRGR 


6859 


14910 


A 


7559 


3 


348 


GWRLVRPLFMGHRQPVISGLQPEQPLHL 
KL*FLCSGVSDCASFPV/QSPEPKWFAK 
EQLARRKLQAEAGASATLSCEVAQAQT 
EVTWYKDGKKLSSSSKVCMEATGCTRR 
LVVQQ 


6860 


14911 


A 


756 


362 


567 


PAPTPGTWDYRHKSPCLANFLYFY*RQG 
FHHIGLAGLELLASR*STHLGLPKCWDY 
RCEQHVQPENIF 


6861 


14912 


A 


7560 


16 


220 


HREMKTGNDLKILQKVNKLWHLYTTAY 
*KRAIICKSKLLVHTK\TWVNLKGVVLSE 
♦SQSQRVKYWSTRP 


6862 


14913 


A 


7561 


204 


868 


KGNQVSHEYSWKFRTLSLS*KQF*VLKR\ 

RCMFWNNLGCIHFAMSKHNLGIFYFKK 
ALQEE*QCLCTAPVQVALIQVKNFQGRP 
MCTLLNPIRGYE\LLYNCGIS\LLHIGRPL 
AAFECLIEAVHVYHANPRLWLRLAECCI 
AANKGTSEQETKGLPSKKGIVQSIVGQG 
YHRKIVLASQSIQNTVYNDGOSSAIP 


6863 


14914 


A 


7562 


1 


1047 


MVSISWPRDLPASASQSAGITGLIGALVL 

SVGIYAEVERmEI*NP»KCLPGSSHHPHP 

PGRRHVHGLLHWCAGVPP*QPPELLASL 

RLSRGYGLVLSWLEPRYEKl^SGMYLG 

ElVRNILIDFTKKGFLFRGQISETLKTRGIF 

ETKFLSQIESDRLALLQVRAILQQLGLNS 

TCDDSILVKTVCGWSRRAAQLCGAGM 

AAVVDKIRENRGLDRLNVTVGVDGTLY 

KLHPHFSRIMHQTVKELSPKCNVSFLLSE 

DGSGKGAALITAVGVRLRTEASS 


6864 


14915 


A 


7563 


77 


2246 




6865 


14916 


A 


7564 


1 


475 


HIKNMTFIYFSSFIFCFPPRWSIVDSVAQA 
GVQWRDLGSLQAPPPGFTPFSCLSL/LQS 
SWDLQAPRHRARLIFLYFFLVEMGFMTL 
ARMVSIS*PRDPPALASQSAG1TGVSHRA 
RPETYNFCSFIIISSLPVEPEARKMTKNSD 
IGEIWINLGTCLIV 



744 
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em 


> 14917 


A 756t 


> 2 


; 362 


t SAIIV+DIN-nPIMGGTTRQMINKEIEDVNS 
AINQEDLLVIYRTLHTAAAEFTFFSSLHE 
VSSSl\DMMLGH*TSLNKF*SlEnQNl\SDH 
KGIKFEINNKE1*KIHKYVEISSTLLSKQG 


686'i 


' 14918 


A 7566 


> 18S 


e 1052 


► VIKAAEGDSGSAWVLDEADPTGGPGLG 
CRGTKYLLRSGAGGLSD/GGPCGPGTDL 
ALSPKPPGLHGPPSGPALAG*D\LSRLLPR 
AHSENWPGAAGGGSHRA*VGS/ADQAD 

RSGWPYGSP*PTWGQGPVSTPREGPAGV 
RIEAKGKS/NVGGTGGMAPSPSRTCNLLS 
LPKLSGW*EAWNPGRADVHIMHAVGLI 
KTSHEWLDPPADSQAGSCGASGQEPQPA 

SSQHVGVGCVPCGG 


6868 


14919. 


\ 7567 


2 


380 


AR*LFSRVNHMVGHKLSLNRF*KIDIIQSI 
FYDHNSMKLENNNKRKTGKFINLW/RU* 
nYL*TTHK*KKKITREIEKYLEMT1EhIRNK 

TYRNl WTIA AVWPifiTVPPlATr' A\cf *v/^ 
1 I ISJN Lr w L^/vuv V V r KOXcr 1 AHj A\oL IvO 

GKSPIQVS 


6869 


14920 J 


\ 7568 


1 


370 


GTSAWPQYKLDNDSK*PENGTFEFSILQ 
VLDNSCHKMGKWSEVPDVQAFFVSHWS 
LPSLCSQC/GLIPNLSSFSPFWSFG/PPPQV 
r oF/l bSFF SMDSSDLPPSPQAAPRQAEPG 
PNSHLASAPPPY 


6870 


14921 J 


V 7569 


3 


369 


HEVKTMKILEENLGEYLLDLVGKDFINR 
T/PETIS*NKIYKFNFIKIKNFCSLKDILKE1 
NXRIDWEKIVTKHSDKGLVSRIKKFHDSV 
ATO4RTQFFPPKDKDLGRYFTNKET*MV 
ASGHLKMC 


6871 


14922 / 


V 757 


204 


389 


DMGYDVTRFQGDVDEDLICPICRGVLEE 
PVQPCQTKV1CULGQV*GEAHDYHAPYC 
EHAFC 


6872 


14923 / 


V 7570 


1 


2722 

1 
i 
] 
] 


MGSAVPSQACLEALLLIVPWGACGVSQE 

EEESPAEGSKDEPGEQVELKEEAEAPVE 

DOSQPPPPEPKGDATPEGEKATEKENGD 

KSEAQKPSEKAEAGPEGVAPAPEGEKKQ 

KPARKRRMVEEIGVELWLDLPDLPEDK 

LAQSVQKLQDLTLRDLEKQEREKAANSL 

EAFIFETQDKLYQPEYQEVSTEEQREEIS 

GKLSAASTWLEDEGVGATTVMLKEKLA 

ELRKLCQGLFFRVEERKKWPERLSALDN 

LLNHSSMFLKGARLIPEMDQIFTEVEMT 

TLEKVINETWAWKNATLAEQAKLPATE 

KPVLLSKDIEAKMMALDREVQYLLNKA 

KFTKPRPRPKDKNGTRAEPPLNASANRA 

FPSPLTPWADQNVLSTVSPYPKILGKGET 

MWPRVFGRMVGKSREAVAQAMVLEM 

FREEDYYNDDVLDQMGASILGVEGPRR 

HPDEPPEDEVFELFPMFMGGLLSAHNRA 

VLAQLGCPIKNLDALENAQAJKKKLGKL 

GRQVLPPSELLDHLFFHYEFQNQRFSAE 

VLSSLRQLNLAGVRMTPVKCTVVAAVL 

GSGRHALDEVNLASCQLDPAGLRTLLPV 

FLRARKLGLQLNSLGPEACKDLRDLLLH 

DQCQlTTLRLSNNPLTAAGVAVLNdEGLA 

GNTSVTHLSLLHTGLGDEGLELLAAQLD 

RNRQLQELNVAYNGAGDTAALALARAA 

REHPSLELLHEVQRNLNSWDRARVQRH 

Livru72>COi WKI All VFPLILGARPSCCEW 

RARAPSKSPLRRCPNSHPEPASVM*PA*T 

MLSIPWCCVASSLLRRCGSQSL*PSS/HPA 

AVSMETYHVTLTLPPTQRGEEQVELSTIE 

ELIK\VP*SAPSQP*WSTSGLALPQEAWY 

PVRSHP*CPRLSQPSPDLTGYSYGSFGHL 

rWEMSWKAPRNCAV 


6873 


14924 A 


7571 


2 


394 





745 



wo 01/88088 



PCT/USOl/14827 



6874 


14925 


A 


7572 


1776 


3257 


TNLSIPWCCVASSLLRRCGSQSL*PSSPPL 

PSPWRPTTSL*HCHQHREVKNKWSSPQL 

RN*SRMP*SAPSQP*WSTSGLALPQEAW 

YP/REKPPMMPQAQPAIPRPNRLFLRQLR 

ASH/CGK/WSWKAPRNCAV*LNSTTPCS 

RSGPSPRGLDPRWSGQKTWHLLGSQA* 

ATTPGPLMEL*/ELFNPDACGRRVQTVVL 

YGTVGTGKSTLVRKMVLDWCYGRLPAF 

ELLIPFSSSLCQLVAQRYTPLKEVLPLMA 

AAGSHLLFVLHGLEHLNLDFRLAGTGLC 

SDPEEPQEPAAUVNLLRKYMLPQASILV 

J JKroAiuKlroKx VOKYOtlCGrSDTNL 

QKLYFQLRLNQPYCGYAVGGSGVSATP 

AQRDHLVQMLSRNLEGHHQIAAACFLPS 

YCWLVCATLHFLHAPTPAGQTLTSIYTS 

FLRLNFSGETLDSTDPSNLSLMAYAART 

MGKLAYEGVSSRKTYFSEEDVCGCLGG 

WASGRRRSFSWLHIFRSGWP 


6875 


14926 


A 


7573 


201 


1436 


PCDPREYP**ATSPTRRSWPWSISHPRPG 

S/HPLALSQLFNPDACGRRVQTVVLYGT 

VGTGKSTLVRKMVLDWCYGRLPAFELLI 

PFSCEDVSSVGRAPASMCQLVAQRYTPL 

KEVLPLMAAAGSHLLFVLHGLEHLNLDF 

RLAGTGLCSDPEEPQEPAAIIVNLLRKYM 

LPQASILVTTRPSAIGRIPSKYVGRYGEIC 

GFSDTNLQKLYFQLRLNQPYCGYAVGG 

SRVSATPAQRDHLVQMLSRNLEGHHQIA 

AACFLPSYCWLVCATLHFLHAPTPAGQT 

LTSIYTSFLRLNFSGETLDSTDPSNLSLM 

AYAARTMGKLAYEGVSSRKTYFSEEDV 

CGCLEAGIRTEEEFQLLHIFRRDALRFFL 

APCVEPGRAGTFVFHRARHAGIPRCPLH 

CAGFAODDPAKGGOGSG 


6876 


14927 


A 


7574 




376 


PFLPPYMKINSR*Sm)INVNFKSGSSSSSS 

sssssssssssssssssssssssssssssssss 

SSSSSSSSSSSSSSSSSSSSSS\FSSSSSSSSSS 
SSSSSSSSPL*KKNTPIKKWVKDMDRPRA 


6877 


14928 


A 


7575 


288 


468 


KAEAGGWLEPRSSRPAWRREAGAGQSP 
urUXUKUCbJbL'LCHCArAW 1 IL'DLASK 
KKKQK 


6878 


14929 


A 


7576 


1 


378 


YRKPn'ADNIINGERLDAFPLRPGTRQGA' 

PFLLLLFNIVPEVLVRAIKQDL\ETniVI*IR 

KEEGKLSLCTDDMIFYVENPKEFIKILLE 

QISS\QVAEYKINIQKSVVFLYTWNEQSK 

YEIKIISRA 


6879 


14930 


A 


7577 


840 


1093 


QHKNLVL*SGRR*LLSQQEES/GIFFTLVI 
TTFCWER*NRRILSQI*RMTGARIHFQEP 
VIPAPWEAKAGGSLEIRSSRPAWPTW 


6880 


14931 


A 


7578 


254 


701 


KTGKEGPVRWLMPVILAPWEAKAGGSL 

EVRSSRPAWPT**NPISS/KNSKNIKISLA 

WWCTPVVLATEEAET*ESLEPGGRGCSE 

PRSCHSTPAWVIGAPSQKKKKKEKQARR 

SWLAGHSGLHLYASYAGRCGRVGGLLE 

PRNSRAAWAT 


6881 


14932 


A 


7579 


12 


154 


CLCMSTCMCACVCVSVCMHICVCDCVC 
/CVCVCACAYI+LRVCVLVCVFLYVCIFV 
SVIVCVCMCVCVRIYLAFPHKSLLLK 


6882 


14933 


A 


758 


381 


1335 


DMGYDVTRVQGDVD*DLICPICSGVLEE 

PVQAPHCEHAFCNACITQWFSQQQTCPV 

D\RSVVTVAHLRPVPRIMRNMLSKLQIA 

CDNAVFGCSAVVRLDNLMSHLSDCEHN 

PKRPVTCEOGCGI FMPKDF] PMHTMPIICH 

LRSVVQQQQTRIAELEKTSAEHKHQLAE 

QKRDIQLLKAYMRAIRSVNPNLQNLEETI 

EYNEILEWVNSLQPARVTRWGGMISTPD 

AVLQAVIKRSLVESGCPASIVNELIENAH 

ERSWPQGLATLETRQMNRRYYENYVAK 

RIPGKOAVWMACENOHMGDDMVQEP 
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GLVMIFAHGVEEI 


6883 


14934 


A 


7580 


139 


350 


AIMAPNFPS*VKT*SQEDGQTPNRIKLKK 
STSRHII/IIAEN*/LAK*NIUCAVREKWLIT 
CRRTVISMTMDF 


68S4 


14935 


A 


7581 


17 


245 


GG*GCSCSEL*SCHCSPAWV'nSKTLTQK 
KNPQF*QW*NI*IPCLLIDFSEFGLFLPKS 
YCYQCKVTLQCSKSLL 


6885 


14936 


C 


7582 


82 


300 


MLGIFEGLQINQLVETGLKRWLRLRNSF 
LKI^CYLLKSLSRSSRTTTTTAFVCDGR 
WIMQIPGSVLPFPQCW* 


6886 


14937 


A 


7583 


I 


772 


KENLITFPRIQPISKDDFRRYRGAIARKRI 

RLGRKYVISHKEEVPLCmWDISKQASLS 

DSNVEALKJs.LAAl\JvO WtiV Ibk VJblsJlvi i 

TLEEHDVLSVWVEKHVA^EVQHI*LIRLL 

SDFTKRPLW\DPHFVSL*SHRLG*VKDDQ 

LYMilTCPILNDDKPKDLVVLRIHEGKPLK 

T^i/^xrrvUCA/ AWQVII PQVPPQPOVIPQPTT 
LHjINJ X Ho/V AVivo Vll^roVrrorv 1 IKOCIl 

CAGFLIHAI*QQFMHSYLTLTICLLGILPY 
FGWEILGGLGPKSIGRKQQPLVYSS 


6887 


14938 


A 


7584 


3 


307 


RFTEHHRTLTGEKPYECKECGKRLSSNT 
ALTQHQRIHTGENPFECKE*GKAFNQKIT 
LlQHQRVHTGEKPYECKASGK/AFSWCvj 


6888 


14939 


A 


7585 


I 


374 


TGVTPAATQASWTPPPIDGPTrQEKLS*A 
NTAPGTEGEQQVHGEKKEDPAVFSAPP* 
YEESTSGEGRKAWAFPPAPTGEPFHPNW 
AYVDPNSNSRYDNGVP\TGDHEL*TTFS 

W L/IJ N, V IvK V r V JV 


6889 


14940 


A 


7586 


1 


512 




6890 


14941 


A 


7587 


1 


399 


FFFFNYITRYNKHYRYYKMSKKRCHKIF 
QMIDMLMAASCAALGRHSRWVLGGAH 
PTPP/GSAQAPAPWSHAMGARTLPPRPFR 

CM?/""! TOO A 'T"T>V\/CDC A A NyfDTT? A I^OD/I 

GPGSDFAGHPOC*PPQVOIPTSC 


6891 


14942 


A 


7588 


49 


430 


KWWKVDCVGDMLECASIGRSEAFKTSS 

FQFSLATSEVCGHSSATPKVSPSAAMPTE 

AQ/QTPPGCGPGS\ALLGIRSADHPKCRSP 

LRVPPPPRSTSKVLAPFLASSDHLEHTCS 

SQVRLPAAVRGAST 


6892 


14943 


A 


7589 


467 


1518 


LANCRCVPGGHWMQEMVRELWMWNV 
EEEEHEVGICTWGGQHCGCPAKSLPGPH 
PGGVSAPQSASQLMVKLLVWQKSVHKL 
RKVSATSSIAVYPCPGQSSGGAESPAPGP 
GLAGWSHLCGAALAEVQAAPVSQAAVS 
DASLGPEWSQEGCRPGLTSGQHGGRDG 

T* *T» /^0/^r>*^/^T\tJ\/^CDCD/^ID A CC A A f ♦X/Z^T 

K'KObV^RQuDr\(^or or ulr AooAAU' V vjL, 

PGPAEAPGPMGKTKGRGSAGGA\GAGS 

AGLAPPPRSSQGAAGIGQ*PGLPEEAVHP 

CKGSCPASSLSAGTPRAPPPHCPCLGPRR 

QGPCSHGVTPGCRSLG*AGGVG*APPRT 

QREWRPRAAOEAAFNMSII 


6893 


14944 


A 


759 


1 


1236 




6894 


14945 


A 


7590 


296 


423 


MV1*KL/PYKKSQGLGTFTDEFYQILKEE 

LIS1LLTLFQKIQKE*VTYKKSQGLGTFTD 

EFYQILKEELISILLTLFQKIQKE 


6895 


14946 


A 


7591 


3 


167 


VYTKILRADRDMLTGYPCCSTGLLTADD 
***DNTLEV/IALRRGPFYLEGLDLSPK 
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6896 


14947 


A 


7592 


19 


406 


PLQELGGQSLSLHYVGGRAPGPPAPGHP 
PVQSLQRPCVPTQQLLTPEFWCPAL/RQQ 
Q*GHRQGTG\PVPTPGPPLKGQWQQGPP 
QKEWQMRPKAFGHHPGGLCQSLGGAPR 
RWNRDTYQAGPRQGCGALM 


6897 


14948 


A 


7593 


2 


3532 




6898 


14949 


A 


7594 


3 


300 


KGPWKQENVEAEASMVIAVPEPFGGAIII 
GQESITYHNGDKYLAIAPPIIICQSTIVCHN 
\RVDP*WPQDTLLGDMEGRLFTALQKNP 
TEKKIPQALQQAN 


6899 


14950 


B 


7595 


1 


819 


MARGSAGLVLGRGRLHDWQLGSGHSAP 

GMLGQVALAGRTCLAVPSLDTPGGGEQ 

RASDLSRTLSSSHESDHTVRAAHSPLPAE 

ALTRSLPCLQNVAHVRLYIKCQLDFGGD 

SIAVGTPWYPMVWIPWWIPWWIPVV 

WMEHTVLIHLPVGGHVGSSHLSAPVNN 

VCGNVAEEPPALCGTKASKPPLTPPPIRS 

KAKFLGGSVCLGRHNKLSQTRWLKQQT 

FISHDPGGWKSNIKLTRPAQDLLMSVCM 

NCNTHGSEDMDVISHLIKIRLKPK* 


6900 


14951 


A 


7596 


2 


3235 


SPASPAGRSAAHGSASPSGSPHPSWCTV 

GRSSCWSSPSP*ASSGSGTPPTQPGRCSL 

G+MRRRPAGGAQAFQLKGKKWRRFGG 

W*PRWEAGCFOGEW*GATDSRTAWnT 

GPPHLQHLHINPPARQPPAFNRWKQAP 

WRPQARAGAPGMCPDDQDAHQRVLQNG 

HLGAQTQEEVAVTLGWPWPLVVGLRL 

LCGTAPCAGSARSP\RGELADGGDHSVE 

PPDGIPLDG/EQSGSGMSGALPGSSFLLCP 

RRGRP 


6901 


14952 


A 


7597 


2 


1065 


HMILCVENSKDSTKKNLLDLINEFSKVA 

GYRINIQKSMAILFTN^fNLAEKSRKQCPF 

nDNDCHLRlHLTKKMKVHQYSLH-reNH 

KTLMKY1EEDTNK*NDIPCS*IGRINWK 

VSILPKAIYRFNAIPIKISSAFFTEIEKMIQF 

LWIHKRSQITKAILRKKNPGGIILPNLNLY 

YKTRVIKTTOYWHKRYTGO/WK*PEINPN 

MYG**IFDKSTKKTK\WEKGSLFNK\WC 

WDF\TCKRMKLG\PYrrPYTKINPKWIKD 

LNVRT*SHKSRKEN1RGKAPWTLGFGQC 

FLGYHTKTSGYKSNNK*MKLYQSKKLL 

HRTKTINKMKRQCTDKEKIFANHISGKV 

L1FRI*EELIQLNS 


6902 


14953 


A 


7598 


3 


333 


TLLPEIQAYTQEQWLGSPEEATALAERL 
QQESAGPGLQMNGGLVLGAWVCLPP/SS 
RPPAEPSTGAQSWVGG*EGPGGCGKVM 
VTGGSLVVLAWTAESEISSHTCVLRIVS 


6903 


14954 


A 


7599 


252 


684 


HLFRQLFLEVLMSLQSPCLVAHSASRWC 

TAPVTADAPSLWRALALWLWLAHGQGP 

GTGWPVLSLRRRSASRLAASPSENPPSR 

NIH*SPQRPVCSRGPSGPATCPLGLPRTSP 

GATRPGPVSPLPSPRSGIAAAPGLAPAST 

PP 


6904 


14955 


A 


76 


189 


442 


KTMRSIRSFANDDRHVMVKHSTIYPSPE 
ELEAVQNMVSTVECALKHVSDWLDETN 
KGTKTEGETEVKKDEAGENYSKD\NG*R 
TL 


6905 


14956 


A 


760 


55 


792 


GRAGACSLIDTAMSIEIESSDVIRLIMQYL 

KENSLHRALATLQEETTVSLNnVDSIESF 

VA\ELKSGHWDTVLQAIQSLKLPDKTLID 

LYEQVVLELIELR/ENLGAARSLFETRPDP 

MIK\LKQTQPERYIHLENL\LARSYFDPRE 

AYPDGSSKEKRRAAIAQALAGEVSWPP 

SRLMALLGQALKWQQHQGLLPPGMTID 

LFRGKAAVKDVEEEKFPTQLSRHIKFGQ 

KSHVECAPRAEFVQRRSN 
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6906 


14957 


A 


7600 


156 


888 


FRSSVSPGSGPPFSVSVTGSGCPS**HSGR 

PGVLVLKLPGQS*ASLPPAFPGGSDVAA 

uKuLobAADCFSLl OLO 1 LA 1 rVLFLTSN 

LKLLQESVPK*LNSASS/PGVPRP*LQMH 

RLCGG\PRSLAVVGTRPGARNWLASAFS/ 

VGGGQLLGLQHPLQKIPPSRNIH*SPQRP 

VCWICAGRRKTKPRVDLQALETCPLGLP 

RTSPGATRPGPVSPLPSPRSGIAAAPGLA 

PASTPPLSPGPTPPLPP 


6907 


14958 


A 


7601 


231 


457 


QWLSLLPLGLGEDTKSLRANTSNLELHS 

QATIWEEGGPTSSSLWRPFNFPGSPTNRN 

PKLMPAVQPPHPSG*TPSVT\WLHISWR 

WSP*GQSKASLPLPLPWNSTCYPQTOKE 

TKTQSALSTPSTNCNQPKERRPVCLPWV 

PPTSCSSTDREPPAWAHSTDPPSCDGTAK 

VPSSAGSKLGRKHHPRAAVGSLGASSHN 

LKAMGEEFnWTALRGSKVTTV/SETTR 

PRKKLSTDQYT*APPTGSHPKASTPKIRC 

CVbrr bRCYEEIPETG*LIK£RGLIDSQFH 

MAGEPSGNLQPWRKAKEKQAPSSQSGR 

TE*VPAGEMLDTYKTIRSHETHSLSREQH 

GENHPYDPITSTWSHP*HVGIMGITIQGEI 

WVGTQSQTISLTYPSP*NQTKEVSNK*RP 

PYGRREDQPLPPCGGLSTSLVPQQTGTPS 

SCQQCSRPIPVAEHPQ 


6908 


14959 


A 


7602 


2 


289 


LACYSPPFGGP/PSSPPPRAGGSNPPGPPG 
LTPFPPKK/AKKLL/RPSSSPPLFPPLGRVG 

PGDSFYPGGEGFP*PRVPrT*NWGPFPPPR 
GTKKKLPF 


6909 


14960 


A 


7603 


3 


805 


DRVSLLLPRLECNGAISPHCNFRRPGSSH 

SLASASRVAGITGVCHHA*LIFVFLVEME 

FHHAGQAGLELLTSGDPSPPWSPKVAYRl 

TRHGATATWPYIFKNFYPTRPS*NSLSLK 

RTS*IQMPAL*MERLQFVCPS/LAEDLTK 

F*EKQDSKFTSQNREN*AFSRRS*GMLEK 

D*KWTTSDIV*VFVLFKSHVEMLSPVLE 

VGSSRRFLGHGGRSLMNGWVLSLW**V 

DMPAPPT RLPP 


6910 


14961 


A 


7604 


75 


484 


EIQLVLSLKTSLNKFKKIEIISSILSDHSGI 
KLEINSKGKLQNHANTWKLNNLLLNEH 
WVKNKIKMEIKTF/FELNDNNGTAYQNL 
WDTAKAVLRGKFTALNAYIKJCYERAQT 


6911 


14962 


A 


7605 


3 


1105 




6912 


14963 


A 


7606 


802 


1204 


VLEVLTRAVRQEKEIKGIQIGKEEVKLLL 
FADDMIMYLENPKDSSKKLLGLMNEFSR 
VSGYKINVHKSVALLYTNSDQAENQIKN 
SAFr J V V/SKJCK*LND*1KYL01HL1KEVK 
DLYKENYKTLLKESIDDISK 


6913 


14964 


A 


7607 


3 


419 


RVECVVGLEYDRSAAASNTITQVWTOI 

QALSHEQ/SAAYTSFSNKHESFSRIHLLL 

GHKLGLNHF*NVG1M/PN/IFSNPNR1TLEI 

NTRSKTEKSTNLWKLNNTLLNSQQSREE 

IPREICENT*NENENAAAQHLQDAAKAA 


6914 


14965 


A 


7608 


1 


341 


RMGTCVNPRSLKGFGPRPGGKKKPQSSP 
LKS/SPKMALMGGNPGGAPPFFRFLFFNF 
RFGPKKSSSPAPIFFFLKKGL*INFGPPREP 
GGFNQKPQFPSAPGFEPWNPPQGPKP 


6915 


14966 


A 


7609 


1 


409 




6916 


14967 


A 


761 


85 


379 


KKPKTKKRTGPVRQNVRWGRSLSPGRA 
PAEGPQGGSTESPPLLVGRCLILGLREPG 
VPPAAYGRFLRDYMNSIQGKLEKQRPQ* 
GLPSLTGAAELIKH 
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6917 


14968 


A 


7610 


3 


644 


GDQRDLISNNEQLPMLG/ERPGAPESQRP 

AQPSRDTRPPLPSPiaASPMCSLKKG*KA 

ITPMPLLPQSPKTPKPA^SKMRMATPLLM 

QALPM/DALPQGPMQNATKY/GNMTED 

HVMHLUTVLTKC/QEEVSHIPAVHPGSF 

RP/KCDENGNYLPLQCYGS/TGYCWCVF 

PNGTEVPNT/KSRGHHNCSAPSPSPISHLY 

HP*DPGAWLFRHPGQDKPSRNSR 


6918 


14969 


A 


7611 


1 


1032 


MHRRRSRSCREDQKPVMDDQRDLISNN 

EQLFMLGRRPGAPESKCSRGALYTGFSIL 

VTLLLAGQATTAYFLYQQQGRLDKLTV 

TSQNLQLENLRMKLPQASMCPVSKMRM 

ATPLLMQALPMGALPQGPMQNATKYG 

NMTEDHVMHLLQNAD\PLKVYPPLKGSF 

PENLRHL\K>rrMETlD\WKVFE\SWMHH\ 

WL\LFEMSQPLPCSKSPLDAPP\KVLTKC 

QVEEVSHIPAVHPGSF/RGPKCGRGTGNY 

LAIPVAYWGASATaWCCLFPNG/TREVP 

NTRSRGHHN\CSESLGTWKDPSFLGLGV 

LTK\QDLGPVPIVRASRGGLQHFASPTQL 

QLSCSLQPPAPPPSPTL 


6919 


14970 


A 


7612 


59 


321 


LSGSPLVTATSQVPGLSRGKTGGPDPAU 
SALPAPPTSPISPPPPSRSSLRRPRAPSGCP 
WGCPGSLQQAPGPLHWQDYRPGVRVRL 

PG 


6920 


14971 


A 


7613 


1 


464 


DEEDGENAHPYRNSDPVIGTHTEKVSLK 

ASDSMDSLYSGQSSSSGITSCSDGTSNRD 

SFRLDDDGPYSG\PYCDQATLHTDFTPSP 

YDTDSLKI*KGDIIDI1CKTPMRMWTGMV 

NNKVGNFQFIYVDVISDEEAAPMTIKAN 

RRSISILSKTLQ 


6921 


14972 


A 


7614 


1 


2119 


LSLFLDLNENDFLSNNIHTYQGKTLQGTS 

YQAIKSGSDPVESMGTLKRLQKLVWTK 

KARVQNLDEVKPTLINLQDEDDTLISCL 

KLTKSREKJKVNSVSTRRKEEMEIRLDTL 

SASLGRSSTLNNCNLEDKLAWYEGEAY 

MWHHWKPFPENPLWTCLDFQIAQVGPW 

DHCSSCIRHTRLKSSCSDMDLLHSWVTL 

CRQESSNITCWTKLREKRGDLFCILFVCF 

IDRKTPRKFSDQQALEILKIGRKQKVHSL 

GVVRIQNAQEKAIQCFREGETSKTKEYE 

SVIKFYPKQRSSSFGNFDRFRNNSLSKPD 

DSTEAHEGDPTNGSGEQSKTSN\KEAVW 

GKKMRAISWTMNRKKWGKKYIKALSEE 

KDEEDGENAHPYRNSDPVIGTHTEKVSL 

KASDSMDSLYSGQSSSSGITSCSDGTSNR 

DSFRLDDDGPYSGPFCGRARVHTDFTPS 

PYDTDSLKIKVIGEQGCLVTWKGDIIDIIC 

KTPMGMWTGMLNNKVGNFKFIYVDVIS 

EEEAAPKKIKANRRSNSKKSKTLQEFLE 

RIHLQEYTSTLLLNGYETLEDLKDIKESH 

LIELNIENPDDRRRLLSAAENFLEEEIIQE 

QENEPEPLSLSSDISLNKSQLDDCPRDSG 

CYISSGNSDNGKEDLESENLSDMLLTDP 

LQLSPQLPQRGAGNINRRKTGFSLGHGK 

LNKEQRKDKKRLIQGWEVAEELGPSAAF 

G 


6922 


14973 


A 


7615 


3 


452 




6923 


14974 


A 


7616 


1 


475 


PDSSGPHRLRENPPMVAVSCPTKTNVKG 
PPGGKVGAHANAQYGNSEALGRMFLSFP-n 
TKTYFPHFDL\SHG\SAQV*GATGKKVAD 
ALTNAVAHVDDMPNVAVRP*SDLHAHK 
LRVDPVNFKLI SHVPT I G*PWPAHLPRPS 
FTPCGGTPSLEOSSWASC 


6924 


14975 


A 


7617 


26 


461 


WESCGPHQRTG*AGSSRCGWRRRAAGP 

GCHQPRAGVPGRTCRAGRSPAADAAGR 

CWLGGPFPPGCGPRCLR*CAGHPPAGSA 

RVWSVVAGASTGLGRLWGRRWSPSCH 

RCQSPGCQAGRRGTARLSWPLSRRTSCR 
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IPAARVYPR 


6925 


14976 


A 


7618 


3 


419 


LLDPSDGKSCGPTSKDCRRRIRQYSVEA 

LPRPALPHTTRGSGRKEARGEGQSGAGA 

PADPDKLEAAVAVGEDVQQAPGCHQPR 

AGVPGRTCRAGRSPATRGTRDGTA/QGR 

AGPATVPIPPGPWGGPTCRRCRTLLARR 

S 


6926 


14977 


A 


7619 


2 


227 


AGVFCDAGLTFTSSSGQQTAQRABLLCP 
QPAALRRRSEPFSVHLLDIS\GEYLLGTFY 
YCVENLRDGPCVVADAV 


6927 


14978 


A 


762 


209 


393 


WAVYCTSFMLS*CYKI*CKPALSLLGI*T 

xn\rtf"rv\/vnviD/^r»i3kjfCTC AT i T\rAWT*v 
mVivliVYl NKCL/CMo 1 oALU V AKN'K. 

HSKC 


6928 


14979 


A 


7620 


11 


394 


SEFCDWVADLDVQKYEQPS/HEALTSMG 

0 1 bAKVLJYMubbiLMuiJr bNADLKiQDE 
WKVNLYNTLDSSITDKSEIFVHGDLKWD 
IFQVMISRSTTPDLIKIGMKLQEFFTQQFD 

TQTRA7 QTWrSPVPVl 

1 Ol KALo I WOr Vr ili , 


6929 


14980 


A 


7621 


3 


185 


FFFFFER/CPTLAQARVLWCLHSSPQPQS 

PWA^SSNPAS/ASQAAGTAGMCHRAWLL 

KTEVGLD 




i4yoi 


A 

A 






1744 


r vKolvALArrl^rrrrrr LKl^SLS VT 

VQWVDSLQPLPPRFKRFSCLSLPSSWD 
YRCVPQCPAN 


6931 


14982 


A 


7623 


1 


259 


SENQEQEEVITVRVYDPRVQNEGSWNSY 
VDVYKIFLHTNSKAFTAKTSCVRRRYREF 
VWLRKQLQRYAGLVPVSELPGMPTLYG 
LY 


6932 


14983 


A 


7624 


3 


265 


CCHPRLACSG\MIL\AYCQSmLPGSKRFP 
CLSLPSSWDYKQPCHHTRIILVFLVET\GF 
HHVGQTGLE/MLRNSGDPPTLASQKCW 
DYKA 


6933 


14984 


A 


7625 


2 


375 


RAALTPSTYKGAPSPK/GAPHSTVGVTSA 
SPKEAPTPPAVTPPSPEKGPATPAPKGTP 
TSPPVTPSSLKDSPTSPASVTCKMGATVP 
QAbKOLr AKJvOr 1 ALKiiVLVAFAPtSTPI 
TTAPTRKOPO 


6934 


14985 


A 


7626 


2 


425 


IFPPPKRGFFSKKKGVVFNPPASSSRFFAR 

PPPGVGPPPQVSSSSSSPFYFYASSSSYSS 

SSNFPS/HSSSSSSSSSSSPRQQHPHLYPHC 

RLGWAERAW/PPGTPLYHYKTQRKQGT 

SASPGRGTTCHTPOSPPLPGHHRCPW 


6935 


14986 


A 


1611 


3 


253 




6936 


14987 


A 


7628 


48 


557 


AGLGKARLAPGTPLYHYKTQRKQGTSA 

SPGRGTTVTQRGHCYQNAPGRTLQPPPC 

GQQTSGH*GPGWPYESQRLWKTPQRS* 

Q*FLHPPPR/HCHTPACGAASASPCVGRY 

CPRCSCAPARSASLAALTRETAPLLPSPS 

WAPGDPTLEGWPGNGSPLPPRGM+PHL 

KEQVQVRGEGPLSRKEVTVIKTLLWHF 
SHHLAASKPAAIEGLDGLMSLRGYGKLH 
KDLDNDFCILLLALPHSCLRSSFCITMCR 
ALLPEMLMCSCSLSISGRSDSGNSSSSSFS 

FLGSRRPHVGGLAREWFTTPTEGDVTGI 
EDGL 
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6937 


14988 


B 


7629 


122 


1028 


MENGQSTAAKLGLPPLTPEQQEALQKA 

KKYAMEQSIKSVLVKQTIAHQQQQLTNL 

QMAAVTMGFGDPLSPLQSMAAQRQGA 

LAIMCRVYVGSIYYELGEDTIRQAFAPFG 

PIKSIDMSWDSVTMKHKGFAFVFYFVPF 

AAQLALEQMNSVMLGGRNIKVGRPSNI 

GQAQPIIDQLAEEARAFNRIYVASVHQD 

LSDDDIKSVFEAFGKIKSCTLARDPTTGK 

HKGYGFIEYEKAQSSQDAVSSMNLFDLG 

GQYLRVGKAVTPPMPLLTPATPGGLPPA 

AAVAAAAATAKITAQEAVAGAAVLX* 


6938 


14989 


A 


763 


348 


638 


VQGKPWGMGRAVCPAPGPVRLEERPVC 
GTPCLCLHPARMTPAWGSIHCLPSHGGC 
PCLPVNAPSWLGOPSPWARALLO*WW 
LGAEGLHPTLRTTVG 


6939 


14990 


A 


7630 


3 


407 


KSMTEAEQQQLIODHFLFDKPVSPLLLA 
SGMARDWPDARGIAVIETLFKSKDYEFM 
WNPHLGYlLTCPShJLGTGLRAGVHIKHE 
KFSEVLKRLRLQKRGTGGVDTAAVGGV 
FDVSNADRLGFSEVELVQMVVDGVN 


6940 


14991 


A 


7631 


1 


170 




6941 


14992 


A 


7632 


1 


411 


SYEVFKELFDPIISDRHGGYKPTDKHKTD 
LN\PNLKGGDDLDPNYVLSSRVRTGRSIK 
GYTLPPHCSRGERRAVEKLSVEALNSLT 
GEFKGKYYPLKSMTEKEQQQLIDDHFLF 
DKPVSPLLLASGMARDWPDARGI 


6942 


14993 


A 


7633 


2 


1250 


LPTDGAPPPPPGRPPAAAMPFSNSHNAL 

KLRFPAEDEFPDLSAHNNHMAKVLTPEL 

YAELRAKSTPSGFTLDDVIQTGVDNPGH 

PYIMTVGCVAGDEESYEVFKDLFDPIIED 

RDGGYKPSDEHKTDLDPDNLQGGDDLD 

PNYXVLSSRVRTGRSIRGFCLPPHCSRGE 

GRA\IEKLAVE\ALSSL\DGDLAGRYYAL 

KSMTEAEQQQLIDDHFLFDKPVXSPLLLG 

LGHGRRNWPDARGIWHNDNKTFLVWV 

NfcvbUriLK V M oMy JvOUuN iVllvli V r\l Kr C 1 

GLTQIETLFKSKXDYEFMWNPFHWATSL 

P\CHCNLG\TGLRA\GLH1\KLPNLGQGMR 

WAGVFDVFQTLNRPGPSQSVELWQMW 
VDGVK\LL\IEMEQ\RLEQGQAIDDLHAW 
PKK • 


6943 


14994 


A 


7634 


1 


175 


EQLPYFVTFISMPATT/EGRRGFSLSVESA 
CSNYATTVQVKWNRMHISPRALGTLH 

HN 


6944 


14995 


A 


7635 


1 


83 




6945 


14996 


A 


7636 


61 


2028 




6946 


14997 


A 


7638 


517 


1038 


NKRIYNCMMISSRRVISLSPIVLLQIFDCP 

RLKFSEIPQRLTALLLPPDPIVINHVASEV 

APACFSDQGMISFLPSLPLPLLPLPSLLPP 

CWICPSPGALGPVWGHRGHEGLDFPGSV 

DPSDQKKTACYDIDVEVEEPLKGQMSSF 

LLSTANQQEISALDSKVGPKPRAGVGH 


6947 


14998 


A 


7639 


154 


1594 


LSRCRTLPSMTPGLQHPPTVVQRPGMPS 

GARMPHQGRPWAPRAPRTWAAPPCDPA 

WPPRDGARPQASSAPARQSQAQSQGQP 

EPTAPARSRSAKRRKMADKILPQRIRELV 

PESQAYMDLLAFERKLDQTIMRKGVDIQ 

EALKRPMKQKRKLRLYISNTFNPAKSDA 

EDSDGSIASWELRVEGKLLDDPSKQKRK 

FSSFFKSLVIELDKDLYGPD>AHLVEWHR 

TPTTQETDGFQVK\RPGDLSVRaTLLLM 

I DYOPPOFI^I nPRT ARI 1 GLHTOSRSAIV 

QALW\QYVKTNRLQDSHDKE\YTMGDK 

YFPQNF\DaPRLKFT*IPQRVTAVL\MPP 

DPIVINHVISWDPSDVQKK-nACYDIDVEV 

EEPIK/GGQMSSFLLSTA/NNQQEISALDS 

KIHETIESrN\QLKIQ\RDF\MLSFLRRPHKL 

CARTWLRSQEPGTSR+LTDVAGNPEEER 
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RA\EFYHQVPWSQEAVSRYFY\CK1QASA 
GKEAW 


Dy4o 


lyf OQO 


A 

A 








1 oMMfcLi^r u Air AblLr Kur r nhii^HNINF^ 

WASCCPHASQPGRQRGSSWNEYHSFRE 

FNOEKEKIWRAGSES APLPLAG A A APPW 

RGGASNPICVTGASAAGGRAGGGSGEET 

GSAPGAACSST*ESYEAFSGFSSSPGNSV 

♦TFSTSSTYTASPPTSPSPSVSPSPPCYYYS 

SSSSL 


6949 


15000 


A 


7640 


256 


426 


HPICPQTTKAFLPRMLELQNGHIVCLNSV 
LALSAIPGAMDYCTSEAADFGFMESLT 


6950 


15001 


A 


7641 


1 


985 


RIARPGEFRPLPGSAARRMAWKRLGALV 

MFPLQMIYLVVKAAVGLVLPAKLRDLS 

RENVLITGGGRGIGRQLAREFAERGARKI 

VL\WGRTEKCLKETTEEIRQMGTECHY\F 

ICDVGNRD\EVYQTAKAAREKVGDITILV 

K\NAAVV/HMGKSLMD\SDDDAFLKAQ\ 

NINTLG\QFWNHQGPFSGKLCWKQQNGP 

m.VCLQLPLLGIVLAI/LPGAIDY\CTSKA 

SAFAFMESLDPGA^LAGTCPGVXSATTVL 

ALSTTSTEMFQGH*EFRF\PNLFPPLK\PET 

V AKJW 1 VbAVQLNQALLLLr W 1 MHAL 

VILKSILPQAALEEIHKILKETYNLE 


6951 


15002 


A 


7642 


1 


376 


KQAASNQLDSLMGLG/DSHPVEERGIILC 
EFCGVQLFYDVLVHYQDQWDLRPGTAF 
FRVTEGIPRLHSQ\AQETWPEL/PLRRVRR 
QENLSSGYLDDTLLETANGPTTCLPARPF 
VNNMTATYNQLSRS 


6952 


15003 


A 


7643 


1 


2753 


MKEFSSTAQGNTEVIHTGTLQRHERHHI 

GDFCFQEMEKDIHDFEFQWKEDERNSHE 

APMTEDCQLTGSTNRHDQRHAGNKPIKD 

QLGSSFHSHLPELHMFQTEGKIGNQVEK 

SINSASLVSTSQRISCRPKTHISKNYGNNF 

LNSSLLTOKOFVHMRFKSFOCNFSGKAF 

NYSSVLRKHQIIHLGAKQYKCDVCGKVF 

NQKRYLACHRRCHTGKKPYKCNDCGKT 

FSQELTLTCHHRLHTGEKHYKCSECGKT 

FS 


6953 


15004 


A 


7644 


1 


149 


DSFGASRFLRIHAEXTYFTLRAYFAESRCI 
EALDELASLQVTMHQAQKHT 


6954 


15005 


A 


7645 


SI 


331 


KGARFLLLILYLLDAFLFVNLDLFFLEYPS 
YFLLCFCSLLLFFFCHCFSLYFFVCRPSSS 
LFSSSILLILLFFLVRFLLFCLFL 


6955 


15006 


A 


7646 


701 


1114 


ATRHSMLSCIIYTYIYIKHTHTHVFIYIYT 

VTrviuTXJT vxvTvi r^TT-rmTU 1 vi v i vn-mi 
yiilHlMIYIYI YiClrilrlllii Yl il llrlln 

FFFFFFFFETESRSVTQAGVQWHDLGSLQ 

AASWGHA/DSPASTSQAAGTTGAHHHA 

Q/LIFFFFVFLVETGPHRASQDS 


6956 


15007 


A 


7647 


1 


207 


RSVFRERGKLSAG/SLVERLYRVRRFDRF 

ERILKMARKAVETHVLRSPHLVSDYRDS 

IIPSESLLALPC 


6957 


15008 


C 


7648 


244 


432 




6958 


15009 


A 


7649 


898 


1144 


IFQLLLMEGPANIIGNTGSSNTGRSNTGP 
SNQSSYLISFLFLFCFFETESRSGRPGLGV 
QWAWISGSUQALPPGSTPFSCLS 
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6959 


15010 


A 


765 


1 


493 


KGPVSKEPRSGMNRNSALRVNVRPLRPC 

PQEGGLPLQSCVPPLGLCRVPSRGKQPK 

HLLPTG**AIAGLPNLHVIDFIPLKLSFGL* 

GVPQGPPPLGRGPQSQGSLVTQAPMGG 

GPRKGLP1DRPCE*GACTLGPWAAPVPLS 

SKGPFPPTVGPRSLSDSFSAR 




1 sni 1 


A 
r\ 


/ yj J\J 


] 




WHLASLSRPDELVRNPQEPQPGPREEGS 
LGHVARTPAPGGGGQRHLSRAGHSRPG 
RRFKATLWLNSEiEHPLSLGDQVTPIIDLM 

AISNAHFAKLRDFITLRLPPG\FPVKIEIPL 
FHVLNARIHLSGNLCGC 


6961 


15012 


A 


7651 


1 


1071 




6962 


15013 


A 


7652 


2 


240 


SCSIGSFQFG/YYPGVINAPETIIKKFINK/S 
LTAKAN APPSEVLLTNL WSLS V Al F<;r P Tt 
YESASLFPSGLFVN\RFGQVLT 


6963 


15014 


A 


7653 


2 


391 


QTGRGMWCSLVLFLLILPATPRKQSEPK 
TTDAAAPGTADTAGPGTMDTAVPRKAE 
TAVPGKRNTAVPGTADPASPGTADTAEP 
MRTTTPTVLASWSLTQSTJCAPSPRLLP 
ArorCiaUoA Id 1 5C!>R5>r 


6964 


15015 


A 


7654 


1 


200 




6965 


15016 


A 


7655 


3 


416 


CLFPVQLLLDHGADPNQRDGLGNTPLHL 
AACTNHVPVITTLLRGGXSGFFPSLSSFSP 
SPPECSPQLVPAGARVDALDRAGRTPLH 
LAESKLNILLEGHAQCLEAVRLEEKHIIH 
MLKEHLELLGRHYOLINAWMTLD 


6966 


15017 


A 


7656 


1 


395 


KVQSRCSSKNENILRASHSAVDITKVARR 

IINYRYGMARGLVQYWSDDIVFSFLFSL 
LYEYFIRSFHFSLSLFIYLSLRSFFKLRESF 
FCFSSIFLSSTFALS 


6967 


15018 


A 


7657 


210 


441 


LNPILYSPGRDHRVQNFHLPRLCIQKLFP 
PDFVRQVTESMSYIFSHSMI 


6968 


15019 


A 


7658 


8 


399 


RVGVAGPAPWWLRVSLGGR\DFHTPIS\V 
TK'VAPcniir APn A"ni ppr:T^TTi7ATXTr»i7c at? 

GMLHAEAQSKJRQSPSPLRLQLDRSQAT 
SPGQTNGDSSLEVLATRFQGSVRTYTES 
QSSLRSSYSSPTSLSSRA 


6969 


15020 


A 


7659 


2 


260 


WEPPWPGPVLGLPLPPLPPPSSPSSLPIPPP 

PRGCSLGASSA/WTAWVSSPKEPVRPQE 

PPPGGEGSNENHRRKWHPPFSVMLKSCY 


6970 


1502 J 


C 


766 


82 


201 


MKSKHFINLISRQHKNYNUYTFIRSRDF 


6971 


15022 


A 


7660 


2 


442 


PRVRVYYFRQGHEAYVEMARKNKIYSI 

NPKKQPWHKMELREQELMKIVGIKYEV 

GLPTLCCLKLAFLDPDTGKLTGGSFTMK 

YHDMPDVIDFLVLRQQFDDAKYRRWNI 

GKGE/CSDRFRSVIDDAWWFGTESQEPL 

QLEYPDSLFQ 


6972 


15023 


A 


7661 


965 


1232 


TGVQWPDLGSLQPLPPEFKQFSCLSLLR 
GWDCRRPLPQLADFCIFSRDGGYCYVG 
OAGLKLLTSN/DLPASASOSAGITGVSLC 
TQPKSS 


6973 


15024 


B 


7662 


111 


374 


MVAAATGSEILLWALQAEGGGSEIGDSG 
NWIEIAYGTSLGGVRVIVQHPETVGSGP 
QLLQTFTVHRSPVTKIMLWEKHLISVCA 
DNNH* 


6974 


15025 


A 


. 7663 


387 


545 
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6975 


15026 


B 


7664 


181 


4716 


MGRPAPAVPRPARPATPPAWTAALPAG 
RPRGDPGFRAFLCPLICHNGGVCVKPDR 
CLCPPDFAGKFCQLHSSGARPPAPAIPGL 

EHPQEASVWHQVERVSGPWEEADAEA 
VARAEAAARAEAAAPYTVLAQSAPRED 
GYSDASGFGYCFRELRGGECASPLPGLR 
TQEVCCRGAGLAWGVHDCQLCSERLGN 
SERVSAPDGPCPTGFERVNGSCEDVDEC 
ATGGRCQ 


6976 


15027 


A 


7665 


209 


1288 


EEKNERRDRDTERKGEARTSKTSQKRET 

KETTGGKTKQKJaCKEKTTDKKTKRKKR 

TSKTEENKKRKQEKEDRERDESTKRRKE 

GERERRGNARRRKKGGEHSKKRGERRN 

NSKGEGEEEERGRKTKAKTRRTRQATNT 

DSKNEKGRKGKGQTRARRPAETGRRRR 

KRKRQRKAGETTPGETGRWCASVRSVD 

CQANGSLAMWDLTTAVMDGFGQAPAGG 

LTEQELMEQLEHCELAPP/R/CASSSLNG 

AVSPSPSPRISLT/NASTQASSNTSFVWPT 

VGSPKPPARLKARRRGWGEALWKAAR 

NWCGVGQTSDGHPHQAPWPSKRSRHSP 

HTFQE 


6977 


15028 


A 


7666 


3 


1703 


GGRRAAALGVAIGAAGAARAAAWTGP 

ARRASPRALHPGRVRPALRPWADRLPLY 

PDLRAPQRHQRGQRRSRRGGPGGTRLPR 

LVPSEAAEPAQPSGASAARRTAQPLSDG 

ATRCPPTLAMHGCWAECWMRKPLPHPQ 

VRFYLVEGQPEEPGNfVRLVCGHHNWIA 

VAYTQFLVCYRLKEASGWQLVFSSPRLD 

WPIERLALHNARVHGGALGEHDKMVAA 

ATGSEILLWALQAEGGGSEIGVFHLGVP 

VEALFFVGNQUATSHTGRIGVWNAVTK 

HWQVQEVQPITSYDAAGSFLLLGCNNGS 

IYYVDVQKFPLRMKDNDLLVSELYRDP 

AEDGVTALSVYLTPKTSDSGNWIEIAYG 

TSSGGVRVIVQHPETVGSGPQLFQTFTV 

HK\or V J KlMLobKHLJo VCADNNH VK 1 

WSVTRFR\GMISTQPGSTPLASFKILALES 

ADGHGGCSAGNDIGPYGERDDQQVFIQ 

KVVPSASQLFVRLSSTGQRVCSVRSVDG 

SPTTAFTVLECEGSRRLGSRPRRYLLTGQ 

ANGSLAMWDLTTAMDGLGR/SPAGGLT 

EQELMEQLEHCELAP 




15029 


A 




Q 
O 


566 


ILV 1 VUNb(^ui<JbUi>ArLVbCrhCjRAULA 

sesacssdsldearssgsegtpadtgdls 
pghgasapsvsrearqtvppltvrlhtq 
svsecitedgrtvavgdivwghrr*grt 
cwpgasdlcsgtl*afwpaacrahwar 
wsawcevprgpavcsgrgwt*aqrllp 
lsvfvpttqrmaalaheav 


6979 


15030 


A 


im 


2 


610 


speilvdprlrprvrlaflvsclvgradc 

ASESACSSDSIJ>eARSSuS£UTPAUTuDL 

SPGHGASAPSVSREARQTVPPLTVRLHT 

QSVSECITEDGRTVAVGDIVWGKIHGFP 

WWPARVLDISL/WPEGGRRAVLARNRKV 

SWIGSPTTSFLSISKLSPFSEFFKLRFNRK 

VV/lXifVDV A1TPA A'MA A1>1-tVAD171Dl71 1 T 

OFET 


6980 


15031 


A 


7669 


3 


392 


ADAAVPTRCVTSGHSLPISGHAAESELFH 
R/P/AGIILPSRRNVLPIRGASSTRRARPLE 
RPATPVPVAPSSRAARSRHIDPI T O^^ST>T 
PPGPTGSAAYVAVPTPNSSSPGPAGRPA 
GAMLYHSWVSEITE 


6981 


15032 


A 


161 


88 


372 


QGMDSKRRGVKLNDGQFMPVLGFGTY 
APS*VPRSKALEVTKLA1EPGFRRIDSGH 
LYTNEEQAGLAILNMIADGCVKREDIFY 
TSELWATFY+PE 
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69S2 


15033 


A 


7670 


5 


393 


GFRNPPRDSHHPHSTRRRRAFLRRWEKD 
PGRGKGRAPEPAQQRDASPPTRRPLEGP/ 
PREHLRQWERLPFPKSPWKEVFAFVSAN 
KACS ALSGPV APVETAAEPSPPS/PRVRG 
RSGPRTKGARPRNRCCDD 


6983 


15034 


A 


7671 


2 


399 


ARTNTGGRPYCFIRM\SNLIHRTQQGYN 

LGSAKGVTSAFSADCKGAEKISSGHQRL 
EPATLSGIAVGFILSLLWGALNLIPGFHAI 
QRLLQREGDDFNSFIALF 


6984 


15035 


C 


7672 


151 


339 


MSTFPIHISPKLRGDDVRGRXLXWRWPL 
FXRPAKS* 


6985 


15036 


A 


7673 


19 


443 


SVRWNSCRAEAPQWPAPAAAPAAHSPH 
LSLGESGLGKLILINSLFLTDLYSPEYPGP 
SQR1KKPVQVYILVFLIDDKLE*Y*YTQST 

ESRVNRCOMPGNRVQGCLYFIAPSGH 


6986 


15037 


A 


7674 


152 


532 


QALRANRPAPVAEGATDRTVAQKLLNG 
QRQLQPRPPTRLI*AWVEQSKVLIK\DGG 
VQLLLTIVDTPRFGDAVDNSNCWQPVIN 
YIDIKFEDYLNAESRVNRCQMPGNRVQ* 
♦LYFIAPSGHGPLHN 


6987 


15038 


A 


7675 


1 


627 


GSARSAAAEERSVNSSTMVAQQKNLEG 
I vurANLJrNi.^YYKivoVJsJ<urbr ILMVV 
GESGLGKSTLINSLFLTDLYSPEYPGPSH 
RIKKTVQVEQCGVNLIKEGGVHLLLTIVD 
TPGF\GDAVDN\SNaWQPWIDYIDSKFE 
DYLNAESRVTRRQMPDXNRVQCCLYFIA 

ADTLTPEECQQFK 


6988 


15039 


A 


7676 


2 


371 


VLELEERALLREARLGRARSSGGMQATP 

ATEGLARPQAPSSSAFRCPYCKGKFRTS 

AERERHLHILHRPWKCGLCSFGSSQEEE 

LLHHMCQVCGQSFTQSWFLKGHMRKH 

KASFDHACPVCGR 


6989 


15040 


A 


7677 


44 


983 


RGSMEGSRPRAPSGHLAPSPPAFDGELD 

LQRYSNGPAVSAGSLGMGAVSWSESRA 

GERRFPCPVCGKRFRFNSILALHLRAHPG 

AQAFQCPHCGHRAAQRALLRSHLRTHQ 

PERPRSPAARLLLELEERALLREAPTGES 

rKJ^KuH AuHPLPLMV W/PRPQAP S S S AF 

RCPYCKGKFRimERERHLHILHRPWK 

CGLCSFGSSQEEELLHHSLTAHGAPERPL 

AATSVAPPPQPQPQPPPQPEPRSVPQPEP 

EPEPEREATPTPAPAAPEEPPAPPEFRCQ 

VCGQSFTQSWFLKGNHMRKHKASFDHA 

CPVCGR 


6990 


15041 


A 


7678 


1 


582 


GNAGLSSLTEGVLDLFAVKAVYMGHPGI 

JL/IH 1 VCVl^NKLOoMrLolil IjV 1 LLYuLl^ 

TT\DNRLLHFVAPBCHTAKMLFSGLLELTR 

AVRKMRKFPDQRQQWLRKQYVSLYQE 

DGRYEGPTLAHAVELFGGRRWSARNPS 

PGTSAKNAEKPNMQRNNTLGISTTKKKK 

KILMRGESGEVTDDEMATRKAKMHKEC 


6991 


15042 


A 


7679 


2 


428 


SVGSESDSSKE\GPSMTRSGPLRRSRAVP 

G/PEESOGNTLVIRVVIHDLOOTKCIRFNP 

DATVWVAKQRILCTLTQSLKDVLNYGL 

FQPASNGRDGKFLDEERLLREYPQPVGE 

GVPSLEFRYKKRVYKQASLDEKQLAKL 

HTK 


6992 


15043 


A 


768 


177 


311 


WFQNPCYYYLFFLETESLSPRLERSGTVS 
AHCSL*LPSSSDSPAS 


6993 


15044 


A 


7680 




248 


VIFLVNSGSEANELAMLMARAHSNNIDII 
SF/RTMCPDVFRGPWGGSHCRDSPVQTIR 
KCSCAPGPTGQGGCQWSVGSWKGHE 


6994 


15045 


A 


7681 


1 


501 
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699t 


? 15046 


C 7682 


J 6( 


) 38( 


) 


699e 


i 15047 


A 7683 


I 2 


\ 64S 


> LSPSYFHSISFPHSLFLPLEGTVTRNRELW 

DSEQLEPGLQSASMGVGFLSGRNDSNLE 

TFAETLVPGSIPLPGILEMHPFLSLGTSRT 

SVTKLSLHIKPRMPPCDFMPERYQVIFLV 

NSGSEA\NE\LAMLMARAHSNNID1\ISFR 

GAYUIGCSPYTLGLTNVGTYKMUCLPGG 

TGCQPVSLEIFLLFL 


699^ 


15048 


A 7684 


21 


^ 211 


FHIVQYFNFFVCLFVCLFETESTLSPRLEG 
SGVISAHCNLXTLPPGFNNSCASASRVAG 
TTQ 


6998 


15049. 


\ 7685 


1 


310 


RPRRRGDHREVKGGRGGKGGEGRPQGG 
QRWAVGKGGEGRPQGGQRWAVGKGGE 
GRPQGGQRWAEGKGGEGRPQGGQR\GQ 
WGKGGEGRPQGGERVGPGGKGGEG 


6999 


15050 i 


\ 7686 


2 


320 


KYVFTDISYSIPHRERFIWREPSGTLRKA 
SWEERDRMIQVYFPKEGRKILTPIIFKEE 
NLRFEPDSTEYIKVHHKTYEDIGKRGK\Y 
DLLRSTRYFGWEWVWVFC 


7000 


15051 J 


\ 7687 


22 


1071 


GVLRAWNGSVSGLESSPGTVACSNRYL 
ALSRWGCHSRRINSYGAESGSPETKKPT 
FMDEEVQ\RVLTKMTGLNLQKTFKPAIQ 
ELKPPTYKLMTQAQLEEATRQAVEAAK 
VRLKMPPVLEERVPINDVLAGDKDFWK 
GTETTKYVFnDISYCIPHRERFIWVREPS 

PIIFKEENLRTMYSQDRHVDVLNLCFAQ 

FEPDSTEYIKVHHKTYEDIDKRGKYDLL 

RSTRYFG\EMVWYFVNNKKIDGLL1DQIQ 

RDLIDDATNLVQLYHVLHPDGQSAQGA 

isJJi^/WVJbUliNLlK Vr AK I liAQKGAYIELT 

LQTYQEALSRHSAAS 


7001 


15052 / 


V 7688 


2 


383 


FSAPAASEPLPFSGPPPSEPLPFSGPPPSDP 
LAFAAPPPSEPLTFSGPPPPSEPLTFSGPPP 
SDPLCFTAPPPSEPVPFSGPAPSDRLPFFG 
PTTSEPPNR/PGMPTQPHPICLSKNTPLPE 
PTRLHP 


7002 


15053 / 


I 7689 


3 


2484 

] 
] 

4 
( 
( 

1 
< 


PAIKIRRRRVRDLQDPPPQMAPEIQPPSH 

HFSPEQRALLYEDTLYTVLHRLGHPEPN 

HVTEASELLRYLQEAFHVEPEEHQQTLQ 

RVRELEKPIFCLKATVKQAKGILGKDVS 

GFSDPYCLLGIEQGVGVPGGSPGSRHRQ 

KAVVRHTIPEEETHRTQVITQTLNPVWD 

ETFILEFEDITNASFHLDMWDLDTVESVR 

QKLGELTDLHGLRRIFKEARKDKGQDDF 

LGNVVLRLQDLRCREDQWYPLEPRTVES 

YPDRGQGHLQGQLVHKRRATSASRNSQP 

SYTVHLHLLQQLVSHEVTQHEAGSTSAV 

GRVAES\QAATVLFLHATQKDLSDFHQS 

MAQWVAYSRLYQSLEFPSSCLLHPITSIE 

YQWIQGRLKAEQQEELAASFSSLLTYGL 

SLIRRFRSVFPLSVSDSPARLQSLLRVLV 

QMCKMKAFGELCPNTAPLPQLVTEALQ 

rGTTEWFHLKQQHHQPMVQGiPEAGKA 

LLGLVQDVIGDLHQCQRTWDKIFH\NEU 

SSTLKIHLFSMAFRELQWLVAKRVQDHT 

rVVGDVVSPEMGESLFQLYISLKELCQL 

RMSSSERDGVLALDNFHRWFQPAIPSWL 

QKTYNEALARVQRAVQMDELVPVLGELT 

fCHSTSAVDLSTGFAQlSHTARQLDWPDP 

iEAFMITVKFVEDTrRI AT VYVPST TTCXAR 

\RELFFRARRTKARAANMLCVVVNDME 

5LRLVI\GKLPAQLAWEALEQRVGAVLE 

5GQLQNTLHAQLS\GALAGLGHEI\RTG\ 

^RTLAEXQLEVGIAKHIQKLVGVRESVLP 

3DAILPLMKFLEVELCYMNTNLVQENFS 

5LLTLLWTHTLTVLVEAA 
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7003 


15054 


A 


769 


193 


363 


IPLALSTGNGTLLFFF*DRVSLLSPTLECS 
GVISAHCNLCLPGSSYSAALASQVAGI 


7004 


15055 


A 


7690 


31 


510 


GDHASDKETITIVNIYAPNIRACSKYIKQT 

LTELKGEVDSNVITAISILRFQQLPTLIKT 

ESLRNRNSSSSSSSSS/PSSSSSSSSLKKSLP 

TKESIGPDGFTDEFYQTFKEELK/PKSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSPEKDATRE 

ENYRPISL 


7005 


15056 


A 


7691 


2 


189 


TYHIDRIKDKSHMIISIATEKAFDKIEHPF 

MIKALSQLEVVG\MTNV1KAIYKKSMANI 

TOO 


7006 


15057 


A 


7692 


3 


409 


NTANRAARVSASIEDSPDNSETLPPDESF 
RNGENAKRFAIDIGGTL'nCLAYYSTVQH 
KVAKGRAFDHSGKDTER\DTSRPMRVQF 
KKRALLDGTSLRRRKPTPKPAWTSSKTIS 
STQRP/EVIQATGGGAYKVKDLI 


7007 


15058 


A 


7693 


88 


480 


KEELYGDFEDLET/G/DVHKGKSGPDTQN 
EDIEK\QDEIDPDEKKSAKKKHLDKKRKL 
KEMLDAEYDEGESTYFDDLKGEMQKEA 
QMRLKNHRWYKKILKSQDPIIFSVGAVRR 
VHTILLYYIEDHNGRQRLLKY 


7008 


15059 


A 


7694 


1 


1068 


MAANRKDFIHRRCGPELSQSEAVPQGLC 

RAERSSALAMLSGSVPRRTQLRPCKGTQ 

RRCRRGGEADSGGEAVGGGAAERRSAA 

ARRRGGRRRGGGEAVGGGAAERRSAA 

ARRRRGGRRRRGGGEAGGGGAAEARR 

AAAARRAAAARRAAAARRAAAARRAA 

AGAERRRPRLHSPALKTHPGQSSEGHVE 
YKLNHVEFEDQDDEARVQYEGFRPGMY 
VRVEIENVPCEFVQNFDPLYPIILGGLGN 
SEGNVGHVQMRLKKHLWYKKI\LKSQD 
PFISSVGGRRFQTIP\LYYIEDHNGRQRLL 
KYTPQHMHCGAA\FWGKI*LQ*LAYCRD 


7009 


15060 


A 


7695 


66 


844 


KEELYGDFEDLETGDVHKGKSGPDTQN 
EDVEK\KEE1DPDEEESAKKKHLDKKRK 
LKEMFDVEYDEGESTYFDDLKGEMQKQ 

ARVQYEGFRPGMYVCVEIENVPCEFV*N 

FDPRYPIILGGLGNSEGNVGYVQVGPFA 

AYLVPEALWISPPSIILPSHPPQMRLKKH 

RWYKKILKSRDPIIFSVGWRRFQTIPLCYI 

EDHNGRQRLLKYTPQHVHRG/AAFWDKI 

CLQ*LAYC 


7010 


15061 


A 


7696 


1 


1177 


LRMRLGTRSALWACRGWGQQHMHAW 

LTEQPLGVLFPEELYGDFEDLETGDVHK 

GKSGPDTQNEDIEKEVKEEIDPD\EEESA 

KKKHLDKKRKLKEMFDAEYDEGESTYF 

DDLKGEMQKVKAQLNUIVEFEDQDDEAR 

VQYEGFRPGMYVRIEIENVPCEFWQNFD 

PHYPIILGGLGNSEGNVGYVQMRLKKHR 

WYKKILKSRDPIIFSVGWRRFHTIPLYYIE 

PQGTGFLAIQSV\SG1MPDFRVAATGVVL 

DLDKSIKIVKKLiaTGFPYKIFKNTSFIKG 

MFNSALEVAKFEGAVIRTVSGIRG\QIKK 

ALRAPEGVFRASFEDKLLMSDIVLMRLS 

TCS1PA/FY/NPVTSC*TIGEKHLVRMRPR 

P 


7011 


15062 


A 


7697 


163 


371 


KGTTKLVVKLSDFKSYFKAIVIKTVRN/W 

HKYK\HIDQWNRIQNPEINPH1YGQMIFK 

KRAKNKQWKKDGL 
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7012 


15063 


A 


7698 


270 


1479 


PGCAFSSSGTSRQLAPVLGYLGSRQKHS 

LPDLPYDYGALEPHINAQIMQLHHSKHH 

AAYVNNLNVTEEKYQEALAKGRFQAER 

EKNVVCTFNF*GDVTAQIALQPALKFNG 

GGHINHSIFWTNLSPNGGGEPKGWIYCA 

PLSTTSCTVG1DV1SWAL*QK1F*1HVI*HF 

TVIIGNLFICGWFWDFFFNR\ELLEA1KRD 

FGSFDKFKEKLTAASVGVQGSGWGWLG 

FNKQRGHLQIAACPNQDPLQGTTGYI*IG 

LSVVPVWKTSPLLKNVDSKVKGRKTVY 

QGDGHYVNHHPNQVFWGRGAVKALNR 

NLKGAPDLELDGESRANCGEKOREESER 

SGR*AWQLCSVTGAPFFLTGLIPLLGIDV 

WEHAYYLQYKNVW>DYLKA1WNVINW 

ENVTERYMACKK 


7013 


15064 


A 


7699 


94 


330 


KSRSYKKMCLHFNFSGDVTAQIALQPAL 

KFNGGGHMNHSIFWTNLSPNGGGEPKG 

WYILVHPYLHFVHSRNRLLIYWR 


7014 


15065 


C 


77 


183 


350 


MYGLPGFFYAHRXXXXXXXXXXXXXR 
HAPALRVTNRSHSPTGGRVALPQPWLV 
MV* 


7015 


15066 


A 


770 


260 


360 


SPN*SPNVIFDS*DSPEKTAATVRGDFYV 
TGDRGMMD 


7016 


15067 


A 


7700 


33 


807 


GPRAAQERHSWLWWLRQRLQQIGGISG 

STSTSSMLSRAVCGTSRQLAPVLGYLGS 

RQKHSLVPDLPYDYGALEPHINAHIMHLH 

HSKHHAAYVNNLNVTEEKYHEALA\RG 

DVTAQIALQPALVKFNGGGHINHSIFWTN 

LSPMGGGEPKG/EELLEAIK\R\DFGSFDK 

FK\EKJLTAASVGVQGSGWGWLGFMMKER 

GHLQIAACPNQDPLQGTTG\LIPLLGIDV 

WEHAYYLQYKNVRPDYLKAIWNVINW 

ENVTERYMACKK 


7017 


15068 


A 


7701 


2 


436 


SGRGASLRPGVRPPSVSWEPYSGPGSTPP 

PPSSRSKDVGKPAQSWVRGGSTQPNTGQ 

LPKEGLSTPHPVPRAGIPSSRQALLSSGN 

PGTRAPSAPALRPEAQASPAEFPGAP/SPE 

LGGERLGGARFQEPPPQPAASFPGAAAT 

OA 


7018 


15069 


A 


7702 


1 


389 


PGSSRQRCWHQPCFACQACGQALINLIY 
FYHDGQLYCGRHHAELLRPRCPACDQLI 
FSWRCTEAEGQRWHENHFCCQDCAGPL 
GGGRYALPGGSPCCPSCFENRYSDAGSS 
WAGALEGDAFLGE/HWKVTHSLGRLDS 
TN 


7019 
1 


15070 


A 


7703 


1 


1217 


MGGHLANVPTGTSLQQTGLMEKHFTSG 

KQLLKTLQNNIPQTTERTHNGWHQAWL 

LVFSCVRSFYVAALFAVGLGCGIHWFCL 

AVFSVCAGHSTAVVSLPGSQQHLSANM 

FVALHSYSAHGPDELDLQKGEGVRVLG 

KCQDGWLRGVSLVTGRVGIFPNNYVIPI 

FSTPSQLSGCREVGPTLVKPVVHKMGVY 

GWEEGSISEGDVHGKAVPSNPSA^VPTAIV 

NPVRSTAGPGTLGQGSLRKGRSSMRKN 

GSLQRPLQSGIPTLVVGSLRRSPT/MGPS 

ASAVPILPATGDPLLPLSRGGGDGVQA/S 

PSRGSPPSRASAGAVRPGSTPRPAPSLWK 

TKKSPSRVS/LLPKPPASAPPSILVKPENS 

RNGIEKQ/DQNREISEIQALLPPNITLPYPT 


7020 


15071 


A 


7704 


27 


211 


FHIVQYFNFFVCLFVCLFETESTLSPRLEG 

SGVISAHCNUTLPPGFNNSCASASRVAG 

TTQ 


7021 


15072 


A 


7705 


27 


211 


FHIVQYFNFFVCLFVCLFETESTLSPRLEG 

SGVISAHCNL\TLPPGFNNSCASASRVAG 

TTQ 
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7022 


15073 


A 


7706 


1 


514 


LSQSEKNNYYSSRFSPDSQYIDNRSVNSD 

RASQ/ARERAPRLNHPPEQIDSHSRLPHS 

AHPSGKFPSAPASAPQNVFSTTVSSGYNT 

KKIGKRLNIQLKKGTEGLGFSITSRDVTI 

GGSAPIYVKNILPRGAAIQDGRLKAGDR 

LIEVNGV\DLVGKSQEEWSLLRSTKME 

G 


7023 


15074 


A 


7707 


65 


515 


DPRVRAAGILYEFTWNQFCDWYLELTGP 

VMNGGTEAKLRGTRHTLVTVLEGLLRL 

AHPIIPFITEnwQRVKVLCGlTADTIMLQ 

PFPQYDASQVDEAALADTEWLKQAIVA 

VRNIRAEMNIAPGKPLELLVAG\CTRNPN 

TSVNENRGFL 


7024 


15075 


A 


7708 


2 


505 


epvkkifnyiihvfrkimdfklflvfvag" 

vflffyartlsqsptfyyssgtvlgvlm 

tlvfvlllvkrfipkystfralmvgcwf 

asvyivcqlmedlkwlrydnriyvlgy 

vlivgffsfwvcykhgpladdrsrsllm 

wmlrllslvlvyagvavpqfayaaiil 


7025 


15076 


A 


7709 


2 


417 


epvkkifnymihvnrnimdfklflvfva 

gvflffyartlsqsptfyyssgtvlgvl 

mtlvfvlllvkrfipkystfwalmvgc 

wfasvyivcqlmedlkwlwyenriyvl 

syvlivgffsvfwgtsmgpladdksrnl 


7026 


15077 


A 


771 


80 


357 


gpfffffgdrvllchprlecsgmitahcs 
ucllcsq*pshnsllnswehrhmpphla 
kfffhqqtkl*kk*nknrslesaplsvfi 

KKVTTT 


7027 


15078 


A 


7710 


14 


426 


rpirmavkqkismlchvnpeqvicihdvs 

styrvpvlleeqsivkyfkerlhlpigds 

asnllfkwrnmadryerlqkicsialw 

gkytklrdcyasvfkalehsalainhkl 

nlmyidsidlekitetedpvkfhe 


7028 


15079 


A 


771 1 


61 


904 


Kjs\ I /\ I V w ri^r i^vjr VJJLc. 1 r JL\ V J\u 1 oLrA 

yfrreglgsnylggrsptevs 


7029 


15080 


C 


7712 


537 


710 


mchhtqpifvfwemrfyyvgqaglev 
ltsgdppvsaaqstgitglshraqpssvr 
f* 


7030 


15081 


A 


7713 


788 


894 


khgxwlgtvahtcnpstlggqggwimr 

SGVQDQPGQ 


7031 


15082 


A 


7714 


1 


452 


spvpqlivptvlswllepflgaplpanr 
lwthlwaprawkqspwqapvglgrlps 
slgigscgapgaytrpdirlhdkacpae 
hgggrgpgeaasrpltapspggcpergl 
gttpspqsrtassggsyrsftdppppppic 
hhrrffltl 


7032 


15083 


A 


7715 


48 


421 


dlqssqggqqprvqswsppgrgipqlpc 

akalynyegkepgdlkfskgdiiilrtqv 

denwyhgevngihgffp\tnfvqiikplp 

qpppqckalydfegkdkeadkdclpfa 

kddvltvirrvd 


7033 


15084 


A 


7716 


2 


492 


ltllntitpslargnfypleggrvlldgk 

pisaydhkylhrvislvsqepvlfarsit 

dnisyglptvpfemvveaaqkanahgfi 

melqdgystetgekgaqlsggqkqrva 

maralvrnppvlildeatnaldadsrdl 

iqhals\gnlrkhrdflsppvwp 


7034 


15085 


A 


7717 


2 


721 


egkveepenpaakekcegkeeeeetdgs 

gkeskqeceaeassvknelkgvevgan 

tgsksisekgseewkrkswrmtnksees 

sqpeagavsrgknfdeesnasmstarde 

trdgfymedgdpsvaqllhertfafsf 

wpkdrvminrldniceav\lkgkwvn 

rrqmfdfqglipgytpttvdsplqkrsf 

aelsmvgqasisgsedittspqlskedal 

nlsvprorrrrrrkign 
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7035 


15086 


A 


7718 


111 


381 


DRGLASFAQGLEVQWHNLSSLQPS\PPV 
LRRF/SPCLGLPRGCDYRP VPPHQANFa 
VSRDGFYHVGQAGLELLTSSDPPTSQSQ 
SAGITGV 


7036 


15087 


A 


7719 


1 


190 


ENKEEGQLPSSFYEASllLTLKPDKDSTK 
KS/SYRPT/SLMNFDAK\IFNKMFTNR1QQ 
YIERIIH 


7037 


15088 


A 


772 


80 


357 


GPFFFFFGDRVLLCHPRLECSGMITAHCS 
LKLLCSQ*PSHNSLLNSWEHRHMPPHLA 
KFFFHQQTKL*KK*NKNRSLESAPLSVFI 
KKVTTT 


7038 


15089 


A 


7720 


1 


2499 


MAAAVAAPLAAGGEEAAATTSVPGSPG 

LPGRRSAERALEDAVATGTLNLSNRRLK 

HFPRGAARSYDLSDITQADLSRNRFPEVP 

EAACQLVSLEGLSLYHNCLRCLNPALGN 

LTALTYLNLSRNQLSLLPPYICQLPLRVLI 

VSNNKLGALPPDIGTLGSLRQLDVSSNEL 

QSLPSELCGLSSLRDLNVRRNQLSTLPEE 

LGDLPLVRLDFSCNRVSRIPVSFCRLRHL 

QVILLDSNPLQSPPAQVCLKGKLHIFKYL 

STEAGQRGSALGDLAPSRPPSFSPCPAED 

LFPGHRYDGGLDSGFHSVDSGSKRWSG 

NESTDEFSELSFRISELAREPRGPRERKED 

GSADGDPVQIDFIDSHVPGEDEERGTVEE 

QRPPELSPGAGDRERAPNSRREEPAGEE 

RRRPDTLQLWQERERRQQQQSGAWGAP 

RKDSLLKPGLRAVVGGAAAVSTQAMHN 

GSPKSSASQAGGCSGAGSP\APAPASQEP 

LPIAGPATEPAPRPLGSIQRPNSFLFRSSS 

QSGSGPSSPDSVLRPRRYPQVPDEKDLM 

TQLRQVLESRLQRPLPEDLAEALASGVIL 

CQLANQLRPRSVPFIHVPSPAVPKLSALK 

ARKNVESFLEACRKMGVPEADLCSPSDL 

LQGTARGLRTALEAVKRVGGKALPPLW 

r r buLOvji* V Vr Y V V JLraLJLi^ i V 1 Y 1 KjuiLl/ 

PRSPQVAWEVAPSRMTPLAPWDPKYEA 

KAGPRPVWVSWGQTCGTGWGAQGAVR 

WPEAPVLCPPHPRGPTVAQEPRSQAGRC 

VTPHSGRCMKQPRAGVSGPWPLPQGTG 

MDSRRPQMQGSRWCAVKMSSSRTLCCP 

GGSVFPCTCPRPPSR 


7039 


15090 


A 


7721 


1 


647 


RPPPVPQVPDKKDLMTQLRRVLESRLQR 

PFIHVPSPAVPKLSALKARK>JVESFLEAC 
RKMGVPEESLCQPHHILEEEGAPGRGXLR 
LIIAAVVQRPAGPALGVKVGAQGPPRPG 
PREQKTRLGSALSEKHWRVAWAWARL 
GLPRLAASGVEGLGGRTCGCRRCRVSR 


7040 


15091 


A 


7722 


3 


450 


SRSLVQRGGIPLGGWRMGVRRTGQVGP 

TMHPPPVSGASP/PPPPPPPPPPPHHHPHL 

LRTSCVPSGLYAQSSSSSSSSSSSSSSSSSS 

SSSSSSSSSQLNKLPKFQVSSPNSPTLSSSF 

SFLPFFPASSLTRQFFIECLPGAGMSQVL 

GK 


7041 


15092 


A 


7728 


3 


368 


LLGQAVKYGWNPGPYGGTTVRKLYEKK 
LLRLREQGPESRCSTPVPTISSSAENARQ 
NGSNDSGRYSVNEEDSKIELKLEKRDPL 
KGRAKTPVTRKQRRVELSESYSQAGMD 
EGVWSSGSSKG 
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7042 


15093 


A 


7729 


1 


1492 


ALMDEILMLQDEINELQSSLAEELVSESC 

EADPAEQLALQSTLTVLAERMSTERMKA 

SGKRQLLEEKLNDQLEEQRQEQALQRY 

RCEADELDSWLLSTKATLDTALSPPKEP 

MDMEAQLMDCQNMLVEIEQKWALSEL 

SVHNENIXLEGKAHTKDEAEQLAGKLR 

RLKGSLLELQRALHDKQLNMQQGTAQE 

KEESDVDLTATQSPGVQEWLAQARTTW 

TQQRQSSLQQQKELEQELAEQKSLLRSV 

ASRGEEILIQHSAAETSGDAGEKPDVLSQ 

ELGMEEEEMSAEDQMRMKWESLHQEFS 

TKQKLLQNVLEQEQEQVLYSRPNRLLSG 

VPLYKGDVPTQDKSAVTSLLDGLNQAFE 

EVSSQSGGAKRQSIHLEQKLYDGVSATS 

TWLDDVEERLFVATALLPEETETCLFNQ 

EII.AKX)IKJEMSEEMDKNKNLFSQAFPEN 

GDNRDVIEDTLGCLLGRLSLLDSWNQR 

CHQMKERLQQELNFQVSKILSKDT 


7043 


15094 


A 


773 


810 


1075 


SLRSSKTQPRQHGKTSSLLKIQKISRVW* 
RTLLLGKLRQENCLNPGGGGCSEPRLHH 
CTPAWATE*DSGSQKKKKGQGRKSCHF 
SVRT 


7044 


15095 


A 


7730 


1073 


1233 


PYSGLGIFFFFLRHGLTLSPRLGCSELRLC 
HCTPAWVTVSKTVSKNKKQKNSR 


7045 


15096 


A 


7731 


34 


445 


STHASGDHSKPIICS/TG/SYFFANSLPSKG 

PTTLMPVNTAALTVPANPASVrrVPSKLP 

TSSKPPGAVPSNALTNPAPSKLPINSTRA 

GMVPSKVPTSMVLTKGCASTVPTDGSSI 

NEETPMAPTPAGAVGSSLAWLDT 


7046 


15097 


A 


7732 


3 


416 




7047 


15098 


A 


7733 


1 


2115 




7048 


15099 


A 


7734 


1 


662 


SLFASNVGSGHFIGLAGSGAATC3ISVSAY 

ELNGLFSVLMLAWVFLPIYIAGQVTTMP 

EYLRKRPGGIRIPIILAVLYLFIYIFTKISV 

DMYAGAIHQQSLHLDLYLArVGLLAITA 

VYTVAGGLAAVIYTDALQTLIMIJGALT 

LMCYSFAAVGGMEGLKEKYFLALASNR 

SENSSCGLPREDAFHIFRWLTSDLPWPG 

VLFGMSIPSLWYWCTDQGG 


7049 


15100 


A 


7735 


3 


315 




7050 


15101 


B 


7736 


107 


388 


SKKLLFAGSRSQLVQLPVADCIKYRSCA 
DCVLARDPYCAWSVNTSRCVAVGGHFG 
SLLIQHVMTSDTSGICNLRGSKKVRPTPK 
NrrVVAGTDL* 


7051 


15102 


A 


7737 


98 


473 


IRGDTISYTVRSPPPRAGREYAXMSTAGPP 

SPFSPLTQPFPALYREEGKYKIPLNPGAK/ 

YVRAPPNPSPQTHSRLHFPSPHPENIHRP 

WSRTRPTPSPALPLKGHSTLSTPPPYVHR 

CPTFGGSGG 


7052 


15103 


A 


7738 


2 


433 


GDTGHRERSLGLLREKHTWGPPHPQATP 
QAAVPSSRYTQPGPQ\GWVTVQGQPPSR 
GEHPRPAAGLSQLLHLGVPDIGLGQSGL 
DCEVTPKPSYSFPGTSGAGPPGTMGSSLP 
GNGNWDEEAHTLPQGQEGMNEGGVPW 
RUFR 


7053 


15104 


A 


7739 


328 


496 


HNTDLFIY/CIYEMESCSVTQAGVQWRD 
LGSLQPPPLGCKQCSCLSLPSSWGLQVP 
ATT 


7054 


15105 


A 


774 


499 


946 


LWLRPRGAGIAGAGICIJRREGTWLLPLR 

SHGGKCEAASPWVSQRLELLQKPSALW 

WPLGLLHVHIFWKYTCAGSFLAGKLLRI 

TFNFFLFFFLPFPISCIFYLFLFLFFFRDGV 

SLCCSGWP*TPGLKQSSCLSLPSSWDFKC 

TPLCLL 


7055 


15)06 


A 


7740 


1 


372 


MEKEEPGVERKJCENRVKEVIHKNRKGA 
EGPPAGAALPLGGRGEGP/SPEPPGGAAA 
PRAGERCGQLAGASPEPAETGTREPRPR 
GASAARKLAAAAPVGLLRPGCPRAGRR 
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RAPWPGKRLSEPRV 


7056 


15107 


A 


7741 


34 


366 


ERPGPVGTLTTPTQGPHPPAGP/S/GRPGS 
LGFTWPYPGPCTWRPAWFPARPPPAGSI 
TPPGFCTHTLVSLDPGRDCPSPPTGDCDS 
LCPPHPDASPGIKAFCAQGKKKKKKK 


7057 


15108 


A 


7742 


2 


462 


IltAIO^YKLRKVMVDGDIPPRVNKKDAHE 
LILDFIRSRPPLKQVSERRLRRLPPKQRSL 
HEKILEEIKQERRLRPVRGE/ELGCPRVW 
LS/SPASSTPAPEMPSPPPASTCQSQMLGA 
APSARA^PRVLUCAPTIJ'^WEEMNTSEIR 
AQGPRNVTAHNQ 


7058 


15109 


A 


7743 


2 


1002 


TGPGVPMCQVGEDYGEPAPEEPPPAPRP 

SREQKCVKCKEAQPVVVIRAGDAFCRD 

CFKAFYVHKFRAMLGKNRLIFSGEKVLL 

AWSGGPSSSSMVWQDLEGLSQDFAKRL 

RFVAGVIFFDEGAACGQSLEERSKTLAE 

VKPILQATGFPWHWALEEELVGSEGAY 

KAAVDSF/RPAAAPAfifiPfiVVI ART If fS 

RNSHPSP/SLDPQNLARPPAPAQTEALSQ 

LFCSVRTLTAKEELLQTLRTHLILHVARA 

HGYSKVMTGDSCTRLAIKLMTNLALGR 

GAFLAWDTGFSDERHGDVVVVRPMRD 

HTLKEV AF YNRLFS VPSVFTPA VDTKAP 

EKAS 


7059 


15110 


A 


7744 


2 


397 


APDTPDSSKFQRSK/NYKGPLDPQRGKIE 

DKVNKSKVBLKEPGLEDLGTYSDIVTDA 

DEDISASHTLTEEELEKLKKLSHEIRNPGI 

KLISGWNIDILERGEARLWLELEKLCPAA 

ELHLIVHNKEIFRLPNR 


7060 


15111 


A 


7745 


1 


849 


QKKELGHVNGLVDKSGKRTTSPSSDTDL 
LDRSASKTELKAIAHARILERRASRPGTP 
TSSASTETPTFEQNDVDEDIIDVDEEPVA 
AEPDYVQPQLRRPFELLIAAAMERNPTQ 

VKKTQVRELDHNGLVPLPVKVCFTCNRR 
CRVAPLIQRDYCPLLFHMDCLEPPLTAM 
PLGRWMCSNHIEHVVLNHNNMTLSYRC 
QVFDRFQDTVSQHWKVDFLNRIHKKH 
PPNRRVLQSVKRRSLKVPDAIKSQNQVS 
TP 


7061 


15112 


A 


7746 


1 


201 


MKKKKEEEEEEEEEEEEEEEEKEEEEEEE 

EEEEEEEEEE/EEEEKEEEEEEEEEEEEEE 

EEEKKKKKKHNIFKILSNLYIFIIIFYCSKK 


7062 


15113 


A 


7747 


3 


112 


KRTRLGMMAHA/CNLSTLGGQGGRVTR 
SGVRDQPDLK 


7063 


15114 


A 


7748 


1 


1476 


LTVIRRVDENWAEGMLADKIGIFPISYVE 

FNSAAKQLIEWDKPPVPGVDAGECSSAA 

AQSSTAPKIISDTKKNTRKRHSFTSLTMA 

NKSSQASQNRHSMEISPPVLISSSNPTAA 

ARISELSGLSCSAPSQVHISTTGLIVTPPPS 

SPVTTGPSFTFPSDDPYQAALGTLNPPLP 

PPPLLAATVLASTPPGATAAAAAAGMGP 

RPMAGSTDQIAHLRPQTRPSVYVAIYPY 

TPRKEDELELRKGEMFLVFERCQDGWF 

KGTSM\HTSK\IGGFPGN\YVAPVTRAVT 

NASQAKVPMSTAGQTSRGVTMVSPSTA 

GG\PAQKA\QGNGVAGSP\SVVPAAVVSA 

AHIQTSPQAKVLLHMTGQMTVNQARNA 

VR'nVAAHNQ\ERP\TAAVTPIQVQNAAG 

LSPASVGLSHHSLASPQPAPLMPGVPATH 

TAAISISRASAPL\ACAAAAPLTSPSITSAS 

LEAEPSGRIVTVLPGLPTSPDSASSACGN 

SSATKPDKDSKK 
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7064 


15115 


A 


7749 


139 


6503 


LSGITKMTLHATRGAALLSWVNSLHVA 

DPVEAVLQLQDCSIFIKIIDRIHGTEEGQQ 

ILK^V^r V bERLDFV C or LC^KJN KlUiP 

LVSAQKVLEGSELELAKMTMLLLYHST 

MSSKSPRDWEQFEYKIQAELAVILKFVL 

DHEDGLNLNEDLENFLQKAPVPSTCSST 

FPEELSPPSHQAKREIRFLELQKVASSSSG 

INlNrijOOol AoriVlvjl-'lJL#v^ 1 1 vrv^lvlKJKLjEvix 
QLADERSNRDELELELAENRKLLTEKDA 


7065 


15116 


A 


775 


56 


425 


GQSPPGHWGHVAQARELLRPGRLPCWV 
PDGHTPVRPVSGPEPPTGSRILSGEESPSR 
PPSSQAARPQPGQPRDPSSLRIPLLLPRP* 
LSQSGLASSGSGLRAGALPRRPPGPALLS 

PTPCTSI 


7066 


15117 


A 


7750 


1 


5290 


MTLHATRGAALLSWVNSLHVADPVEAV 

LQLQDCSIFIKIIDRIHGTEEGQQILKQPVS 

ERLDFVCSFLQKNRKHPSSPECLVSAQK 

VLEGSELELAKMTMLLLYHSTMSSKSPR 

DWEQFEYKIQAELAVILKFVLDHEDGLN 

LNEDLENFLQKAPVPSTCSSTFPEELSPPS 

HQAKREIRFLELQKVASSSSGNNFLSGSP 

ASPMGDILQTPQFQMRRLKKQLADERSN 

RDELELELAENRKLLTEKDAQIAMMQ 


7067 


15118 


A 


7751 


241 


6574 


LSGITKMTLHATRGAALLSWVNSLHVA 

DPVEAVLQLQDCSIFIKIIDRIHGTEEGQQ 

ILKQPVSERLDFVCSFLQKNRKHPSSPEC 

LVSAQKVLEGSELELAKMTMLLLYHST 

MSSKSPRDWEQFEYKIQAELAVILKFVL 

DHEDGLNLNEDLENFLQKAPVPSTCSST 

FPEELSPPSHQAKREIRFLELQKVASSSSG 

NNFLSGSPASPMGDILQTPQFQMRRLKK 

QLADERSNRDELELELAENRKLLTEKDA 


7068 


15119 


A 


7752 


775 


1128 


REGLYLSRFPFHSKLPRTVQPDGTSVPGEP 
ASPISQRLPPKVESLESLYFTPIPARSQAP 
LESSLDSLGDVFLDSGRKTRSARRRTTQI 
INITMTKVRLLGQGLQGSNSHFLSRASLQ 


7069 


15120 


A 


7753 


331 


530 


LKIFFFFPSGGDMSKNVSQSQMAKLNQQ 
MAKMMDPRVLVHHMGGMAGLQSMMR 
QFQQGAAGNMKGMM 


7070 


1512] 


A 


7754 




1517 


MVLADLGRKITSALRSLSNATIINEEVLN 

AMLKEVCTALLEADVNIKLVKQLRENV 

KSAIDLEEMASGLNKRKMIQHAVFKELV 

KLVDPGVKAWTPTKGKQNVIMFVGLQG 

SGKTTTCSKLAYYYQRKGWKTCLICAD 

TFRAGAFDQLKQNATKARJPFYGSYTEM 

DPVIIASEGVEKFKNENFEIIIVDTSGRHK 

QEDSLFEEMLQVANAlQPDNrVYVMDAS 

IGQACEAQAKAFKDKVDVASVIVTKLD 

GHAKGGGALSAVAATKSPIIFIGTGEHID 

DFEPFKTQPFISKLLGMGDIEGLIDKVNE 

LKLDDNEALIEKLKHGQFTLRDMYEQFQ 

NIMKMGPFSQILGMIPGFGTDFMSKGNE 

QESMARLKKLMTIMDSMNDQELDSTDG 

AKVFSNNSGRIQRLARPSCVSTSDVQELL 

TQYTKFAQMVK*MGGIKGLFVKGGDMS 

KNGARSQIAK\LNQQMAKMMDPR\VLH 

HMGGMARLQSMMRQxFKQGAAGNMKG 

MMGFNNM 


7071 


15122 


A 


7755 


42 


449 


FGLFNRLPYPPQHPKPHYSRIPGAmAPP 

GPQNPSTVFLSPLYCWGPSSKSPGAPKRC 
PSSISTPPPSATPPRTLTGSWPGQRCQKD 
GEAQSYQVRQDPTASPQPAGQSRLPSWS 
GNQTYLQGLHGRGPRARTLQLPG 


7072 


15123 


A 


7756 


3 


358 


LLIHSSTHPPTYPPIHPPGHHFFLPLFFPFF 
FSFSPSFHPSTHPLIHLSTYPPIHPSVYPPV 
PLSLSVYSSIHLPTPEYFLFQPVAH/RRSH 
GRISSMPGEQSPIPRLWKSPSSKPPFPW 
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7073 


15124 


A 


7757 


1 


1668 


MLVHTQPPEVHQYNHSSAATRSRFQRL 

QLQUWGWSQVLPMSAFYQIUQASGLRL 

HACVTPGAGTHSLPFLPSVGNLPSNKGN 

SRVYCFFAADLFDILLPMLNIYQEFVRNH 

QYSLQVLANCKQNRDFDKLLKQYEANP 

ACEGRMLETFLTYPMFQIPRYllTLHELL 

AHTPHEHVERKSLEFAKSKLEELSRMIV 

EGCDILLDTSQTFIRQGTMKNSNTIIVKH 

EWGRQLHSDWTLLLSGPDILCSSKEDRS 

AWPTAVAVPSADDTQAKAQEKLAL\SKP 

FHIRLGTMSEQS*SLHQRTEQE\GKLPCS 

GHHRTFTLQIPLNSSAPPLSTAWRTDGG 

QCPLLCFTGFCFCNSHSCSRTWE\PPEEE 

UDICLPi sQARCNfc Y VOJLKK^IMLVQKK 

MFNLDFKIVVEPPDAAAFTVVLLAPSRQ 

EKAAWMSDISQCVDNIRCNGLMTIVFEE 
NSKVTVPHMIKAKVNGCTMSHLDNSLT 
LPFTDTEQGRSSSWTAGHVKAPCPLHAQ 
LPLLASLFLQELQAFARMSPYP 


7074 


15125 


A 


7758 


1 


2247 




7075 


15126 


A 


7759 


. 1 


3711 




7076 


15127 


A 


776 


3 


383 


QGFRKLPLKTTTGKEKTHSCIVGLGHVN 
SGKTTTTGHLIYKCGGFDKRTIDKFETEA 
ADKAKGSFKNAWDLDKLKAERERGITID 
ISLWKYETSRYYVT11VAP*LIDFIINMSTG 
TSQADCAGLIV 


7077 


15128 


A 


7760 


1 


226 


SLEFSQSKLQYLSRVKH\DEVSDTENIRIN 
LAIERMIVEGCDILLDTSQTFIRQWDHEN 
QQHNHSKARVGQAVTF 


7078 


15129 


A 


7761 


41 


1065 


GRLGPHWSPQREGEAQAWQAAGPEPCP 

AGRQLRPGEKSSTAAPGPGAKLPPTARG 

QRGRPAALSAGPTEPAEPTPTRNSGWPA 

SAPPV/PRWGQPLLGVPGPEAGRYSA\AP 

SLSALRFPAWWPQDVPVAWQSATDDAY 

EALSPSSCAFAM\PSSVPAYPS1TVTPDEE 

QNLNHYIQVLENLVRSVPSGEPGREKKS 

NSPKHVYSIASKGSKFKELVTHGDASTE 

>roVLTNPlSEETTTFPTGGFTPEIGKKKHT 

ESTPFWSIKPNNVSIVLHAEEPYIENEEPE 

PEPEPAAKQTEAPRMLPVVTESSTSPYVT 

SYKSPVTTLDKSTGIGDLYRIRRCSSALR 






A 




■I 




IVC»I\.OI\X^IV 1 VjVJ VJ VJJLyi^V^IVO V /•\IvC»L/ivI\. W IvJV 

S\QREDAREDRRWRRSSERGRLRRQAVA 
EIFRERDAREDRRWRRSSERGRPRRQ/RG 
GGDLQREDAREDRRWRRSSEREMPEKT 
GGGG 


•7080 


15131 


A 


7763 


205 


338 


NPY1YSQLFFDKGTKNIHWG\RDSLFNKC 
CSENUSIIXRKIKLDP 


7081 


15132 


A 


7764 


1 


666 


GDPGAGPGDHNRFDCGPQPPPPPKCELL 

HVAIVCAGHNSSRDVITLVKSMLFYRKN 

rLHLHMV 1 OAV AKNlMli I Lrn I WM VrA 

VRVSFYHADQLKPQVSWIPNKHYSGLY 

GLMKLVLPSALPAELARVIVLDTDVTFA 

SDISELWALFAHFSGVILLRLDRLRQAG 

WEQMWRLTARRELL/GLPATSLADQDIF 

NAVIKEHSGLVQRLPCVWNVQLSNHTL 

AE 
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7082 


J5133 


A 


7765 


3 


1289 


INFPTTSGLDGDPGAGPGDHNRSDCCPQ 

PPPPPRCELLHVAIVCAGHNSSRDVITLV 

KSMLFYRKNPLHLHLVTDAVARNILETL 

FHTWMVPAVRVSFYHADQLKPQVSWIP 

NKHYSGLYGLMKLVLPSALPAELARVIV 

LDTDVTFASDISELWALFAHFSDTQAIGL 

VENQSDVAYLGNLWKNHMPWPALGRG 

FNTGV]LLRLDRFR\KAGWEQMWRLTAR 

REL\LSLPATSLADQDIFNAVIKEHPGLVQ 

iVL/Jr ^ Y WIN V K^LjJUIi 1 JL«/AJCiI\.0 I OjC»/\OJL/l-iJV 

VIHWNSPKKVLWKNNHVEFFRKIYLILL 
ENQGNLLLEEVFLCPSQPPTVGADQLQ\R 
PLPQLDEEDPCFEFRQQQLTVHRGmLLF 
LPHEPPPPRPHDVTLVAQLSMDRLQMLE 
ALCRHCPGPVSLALYLTDAEAQQFLHFV 
EANGVGIDRV 


7083 


15134 


A 


7766 


530 


820 




7084 


15135 


B 


7767 


1 


954 


MATAATIPSVATATAAALGEVEDEGLLA 

SLFRDRFPEAQWRERPDVGRYLRELSGS 

GLERLRREPERLAEERAQLLQQTRDLAF 

ANYKTFIRGAECTERIHRLFGDVEASLGR 

LLDRLPSFQQSCRSPRAAR>JAVSIMAAG 

AfiTAGPA*;fiPnVVRDPAASOPRKRPr;RF 

GGEGARRSDTMAGGGGSSDGSGRAAGR 

RASRSSGRARRGRHEPGLGGPAERGAGE 

ARLEEAVNRWVLKFYFHEALRAFRGSR 

YGDFROIRDIMOALTFFRGTLDOSSKOF 

LSLDLSSESIKNIQVNITYSLRSRDCANFD 

ILYDIKPF* 


7085 


15136 


C 


7768 


97 


408 


MKTKVQPRLTVRVARNCSPICNKAHDNK 
QNWSWEEDSQITEPSAGLNSSQEAVSAP 

PSKPTVFNQPLPGEKNPKYEDLLCRNFG 
AGWWSWLGLVLLPGIKETFS* 


7086 


15137 


A 


7769 


1694 


1866 


PUACSFFLFLFFFFLRQSLGSVHPGLGVX 
QWRDLGSLRPPFPGLTQFSCLSLPRSWN 


7087 


15138 


A 


7770 


106 


317 


CSAETEREIGRRK*CIQESSSPSPLSIKKCP 
ICKAD*YL*SHLGATADAAPLFQLSSL*Q 
DLPSYREADL 


7088 


15139 


A 


7771 


321 


449 




7089 


15140 


A 


7772 


2516 


2717 


FVKSKALAFFLSFFFFFFLKQSLSVTQAG 
VQW\PVDSLQPLPPRFFa«PSCLSLPSSWD 
YRCVPQCPAN 


7090 


15141 


A 


7773 


3 


282 




7091 


15142 


A 


7774 


1 


1126 


MRPGSLTDVTLEPRSEGGKEKSIPERRNG 

PCKDPGAAACKLCLTSVLFATNRHMYL 

HNLLLRQGVSRASRQSALTQSSGTPAMY 

QCSKTYYIFQGIQVDYQEVTHTGPLSIEG 

SMLDIIKYIWNRGEHKNGVLEEAIIATIL 

KEV\LEGLDYLHRNGQIHRNSRKELNDIR 

FEFTPGRGPKGNDGECDEKHTTVLMRV 

FOn WDHTFR K TOTOM STF A K VMHT A n 

GVSQELFSAGLVDGHDWIACPSRNLRL 

FIGIISTFPGAQAKTLGIVLDFSFSHTSHPT 

HLNVPRILPLLTISHPITFQAPLNSQLSSCI 

HPFAAIPASVLASLQPVLISTARDPGTSH 

YSSALGFIGQQIPAYMELSPVIGELCLSK 

VTE 


7092 


15143 


A 


7775 


2 


1622 




7093 


15144 


A 


7776 


1 


698 


MAAKLVGIEFDPCWVKMLMEKGHQKT 
REHNYPSMEQSEKAGVTDNIQGKTKAL 

QPMKPYEVFWIEFVTHQKATKYLCQLPT 

TSPDAVFPFGELLAELLKIPFVYSLRFSPG 

YAJEKHSGGLLFPPSYVPVVMSELSDQM 

TFIE/RGRPTTLSETMAXADIWURNYWD 

FQFPHPLLPNVEFVGGLHCKPAKPLPKTL 

GHGWDRAP 


7094 


15145 


A 


7777 


1 


1584 
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7095 


15146 


A 


7778 


2 


1627 


AATGKQALHCIRMSMKWTSALLLIQLSC 

YFSSGSCGKVLVWPTEFSHWMNIKTILD 

ELVQRGHBVTVLASSASISFDPNSPSTLK 

FEVYPVSLTKTEFEDIIKQLVKRWAELPK 

DTFWSYFSQVQEIMWTFNDILRKFCKDI 

VSNKKLMKKLQESRFDVVLADAVFPFG 

ELLA\ELLK1PFVYRPRFSPGYAIEICHSGG 

LLFPPSYVPVVMSELSDQMTFIERVKNMI 

YVLYFEFWFQIFDMKKWDQFYSEVLGR 

PTTL\SETMAKADIWLIRNYWDFQFPHPL 

LFNVEFVGGLHCKPAKPLPKEMEVEFVQ 

SSGENGVWFSLGSMVSNTSEERANVIA 

SALAKIPQKVLWRFDGNKPDTLGLNTRL 

YKWIPONDLLGHPKTRAFITHfifiANniY 

EAIYHGIPMVGVPLLADQPDNIAHMKAK 

GAAVSLDFHTMSSTDLLNALKTVINDPL 

YKENAMKLSRIHHDQPVKPLDRAVFWIE 

FVMRHKGAKHLRVAAHDLTWFQYHSL 

DVTGFLLACVATVIFIITKCLFCVWKFVR 

TGKKGKRD 


7096 


15147 


A 


7779 


I 


187 


SGRPFFFFFGLPFLFFFFFF*DRVSLLLPRL 
QCNGTISAHCNLCLPGSSDSPASASRVAE 
LP 


7097 


15148 


A 


778 


213 


500 


SKRCLSLGRGASSLEAAEHLSCCPQAJDG 
LSRSPQWASAPPRQLLSCPSAGPRGPLQL 
ARSPGSRRGPWVPPQGPPHQHSALTI*AP 
AQRKRRKNG 


7098 


15149 


B 


7780 


436 


711 


DVYKIGGIGTVPVGRVETGVLKPGMVVT 
FAPXWnTEVKSVEMHHEALSEALPGD 
NVGFNVKNVSVKDVRRGNVAGDSKND 
PPMEAAGFTAQ* 


7099 


15150 


B 


7781 


26 


384 


MHHEALSEALPGDNVGFNVKNVSVKDV 

RRGNVAGDSKNDPPMEAAGFTAQVIILN 

HPGQISAGYALYWIAIVDMVPGKPMCV 

ESFSDYPPLGRFAVRDMRQTVAVGVIKA 

VDKKAAGLAS* 


7100 


15151 




7782 


'1 

D 




FAPVMVTTT?VK'<1VP?MWWP Al QPAl Pnn 
r/\r viNv 1 1 jc. V ivo V iiivij:iJtiii/\JL»oc 

NVGFNVKNVSVKDVRRGNVAGD/SKND 

PPMEAAGFTAQVIILNHPGQISAGYAPVL 

DCHTAHIACKFAELKEKIDRRSGKKLED 

GPKFMVPGKPMaVESFSVDYPPLGRFAV 

RDMRQTVAVGVIKAVDKKAAGAGKVT 

KSARKLQKAK 




1 <: 1 «o 
IDI jZ 


D 


7783 




loo 


MVVTFAPVNVTTEVKSVEMHHEALSEA 
LPGDNVGFNVKNVSVKCWIWFLASPX* 


7102 


15153 


B 


7784 


• 60 


209 


MHHEALSEALPGDNVGFNVKNVSVKDV 
RRGNVAGDSKNDPPMEAAGFTAQ* 


7103 


15154 


A 


7785 


3 


313 




7104 


15155 


A 


7786 


13 


555 




7105 


15156 


A 


7787 


3 


366 


IGY/NPDTVACV/PILGWNGDNMLEQSAN 

MPWFKGWKVTRKDGNASGTTLLEALD 

CILPPTRPTDKPLRLPLQDVYKIGGIGTVP 

VGRVETGVLKPGMVVTFAPVNVTTEVK 

SVEMHHEAQKAK 


7106 


15157 


A 


7788 


1 


513 


EAGISKNGQTREHALLAYTLGVKQLIVG 

VNKMDSTEPPYSQKRYEEIVKEVSTYIK 

KIGYNPDTVAFVPISGWNIACKFAELKEK 

IDRRSG\KKLEDGPKFLKSG\DAAIVDMV 

PG\KPMCVESFS\DYPPLGRFAV\RDMRQ 

TVAVGVIKAVDKKAAGAGKVTKSAQVK 

AOKAK 


7107 


I5I58 


A 


7789 


1 


1099 
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15159|A 


779 


1 
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7109 


15160 


A 


7790 


1253 


2560 


SLVMLPLFDMVPGQAHVLLRASQDYPPF 

GSLCWFVIMRTDSCGWVSIKSSGQKRLL 

ELIDAPGHRDFIKNMITGTSQADCAVLIV 

AAGVGEFEAGISKNGQTREHALLAYTLG 

VKQLIVGVNKMDSTEPPYSQKRYEEIVK 

EVSTYJKKIGYNPDTVAFVPISGWNGDN 

MLEPSANMPWFKGWKVTRKDGNASGT 

TLLEAVDCILPPTRPTDKPLRLPLQDVYK 

IGGIGTVPVGRVETGVLKPGMVVTFAPV 

NVTTEVkSVEMHHEALSEALPGDNVGF 

NVKNVSVKDVRRGNVAGDSKNDPPMEV 

AAGFTAQVn\LNHPGQlSA\GYAP\VLDC 

HTAHIACKFAELKEKIDRRSGKKLEDGPV 

KFLKSGDA/APLVDMWXGKPHVn R<;P«; 

\DYPPLGRFAVRDMRQTVAVGVIKSSAa> 
KKAAGAGKVTKSAQKAQKAK 


7110 


15161 


A 


7791 


39 


362 


AEKWARNMPFFPDLQMTDQVSLLRLTW 
SELFGLNAAQCSMPLNEA\PLLAAAGLQ 
AYPMSADRRVAFMDHIRIFQEQAEKFRA 
LHVGSPEKQCLKAIVLFTSNTWGRG 


7111 


15162 


A 


7792 


19 


384 


FISSIKnMSFNFTSLFHFFISLGQFISSHYI 

SSK/SHFISFHVISSVHLIFSSHHFMGSSQQ 

LFSSDHFIISCHRFMSYLLRSVQFHFNISF 


7112 


15163 


A 


7793 


16 


450 


TQGSHQSPPPGSVPHAAHTCCPGRGGEA 
uvj 1 OoLCLLuC^uHTREPAALKDWPGGR 
PEGHKVRSDPPGRPASSTVQLKGLSGER 
DGCPPLRRGPGPHRAEGSPSRALRPPGTR 

GNTATRTPVSSGMRAASCQAWRNEVRS 
LMVQAP 


7113 


15164 


A 


7794 


1 


427 




7114 


15165 


A 


7795 




330 




7115 


15166 


A 


7796 


3 


1229 


SPPSPL\PGLASQDSRPVFPSPTPAMAAVP 

TQPQSKEGPWSPESESPMLRITAPLPPGP 

SN4AVPTLGPGE1ASTTPPSRAWTPTQEGP 

GDMGRPWVAEVVSQGAGIGIQGTITSST 

ASGDDEETTTTTTIITTTITTVQTPGPCSW 

NFSGPEGSLDSPTDLSSPTDVGLDCFFYIS 

VYPGYGVEIKVQNISLREGETVTVEGLG 

GPDPLPLANQSFLLRGQVIRSPTHQAALR 

FQSLPPPAGPGTFHFHYQAYLLSCHFPRR 

PAYGDVTVTSLHPGGSARFHCATGYQL 

KGARHLTCLNATQPFIVWDLKEPVCIAA 

CGGVIRN ATTuVRI VSPGFPGNY SNNLTC 

HWLLEAPEGQRLHLHFEKVSLAEDDDR 

LIIRNGDNVEAPPVYDSYEVEYPPPPPPL 

QPHYHRVSV 


7116 


15167 


A 


7797 


110 


342 


FVLFPTKVYEGERAMnCDNNLLGKFELT 
GIPPAP*GVPQIEVTFDIDANG1LNVSAVD 
KSTGKENKITITNDKGKEA 


7117 


15168 


A 


7798 


1 


335 


NFCTREDHQYAPLDPKHGHLPPRMPPSE 
RLMAAEAAFYSPPYHDRPTNSEGWEHT 
GLYESFRAKLRSPRRKGPEKRNSGPSRSR 
NRSKSRGRSSSRSNSRSS*SSGSYSRS 


7118 


15169 


A 


7799 


110 


409 




7119 


15170 


A 


78 


226 


481 


CLAHSRHSINISTCTGAEGHESESFSYWG 

LLCARSLTKAACQ*AVPVTWCHCWRPQ 
G 


7120 


15171 


A 


780 


140 


459 


RSSLLPCLGLWTHLIPVKVRDSLGPEAFR 
GEKADMPVLYDRLLKLMEMLYFKSGTI 
PMFYG*APRRVY^IGERIHYCGYSVLP^dA 
VEQDVLIAVEPVKTYALQLAN 


7121 


15172 


A 


7800 


40 


621 
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7122 


15173 


A 


7801 


1 


338 


GTSFYLYRKGYLSLSKGVPMSHYAGTLL 
LLLAGVACLRGIVRWTNPHYRKTMTIP* 
ASHRNQSSKYPRHVANYNCDFRSWPDD 
FHCDEPITRNESQGGPIRRSVHTASPKPM 


7123 


15174 


A 


7802 


1 


390 


ILDCHTDDSGTYRAVCTOYKGEASDVAT 

LDVTGGDYTTYASQRIDEEVPRSDFPELT 

RTEAYAVSSFKKTSEMEASSSVREVKSQ 

MTETRESLSSYEHSASA*MKSAAL*EKSL 

EEKSTTRKIKTTLAAR 


7124 


15175 


A 


7803 


3 


235 


VNSAEEAEEQANTNLSKFRKVQHELDE/ 

AVALPHFDLLIQLVLHLADEAEERADIAE 

SQVNKJLRAKSRDIGTGGLNEE 


7125 


15176 


A 


7804 


2 


561 


MRPHRLDEAEQIALKGFFKQLQKLEARG 

RELENELEAEQKRNAESVKGMRKSERTP 

SKELTYQTEE0RKNLAAACRTLVDKLQL 

KA\KAYKRQAEEAEEQSPTPNL\SKFRKV 

\QARAGLRAEERADIAESQVNKLRAK\SR 

DIGTKGLEMKELAFATSLNLAPPLGRCP 

ANAPCWSLCNSFLGREAE 




15177 


A 




3 


303 


GRRPPALIDSRSPSPASPPTQ*CRPPSFPGP 
APPPRLWLAPPFCPPPPPHGYGPFPARKR 
RGAALGLTRVLPSPGSAVRRSPGPGPGS 
ACDKVFRTTSR 


7127 


15178 


A 


7806 


190 


389 


RRTYTSHLLACLRQGLAFSPRLECGGKIR 
AHCSLQLYGSSDPPT*APQTAGTKQHNQ 
RIAQCNADN 


7128 


15179 


A 


7807 


3 


271 


FFLRQSHSVT\RLECTGAI*AHCNLCLPGS 
SDSPASAS*VAGITGMCHHARLIFVFLVE 

TGFHHVGQAVLELL/NLMICPPQPPKVLG 
LQA 


7129 


15180 


A 


7808 


610 


923 


FYLSEEAEFFFFFFETES/WLLSPRLECSG 
MMSAHCNLRLPGSSDSPASAS*VAGITG 
GHHPAQLIFVAF/MYQPGFCHVGQAGQQ 
LLA\*V1CLPQPPKVLG1TGA 


7130 


15181 


A 


7809 


487 


796 


LSIFFFFFFEGRGAIVANVSLNFPGSKKPP 

PSLSKEPGTTGAAPPREIFFPPKKTRLGFA 

LHPGSPPPPGPWAPLWSKGEKVGILKKH 

KVGRGRGFSPVSPPF*KPPPSLSKEPGTT 

GAAPPREIFFPPKKTRLGFALHPGSPPPPG 

PWAPLWSKGEKVGILKKHKVGRGRGFS 

PVSPPF 


7131 


15182 


A 


781 


595 


1060 


ARFLPKYQSPTGPHPSFNAFLSLGAMCV 
LPRPNFHSLAVRSPIVPGGPAPLVPGKE* 
EGLGVTSQSRPDCPSPMSGTPRCRS*LRP 
A Ar;T?r?r*QPi i nnr'Pwr'VTT-TPi ptv Anr* 

/\/\VJlN.UODr JL»JUO\jL*r^ W I V A JnlJr JLK A JVAOC 

TLSWAQQPWLPVGGEGPRCASPVAVL 
GFSPCALCHLDPPVK 


7132 


15183 


A 


7810 


1 


340 


GTSQVLTLTIAEV**NLG*VGCK*CKHTE 
AKRMPCAEDYLSWHEQICVAHENTPVS 
DRVPIRCPESLATRI PrPS AI FVnFTYOD* 
EYNAEAFTLHADICTLSEKERPIKKQ 


7133 


15184 


A 


7811 


3 


337 


lESSLHQVESMHGAGNAKKNWQ/RIQEH 

FFFATFHPLKDYCL/EGTNLVEADNQAE 

WTDVQKKIIPWNSRVSDL\DL\ELLFQDR 

AARLGK\SISR\LIRCGPSLHSDKPTNFRE 

G 


7134 


15185 


A 


7812 


3 


926 


YGEENLKTSICTFLAVLSHLDIITQNIPEK 

KLILKQALIVVLQWCFNHNFSVRLYALV 

ALKKLWTVCKVLSVEEFDALTPVIESSL 

HQVESMHGAGNAKKNWQRIQEHFFFAT 

FHPLKDYCLETIFYILPRLSGLIEDEWITID 

KFTRFTDVPLAAGFQWYLSQTQLSKLKP 

GDWSQQDIGTNLVEADNQAEWT\DVQK 

KIIPWNSRVSDLDLELLFQDRAARL\GKSI 

SRLIVVASLIDKPTNLGGLCRTCEVFGAS 

VLVVGSLQCISDKQFQHLSVSAEQWLPL 

VEVKPPOUDYLQQKKTEGYTII 
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7135 


15186 


A 


7813 


3 


360 


ATCSSDQSVKVWDKSESGDWHCTASW 

KTHSGSVWRVTWAHPEFGQVLAFCTFD 

RSSAVWDE1LSESRDNL*GHTHWVKRTT 

LEDS1VSATCV*SFLSHVGIMLLSCGTFFP 

ACICGVFP 






A 
r\ 


7R14 
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TPAWATRAKLHLKKQTNKMLANLIQQH 
1KKVIHHYQVGFTPGMQG*FNICKSVSVI 
YHINRTTHKNVAAAA 


7137 


15188 


A 


7815 


3 


217 


AASTMPMSFEWQRQ*RFPPFYTLQPNVN 
TRQKQLTA*CSLVLSLCRLHKQSSMTL1K 
TRLTSDSITVMLDC 


7138 


15189 


A 


7816 


15 


335 


QHFWERFHVTKDRINTVERQETDWKIFA 
TYLMKKV+ISRKCYNSYKLVRKKQLNR 
KWAKEKNKQSQKKKQSGQ*TKTVQPQ* 
NKRNAN*RYYLSPISLAKSNKLNY 


7139 


15190 


A 


7817 


1 


331 


GL1EILVIYVSDTPVK*DV*SDIFEQ*AYG 
KIDGGNDVCDLQSSEGTNTKMKNNEEM 
MIGEAMDETGHDGETENEGISTKTSKPD 
EAETNMLIAEMDTFVCDTVEMSTEG 


7140 


15191 


C 


7818 


51 


200 


MSTPXXXXXXXXXXXXXXXXXXXXXX 

xxxxxxxxxxxxxxxxxxxxxxs* 


7141 


15192 


A 


7819 


3 


219 


MLAGCSRTPELR*STHCSLPKCWDYRRA 

HNAQPFLTLN*RSETRRSL*F*IMWLPLE 

FLGFPLESQQGCTA 


7142 


15193 


A 


782 


71 


237 


EQPGMVTHTCNPSTLGGRGGW1T*DQEF 
KTSLANMVKPCLCWRYKKLAGHGGAC 
L 


7143 


15194 


A 


7820 


1 


358 


VHCLVPDLLQSNNNPCYWGVMDKYAA 

EALLEGKPEGTFLLRDSAQEDYLFSVSFR 

RYSRSLHARIEQRNHNFSFDAHDP*VFHS 

PDITGLLEHYKDPSA*M1FEPLLSTPLIRT 

FPFCL 


7144 


1 CI nc 

151y5 


A 

A 


782 1 


260 


481 


LiLKFV*NHKlPQlAKTILSKENKAGGITL 
PDAKISCKAVVTKTALYWHTNRHIEQW 

NRIANTEINPNICNQLI 


7145 


15196 


A 


7822 


1 


306 


VKAKAKKLQIQPIQLELLYCSYDMQEED 
FAHRAMDYFPKIENNLSTRMDHMVSSF 
CIENWHQLESLSLLILHNMPHYEEDEEFE 
GLRLDMVQ*RLTSCSDAG 


7146 


15197 


A 


7823 


3 


396 


SSLSLSLSSSVSVTFGFGTPFSAVSSSIPDG 

GLALAFSSSGLSTSFSSP*SHSSSSSPPVPP 

LSSDTRRSTSPADMAAPSAT*TRRSTAPS 

NPFPSLAAPRREKGGNPPTNERRKLETPI 

PGRRRQRRQR 


7147 


15198 


A 


7824 


3 


344 


HEHECYAKVLYELKPVGEEPQNVSKQN 

CDLFEQLGQYEF*NALLVRYnCNVPQGT 

TPALGQVLRNLRKVSSKCCKHPEAKTM 

PCAEDYLSVILNQLCALHDRSAVSDRVS 

RCWT 


7148 


15199 


A 


7825 


1 


413 


RAGYRQKWGSLATVIGQLGLPSGEGLV 
WPQRRREGHRNAHCSELVLDDLHVITQ 

QSKTLSQKKNKQTTTKKNTKKQPGSVA 
HACNPSTLGG*GROITLPSGVRDOPGOH 


7149 


15200 


A 


7826 


37 


363 


ASDWNQDRARGRGQGGCETRDSSEQSQ 
GTNGQPPAEASKDSWSSGGKMAR*APSP 
QRQKAGYPGSPSPQPAPASMRSLGPPQF 
QEPPQALFPLEVPIPSPHTRNKMARA 


7150 


15201 


A 


7827 


3 


354 


HERAFLLNNSCFL*AFDPyQCDRYLFKIV 
TDVYYTPYVLIYYI*APLPLLLQLTHTHF 
LSLFFL*VLNIYALVYLSTALPLSLFISISS 
PRYSLCLFFHFLSLMLFLSSLSMYCSHY 


7151 


15202 


A 


7828 


2 


269 


ARVAPLKGVQEQEVRHEGEVTKPEKEK 
GEETRIENGKLIVVSDSCGRVYVSGKIYY 
PM*AYNDGULERYQIMP1DI1VSYVFIMI 
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7152 


15203 


A 


7829 


2 


350 


KDIRVGHRQNRALPPQASPFTVAPGQPT 
ALPPTGHSGPTMGWPSRLSQLSLITAPTS 
ASPTWKLPSGACWPLSSmPASSPLSLVQ 
*P*NSDSDHATSAMAPSSESRECLSPWPA 
R 


7153 


15204 


A 


783 


236 


404 


EDGHHSGLHSKQQKQPAWPSMVTHTCN 
PNTLGGRGGWIT*GQEFETSLTNMEKPC 
L 


7154 


15205 


A 


7830 


2 


376 


SHCLEPKDIRVGHRQNRALPPQASPPTV 
APGQPTALPPTGHSGPTMGWPSRLYQLS 
LITAPTSASPTVVKLPSGACWPLSSTFAS 
SPLSLVQ*P*NSDSDHATSAMAPSSESRE 
CLSPWPARPRA 


/ ijj 






7831 




170 


WMTDYLLP*CVICCCFLSDPPHCSPHPV 
GGSFFGIN 


/ 1 JO 






7832 
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N<\nRVn<?GNT TSPl PPGPPnPRPT PPATP 
VLLSQGIPEREDSFRNLRTDLYIHQLKS* 
DSPEISSLCQGEEATPRHSDKHNS*NAAS 


7157 


15208 


A 


7833 


355 


535 


PNRPITGEVTTKNLTKKSLRPDGFTDEFC 

♦TFKEGFIPTLLKTVKEGLHPTFLYEASIT 
L 


/I Do 




A 

A 




A.t 
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DCDT APVPTJQIJTVI TA,>fP/^T /*'/*»*'BUl WT 
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7225 


15276 / 


^ 7895 


1 


185 


RQSLALSPRLECSGAIIAHCSLEPLGLRQL 

CCLSLPKC*DYRHEPLSLACLFLFYPPEH 

LT 


7226 


15277 / 


I 7896 


1 


182 


KLVGLEPVSTYSIRVSAFTIVGNGNQFSN 
VVKFTTQESG^IQFLSLKCFFLYLTPFFSF 
S 


7227 


15278 P 


^ 7897 


4 


329 


AGEGGLQALILRDGAWPQPPSGD*QVKG 
LEPLTPAPAGSSQGPGPGPPIASSPVGQS 
KTDTATiTKVGPVGGGQPAPMHQQLPP 
SPGDPAAEDAHTWGERSLSGMKGK 


7228 


15279 / 


L 7898 


115 


408 


HWKERGSLYPA*TQGSACVLPGQGHLP 
RPQATPPTTAHLVPPQHCRRPGPAAPAP* 
QGMSTPTTATLFSRLQGRLQLPMGAPSG 
QGPWLYCRGEGPRA 


7229 


15280 C 


: 7899 


128 


253 


MNSPDWELWQDNSPQDSCVLIPRTCDH 
AASRGRRDSSGVIE* 


7230 


15281 h 


79 


421 


899 


lASLFLIVKVEEVSQTAIWKKKKCDEYlF 

GTTSLGMSVFNLSNAIMGSGILGLAFAL 

ANTGILLFLVLLTSVTLLSIYSINLLLICSK 

ETGCMVYEKLGEQVFG\PQGKFVIFGAT 

SLQNTGGKKNMLFFT*LEYTHHTSFFSK 

WLFVRLLLLSRSEINLLFI 


7231 


15282 C 


790 


128 


274 




7232 


15283 A 


7900 


856 


1071 

] 


SFALVAQAGVQWHDLGSLQPLPPRFK*F 
SHLSLPSSWDFRCPEPYWLIFVFLVETGF 
HHVDQAGLELLTSGD 


7233 


15284 A 


7901 


87 


395] 

] 
] 


RSGGGVPPRNPPPLGGRGGGFPQGPGFQI 
rLSPKGKPLFFLKSQNFPG*WAPPLKPPF 
KGG*TKKIFLTLEGGVPINGNFPPPPPPGG 
[CNFFSKKKKKKKKK 


7234 


15285 A 


7902 


28 


403 < 
( 
1 

ii 


3GTIYGNCVVPATVPAGSPGVPAVGGQP 

3PLPVL*RTSPETCPPLGVTTGSLCLAPY 

-ISLSFGGHGLPGTPREAG*REGGNSLQL 

3LPNPKPFLPSRPEDPTWSPSSQGEELRR 

yCVRCDLKSLT 
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7235 


15286 


A 


7904 


1 


609 


SHKTNVQQCYCYCGGPGDWYLKMLQC 

CKCKQWFHEACVQCLQKPMLFGDRFYT 

FICSVCSSGPDY\LKRLP\LQWVDIAHLCL 

Y\NLSVIHKKK.YFD SELELMTYVINFN WD 

RLHPGELADTPKSERYEHVLEVALNDYK 

TMFMSGKErKKKVKHLFGLRMRVPPVPPN 

VAFKAEKEPEGTSHEFKLKGRKASKPIS 

DSREVSNGI 


7236 


15287 


A 


7905 


440 


608 


CVKLFLDTSQLADTPKSERYEHVLEALN 
DYKTM*VDLFYVSL*GRHLVSIRNNGIV 


7237 


15288 


A 


7906 


49 


796 


SHFIYFLTIWISSLVNEVC+SSPIFLMNLQ 

VVLYIFWLLmYELCCRIFSHFWCLFTM 

FINI vTF* F* YLQirv FLYG * LGhh YG YVK 

NIVNILLLHAL*FCLSHFGFIPLGTIFNI*Y 

EVIFLLL*G*SVVPALF1EKKQKQKTFLFL 

LL*SAFSWYWQYMQRSFMGSLLYWFF 

SCANVHSLHYFMIFKKIFDI*YQSPFTSLL 

FINSLWLFLVLCSSLYILEIAYHVSLKKAE 

HIENLIGVAMNL 


7238 


15289 


A 


7907 


178 


565 


KGGATCPESPQDRKRRGNLX>MEKLYSE 

NEGMASNHGKMENE*QPQDQRKPQVTL 

YSGRQEVRKRGKDRKQGQNRR*GNV*R 

IKGKPESEGEAKEGKSEREGESEMEGGS 

EREGKPEIEGKPESEGEPLE 


7239 


15290 


A 


7908 


3 


413 


VTGVLVYLAVERLISGDYEIDGGTMLST 

SGCAEAEN1IMG*TLHQSGHGHSHGTTN 

Q*EENPSVRAVFIHVIGDFMQSMGVLVA 

AYILYFKFEYKYVDPICTFVFSILRLGTTL 

TILRDVILVLMEGTPQGVYFTAV 


7240 


15291 


A 


7909 


119 


427 


LESLSHKRSSPRHIVIRLSKAKTKKSVLR 
AVRQKYQITYKRTPISLSVDCSAQTLQA 
RRDLGPTFCLLKENNNQPIILYPVK*SF1N 
EGKIVFFREISPERIC 


7241 


15292 


B 


791 


72 


524 


LPAPPGRIKRADLATRPSKVIRVRRGGRK 
RPVPKGATLRKPVHHGVNQLKFARSLQS 

VAFFR AORHrfiAT RVI TsJ^sYWVnpnSTY 
V /vC)Juxvr\\ji\JiV^vj/\i_iiv V i^NO I w vvJiLi^oi I 

QWITKPVHKHREMRGLTSAGRKSRGLG 

KGHKFHHTIGCLAGOLGEGAILSSSTVTA 

NISKVCKIHT* 


7242 


15293 


A 


7910 


13 


235 


DLINKISKAAGYKINTEKSVAFLYTNSNQ 
TEKEIKKAIPFTrrTKNKTKYLGINLTKEV 
*ELYOFNFETI MKGT 


7243 


15294 


A 


7911 


39 


141 


LSIRGLNIIIKRQRL*DWIKQQDSTLCCP* 

EIH 


7244 


15295 


A 


7912 


1 


285 


QQRRPPGLRPPHHPRGQDQLWLGKGWG 
AAQL*EGPSGGSRGRGVERERGRRRKGR 
KGRA*RGTRKAGGEGRRETALASLPLRG 
HRSPQERPRPTL 


7245 


15296 


A 


7913 




452 


TAKTTFFRNAHSKHLS*NVCKPVEETQR 
PPTLQEIKQKlDSY>rEREKNCLGMKLRE 
DGTYTGFIKVHLKLRRPGTVPAGIRPQSI 
YDAIKEANLAVTTDKRTSFYLPLDAIKQ 
LHISSTTTVSEGIQGLVKKFNGVDNPQKV 

AT 1?VD1"UV 


7246 


15297 


A 


7914 


1 


484 


NVLCGNNQISDLGILLPEVCMAPEEKGD 

KDDQLNKETEDYLNSLFEGXFLKVTEDSL 

SYEDNQDDDSDLLQDLSPEEASYSLQEN 

LPSDESCLSLDDLAKRIEIAEVVPTEGLV 

SILKKRNDTVGDHPAQMQHKPSKRRVR 

FQEIDDSLDQESLGFGDGAL 
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7247 


15298 


A 


7915 


2 


1121 


HYYATDRFPFERVRILLYYTYSYVPSFPS 
YTKCCFEFLTIYFSSSLESKTCLGTESSKE 
SQHTVEPLGSSPCCHQMDVQTDSPSLSV 
TAGKDHMEELLCSAEATLALHTQSSETA 
GSPSGPDSSEDACEDDSRLQLAQTEACQ 
DVARIEGIAEDPKVFLSSKSKTEPLISPGC 

T^D fDD AT TCC/^VVC^ A /^^VCJ t>T T»7 T»-r\. a n 

UKlrr ALIofcuiv i o v^Av^ius-bLKLrLRDAS 
EALPTDQLENNELNELQQPDLTDSDGKS 
PQAQADSNGSENVLCGNNQISDLGILLPE 
VCMAPEEKGDKDDQLNKETEDYLNSLL 
KGCLKDTEDSLSYEDNQDDDSDLLQDLS 
r c«b Ao Y oIa^cN I^oUlioCJLoLUDLAKRIEI 
AEVNQR*SmSKMAFKKHIYVLNlALFL 


7248 


15299 


A 


7916 


2 


390 


SDSRETRWINLKDSVFCLYCKLFGEGK 

NQVKNENGCKDWQHLSHILSKHEESEM 

HINNSVKYSKLKSDLKKNKAIDAAERRL 

YENEEK*WCAVVVHVIYLSCFLGMMIR 

NLTLLRKTSVLAIVSTIVL 


7249 


.15300 


A 


7917 


1 


240 


KRGEKAPETSKTTSTWRIPCRKRRLSNR 

DFPDLSTGEELPETCGSCLRRGSGREN*D 

AETWPAQCPECESKAAVSTRFLF 


7250 


15301 


A 


7918 


3 




HHFPPGPGQPPFPLSTGSHLVL*QKPKGA 
HEHLSGIPPSLAQNPTWVPPHPGKRSSPH 
SATRPCKICPRLLAPSTLLTPSNLTGP*PL 
LPGALPGLLGPPENFCTGCFL 


7251 


15302 


A 


7919 


2 


127 


RFWDYGRIALVS*ADSESRFQRLSSTSSS 
GQQDFENELVGI 


7252 


15303 


C 


792 


56 


289 


MNFTNFTYISGSGGAGEYCAFSKLPGES 
HRIVWWNLWPFPRPRLLSACRCQPQRH 
LPCALWELVLVNPTGCSRISSE* 


7253 


15304 


A 


7920 


1 


346 


DSRSPSPASPPTQ*CRPSSFPGPAPPPRLW 
LAPPFCPPPPPHGYGPFPARKRRGAALGL 
TRVLPPPGSAVRRSPGPGPGSAWDKTLK 
MKQKKFGRSVGLWREURDCSLAELLSA 


7254 


15305 


A 


7921 


184 


291 




7255 


15306 


A 


7922 


481 


716 


VFFFFFETECRSIAQAGV*CSLRLPPPGSS 
DSRASVSRVAGIVGACHHAOLIFVFVVA 
MGFHHVGEAGLEHLTSSDLP 


7256 


15307 


A 


7923 


4 


423 


VARERRLPGPQEGPHGRAAGSASPLAPSI 
APSPPGPPALPASHILGSQALPSPETPW*S 
PWDPPAPLALVSPWQFPPGPPAPATP+RS 
PLGLQTPQAPGSWAPPVPATPQASGLPA 
PHVPETPWASS*LALPVPETPWDL 


7257 


15308 


A 


7924 


3 


436 


GYLSEVVEENTPPKMEKEGLEIMIGKKK 

GIQGHYNSCYLDSTLFCLFAFSSVLDTVL 

LRPKEKNDVEYYSETQELLRTEIVNPLRI 

YGYVCATKIMKLRKILEKVEAASGFTSE 

EKD/PAGQKVQDCYFYQIFMEKNEKVG 

VPTIQ 


7258 


15309 


A 


7925 


3 


187 


VLAGLELEDECAGCTDGTFRGTRYFTCA 

LKKALFVKUCSCRPDSRFALLQPVSNQIE 

RCNSLAFGGYLSEVVEENTPPKMEKEGL 

EIMIGKKKGIQGHYNSCYLDSTLFCLFAF 

SSVLDTVLLRPKEKNDVEYYSETQELLR 

TE1VNPLRIN*YCSRFPIRLSAVTL 


7259 


15310 


A 


7926 


4 


343 


KLEN*KMVLKEIKEDLNKQTDILFS*LQR 
LITVRMSILPKLIYKFSAIPIQIPA*FL*IKIII 
KCMRKGK*TRIAETASSSSSPSQSFILSPK 
LDHRGGITANCTPPWAIKGKLL 


7260 


IS*) 11 


A 
rV 




1 




irviJArMj A Ai vrMThviTCV+VT?! rvtvoy/i v 
r YnAJUHAALKUfcM 1 fcx * Vruv^lKJCYL Y 

HGRLLCKHPDAALLAAYIIQAEIGNHDS 

G*HPEGYSSKFQFFPKHSEKLERklAEIH 

KTELSGQTPATSELNFLRKAQTLETYGV 

DPHPCKDVSGNAAFLAFTPFGFVVLQGN 

KRVHFIKWNEVTKLKFEGKTFYLYVSQK 

KKGIGSCPV 
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7261 


15312 


A 


7928 


115 


348 


KSCLNIFGLKQTTSSLRWNRVKK*AHTY 
G*QUFNKGAK11HW1KYNPANG1CYW1S1 
CKKVNLDPYLIPYTIIONGS 


1262 


15313 


A 


7929 


4 


430 


AWLSALNSSLPATWSCCPSLGASHKLQ 

WEATSPTVPPRAPSQVKCAACEPTPPTLP 

CLPFQPPPRSLSSQAQVLLTGHPG*GPLR 

RQGEGLLRSKGCQARLTQPNSGEGGAV 

S*TGRPGDGAVGEAAPETTRRDCPTAPP 

AS . 


7263 


15314 


A 


793 


24 


452 


APSPDAMG/HSLWGKVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKBFlrEVQAbWQK-MVTGVASA 

LSSRYH 


7264 


15315 


A 


7930 


1 


380 


GTRLLVRYTPKEPQVWTPTFVEVFGDLG 

QVGPE*C*HPEAKRMPCAQDYLSVVLN 

QLCVLYEKTPLSDRDTKCCTESLVNRRP 

CFSALEGDEAYDFQELNAETLTFHADICT 

LSEKERQIYKQTVL 


7265 


15316 


A 


7931 


2 


388 


NVQKSLAFLYTNNSQVESQIRNAIPFTPA 
TKRIKYLGIPLTREVKGLYNENYKTLLKE 
FREDPNKWKNFPCSWVGRINIIKMAMLS 
KAM*RFPRVHIKIPGTFFTELGKPILKFIW 
NQKRAQIPRATRA 


7266 


15317 


A 


7932 


72 


373 


TSTLKKLEEKQTQSRRKEIKIPAEINAIEN 
KQIEKISKTKSCSFK*SIKITNP*LKQ*TKE 
KI*INNIKNKRGQVTMAFVAIKRISREYC 
Q*LYTNKFNI 


7267 


15318 


A 


7933 


2 


259 


KQWKPAPPGPANPLPRGTSGPE*KGPHS 

KGQPPKGGHLKGPLRVVNGV*RAPLNR 
TAA 


7268 


15319 


A 


7934 


3 


335 


QIKPPRLRDTPHSFTPYHPVRRGLVYFPS 
APSPAKGEQLHTRTRHNVLGSHPRRRLP 
RSS*SSHRVTRGSLGSVPPARSTSYGPSR 
QWDLACPLTPEGVWRTK7WKPEAL 


7269 


15320 


A 


7935 


37 


281 


GPSPYTDPTPTYP*LTLLLTNPRTNSTLPP 
TLHLPSRPIPSSPPSTSLPPSLVLRFFLKIQ 
SGKRRAYPEHFWGQNGERKV 


7270 


15321 


A 


7936 


13 


234 


DLINKISKAAGYKINTEKSVAFLYTNSNQ 
TEKEIKKAIPFnXTKNKTKYLGINLTKEV 


7271 


15322 


A 


7937 


3 


426 


VLEELPISVLFNSSSVPAWQWLAHVYHS 
HGMMRAAQMCYIKTLQLASQRRSWWA 
KLSSLWRLALLALKGCMANISNDYWPS 
LVQEATTEALKLCFCPLAVLLLALLQFK 

Dl^A>r\/QT*TI r*f I FDWVUPrSPQl^FTrSCM 

KJviVl V o 1 1 LA^L*LtE,t\.y V I rirKjrorur luoiN 
WPAV 


7272 


15323 


A 


7938 


132 


393 


ETNSLFGPQVKRQGNDLG*LNPPPRGFK 
KFSGLTLRRSGNYRPSPPRVFGF*GKRGL 
NWVAKGGLDLLS*NNPPPWPSQGARIM 
GES 


7273 


15324 


C 


7939 


170 


394 




7274 


15325 


A 


794 


38 


604 


APSPDAVMGHFTEEDKATIXTSLWCKVNV 
E\DAGGETLGRLLVVYPWTQRFFD\SFGN 
LSSASAI\MGNP\KVKAHGKKVL'nSLGD 
AIK\HLDDLKG\TFAQA*SELH\CDKAAM 

WlrfcNrKVLL/UUN VJL V 1 KxOv^^'^'^V*^-^*^ 

TPEGCKASWAERWVTCSWPVALFLQDT 
TEAOLPMNAELFKDKAFILASNYK 


7275 


15326 


A 


7940 


107 


379 


PPFVAQLGGKGGNLG*LNPPPRG*RQFSS 
LGPPISGNYGPPPPSRVIFGFLRKKGVSPS 
GPGGFG1PDLKIGPFNPPKGLG*RGGPWG 
PNO 
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7276 


15327 


A 


7941 


83 


409 


PEIISGFFFDHHGIKLETPICRNFGNYPNT 
WKLSNTLLNDQGVIEGISSSSLKWLKTN 
ElCGNPTVnSL*DTAItAVT KGNLTAKI AVI 
KNREKLQINKQCIFNYPEKQEQM 


im 


15328 


A 


7942 


15 


334 


QHFWENFHVTKDRINTGERQETDWKIFA 
TYLMKKV*ISRKCYNSYKLVRKKQLNR 
KWAKEKNKQSQKKKQSGQ*TKTVQPQ* 
NKRNAD*RYYLSPISLAKSNKLNY 


iin 


15329 


A 


7943 


1 


400 


ESRLICQQMYMGEKPFGCSCCEKAFSNK 

SYLLVHQQTHAEEKPYGCNECGKDFSSK 

SYLIVHQRIHTGEKLHECSECRKTFSFHS 

QLVIHQRIHTGENPYECCECGKVFSRIDQ 

LVSHOKTHS+QKPYVCNEW 


7279 


15330 


A 


7944 


46 


364 


SHLPNSSFEQKYAYEFVPGYQKHYTLSK 
FPWPFFAEMEKLILKFKWKS+SHITEAIL 
RRKNKVGDLTLSDVKSSL*RYDNQLLSV 
*Y*YKHRRIGPWDHGRPDIHL 


7280 


15331 


A 


7945 


3 


312 


VCPCSQLNKAITSTTRCLRGFVCSSSCYR 
RRARERGMEKQTQRERERQR*RERQRR 
GEERQRGGKREPHSRARGGGGSRERER 
VREL*SDSDRSLEREALLR 


7281 


15332 


A 


7946 


225 


720 


GLAHSAVRHSSFWGHLQDSGPLVPPGA 

GQGSLGLLAAEWVGKASPWGPAPACPT 

PHSEALVCSFRTSPPSTPHAHPGPVSGPA 

SVLAALRLGLHLLRGCGGGTPTSPQTLQ 

DEEAN *GHRGHGDRLLRLTQAPTAQPL 

WHRPWQKDWPNLLPRPLSFWCRPPPRP 


7282 


15333 


A 


7947 


43 


418 


AYWGRKTPWLTISSFWPTPGSPYYDNGR 
PLCYSDSDAVLLCFDISRPETGDSALKKV 
RLDQLSNL*LSMRTKKESGPCHECLLLTS 
RNGSQGRKRFAQGHTISYSSGTGTWVSL 
PHCLPPFLLSH 


7283 


15334 


A 


7948 


2 


221 


AGPGGSPHGYVGSPLRISTRTHLCFAATR 

SLLHIDPUVLPLVDLKDRin*NLWGLQP 

LPPASLLQPTALYS 


7284 


15335 


A 


7949 


1 


409 


SPGTCGRRPQTM/PPGAPDFPAVEGRSLG 
LSPSQGGPAGAGGDAGPQEDVRQPPGEL 
AHGPLLPAQTG/SPGPQGLWLHRNPTS/G 
PPSQIGEGAEQGDEGVADAPQIQCKNVL 
KIRRRKMNHHKYRKLVKKTRFLRRKV 


7285 


15336 


A 


795 


23 


153 




7286 


15337 


A 


7950 


2 


361 


YSTSPAGQVGRLSPSQGGPAGAGGDAGP 

QEDVRQPPG/EAGSRPAASCPDWIPG/AA 

GHVAPPQSYQCPPSQIGEGPGGTPETQA 

DQVRERPEAHLAEGGAKGSPRRAGRPPR 

STCGAKESG 


72S1 


15338 


A 


7951 


337 


1067 


NLKAHPRRPFNPPLASGPFPLILAGADTW 

♦GIGGWKPTSSLRVPGIQSGAGSERGREP 

SSPGG *RTSS WGPASPPAPAGPPCEGERP 

RLPGPAGDVL*RETADPAAQHSMRQAK 

AGGRLPKERPSTAGKSGAPGAWSVGGG 

HRSQGSSTRLKLTVLRPPSGTSGPSPSRP 

RSAAATRRFLRTAPAGVLAAPDSALAQA 

PPGPKGDGFRGCGPWIYPQVQNRFRTTQ 

GPDSQRADGSAGSRLRK 


7288 


15339 


A 


7952 


127 


440 


SLRYTFLYTFPIILEHIIVLMQQTCCLHGFI 
SIYLLIHTFILQIHPFHTLFQQTCSSIQQLY 
FLV*YFAYVYTFLF1LYLSYPFLYYY*AC 
FETFDSFNEIGRV 


7289 


15340 


A 


7953 


2 


341 




7290 


15341 


A 


7954 


288 


802 


GVIMATSELSCEVSEENCERREAFWAEW 

KDLTLSTR/AEREGCSLHEEDTQRHETYH 

HQGQGQV\LAQRSPWLMMRMGILGRGL 

QEYQLPYQRVLPLPIFTPAKMGATNEER 

EDTPIQLQELLALETALGGQRVDRQEVA 

EITKQLPPVVPVSKPGALRRSLSRSMSQE 

AQRG 
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7291 


15342 


A 


7955 


72 


488 


HEAGSRMNGDHNSDVFSQD*QDFVQHF 

CQIGRVLTEDEMGHPEIGDAIARLKEVLE 

YNAIGGKYNRGLTVWAFRELVEPRKQ 

DADSLQRAWTVGWCVE/ADDIMDSSLT 

RRGQICWYQKPGVGLDAINDANLLEACI 

YR 


iin 


15343 


A 


7956 


1 


236 


GTRVVAFRELVEPRKQDADSLQRAWTV 
GWCVELVRGVGQGRRSFLQWW*LGWE 
GEGWA*NLFLGCVCVSLSLVCYGQI 


7293 


15344 


A 


7957 


317 


1395 


TGDQNSDVYAQEKQDFVQHFSQIVRVL 

TEDEMGHPEIGDAIARLKEVL\EYNAIGG 

KYNRGLTVV\VAFR\ELV>£PRKQDA\DSL 

PAGPWTVG\WCVELLQAF\FLVADDIMD 

SSLTPPGNRSCWYQKPGVGLDAINDGXN 

LL\EACIYRLLKLYCREQPYYLNLI\ELFL 

QSS\YQTEIGQTLDLLTAPP/QGNVDLSEF 

TEKRYKSIVKYKTAFYSFYLPIAAAMYM 

AGIDGEKEHANAKKILLEMGEFFQIQDD 

YLDLFGDPSVTGKIGTDIQDNKCSWLVV 

QCLQRATPEQYQILKENYGQKEAEKVA 

RVKALYEELDLPAVFLQYEEDSYSHIMA 


7294 


15345 


A 


7958 


3 


484 


ETPVPATSAAIRILVLLPSLRVTSPGRQGP 
SVDRVVFPPFKFRPERSRHAAAGPNVVR 
PQPKPHEVGGERRGRPNAPANSFRSCSN 
LSPQYSLPKQNKSSTNP*IPNKPTPPASPS 
GRTDGLSLLQPLPGSDGQASPTMRSSPAI 
SSALEIEFGKTNPFH 


7295 


15346 


A 


7959 


3 


432 


SGSSRPRGSAQPRPGPGACGMAAPTSE*S 
SPPAWQPRPPCGGLHHCPACVHPHRDSG 
GSVPAPAACCHTPHGRPWPEFEGQRPQT 
QrQrQur AW VRr VJL. 1 Lr AOKVAbVPLVb 
LCAWASGSQPGPPSGGSGRALCTGLGAP 
PA 


7296 


15347 


A 


796 


84 


358 


APRADAMGHFTEEDKATITSLWGKANV 
EDAGGEALGRLLVVYPwTQRFFDSF/GQ 
LSELHCDKLHVDPENFKLLGNVLVTRFA 
IHFRKEFTPE 


7297 


15348 


A 


7960 


2 


331 


VCKLQPQPLPAHSGSPNIHISQLCPSHAW 
GLLVLSSGCVTFLRESFFLCFALVLQRKS 
SSLGILSCPGSIFTALNSTNLYILGFLGGF 
CLVFF*DRVSLCHPGWSEVVQS 


7298 


15349 


A 


7961 


25 


364 


LFYLYHLLFFGFGLFLFFLIKLGSSLFINFS 
KKSVL*FlwWIYFSVLYFTDFCFIFiISFFG 

OWLTPVIPILWVAEVRGSL 


7299 


15350 


A 


7962 


174 


469 


NGPP*RKKFFLSIPRK1WAPPGFF*/EGPPL 
FFFFFFLTESCSVA*PGMRWHNPGLLQPL 
PSGFKQFSCLSLPSSWDYRCPLPHPANFF 
WVFLVETEFC 






A 
r\ 






JLi I'* 




7301 


15352 


A 


7964 


243 


687 


PHPIPHSEENFEFLIVSSTGQTWHFEAASF 
EERDAWVQAIESQILASLQCCESSKVKV 
RV^GGVEDWPQELTLVLTAIGNDTAEVV 
*EESRGV*EGGGAWRQSQCQPQPSLQLR 

AWVEA 


7302 


15353 


A 


7965 


3 


368 


PSDPEVAGDPIFPPGPPSCPEVKDKTKSSl 
SLGWKPPAKDGGSPIKGYIV*MQEEGTT 
DWKRVNEPYKLITTWECGGPNLKELRK 

EEPEVFID 


7303 


15354 


A 


7966 


3 


78 


FKIQNLIASTVRTVMVADCSRFDSPDLLL 

EAGDPATSPCRIFDLGSDNEEWAIPDPS 

HPKEGLSYSLSCVLLGRSLPRCLISCYIPL 

CLSVASGPHKFY*PHCQHRPHGDGGRLQ 

PLRQP 
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7304 


15355 


A 


7967 


195 


345 


NDISANPAIKKFWKLPKCPTTEGWLNT* 
LYIHLVEYYATLKVCGDLYVR 


7305 


15356 


A 


7968 


2 


801 


WRNSADVWWYCGGPLLDTLPSNWSGT 

CTLVQFAIPFALAFLQPEKEKPQHRKIRE 

APYGSFDSQVYLDATGVPQGVPHKFKA 

(^UV^lAAOrbblr WWV 1 loKNlUWlNYIYY 

NQQRFINYTRDAVKGIAEQLGPTSQMA 

WENRMAU)MILAKKGGVCVMIKTQCCT 

FIPNNTAPSGSITRALQGLTALSNELAKN 

SGVNDPFSGWLERWFGKWKGIIASILTSL 

AARIGVVILFGC*Vn>CIRGLVQRLIETVL 

TKTSLSSPPPYSD 


7306 


15357 


A 


7969 


113 


362 


WLHAPECFSQCPSQPSPS*LGCQGPESDP 
DPRSVVGPPLSQAGSPGRPGGTVITLCCL 
WPHLAPLFHLWSPGKCTSLLWQHS 


7307 


15358 


A 


797 


1 


428 




7308 


15359 


A 


7970 


1 


955 


MTQPFNYSAFERIIFAGSPGHTVFSSERSL 

LVRPRSHPEPKGEHYVTGSPTPENQRTS 

AAMSKPHSEAGTAFIQTQQLHAAMADT 

FLEHMCRLDIDSPP/RRPLPATPQKPPPW 

VPWRPPSSAAVGP*SSSPSLADVKSQVL 

VTCCLACHCHWQREEWVLVTLGQGCLS 

VSEFRV 


7309 


15360 


A 


7972 


113 


716 


RSLGPCQHSWQSSPGGPRPQPRPPGLGF 

CTAQGRCHGTGGPDE/TVWGFRVTAMM 

GARGRYL/AHLVSRLEMGWGSYIRVHFT 

RPQEVPSGRSNSSPSHPAQ*GLWPLQHLL 

RRTPPEARAAPHPISPSAC*VTICPLPPFH 

RPRDQDHLAPARSASPTVP\PQPMVGRTP 

PTP*TLTQRGSPGPMSPAPIPLAANDSDK 

PSST 


7310 


15361 


A 


7972 


244 

• 


1510 


KFPPKKTPPHLGMESAITLWQFLLQLLL 

DQKHEHLICWTSNDGEFKLLKAEEVAKL 

WGLRKl^TNMNYDKLSRALRYYYDKN 

IIKKVIGQKFVYKFVSFPEILKMDPHAVEI 

SRESLLLQDSDCKVSPEGREAHKHGLAV 

LRSTSRNEYIHSGLYSSFTINSLENPPDAF 

KAIKREKLEEPPEDSPPVEEVRTVIRFVT 

NKTDKHVTRPVVSLPSTSEAAAASAFLA 

SSVSAKISSLMLPNAASISSASPFSSRSPSL 

CDVCOI 'DCCUDCf X3J 17 A A/^lJT\CTkOT "COT XT 

LSSGSKTKSPSLPPKAKK\PKGLEISAPPL 
VLSGTDIGSIALNSPALPSGSLTPAFFTAQ 
TPNGLLL\TPS\PLL\SSIHFVAGSL*SKFVP 
LSPARLQGPSTLFQFPTLLNGHMPVPIPS 


7311 


15362 


A 


7973 


1 


1230 




7312 


15363 


A 


7974 


3 


358 


LPAPGARPEWLLFPAPVVGPVLCWTPQS 
nSLHFFLNrVGQTLSSSSSSSSSP*RT*LP 

lYI 1 JL<0 V VJrV V OV7P JVr lOJVJ^JT X^JiOVirUNOx o 

LSQPSLTILVSSNSPGSGKARGPQCPQAW 
L 


7313 


15364 


A 


7975 


194 


372 


LFG*LKAPPPGLKQFSGLSLRRSGNYGPP 

PPPPVYFFVFLKKNGFPLVTQGGLNLRT 

WG 


7314 




c 


/y /o 








7315 


15366 


A 


7977 


1 


505 


AGGAGEETPHQESQRQGCALPQEPPLYP 

PPPAIHPPPT PI nni 1 T FP<JT P^I AT ^C\AM 

PPPWAAQEGI*MENHQPPEKKRLWGPPP 
ANSPFPARPLNPHLFQAGTGCPPCPREVP 
TPSPPWAEPPPLPGPPSEIAHLTTVRRGA 
ALANVNHENISDTDENKLNAFVTA 


7316 


15367 


A 


7978 


39 


141 


LSIRGLNIIIKRQRL*DWIKQQDSTLCCP* 
EIH 



783 



wo 01/88088 
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7317 


15368 


A 


7979 


8 


532 


FNYLLKFKIRRPPHAFQMFPMSSQGKEG 

PETAESELSHHGCLSL*R*E]SWAPPTCG 

AFPSSAATLGASPVLGASVPLGAAGMQR 

GRRGHRIPGDTWGLLLPGAGGTDAESPA 

HNWEP*TSVPPSRPGHPSGPSAGLQSGRP 

PL*GDCEWGRKAGKGHAY*VPGPELHT 

LPLSDP 






A 

A 








VfHVtUAuOtl JLuKjUJLjV V irW 1 vKTrUb 

FGNLSSASAIMGNPKVKAHGKKVLTSLG 

D/ASSASAIMGNPKVKAHGKKVLTSLGD 

AIKHLDDLKGTFAQLSELHCDKLHVDPE 

NFKLLGNVLVTVLAIHFGKEFTPEVQAS 

WOKMAEDWTGVASALSSRYH 


7319 


15370 


A 


7980 


1 


9786 




7320 


15371 


A 


7981 


27 


13822 


VPFSVAAAEEPAQPARAARPRPGRSPGA 

APPQLAMDPPRPALLALLALPALLLLLL 

AGARAEEEMLENVSLVCPKDATRFKHL 

RKYTYNYEAESSSGVPGTADSRSATRIN 

CKVELEVPQLCSFILKTSQCILKEVYGFN 

PEGKALLKKTKNSEEFAAAMSRYELKLA 

IPEGKQVFLYPEKDEPTYILNIKRGIISALL 

VPPETEEAKQVLFLDTVYGNCSTHFTVK 

TRKGNVATEISTEROLGOCDRFKPIRTG 


7321 


15372 


A 


7982 


40 


400 


ELFGIIALQTIAYSILWDLKFLMRNLALG 
GGLLLLLAESRSEGKSMFAG\LMFMTLL 
HFDASFFSIVQNJVGTALMILVAIGFKIK 
LAALTLWWLFAINVYFNAFWTIPVYKP 

MHDFLKY 


7322 


15373 


A 


7983 


1 


900 


FRAAGAGADGREPASERASRAEPPAVA 

MGQNDLMGMAEDFADQFLRVTKQYLP 

HVARLCLISTFLEDGIRMWFQWSEQRDY 

IDTTWNCGYLLASSFVFLNLLGQLTGCV 

LVLSRNFVQYACFGLFGIIFLYXTIAYSIL 

WDLKFLMRNLALGGGLLLLLAESRSEG 

KSMFAGWPTMRESSPKQYMQLGGRVLL 

VLMFMTLLHF\DASFLFLFVQNIVG\TAL 

MI\LVAIGFKTKL\AALTLVVWLFAINVY 

FNAFWTIPVYK\PMHDFLKYDF\FQTMSV 

IGGLLLVWALGPGGVSMDEKKKEW 


7323 


15374 


A 


7984 


2 


397 


GRVGRPTRPPTRPPTRPPTRSSSSSSSSSSS 

1^ O O O O k90>Ju O l9 iJ O O 0 1? O O OO OtJOO O O iJOO o oo 

SSSSSSSSSSSSSSSSSSSSSSSSSSFSSSSSG 

PFFGVSPCVPEILKSSSPRIGCPRN+AFPFK 
RGNL 


7324 


15375 


A 


7985 


5 


230 


IGNFKNVFSIVNITTRQNTSTDIENLKNNT 
H*TSLDKF*KLDVLWS 


7325 


15376 


A 


7986 


1 


366 


NPSIVGGQDLCKGNYKTQIKDLLADGSS 
SSSSSSSSSSSSSSSSSSSSSSSSSSSPAGPM 
KTPTSFLIELGKTIVOFI *NOKRV*ITKVn 
SKJCPQKTENKTKLEAFHSTLCYLPSNYA 
TRL 


7326 


15377 


A 


7987 


3 


361 


ISICKKFFLKGFFFLGFF*KXPPFFFFPPPPP 
G*RGKKKIFFFFWVICKNPLEKNFFSLFLK 
KGGPPTPPGGFFFFKKKKRAPQGGGPPKI 
FFFFFFFFFFFFFFFFGDGVLLCCPGWSAV 


7327 


15378 


A 


7988 


2 


359 


GLPS*HYSPPQLPH*SHSHTIAPKAEEKA 
NRKETHFSRSPQQISGRCPPQDKSLAKV 
npi nni RPN>fvr;ucT np/^prsui pvumpt 

L/r LrJL^V^l-.t\-r lYl V Ollot^OlvOr VjllJjr JMHJVlr 1 

PEQIQEEPEAHIHLPLVCEQLPLLPWEDF 
VYGSSR 


7328 


15379 


A 


7989 


490 


583 


NH*SPMFGYCICVCFETESCSVAQAGVQ 

WYNRGSLQPPLPGPKGFVCLSLPSSWDY 
RRRPP 


7329 


15380 


A 


799 


23 


349 




7330 


15381 


A 


7990 


I 


129 


QPGPEGKIRFFLKIPNLTPSGGKSLKFPLF 
KRVKPENCLSLRG*GCN*PGPEGKIRFFL 
KIPNLTPSGGKSLKFPLFKRVKPENCLSL 



784 



wo 01/88088 



PCTAJSOl/14827 















RG 


7331 


15382 


C 


7991 


96 


380 


- 


7332 


15383 


A 


7992 


202 


499 


LSS*DNRHMPPGLANFFIFVEMGSCYVA 
QACLELLGSSNPLASVSQNAGITSMSQC 
TQLFLLLLNRFPAFL 


7333 


15384 


A 


7993 


1 


206 


NSSVFLHLQALGIPLHLAYVSVFPPTPG* 
LDllHQGPAW 


7334 


15385 




7994 


*• 




SAPALGPGEPRVPGSSSGRASGH*WYPN 
AVESP*EEGEL«GRRGETLVAEKKKKPR 
HGEVGPGSPMEKKCLPISP*AGPRGPRRP 
WF 


7335 


15386 


A 


7995 


269 


364 


GHLSAIGHPFP*MSFNHGRKTRTWNYLG 
SEEQ 


7336 


15387 


A 


7996 


1 


314 


PSRSF1SNH*PHQDV*PRFFNGIHL*YSHT 
ruijNri vnr'iiriNo lKblw\\^WxiVjrOooNoij 
NGSFLGAR*VDVQEVLTTTWRVIRVWN* 
CFGRNSAPMAQSKSSSES 


7337 


15388 


A 


7997 


65 


354 


YFYYIFSIYHFIAPPYYFSLVFLHLVCPYL 
SSFLSR*KIHVCLKDFKVNFS*TIPKLSKL 
LELLESISLFFL*NVDFIILE1LIPLYSA1LK 
RVYF 


7338 


15389 


A 


7998 


1 


957 




7339 


15390 


A 


7999 


97 


4146 




7340 


15391 


A 


8 


190 


383 


TRMIHITS VYSHPHOAOLRGCEVLRHK A 
HLVLPA/WSTSCSGIPRGQQTAQQGYSR 
CFLAWSLEA 


7341 


15392 


A 


80 


44 


377 


TFFLYLENLNTAVRFWKLPYIHCFKNPG 
GAGUCIAPWLTKAFVFGSDYSCLVTVR 
VK*VFKPFLKDVEIRR/FTWnRQPWDAV 
FLRVPDYHALIKQPMDLETD*MRLANS 






A 

A 


oUU 


17 


535 


APSPDAMGHFTEEDKATITSLWGKVNVE 

r^A^/^KfT*! ^DT T \7\7Vl>Al/Tr/^lJl?T?r^CI?/'^Tf o 

JL/AOijiSl JLvilvJLJLV V il^W 1 v^KrrUbrvjNL.o 

SASAIMGNPKVKAHGKKVLTSLGDATK 

HLDDLKGTFAQLSELHCMKHLDDLKGTF 

AQLSELHCDKLHVDPENFKLLGNVLVTV 

LAIHFGKEFTPEVQASWQKMVTGVASA 

LSSRYH 


7343 


15394 


A 


8000 


97 


2728 




7344 


15395 


A 


8001 


1 


2295 




7345 


15396 


A 


8002 


97 


4027 


EKEPYEEISAEADREPQQLQNYWSEVRY 

TVRCIYRQAGTPLADDQDQSLVPDKEGV 

KELVDRLCERDPYQLYQRLEQQAREYV 

LtMKVRLLRQLSAAAKVKAPSGLQGPP 

QAHQFISLLLEEYGALCQAARSISTFLGT 

LENEHLKKFQVTWELHNKHLFENLVFSE 

PLLQSNLPALVSQIRLGTTTHDTCSEDTY 

STLLQRYQRSEEELRRVAEEWLECQKRI 

DAYVDEQMTMKTKQRMLTEDWELFKQ 

KKJrlt 


7346 


15397 


A 


8003 


1 


450 


GVPYKRHIEGF*PGLNGPLKFNGPSSSSS 

SDGLLRLFSGGSGGQSPNWVPLGSYQGR 

SRPVPPGGSSAEPFPPSPASGGTHVPQLR 

ALPPLHGHSAAHPHLSLALTVPPPWRT 

L*GHWGPGPPTLDAPPSPSHLQVPLSSQG 

GIPPHWT 


7347 


15398 


A 


8004 


16 


303 


GENPLMRWPEALPGVFKTCFSPPT*GYG 
GGLMFLCHHADSINFSAFQPINNADFIVP 
lEIEGTTHQVSCQPDHTQPRGWGVCLLP 
HLYWGPPPISG 



785 
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7348 


15399 


A 


8005 


146 


808 


RIFSLCSAALSKKHGNPQDCSRRAPGNV 
PAAISRAP9T VT G\ RARTYTRKHHl RPP 

KGEQGPIPSPSDPAVKGPGAEPGQARFAP 

VYQILIGAPRWEPLLSTGGYTVSGSSPVV 

EVGTRANQPRQ*ALPASHLPPLASRSSSS 

SHLYTAAPPLVSRGSGGSAGRALDSSFP 

QHSLAKPRPSAGLEAPGHWGRTGGDRR 

RKGTGGEPHTFAEVEALPAS ARP 


7349 


15400 


A 


8006 


in 


369 


FGPGPPL*SPLF*GSSSSHSGVGK*NPSFL 
PGGTPVFFKNPKFPPPWGGPPVWl FWfi 

GETGNWGNPGGGTLEGPGYPPLALPGG 
K 


7350 


15401 


A 


8007 


85 


394 


DWRRRRRDSRSS*REDCQSTIYVR1CRAK 
SNCWCWSKEKSKSHERDSIPIRIEEKRMR 
SRSKGRDHENVKEKEKQSDSIGNDQEGS 
RSREKSNQFDSKSNERDH 


7351 


15402 


A 


8008 


2 


2255 




7352 


15403 


A 


8009 


1 


1845 




7353 


15404 


A 


80] 


17 


533 




7354 


15405 


A 


8010 


12 


450 


SEPP*ITSVDPRVRGNASTGYGiaWLDDV 

SCDGDESDLWSCRNSGWGNNDCSHSED 

VGVICSDASDMELRLVGGSSRCAGKVE 

VNVQGAVGILCANOWGN4NIAEVVCRQL 

ECGSAIRVSREPHFTERTLHILMSNSGCT 

GGEASLW 


7355 


15406 


A 


8011 


121 


342 


QNESVVHMKTFLAVFKLPLKIRQIKCIYI 
FYN*ELKLYSVILKYFFLYDFRPVCLVLS 
EIPFMSTWFLLVSTFR 


7356 


15407 


A 


8012 


3 


383 


EKGPLSPKVLFNHLCQKAPRFKDFQQQD 
SQELLHYLLDAGRTE*TKRIQASILICAFN 

rtr I 1 j^l/\l^lJciJ\JSJvVJvl I OKlivjVKJwNr 
IDRIFIGELTSTVMCEECANISTVKDPFIDI 
SLPIIEERVSKP 


7357 


15408 


A 


8013 


18 


280 


KCRSRN*TA*FHRLNAKALSLLTLLNVY 
VlUsJ-LL V JblL5 Y HN CUbQ 1 KN APELDCLIR 
LQAQNIQQRHIVFLTGKESTPKLSTMNIG 
M 


7358 


15409 


A 


8014 


3 


271 


FFLRQSHSVnRLECTGAIMHCNLCLPGS 
oJUor AoAo* V AOl 1 OMCrin Al\l/lr Vr JL Vc. 
TGFHHVGQAVLELL/NLMICPPQPPKVLG 
LQA 


7359 


15410 


A 


8015 


609 


921 


FYI <\FPAPFFPPPFPTP<;/RT f QPDl vnQn, 
* * i-*ojc»jLi/\j_»rrrrrrD 1 Juo/rii_,Lor 

MMSAHCNLRLPGSSDSPASAS*VAGITG 

GHHPAQLIFVAF/MYQPGFCHVGQAGQQ 

LLA\*VICLPQPPKVLGITGA 


7360 

• 


15411 


A 


8016 


140 


346 


FPPICYLLEIGSHSVVQAGVQWHRHSAQ 

1 r irrcimw^dOx^ v Oi^ivioon x on V l^r^i O 

N1LLL*RRGSCV 


7361 


15412 


A 


8017 


2 


348 


AGVPPGNPPLWGGEGGGSPRGGGLKPG 

FPQRGNPFFFKKSQPTPPGGGPPLIPPPW 

GGGAGGSPLPQGQRFQ*TK1GPFPSPRGK 

KKKPPFPKKKKKKKKRKEKSEMPGFMV 

LNA 


7362 


15413 


C 


8018 


282 


497 




7363 


15414 


C 


8019 


267 


473 




7364 


15415 


A 


802 


160 


434 


LISVIPALWEAKAEDHMRSGVQDQPGQR 
GKTPSLRKIHRLARHGGMHL*SQLLGRL 
KHKNRLNPGGKSCSEPRSHHCSSAWAT 
DQDSVSKK 


7365 


15416 


C 


8020 


435 


82! 


MKSRVIGWASGLKNEIFFFFFFFFWRDR 

YRAMLPRLVLNLLFLIEPPVSILVKHWD 

YRHEPPPPRXRLPFCMMRLEGPHCFRDF 

ATIYKKQSVRTVAGLFSCUKFSAHTNLD 

QRIWDLNPISGYFPN* 



786 
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7366 


15417 


A 


8021 


121 


818 


HSKGSQVQSPGPEPSSAGPKPGAQPQPT 

WGLAAPEEGREGGKCGRHCRNSKPLSQ 

PCAGVWSGRGAEEGGAGPDHPARPTGP 

PSSPSCSAGLPDL**GLKPPLEASSMDPGF 

VLEGGPRVREGVCQDGI*A*ELEEVPSPG 

GSATSGAATLSDRRGGNGASQARLP*PS 

HWLPRAK*APQG*ASPGSPTACPAHPHS 

WKGGSAGPGMGRGRVVGDRGGAWGT 

GSHCNPTPSS 


7367 


15418 


A 


8022 


11 


368 


SFTCCFQMHTKLLCLNTLCNTFLSTGAFF 

LIVLTWLSPIAVRLSLNVISERPFLFILSVV 

DPCAHILYLSLLFVS»VLPQYVIALFVPH 

KRM*ETMYACLPVCP*LLTACLEHNCSIF 

I 


7368 


15419 


A 


8023 


3247 


5031 


EGLRGTALLLTGGGRGP*GQPQQ/PGGP 

ASSPSPAAPGPAAAEPACSTALWPTVSL 

RAPSPCPPQRAGQGYGSWQ/GEPG/NSM 

ASGGDG/EPLSQGLAPAGTPGLARLQGP 

GHWAVSLWPSLRGFPGGPQTGQSPLSQP 

HSALTGRGRSPGALGPPPPQRPHQRPAP 

DPARPQR+TPLTAGATTRPQHLPQGNCR 

CSLLLLFLLLLFFLLLFLFLLFFFLILFFLF 

LCFLLLLLFLLPISLRLNRSQWDLGGGEQ 

HVREAHPPDPVEQPRPFSVIGEVSFEVLV 

GQTQRHSSWEAIHLKWGRHGEHLGLEVI 

GPLPNPRKAWMPHLLQLGPRDAEHRGH 

ESVVASSEGRVAPVGRPHRAALSRAAAL 

NEGTGGARGAAAAGVRVMLRLQRGGG 

EHGGRQSSQGAVPREGVPRESVLLQLSL 

WACGVRLSPSRAGSRVQG 


7369 


15420 


A 


8024 


87 


567 


KQPPPHGESAAWAATSRPGWWLLCRPA 
EGRTPGWTAFDVHPTLMQKJLPEHSGNFS 
GQSPPCQLEALPRPSTCPLGSSRGSGREG 
PLPPT*ELFPNGQSVRCQVGGPGYDSWC 
PGPGPAPCPPTEP*M*GPQALTSAPGPNK 
HPGLELGGRRGPERAPGPF 


7370 


15421 


A 


8025 


2 


347 


KALACPPTCCVLGVHHAVSAGGFPGHR 
PLVRRHIAPAGHQVTLSFLHPTLCCHPKS 
NCTPCGSRRAVPTPTPLPAPGPQAFCPVP 
GSHWLAWSPRGRSPPTSVAPTQPV'QPP 
SC 


7371 


15422 


A 


8026 


3 


359 


HEGTVQQPQARGLYEDLLMSEGENDED 

DAGSDDNGDNIFSAIHLSESGRDSDA*FG 

GIRPKQSRMLKENTRMVMDNEERLLFY 

EGDCGEASHGLEDSCLSYGSYEDPDPK 

WNTQNTSFC 


7372 


15423 


A 


8027 


2 


424 




7373 


15424 


A 


8028 


3 


456 


PQTQREPTMVLSPADKTNVBCAAWGKVG 

AHAGEYOAEAIJERMFI^FPTTKNYFPHF 

DLSHGSAQVKGHGKKVADALTNAVAH 

VDDMPNALSALSDLHAHKLRVDVPVNFK 

LLSHCLLVTLAAHLPAEFTPAVHA\SLDK 

ILASVSTVLTSKYR 


7374 


15425 


A 


8029 


3 


198 


RQGSCSVTQPGVQWNNLGLL*P*PPGLK 
QSSYLSSPSSWDYRCVPTRLANSYFKFI* 
YVFFCLF 


7375 


15426 


A 


803 


1223 


1338 


RWPLWSFIIETKRRTL*SQLLRRLRQENL 
LNLGGGGCS 


7376 


15427 


A 


8030 


1 


346 


LFAQPNPXnTFKIRIYCMSKDIIDKVRARP 
PEWEKICANHVYNKGLGSRIYKVLLLE* 
KNrSOlLNQKANAQFYAGYKLRCYRKFS 
NKSIVNE*KVLLFMR*EYIPVSTHFICCVI 
L 


7377 


15428 


A 


8031 


60 


523 
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7378 


15429 


B 


8032 


68 


679 


MGKEKXHINIVVIGHVDSGKSTTTGHLIY 

KCGGIDKRTIEKFEKEAAEMGKGSFKYA 

WVLDKLKAERERGITIDISLWKFETSKY 

YVTIIDAPGHRDFIKNMITGTSQADCAVL 

IVAAGVGEFEAGISKNGQTREHALLAYT 

LGVKQLIVGVNKMDSTGIAILTGDFPSLE 

PRHVSTWLQHVVTIPTRNWHKCYCVGV 

VANFLN* 


7379 


15430 


A 


8033 


53 


1497 


KLPLKAKMGKEKTYINL\AV1GHVDSGK 

STTTGHLIYKCGGIDKRITEKFEKEAAEM 

GKGSFKYAWVLDKLKAERERGITIDISL 

WVKJ^ETSKYYVTnGAPGHW)FIKNMrrG 

TSQADWCCPELLLLGVGEFEAGISKNGQ 

T\REHALLAYTLGVKQLIUGANKMDSTE 

PPYSQKRYEEIVKEV\STYIKKIGY\NPAT 

VARVPISGWNG\DNMLEP\SANMPWFKG 

WKVSXRKDWQCQLGTTLLEALDCILPPT 

RPTDKLLRLAFQ\DA*QNGG1GTVP\VG\R 

VETGVLKPG\MGVTF\APVNVYNGK*KS 

VEMHHEAFECKLFPG\DKCGAFNVKVNV 

SVKDV\RRGNVAGDSKNDPPMEA\AGFT 

AQVIILNHSGQISAGYAPVLDCHTAHIAC 

KFAELKEKJDRRSGKKLEDGPKFLKSGD 

AAIVDMVPGKPMCVESFSDYPPLGCFAV 

RDMRQTVAVGVIKAVDKKAAGAGKVT 

KSAQKAQKAK 


7380 


15431 


A 


8034 


3 


309 


RFTGHYRMLSGEKPYEWIEWGKRLSSN 
TALTQHQRIHTGENPFECKECGKAFNQK 
1TL1QHQRVHTGEKPYEC*ACGKTFRWG 
GRFILHQNLPTQKTPVQA 


7381 


15432 


A 


8035 


3 


366 


RDSVVEILFEQDNKEQSVATLILDSLIQCP 

TT*T*I>1<''/*\1 A exit tIK JfXi»t7r\\7/^l''*T*/^T>r>l f I/T* A 

lU 1 KKl^LAtNLbivlMrDVOK 1 C^rFLLKRA 
FSTEK*KFD*mNLASYQIFNQL*ANCTK 
YVGCFVIEDYSGSESILCLLFALIYNSFDF 
VSLV 


7382 


15433 


C 


8036 


310 


546 


MGIMSVPPHPQNVDYPLDGEKILHILGF 

NPEIQLWEILFEQDNGRAISWPLLILGFPL 

YSVPIGHQGRQLGRRNLGRS* 


7383 


15434 


A 


8037 


97 


333 


HRIRPICSPQYMEKVYVTKNNNYRILEID 
MNFFFPPETEGVGGQVLEVMPHEELKPS 
IFFFF*DRVSLCHPGWSAVVQS 


7384 


15435 


A 


8038 


250 


378 


TESLYLNTIKATYEKFTANITLNNEMLKA 
FSLRLDTR*EHSLS 


7385 


15436 


A 


8039 


280 


759 


GYrNNGGRKRRTELKPTEPRSCRAEGGG 

VEGGPPACPPPTNCLQRLQPHLGSCTEIS 

GQERE*GYINNGGRKRRTELKPTEPRSC 

RAEGGGVEGGPPACPPPTNCLQRLQPHL 

GSCTEISGQERESGGGEGNSGPSNNRVH 

GFSKAGHGLGVGEEEEERQLWL+TGRK 

QRPNIPIRRLPQASLHLPPASPCQPAVPG 

ALSSPRRWPQPPASHSCPSPPRHTKS 


7386 


15437 


A 


804 


1057 


1354 


SQHFGRLWQVNHLRSGAPAQPGQQGKT 
PYLLK1QKLAGRDGARL*SQLLRRLRQE 
NRLNLGGGGCSEPRSCHCTPAWVTKRD 
SFSKTNKOTENNKKRIL 


7387 


15438 


A 


8040 


1 


401 


ILVLDPPPQPPKLLSVKGNPEDFIFRQFFF 
SPYPLFPFPPFSYAKPPVSNETPFPPHPRF 
SKLLSQGPADMPPLPGSLP*LLHYSACM 
LHHLLFCSLAHCAFRLLSCQGCQYLHGL 
MHMFRSGHMHIYAAGRV 


7388 


15439 


A 


8041 


32 


378 


CVYTFIC*EISGLFPVWG*YRK*GSSSSSS 

QSGCTILLLHHWCMRVLSPP*CQQHLAV 
FFSnAlLLSV*LHLTVIFiaPOlTS 


7389 


15440 


A 


8042 


30 


434 


DGSSLCRPGWSAEQDCVSSGGEKKKKG 
RDN!EDEACSSRPSR*LFEENIHLVHALIE 
EDQLANIIDISAGSAYTILDEKLTLSKRFT 
RWVPKPLPSDQLQTRAEFLMEILNGWD 



788 



wo 01/88088 



PCT/USOl/14827 















QDPEAFLQRIVTGDET+FYQR 


7390 


15441 


A 


8043 


3 


340 


IPKPMAKLPFMKYRDLHTNLLYSRMETG 
PKHIPMKTLLKIMEDIALGMDNLSLMNY 
LYLELTARNCMERDDMTDCEADFGLSR 
KRYSGENYLHCRIANRPV*GSAIESLAHR 


7391 


15442 


A 


8044 


3 


378 


LIKKHVDFDLATNVQEEKIAALEDFADQ 

LITAGHYAKGDIFSRRJnEVLDRWRRVKT 

QMIEKRA*V*KSQTLQQFNRDVDENEA 

WISEKLHTASDDSYKDPTNIQLCKLLSK 

HQKHQAF*TELPAT 


7392 


15443 


A 


8045 


169 


375 


SSSSLPLHITNNPLHQQPLPPQLPAYTGA 

EGDPCALLS*YCUHLLNTEAVNNHTFLG 

KQPCKRYDKV 


7393 


15444 


A 


8046 


27 


289 


RSPKTHGGGRRWGMVRPGTAPT/PCCPH 
RPQLP/CQPLLGPPE*SLLEGRSSSLDSGM 
EESQTHAAPACRTWCSDGPR*PWMGPA 
ARCSG 


7394 


15445 


A 


8047 


3 


284 


LFL WRRQLTLTENPRWWPTLGDGQARD 
CSDACCPHRPQLPSSHCSQTKSSPIPEVPR 
PPKHR*GGVCAGPSHLPGGPGSSPSPPCP 
WPGSGLF 


7395 


15446 


A 


8048 


459 


1020 


EPPRGAEQGGVPGGKGPETSAAPAPTPA 

REPERVPGGAVPPAPECACAELVAAPAPA 

GGSL\PAGPRPWERPRWAAGAP/QGDKG 

PGEAATSPA/RGDSGVEPRGGGVPLPRH 

AGPQARRCEPTLPHDLYSGQVQPEHRAA 

G/LHPRSSGTI*APCTTCR\AA*V*DSSIPE 

SREELRPSKKRSFRRSEKEK 


7396 


15447 


A 


8049 


3 


417 


VTCGKAFAQKAQLIVHQIIHTGKKPYDC 

GACGKDFREKVHLVRHQRTHTGEKPYD 

RSERGKAFSHKSDLIIHHRVHTGEKPYEC 

CECGIAFSQKSPLIIHCRIHTGERPYECIK 

CGKAFYHK+QLSIAHRAHTGDIAG 


7397 


15448 


A 


805 


831 


1082 


SQHFGRPRRADHLRSGDRDHPAQHGETP 
SLLKRQKLASHGGRHL*S»LLWRLRQEN 

UT TSJPnWnOPQPl PWDHPTPAWAT^lTMQ 
flLtXNX^O W VluL^oCLrix. W Ixxi w i Jr A. W /\ 1 OJviN O 

F 


7398 


15449 


A 


8050 


29 


223 


L1KKLASCGGEHLYS*LLKRLRWEN*SSL 
GV*GCGEL*SQHCTPTWVME*GPAQKH 

irMVTlf Ifl I 

JSJNrwl JVJVLrLr 


7399 


15450 


A 


8051 


194 


372 


ICQPLSLSSTANHPVLCLCFTHKNLHIFIA 
ALFIIAKSWKQP*CTSVDEWIWLGLAPLY 




i.^'f^ 1 


A 
r\ 








pppTrp*npvQi T 1 PVT FnjnTTQAT-invii pt 
rrrrr Us\ v oi^i^JLr jsJjlccjno j Jo/uiUJNJLivL' 

PGSSDSPASASSSFFTIHVAPLPQLRHY*! 

FYDGTRSLYAG*YSQNLLIYSAPRQPQY 

HFKDMNKILDSIQRSYTKI 


7401 


15452 


A 


8053 


228 


481 


QFFRNT1FF*DRVSLLLPKLECNSAISAHH 
NLCLPGSSDSPASASRVAGITGTCHHTRL 
LVFVFLVETGFYHVSQSGLELLTSGD 


7402 


15453 


A 


8054 


175 


431 


UVKMPFLK*SWKIF*MSK**VML1H*GF 
VFLFVC\FF*DRVSLLLPRLECNGPISAHR 
NLHLPDSSDSPASAYIKGFVRQLSHEE 


7403 


15454 


A 


8055 


257 


453 


TKGGGYTQRTAIQFILFIYLF1Y*DGVSLL 
LPRLE*NGAISAHCNLHLPGSSDSQKKTIC 
K>JFCTQ 



789 



wo 01/88088 



PCTAJSOl/14827 



7404 


15455 


A 


8056 


277 


1230 


ISFHLSTFGAPSFFFFFEMEFSLLLPRLEC 

NGAISAHRNLRLPGSSDSPASASPVGWD 

YRHVHPRSANFVFFFSRDGVSPCWSGLV 

SNSRPQMIPPSRPPKVLDTGLATMPGLCL 

ANFCGRNRVSLMCPSWSPELKQSTCLSL 

PKCWDYRRAAVPGLFILFFLRHRCPTLT 

QDEVQWCDHSSLQPSTPEIKHPPASASQS 

SWDQRHAPLHLANFYFYF*FFErES\HSV 

TVRLECSGAILAHCNLCLPGSSYSPAPAS* 

VAGTTGAH/RRLANFFVFLVEMGFHHVR 

QVDARSLDLVICLPRPPKVLGLQDVSHH 

RPAYF 


7405 


15456 


A 


8057 


1 


467 


FFFLF*EGVSLLLPRLECSGAISA/HCNLH 
LPGSSDSPASASQEDGITGVRYHAWLIL/ 
VFLVEIGFHHVGQADLKP^PQVIHPPLFF 
FFLRQSFALVAQAGVQWCDLSSLQTPPP 
RVQGILLAQPPEYLVAGFTGMRHHTRLF 
FFFAFLVETGFHPC 


7406 


15457 


A 


8058 


274 


321 




7407 


15458 


C 


8059 


69 


254 


MDHLYNXXXXXXXXXXXXXXXXXXX 
XXXXXXEIQFXXXXERERNKNPFPAGD 
DIISRGVGQ* 


7408 


15459 


A 


806 


144 


441 


GYQLPLQDELVLGQFLFQVSKIRFFSARK 

AADRAGASHPRIHHNLQRLQENSIRGPK 
YSSKTVSADAW 


7409 


15460 


A 


8060 


32 


169 


NPVPPYPLCPALVFFLLLIYLL1Y*PSPLLR 
MSAPAGKGFLFLSL 


7410 


15461 


A 


8061 


417 


490 




7411 


15462 


A 


8062 


424 


579 




7412 


15463 


A 


8063 


1 


2157 


GFQKRCRHRIAQLFAVGALVCCLVLLHL 

SAMISASRAAAARLVGAAASRGPTAAR 

HQDSWNGLSHEAFRLVSRRDYASEAIKG 

AVVGIDLGTTNSCVAVMEGKQAKVLEN 

AEGARTTPSVVAFTADGERLVGMPAKR 

QAVTNPNNTFYATKRUGRRYDDPEVQK 

DIKNVPFKIVRASNGDAWVEAHGKLYSP 

SQIGAFVLMKMKETAENYLGHTAKNAV 

rrVPAYFNDSQRQATKDAGQISGLNVLR 

VINEPTAAALAYGLDKSEDKVIAVYDLG 

GGTFDISILEIQKGVFEVKSTNGDTFLGG 

EDFDQALLRHIVKEFKRETGVDLTKDNM 

ALQRVREAAEKAKCELSSSVQTDINLPY 

LTMDSSGPKHLNMKLTOAQFEGIVTDU 

RRTIAPCQKAMQDAEVSKSDIGEVILVG 

GMTRMPKVQQTVQDLFGRAPSKAVNPD 

EAVAIGAAIQGGVLAGDVTDVLLLDVTP 

LSLGIETLGGVFTKLINRNTTIPTKKSQVF 

STAADGQTQVEIKVCQGEREMAGDNKL 

LGQFTLIGIPPAPRGVPQIEVTFDIDANGl 

VHVSAKDKGTGREQQIVMQSSGGLSKD 

DIENMVKNAEKYAEEDRRKKERVEAVN 

MAEGlIHDTETKMEEFKDQLPaADECN 

ICLKEEISKMRELL\ARKDSETGENIR\QAA 

SSL\QQAS\LKLFRNGLTKKMGS*AEEGS 

G\SSGHWGNKREDSKGREKPVN 


7413 


15464 


A 


8064 


500 


752 





790 



wo 01/88088 



PCT/USOl/14827 



7414 


15465 


B 


8065 


1 


1713 


MALWRGSAYAGFLALALTWRDRKKKF 

PGDDEAPGVKRTWAAGAGMRGRQWLR 

KRVEVVCTGRSANTVCAGVRAAGLVEK 

SPPPSLSRVGRRFRFCGDLDCPDRVLAEI 

STLAKMVECTGSTLGGGGYKKILKLTAD 

AKFVEEHEGKICDIDSPTFLSSASSWWSSS 

SAYGSRRPGGFELKLIGQQGESGDVKAT 

VAVLSFILSGAAKHSVDGKSLASELQQL 

GLPKEHAASPCCCYEEKQSPLQKHLRVC 

SLRTWSLAARVAEGTAETVDPSAAPKTS 

VWSSRVCWGRLLATISPSVNETDTCGME 

DRRLVVCRPWRAQCHMKAWGWRHPEE 

GGTHSGAPSAVLQALAVAIQLGGHLADP 

LLQVDPLSSCGAVSLDILIYLVFYYRTAS 

VPETYIVKTLFKKLESQSLIQSNVLTRSN 

SMKAERGEEAAKEKSEASRGWFMRFKE 

RSCLHNIKMQGEAASADVEAAASYPKD 

LAKITDEHGYTKQQVRCIQNSLLLEGNA 

EEVRKIIVCSMSPPLKPGGPVTLVEEFLC 

ASKASVSAVSGWISKWRNWQEIRRQEE 

REDRASLPDLQASES* 


7415 


15466 


A 


8066 


1 


3053 


MRPGFVVSVGMVEGVPGEPDPYPVLCY 
TPWPGHDLPASRAALAQGRSWSLHRMI 
GQDSGRRRSRRQHFAPGTSSGLRSAPGL 
TRAGPAPPEAVSPSHVIVDSADLAGPEKE 
Ir ur WX>rKAM YcAr O VKKAWAAGAGM 

RAAGLVEKSPPPSLSRMGRRFRFCGDLD 
CPDRVLAEISTLAKMVECTGSTLGGGGY 
KKILiCLTADAKFVEEHEGKKDIDSPTFLS 
SASSWWS 


7416 


15467 


A 


8067 


330 


452 




7417 


15468 


A 


8068 


3 


347 




7418 


15469 


A 


8069 


3 


1279 




7419 


15470 


A 


807 


165 


1222 


QSKRLNAKRYLLTDNVVKLKEFQQKKV 

AVACNLSGTKETYFRNLKKKLTQNKLIL 

KGELITLLHLCESRDHVELAKNVIYRYH 

AENKNFTLGEY*FGPLFVRLCYQLDLEE 

SAGELMKDQHLRGFFSDSTLFNILMDML 

FIKGKYKSALQVLIEMKNQDVKFTKDTY 

VLAFAICYKLNSPESFKICTTLREEALLK 

GEILSRRASCFAVALALNQNEMAKAVSI 

FSQIMNPESIACINLNIIIHIQSNMLENLIK 

TLKNAAEGNLSKFVKRHVFSEEVLAKV 

REKVKJDVPALVAKFDEIYGTLHITGQVT 

TDSLDAVLCHTPRDRKSHTLLLNKRMVS 

RRTFQPLSQSLLAE 


7420 


15471 


A 


8070 


1 


496 


LLGVAPSRAF0EEILR/DRASFHF/RPN1 F 

ALKHPTSKAECTAEKCYRVTKGRGIFPS 

GSPFKSVTLEDGKTFIPGQGNNAYVFPG 

VALGVIAGGIRHIPDEIFLLTAEQIAQEVF 

EQHLSQGRLYPPLSTIRDVSLRIAJKVLD 

YAYKHNLDSYTWPKEAMNVOTV 


7421 


15472 


A 


8071 


228 


448 





791 



wo 01/88088 



PCT/USOl/14827 



7422 


15473 


A 


8072 


3 


1877 


EGEDRGLPRTMGAALGTGTRLAPWPGR 

ACGALPRWTPTAPAQGCHSKPGPARPVP 

LKKRGYDVTRNPHLNKGMAFTLEERLQ 

LGIHGLIPPCFLSQDVQLLRIMRYYERQQ 

SDLDKYIILMTLQDRNEKLFYRVLTSDV 

EKFMPIVYTPTVGLACQHYGLTFRRPRG 

LFITIHDKGHLATMLNSWPEDNIKAVVV 

TDGERILGLGDLGCYGMGIPVGKLALYT 

ACGGVNPQQCLPVLLDVGTNNEELLRDP 

LYIGLKHQRVHGKAYDDLLDEFMQAVT 

DKFGINCLIQFEDFANANAFRLLNKYRN 

KYCMFNDDIQGTASVAVAGILAALRITN 

NKLSNHVFVFQGAGEAAMGIAHLLVMA 

LEKEGVPKAEATRKIWMVDSKGLIVKG 

RSHLNHEKEMFAQDVHPESNSLDEWRL 

VKPTAIIGVAAIAEAVFTEQILRNMASFUI 

RAPIIFAL55NPPRK APrTAVPK P YP VTPf?P 

RGFFASG\SPF*GVLIWEMGKTFIPGGRG 

NNA\YVFPG\VATG\VIA\GGIRH1P\DEIFL 

LDSRAKLPQEVSEQHLNSQGRLYPPLSTIR 

DVSLRIAIKVLDYAYKHNLVXSYYPEPKD 

KEAFCKIPGSYTPDYDSFYTA^DSYIWAQ 

GKAMNVQTV 


7423 


15474 


A 


8073 


325 


587 




7424 


15475 


A 


8074 


124 


343 




7425 


15476 


A 


8075 


32 


487 


SRRHGSSLWGKVNVEDAGGETLGRLLV 
VYPWTQRFFDSFGNLSSASAIMGNPKVK 
AHGKKVLTSLGDAIKHLDDUCGTFAQLS 
ELHCDKLHVDPENFKLLGNVLVTVLAIH 

FGKEFTPEVQASW/QEDGDWSGQCPVLQ 
IPLSSLPMMQSFQG 


7426 


15477 


A 


8076 


3 


573 


KATI\TSLWGK\VNVE\DAGGETVLGRL\L 

VVYP\WnQRFFD\SFGNLSSASAI\MGNP\ 

KVKAHGXKKVLTILGRCQQSTLDDLKGT 

FAQL\SELHCDK\LHVDPENFKLLG\NVL 

VTVL\A1HRGKDFTPEGCRASW\QKMGD 

\FSGQCPV\LQ\1PLKPLGP*1Q\SFQG 


7427 


15478 


A 


8077 


2 


347 




7428 


15479 


C 


8078 


213 


263 


MGFHHVSQDCLDLLTS* 


7429 


15480 


C 


8079 


637 


1452 


MGIAAASVLGDLAVVFGMHVPAQADG 
QDHPQELDHGHTHAHAEDDAQVLLQPR 
LHLLHAALLVHRPVLRVVATLGPVAGG 
I AFA1 PHRif AWi FPT nFAriTnvnni 1? 

AIHELSWCPWEADPAAALHLSLHVVP 

GILQAVLATAVVVSNELSHDATHLLLQL 

AHVEVEEGPGRHLGNEDQEQESKVQPQ 

QAADLVDGADAAQEAHEHSDCPHADED 

IGPHPKRAGGGLQDRDETALVGQDPHPE 

AQDHCAQDKEDQVEEEEKVFGDFDTG* 


7430 


15481 


C 


808 


324 


500 


MGNWGRSSFLKLQMLYLFLKMRSFDQA 
QWLTPKIPALWEAEAGGSSEVRSLRSAW 
STW* 


7431 


15482 


A 


8080 


226 


314 




7432 


15483 


A 


8081 


2 


350 


KTLLFFFFFRFEPHNLLTSMICGLVYNQP 
PPQHLVHILLKRRIWPQGNILGINKKRPG 
TVAHTCNPSTLGGRGGRITRSGVRD*PG 
QHSESPSLPTIQKNYPGVMAGACNPSYS 
GG 


7433 


15484 


A 


8082 


172 


287 


IVYASEEKPTFQEQGWPGAVAHTCNPST 
LGGRGGRITOSGDRDHPG+HRPP 


7434 


15485 


A 


8083 


14731 


15030 


lAGCRPGAVAl-lSCNPSTLGGRGGQI/TLR 
SGV*DQPGQYGETPSLLKIQKLGRRGGR 
RLKSQLLREAEAGESLEPGRQFAVSRHR 
ATALQPGNRARLHLKK 


7435 


15486 


A 


8084 


1 


193 




7436 


15487 


A 


8085 


1 


346 




7437 


15488 


A 


8086 


3 


522 





792 



wo 01/8S088 



PCTAJSOl/14827 



7438 


15489 


A 


8087 


1 


840 


HMELPYGTLTDDEMRRLNIPVLQDDGFL 
FLWVTGRAMELGRECLNLWGYERVDEII 
WVKTNQLQRIIRTGRTGHWLNHGKEHC 

lvsssgaofnrwstkknhlisy*ek:vor 

CGFIR*SVILW*AG\GVKENPQGFNQGLD 

L*CDRS*GMCFSGLQSFHIFVGYQLFMV 

GCILIPRFFLI+IINIIGKGLtjIAILCNLKKQ 

LVFIS»VRSTSHKPDEIYG\M1ERLSPG\TR 

KIELFGRPHNVQPNWITLGNQLDGIHLLD 

PDWARFKORYPDGnSKPKNL 


7439 


15490 


A 


8088 


13 


323 




7440 


15491 


A 


8089 


3 


218 




7441 


15492 


A 


809 


1734 


1910 


NWVGGQQEGREFFQV*WATDLKSA*GE 

EIEPDIPKLKPGGQKWETGLRFLHFDSK 

WFF 


7442 


15493 


A 


8091 


3 


332 




7443 


15494 


A 


8092 


I 


1431 


MHKAGLLGLCARAWNSVRMASSGMTR 

RDPLANKVALVTASTOGIGFAIARRLAQ 

DGAHVWSSRKQQNVDQAVATLQGEGL 

SVTGTVCHVGKAEDRERLVATAVKLHG 

GIDILVSNAAVNPFFGSIMDVTEEVWDK 

TLDINVKAPALMTKAVVPEMEKRGGGS 

VVIVSSIAAFSPSPGFSPYNVSKTALLGLN 

NTLAIELAPRNIRVNC/LAPGLIKTSFSRM 

VLGEPEDCAGIVSFLCSEDASYITGETWN 

LSVMFTGGGVCRAASWKEGGTGTPRTP 

RESPRQREPGETSSTDTQENKVWNGLPA 

SINIRTGKDIHTKTPSIGHOHORPKVDKT 

TKMERNQSKKAETSRNQNVSSLPKEYKS 

SPAREQNWMENKFDDLTDVSFRRSVITN 

YTQLKEHVLTHCKEAKNL0KMLNEWLT 

RMKNLEKSLNDLMELITTVQELHEGYTS 

FNS 


7444 


15495 


A 


8093 


195 


434 




7445 


15496 


A 


8094 


43 


1601 


SMHKAGLLGLCARAWNSVRMASSGMT 

RRDPLANKVALVTASTDGIGFAIARRLA 

QDGAHVWSSRKQQNVDQAVATLQGE 

GLSVTGTVCHVGKAEDRVERLVATAVKL 

HGGIDILVSNAAVNPFFGSIMDVTEEVW 

DKTLDINVKAPALMTKAVVPEMEKRGG 

GSWIVSSIAAFSPSPGFSPYNVSKTVLLG 

LTKTLAIELAPRNIRVNCLAPGLIKTSFVS 

RMLW\MDKEKEESMKETLR\IRRLGEPE 

DCAGIVSFLCSEDASYITGETVVNLSVMF 

TGGGVCRAASWKEGGTGTPRTPRESPR 

QREPGENQARSSPRMALRPEFPPESASTS 

WV/I nPPPA/fTMD CP XyCV D A P W/^ A CPP A 1 

RRLGSATRMLSRAALRAGVGARAPRPG 

GGRGAHATATVWSGLASAAALTARALL 

KRSLACAAAPQRCGWRRLLCSSLGSRG 

QGGQAHRGAHLRVVRYGTASVFGTPRL 

VASQIQHVPSGPAPRPGASHPATPSIQTL 

RQPLHLSPDIAVPGASSAGAGA 


7446 


15497 


A 


8095 


2 


172 




7447 


1^4QK 


A 




J 


oZJ 




7448 


15499 


A 


8099 


346 


461 




7449 


15500 


A 


81 


457 


489 


PP*ITLG*KTCSQARWLMPVIPTLWKAEV 

GRSLELRSLRPAWATRRNPISTKN/LKIS 

WGRQGSSELRSRHCTPAWQHSETPI 


7450 


15501 


C 


810 


226 


306 


MTTSPPPSALQKKEMEILPVILRVPS* 



793 



wo 01/88088 



PCT/USOl/14827 



7451 


15502 


A 


8100 


3 


1560 


SSLWRRQPBLKAYRTMEYMAESTORSP 

GHILCCECGVPISPNPANICVACLRSKVDI 

SQGIPKQVSISFCKQCQRYFQPPGTWIQC 

ALESRELLALCLKKIKAPLSKVRLVDAG 

FVWTEPHSKRLKVKLTIQKEVMNGAILQ 

QVFVVDYVVQSQMCGDGHESEKLKDF 

WKUVIQVRQKTLHKKTFYYLEQLILKY 

GMHQNTLRIKEIHDGLDFYYSSKQHAQK 

MVEFLQCTVPCRYKASQRLISQDIHSNT 

YNYKStFSVEIVPlCKDNVVCLSPKLAQS 

LGNMNQICVCIRVTSAIHLIDPNTLQVAD 

IDGSTFWSHPFNSLCHPKQLEEFIVIECSI 

VQDIKRAAGAGMISKKHTLGEVWVQKT 

btMN IX/KV2 If r v^H i HLUriLLNPGDLVLG 

FDLANCNLNDEHVNKMNSDRVPDVVLI 

KKSYDRTKRQRRRNWKLKELAREREN 

MDTDDERQYQDFLEDLEEDEAIRKNVNI 

YRDSAIPVESDTDDEGAPRJSLAEMLEDL 

HISQDATGEEGASMLT 


7452 


15503 


A 


8101 


1 


171 




7453 


15504 


A 


8102 


3 


231 


RRQAQIAAGRVLVVALFGGCGGLHSRL 
DGAAI/CLPGHCHGSRVEVTYETHQCGL 


7454 


15505 


A 


8103 


48 


532 


NLMNICRGPCLLPGAPFMRDLAAVA/SV 

GLP/LVRRQAQVAAGRVLVVALFEGCG 

GLHS\RLDGAAICLPGHCHGSRVEVTYE 

APQCGLVGLKLLRGGREQSDEGGSLGLT 

♦DAQLGPGAEHPEIRAAWE*TAVIISLVL 

SLEPRDGQGGRVARLGAREAIGNP 


7455 


15506 


A 


8104 


3 


421 


AAEASVGL/PLLRRQAQIAAGRVLWVAL 

FGGCGGLHSRLDGAAICLPGHCHGSRVE 

VTYETHQCGLVGLKLLRGGREQSDRGG 

SLGLT*DGQLGPSAEDYnSSCPHLTGIV 

GLIPGLDSADGQGGRVPRLGARESVRDT 


7456 


15507 


A 


8105 


94 


582 


LSHPLPL\LGRQAQIAA\GRVLWALLGG 
CGGLHSRLDGAAICLPGHCHGSRVEVTY 
ETHQCGLVGLKLLRGGREQSDRGGSLGL 
T*DGQLGPSAEHQSVSVPSLTVIISLILRL 

PVnnftFVAV^PRAnAPFAIP'WQAPl VV A 
Et V \JU\JC V /\ V Or^IS^VJ/\l\jD/\JlUN \y/\rLt V V A 

STTFKPHQVPRGLSCLLLMPRDVVPTVS 
TAQSAGEPDRGSQGSRGRG 


7457 


15508 


A 


8106 


2 


332 


GSLQGLPGQSFSFGGLPLLGRQVRVAAG 
RVLVWALFGGFGGLHSRVLDGAAICLPG 
HCHSSRVEVTDQTH*CGLVGLELLRGGR 
EQSDSGVGLGLTQDGDLRSTSEDKVC 


7458 


15509 


C 


8107 


30 


653 


MTCSPLLLTLLIHCTGSWAHSVLTQPPSV 

SAAPGQQinSCSGSRLNVGNYFVSWYQ 

QLPGTAPKILIYDNDKRPSGVPARFSGSK 

SGTSATLAITGLQTGDEANYYCGAWDTS 

LDNWVFGGGTEVTVLGQPKAAPSVTLF 

PPSSEELQANKATLVCLISDFYPGAVTVA 

WKADSSPVKAGVETTTPSKQSNNKYAA 

SSYLSLTPEQ* 


7459 


15510 


A 


8108 


4S4 


632 


PWSHFRRF*LTMRIFIEGLLSAGRRA/WM 

PWGGRRDPSPGILQL*SPV\GGVRDENL* 

TFCRGHCLLHGAPFMRDLAAVAFVGLP 

LLRRQAQVAAGRVLVVALFGGFGGLHS 

RLDGAAICLPGHCHSSRVEVTDQTH*CG 

LVGLELLRGGREQSDSGVGLGLT*DGDL 

GPTSEDSKGATTSKRAAVIISLWSLEPR 

DCQGGRVGRHGAREAIINP 
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7460 


15511 


B 


8109 


27 


1337 


MAWTPLLLLFPLLLHCTGSLSQPVLTQSS 

SASASLGSSVTLTCTLSSGHSDYHAWHQ 

QLPGKAPRSLMKVEGDGSYKTGRGVPD 

RFSGSSSGANRYLSISNFQSEDEADYYCQ 

AWDSSTAHSDTGRCGIVGRPPVRQCWP 

LLLLGLAMVAHGLLRPMVAPQSGDPDP 

GASVGSSRSSLRSLWGRLLLQPSPQRAD 

PRCWPRGFWSEPQSLCYVFGTGTKVTVL 

GQPKANPTVTLFPPSSEELQANKATLVC 

1 TQHPVPr; AVTVAWT^ Ann^P\/l<r Ari\/t?Trr 

KPSKQSNNKYAASSYLSLTPEQWKSHRS 

VFGGGTICLTVLGQPKAAPSVTLFPPSSEE 
LQANKATLVCLISDFYPGAVTVAWKAD 
SSPVKAGVETTTPSKQSNNKYAASSYLS 
LTPEQWKQAQKLQLPET* 


7461 


15512 


A 


811 


168 


258 


GHLGPRQKQARGL*GHRAVQVLHNYVI 
PM 


7462 


15513 


C 


8110 


54 


410 




7463 


15514 


A 


8111 


1 


175 




7464 


15515 


A 


8112 


1815 


2017 


GQGAVAH-nCNPSTLGGQGGRITLRSGV 

QNQPDQHGETLSLLNISGVWWRAPVIAA 

FQEAETGESLEP 






A 


O J \i 




1 /too 




74 OO 


15517 


A 

A 


8114 


266 


399 




7467 


15518 


A 


8115 


6 


361 




7468 


15519 


A 


8116 


688 


1127 




7469 


15520 


A 


8117 


2 


311 




7470 


15521 


A 


8118 


2 


51 




7471 


15522 


A 


8119 


203 


365 




7472 


15523 


A 


812 


229 


434 


TEELKRCRQTLPSGCGVLPWRARLAVG 
VS/GRRGRSSSPMLTPSAAPCGNPGSLTS 
NLPAAGrKPSrOAW 


7473 


15524 


A 


8120 


152 


314 




7474 


15525 


A 


8121 


11 


380 


RLHRFFLGESEQPSPASSSSSSSSSLTPSQ 

TRQHGPLRSIMKDLHSDDYEEESYEVDD 

NDNDSKMERPANR*RTRSRTVSLSDGSD 

SESRTSS*PLHYEPPPPLLYTNNNQILEVE 

SPITHSL 


7475 


15526 


A 


8122 


124 


1924 


ITAEGGRRRGGYHTTPQQTSGPPGMASS 

CSVQVKLELGHRAQVRKKPTVEGFTHD 

WMVFVRGPEHSNIQHFVEKVVFHLHESF 

PRPKRVCKDPPYKVEESGYAGFILPIEVY 

FKNKEEPRKVRFDYDLFLHLEGHPPVNH 

LRCEKLTFNNPTEDFRRKLLKAGGDPNR 

SIHTSSSSSSSSSSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSTSFSKPHKLMKEHKEKP 

SKDSREHKSAFKEPSRDHNKSSKESSKK 

PKENKPLKEEKIVPKMAFKEPKPMSKJBP 

KPDSNLLTITSGQDKKAPSKRPPISDSEEL 

SAKKRKKSSSEALFKSFSSAPPLILTCSAD 

KKQIKDKSHVKMGKVKIESETSEKKKST 

LPPFDDIVDPNDSDVEENISSKSDSEQPSP 

AS\SSSSSSSbrHTiPuPGQ(^PL\RSIMKD 

LHSDDVNEEEADEAEDSDNDSEMFRPWN 

RGGSRSRRV\SLSDGSDSESSSASSPLHHE 

PPPPLLKTNNNQDSWKWKSPIKQSK\SD* 

GKLKNGEC*QGLT*MELVGAFTGRF1DF 

EEERHILQQIVNLIEETGHFHITNTTFDFD 

LCSLDKTTVRKLQSYLETSGTS 


7476 


15527 


A 


8123 


2 


319 
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A 
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J 
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7478 


15529 


A 


8125 


31 


118 




7479 


15530 


A 


8126 


1 


4938 




7480 


15531 


A 


8127 


472 
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A 
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2 
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A 
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7483 


15534 


A 


813 


1060 


1542 


GRJDMVAPDASWKEASGCNAPARICPGQ 
AFRANGCSDPTLGIQHQRLFRSRLSPKVL 
GPVGQPWELGGE*DEAPSASFFSHWEVL 
GRLLVGASGSPSVKQEPAALERARVPGD 
AARRQPRDRKGPPGPPCCSEHPAPVRAP 
LVAGLGDAGSGAPRAKLGVMM 


7484 


15535 


A 


8130 


464 


2848 


GETGMSTALTHTTVAMRCPMLGGGGGP 

TYGPPQPWGHPDVHIMQHHVLPIQARLG 

SIAEIDLGVPPPVMKTFKEFLLSLDDSVD 

ETEAVKRYNDYKLDFRRQQMQDFFLAH 

KDEEWFRSKYHPDEVGKRRQEARGALQ 

NRLRVFLSLMETGWFDNLLLDIDKADAI 

VKMLDAAVIKMEGGTENDLRILEQEEEE 

EQAGKPGEPSKKEEGRAGAGLGDGERK 

TNDKDEKKEDGKQAENDSSNDDKTKKS 

EGDGDKEEKKEDSEKEAKKSSKKRNRK 

HSGDDSFDEGSVSESESESESGQAEEEKE 

EAEALKEKEKPKEEEWEKPKDAAGLEC 

KPRPLHKTCSLFMRNIAPNISRAEIISLCK 

RYPGFMRVALSEPQPERRFFRRGWVTFD 

RSVNIKEICWNLQNIRL/RECELSPG\WV 

DLTRRVRNINGITQHKQIVRMDIKLAAKL 

IHTLDDRTQLWASEPGTPPLPTSLPSQNPI 

LKNITDYLIEEVSAEEEELLGSSGGAPPEE 

PPKEGNPAEINVERDEKLIKVLDKLLLYL 

RIVHSLDYYNTCEYPNEDEMPNRCGIIH 

VRGPMPPNRISHGEVLEWQKTFEEKLTP 

LLSVRESLSEEEAQKMGRKDPEQEVEKF 

VTSNTQELGKDKWLCPLSGKKFKGPEFA 

RKHIFNKHAEKIEEVRKEVAFFNNFLTD 

AKRPALPEIKPAQPPGPAQILPPGLTPGLP 

YPHQTPQGLMPYGQPRPPILGYGAGAVR 

PAVPTGGPPYPHAPYGAGRGNYDAFRG 

QGGYPGKPRNRM\aiGDPRAlVEYRDLD 

APDDVDFF 


7485 


15536 


A 


8131 


2 


433 




7486 


15537 


A 


8132 


1073 


3545 


GETGMSTALTHTTVAMRCPMLGGGGGP 

TYGPPQPWGHPDVHIMQHHVLPIQARLG 

SIAEIDLGVPPPVMKTFKEFLLSLDDSVD 

ETEAVKRYNDYKLDFRRQQMQDFFLAH 

KDEEWFRSKYHPDEVGKRRQEXSRGALQ 

NRLRVFLSLMET^G\WFDNLLLGH*TKLI 

AIVKMLDAAVIKMEGGTENDLRILEQEE 

EEEQAGKPGEPSKKEEGRAGAGLGDGE 

RKTNDKDEKKEDGKQAENDSSNDDKTK 

KSEGDGDKEEKKEDSEKEAKKSSKKRN 

RKHSGDDSFDEGSVSESESESESGQAEEE 

KEEAEEALKEKEKPKEEEWEKPKDAAG 

LECKPRPLHKTCSLFMRNIAPNXSRAEnS 

LCKRYPGFMRVALSEPQPERRFFRRGWV 

TFDRSVNIKEICWNLQNIRGARSLINRWC 

SRGKGLRAAVSLASGLRECELSPGVNRD 

LTRRVRNINGITQHKQIVRNDIKLAAKLI 

HTLDDRTQLWASEPGTPPLPTSLPSQNPI 

LKNITDYLIEEVSAEEEELLGSSGGAPPEE 

PPKEGNPAEINVERDEKLIKVLDKLLLYL 

RIVHSLDYYNTCEYPNEDEMPNRCGIIH 

VRGPMPPNRISHGEVLEWQKTFEEKLTP 

LLSVRESLSEEEAQKMGRKDPEQEVEKF 

VTSNTQELGKDKWLCPLSGKKFKGPEFV 

RJs.HlriNl^AJbJvibbVKJN.bV ArrNNrL 1 ^ 

AKRPALPEIKPAQPPGPAQIIHVPVRWL 

PPGLTPGLPYPHQTPQGLMPYGQPRPPIL 

GYGVPTGGPPYPHAPYGAGRGNYDAFR 

GQGGYPGKPRNRMVRGDPRAIVEYRDL 

DAPDDVDFF 
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A 
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998 


MAVMLHSAKWPLPVLQQGLTMQPPLPS 

KHISERSEEDSRQPLYSVILIFYEAGFAIL 

VFDKTDFQPKXVKRDKEGHYIMVKGSM 

QQEELTILNIYAPNTGASSFIKQVLGDPQ 

RDLDSHTIIVGDFNTPLSILDRLMRQKIN 

TFFSAPHHTYSKIDHIIGSKTLLSKCKRTE 

IITNSLSDHSAIKLELRIEKFTQNHTTTWK 

LNNLPLNDYWVNNEIKAEINKFFETNEN 

RDTMYQNLWDTAKAVFRGKHALVNGH 

RRK*ERSKINTLTLQLKELEKQEQTHSKA 

SRRQEITKIRAELKEIDS 


7489 


15540 


A 


8135 


1 


1674 




7490 


15541 


A 


8136 


3 


361 




7491 


15542 


A 


8137 


3 


174 




7492 


15543 


A 


8138 


3 


326 




7493 


15544 


A 


8139 


1 


82 




7494 


15545 


A 


814 


166 


437 


ADHLKSGV*DQPGQHGEILSLLKLQ*FPG 
RGGAHL*SQLLGRLKQENHLNPGGGGC 
SEPRLCHWTPVRATVGDSVQKK*KSQD 
GPRAKLG 


7495 


15546 


A 


8140 


2 


372 




7496 


15547 


A 


8141 


1 


352 




7497 


15548 


A 


8142 


2 


395 




7498 


15549 


A 


8143 


4274 


5256 


HTLFGDKLCTVATLRETYGEMADCCAK 
QEPERNECFLQHKDDNPNLPRLVRPEVD 
VMCTAFHDNGETFLKK*VIRCL*FKIKK 
HGVTP*ANTL*KLP*QKYFQH*DLEVLL* 

*FFKEWFDTTKFYTAKNMIKD1LKFIET 
GYNLSQKFKIDK^F^^vFRRYVYMVVIlD 

YLKNDRDKT1MCKLSLIG*L\ESLEFGGS 
GENAnDYNYFCNIVCYRK/ADCFSFLKFR 
YLYEIARRHPYFYAPELLFFAKRYKAAF 
TECCQAADKAACLLPKVLCTRIEKKSLL 
ShnLILSILWLDLGTLSV 


7499 


15550 


A 


8144 


23 
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15551 


A 


8145 


1 


248 
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15552 


A 


8147 


3 


231 
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15553 


A 


8148 


30 


217 




7503 


15554 


B 


8149 


49 


754 


MAGAAPRLPWSRPHGSCGWWPMQPLQ 

GPGRRAVAAAWEVATPVFMPVGTQAT 

MKASRPNSWTLWVAASAWEYLPSGSK 

AGGTAAFPDGVAGVSVRGDGGGLRFRS 

PYDGNETLLSPENPCRSRMRWAPGVVT 

GALLQVNPLAGPVHAAHQRPDKQNLFA 

IIQVGWTQISGPPALKRFGSAWHSRAFLT 

HCCTVTTRPRCTTSRPQHRLPAELMSAV 

RTSIVEKRFPDSCGTSWAPX* 


7504 


15555 


A 


815 


3 


238 


SGDRDHPG*HSETLSLUaQQ\IAGRGGG 
RL*SRLLRRLRQENGVSPGGGACSEPRS 
HHCTPAWETERDSVSKKKKKKL 


7505 


15556 


A 


8150 




593 


RQSRWREQLPRLSWRLVPRIMRLVAEC 

HDQUAPAriCf U/1 DUriXVATDVPK/rDVriT 
OKoK>Uw\OCJUWIjrrllJl VAlrVrlVlr VLil 

QATMKG1TF\EFLDALGCRICLG\NTYHL 

GLRPGPEL\IQKANGLPRLS*]WPSL1LLN 

GTAAVFQMVSLVSLSEVTEEGVRFRSPY 

DGNETLLSPEKSVQIQNALGSDIIMQLDD 

WSSTVTGPRVEEAMYRSIRWLDRCICS 

H 


7506 


15557 


B 


8151 


374 


613 


MTALDLFLTNQFSEALSYLKPRTKESMY 

HSLTYATILEMQAMMTTOPQDILLAGN 

MMKEAQMLCQRHRRKSSVTDSFSSL* 
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7507 


15558 


A 


8152 


2 


1922 


VETPPQGSVHSGHLGSVVGDPHTGTGN 

AGERGPRGKGARVLALDSGGMDSSPSLP 

LIRTPESSLHEALDQCMTALDLFLTNQFS 

EALSYLKPRTKESMYHSLTYATILEMQA 

MMTFDPQDILLAGNMMKEAQMLCQRH 

RRKSSVTDSFSSLVNRPTLGQFTEEEIHA 

EVCYAECLLQRAALTFLQGSSHGGAVRP 

RALHDPSHACSCPPGPGRQHLFLLQDEN 

MVSFIKGGIKVRNSYQTYKELDSLVQSS 

QYCKGENHPHFEGGVKLGVGAFNLTLS 

MLPTRILRLLEFVGFSGNKDYGLLQLEE 

GASGHSFRSVLCVMLLLCYHTFLTFVLG 

TGNVNIEEAEKLLKPYLNRYPKGAIFLFF 

AGRIEVIKGNIDAVSDGGPGRGWGSLGV 

SQTSRKSGTCDILRDRIDWGRGGGPREN 

QPESRGRRGPSGRAAWEDKGGGGICGA 

WDFDWEI+DCSIAVEGGGGRCLREAEVR 

KAHLFRA*RLGWSLVPPLHYSSLLLFHF 

V iNNv^orKKuLYLbr 1 bLKl 'bVKPCjLE 

ARSPnSWnPT*A*HR AOPT CPGGVPVCr 

AVIvOr VJO VV VJr 1 /\ Illv/\VJ1 JUV/iVJVj VjT V\^V^ 

GVGRFGGCRGVGAGWAPVRLTRRCLQ 
AIRRFEECCEAQQHWKQFHHMCYWEL 
MWCFTYKGQWKMSYFYADLLSKENCW 
SKVG 


7508 


15559 


A 


8153 


1 


285 




7509 


15560 


A 


8154 


3 


409 
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15561 


A 


8155 


1 


390 




7511 


15562 


A 


8156 


17 


221 




7512 


15563 


A 


8157 


2 


366 




7513 


15564 


A 


8158 


nio 


1692 




7514 


15565 


A 


8159 


2 


261 


RPRRSSSTS*SPH*PPAVAAAPSGAPPWG 
AAEVAGAAGSRPPQPFYSDFQSRFCCIKS 






A 


816 


4005 




PSLLGGRGGR1TKSGDRDHPG*HGETPSL 
LKMQ/EKLAGRGGGRLWSQLLGRLRQE 
NGVSPGGRACSEPRSCHCTPAWLTEQDS 
VSKK 


7516 


15567 


A 


8160 


44 


463 




7517 


15568 


A 


8161 


2 


318 




7518 


15569 


A 


8162 


1 


349 




7519 


15570 


A 


8163 


38 


368 




7520 


15571 


A 


Z\64 


43 


376 


LSMANGPPHCTECTAFPRESGKNCKVCI 
FNTDGTLVAWRTGQKADIISVSSKGLLH 
SFYLLKAVCLEFSPKNTAL*TGLPYSTSK 
DATAGIPNLQLYDVKTGTCLKSFLQK 


7521 


15572 


A 


8165 


22 


192 




7522 


15573 


B 


8166 


852 


931 


MYSPSDPRTVKSGVDGAMLSRKEKPLG* 


7523 


15574 


A 


8167 


1 


202 




7524 


15575 


A 


8168 


2 


330 




7525 


15576 


A 


8169 


1 


281 


AAWILKARALTEMVYIDEIDVDQEGIAE 

MMLDENAIA/PSSTPITQAGRPITGFLRPS 

TQSGRPGTMEQAIRTPRTAYTARPITSSS 
r:PFVPT ("IT 


7526 


. 15577 


B 


817 


1 


9234 


MGAPTLPPAWQPFLKDHRISTFKNWPFL 

EGCACTPERMAEAGFIHCPTENEPDLAQ 

CFFCFKELEGWEPDDDPIEEHKKHSSGC 

AFLSVKKQFEELTLGEFLKLDRERAKNKI 

AKETNNKKKEFEETAKKVRRAIEQLAA 

MD* 
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7527 


15578 


A 


817C 


1 


769 


> QAAWILKARALTEMVYIDEIDVDQEGIA 
EMMLDENAIAQVPRPGTSLiaPGTNQTG 
GPSQAVRP\TSHSEICPITGFLRPSTQSGRP 

GTASMLTSPDGPFIN*SRLNLTKYSQICPK 
MAKALPEYIFHHENDVKTALELAALSTE 
HSQYKDWWWKVQIEKRYYRLGMYREA 
EKQIKSSLK00EMVDTFLYLAKVYV<5T n 

QPVTALNLFKQGLHKFPGEVTLLCGIARI 
YE 


7528 


15579 


A 


8171 


2441 


2706 


FCFGLSCSLLPFFFFFFFEMESRSVAQAG 
VQWCDLSSLHPLPPGVSSNAPAiSASRVAG 
TTGAYHQCLANFGFVFLVETGVSLCWL 
GWS 


7529 


15580 


A 


8172 


1258 


1733 


ILFWilQLNLECSEFSWRLRQGRGIMLFFF 

PFLFFFETESHSVAQTGVQWCDLGSLQP 

PPP\GLSDSPALASSVSWITDVRHHLWHF 

VFLVETGFRHVGQASLKLPTSGDLPTLA 

SQSAGITGVSHYAWLIFVFLVETEFHHV 

GQAGLELLAPSDPPA 


7530 


15581 


A 


8174 


196 


390 




7531 


15582 


A 


8176 


84 


307 




7532 


15583 


A 


8177 


3 


383 


DIKILIASPSATHIHKETTRATSSPYRDTQ 

SRTASPNRAGKGVIEQTEKSHPRSPNVLS 

AALSQRTTVPEEELNPKILALQNAQRKR 

KMEHDGSLFQAVGI/DLACRL/LGQSMD 

ESGLPQLTSYDCEV 


7533 


15584 


A 


8178 


2 


691 




7534 


15585 


A 


8179 


2 


202 




7535 


15586 


A 


818 


1577 


2233 


SGCLLSPPSVGRQNSPVELGGAGLSRAG 
WAPQhRuRAALLLlSPGPNVRGGPDWLP 

PGSCWATQLRFHISSLAPLFSWAGRSGS 

RLNPSTLGGRGGPITRSGDRDHPG*HGET 

LSLLKIQKISQACWR/CACSPSYGRLRQE 

NGVNPGGGACREQRSGHCTPAWATEQD 

SVSKKKKKKSGSTIRLKHILHKIl 


7536 


15587 


A 


8180 


1 


62 




7537 


15588 


A 


8181 


116 


.333 




7538 


15589 


A 


8182 


55 


351 


QWSYLPQVMFTGENIPWHPHVYSNGHI 
CLSILTEDWSPALSVQSVCLSIISMLSSCK 
EKRRPPDNSFYVRTCNKNPKKTKWWYH 
GKFFHRDTHKnifl^M 


7539 


15590 


A 


8183 


3 


474 


DGSIMASMOKRLOKELLAl ONDPPPGM 

TLNEKSVQNSmQWIVYMEGAPCTLYEG 

EKFQLLFKCRRRYPFDSSQGMFTGENIT 

DHPHVYSNGHMCLSILTKNWFPALSVQS 

VCL\SIISMLSSCKE\KTTDHPDNSFYVRT\ 

CNKNPKKTKWWYHDDTC 


7540 


15591 


A 


8184 


1 


232 




7541 


15592 


A 


8185 


3 


367 




7542 


15593 


A 


8186 


1 


203 




7543 


15594 


A 


8187 


2 


333 


ARVKRLGMFNIQHCKKLSSWVLLMKYL 
GNATAIFFLPDEGKLQHLENELTHDIITK 
FLVETFCLHFPKLSITGTYDLKSVLGQLGI 
TKVFSNGADLSGVTEEAPLKLSKAD 


7544 


15595 


A 


8188 


1 


853 


EYRRFLVDRHLQLTTGNGLFLSEGLYLV 

DKFLEDVGRLYHSEALTVNFGDTEEAKK 

QINDYVEKGTQGKJVDLVKELDRDTVFA 

LVNYIFFKGKWERPFEVKDTEEEDFHVD 

Q VTTVKVPMMKRLGMFNIQHCKKLSS W 

VLLMKYLGNATAIFFLPDEGKLQHLENE 

LTHDIITXFLENEDRRSASLHLPKLSITGT 

YDLKSVLGQLG\1TKV\FGRGSQHEKRRT 

EATKECRKTQNNRGTERVATAT*THNO 

KRKRAQQGNTREKENGKQRQEGPFVFL 

MIEQN 
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7545 


15596 


A 


8189 


3 


157 




7546 


15597 


A 


819 


151 


454 


FQKIGPGAVAHACNPSTLGGRSRRITRSG 
GRDHPG*HSETPSLLK1Q\KLAGRGGGCL 
♦SQLLWRLRQENGVNPGGGACSEPRSRH 
CTPAWVTERDSVSKKK 


7547 


15598 


A 


8190 


3 


362 




7548 


15599 


A 


8191 


3 


333 




7549 


15600 


A 


8192 


174 


361 




7550 


15601 


A 


8193 


1 


1143 


VRCRPVRNSRVDPRVRMAAVFLVTLYE 

YSPLFYIAVVFTCFIVTTGLVLGWFGWD 

VPVILRNSEETQFSTRVFKKQMRQVKNP 

FGLEITNPSSASITTGITLTTDCLEDSLLTC 

YWGCSVQKLYEALQKHVYCFRISTPQA 

LEDALYSEYLYQEQY\nLSSDIPlSTEN*T 

SYG*SVANLLIILGILEACLLLQNKHSPCI 

KJ V I JsJoVovjJ urACrKLJYri«ALiJRL 

LMDKVPLTY*<;FI ftV+lCHVYrFPlCTPOA 

LEDALWSEYLYQEQHFIKKDSKEEIYCQ 
LPRDTNIDDFGTVPRSRYPLVALLTLSDE 
DDREIYDIISMVSVIHIPDRTYKLSCRILY 
QYLLLAQGQFHDLKQLFMSANNNFTPS 
NNSSSE 


7551 


15602 


A 


8194 


2 


499 




7552 


15603 


A 


8195 


3 


486 




7553 


15604 


A 


8196 


80 


1281 


LPAQKLDTMCDEDETTALVCDNGSGLV 

KAGFAGDDAPRAVFPSIVGRPRHQGVM 

VGMGQKDSYVGDEAQSKRGILTLKYPIE 

HGIITNWDDMEKIWHHTFYNELRVAPEE 

HPTLLTEAPLNPKANREKMTQIMFETFN 

VPAMYVAIQAVLSLYASGRTTGIVLDSG 

DGVTHNVPIYEGYALPHAIMRLDLAGRD 

LTDYLMKILTERGYSFVTTAEREIVRDIK 

EKLCYVALDFENEMATG/APSIHPPMEKS 

vPi pr*r2\rv\/rnr5xii7ui7D<^DiJTT \i?fM>oi7i/^ 
I llL.rt/u»^Vl 1 luiNcKrKCJrrl 1 L»\r v^r 2>r IvJ 

M\ESAGI\HETT\YNSIMKCDID1\RKDL\YA 

NVNVMFGGHPRLYPWEFADVRMQERDSP 

ALAPQAPMEDQGFIRPRRSAKYSWWIG 

RLPSWPSLSHLPSKMWITEAGSTDEAGP 

FPSSNRKCF 


7554 


15605 


A 


8197 


2 


228 




7555 


15606 


A 


8198 


I 


369 




7556 


15607 


A 


8199 


1 


416 
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A 

A 


o2 
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1523 


WEMVEIWSYSSSEQEHQLIKLSYQRIKPL 

rn/vri w wrrlNroUL»rrllAol\.^rr Ij* i JL«\L»01 

FLGKKA*LQTFPLNYIRLENMQPRHGGS 

CPVIPTLWKAEVGRSLELRSLRPAWATR 

RNPISTKNPKLAGGARAHL*SPGTPEAEV 

GGSPEP/GGRQGSSELRSRHCTPAWQHSE 

TPIS 


7558 


15609 


A 


820 


1362 


1647 




7559 


15610 


A 


8200 


2 


396 
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t> 

D 
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1 
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MESTYMPlNSGLDKENVESECKAYNPRP 

PPif TVTKifnvnPi ■MTrspovnMTBTTimrki i 
r v^rki 1 I mUrS^rUri 1 OJbv^J\X/ivi J err 1 UL,l 

TKIEEMSPELSLRCEELHLHAENLSRRV 

WELLMLLPTCPNMLMAFQNISDEQGSYS 

DLYPDSDDSSEDQVENSKNSWSCKISSN 
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15864 


A 


8435 


2 


896 


VGPRGMWRAGSMSAELGVGCALRAVN 

ERVQQAVARRP/RGDLPAIQPRLV\AVSK 

TMCPADM\VIEAYGHGQRTFGENYVQEL\ 

LEKASVNPKILSLCPE1KWHF3\GHLQKQN 

VNKLMAVPNLFML\ETV\DSVKI VADKV 

NSSW\QRK\GSPERLKVMGPGFNTSREEI 

YLFSVSLLEGKHG\LPPSET1AIVEHINAK 

C\PNL\EFVGL\MTLG\SFGHDLSQGPNPD 

FQLLLSLPEETWKS*RIPADQVELSMGL 

SADMQHAVEVRSTDVWIRSTVFGEPDY 

aKKr I r UlvCAAD VKArLbVAQEH 


7814 


15865 


A 


8436 


202 


349 




7815 


15866 


A 


8437 


1 


129 




7816 


15867 


A 


8438 


3 


387 




7817 


15868 


A 


8439 


505 


693 




7818 


15869 


A 


844 


3 


259 




7819 


15870 


A 


8440 


46 


3454 


AGESIMDTDLYDEFGNYIGPELDSDEDD 

DELGRETKDLDEMDDDDDDDDVGDHD 

DDHPGMEVVLHEDKKYYPTAEEVYGPE 

VETIVQEEDTQPLTEPIIKPVKTKKFTLME 

QTLPVTVYEMDFLADLMDNSELIRNVTL 

CGHLHHGKTCFVDCLIEQTHPEIRKRYD 

QDLCYTDILFTEQERGVGIKSTPVTVVLP 

DTKGKSYLFNIMDTPGHVNFSDEVTAGL 

RISDGVVLFIDAAEGVMLNTERLIKHAV 

QER 


7820 


15871 


A 


8441 


2 


639 




7821 


15872 


A 


8442 


60 


345 




7822 


15873 


B 


8443 


26 


384 


MHHEALSEALPGDNVGFNVKNVSVKDV 

RRGNVAGDSKNDPPMEAAGFTAQVIILN 

HPGQISAGYALYWIAJVDMVPGKPMCV 

ESFSDYPPLGRFAVRDMRQTVAVGVIKA 

VDKKAAGLAS* 
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7823 


15874 


A 


8444 


33 


99 


KLPLKAKMGKEKTHINIVVIGHVDSGKS 

TTTGHLIYKCGGIDKRTIEKFEKEAAEMG 

KGSFKYAWVLDKLKAERERGlTlDiSLW 

KFETSKYYVniDAPGHRDFIKNMlTGTS 

QADCAVLIVAAGVGEFEAGISKNGQm 

EHALLAYTLGVKQLIVGVNKMDSTEPPY 

SQKRYEEIVKEVSTYIKKIGYNPDTVAFV 

PISGWNGDNVVILEUCSNMPWFKGMKW 

TRKDGNANSGTTLLEALDCILPPTRPTDK 

PLR\LPLQDVYKIGGIGTVPVGRVETGVL 

KPGMVVIPAPVNVVTTEVKSVEMHHEA 

LSVEALPGDNVGFNVKKCWSRMFRRGN 

VAGVDSKNDPPMEAAGFT\AQV1ILNHP\S 

l^KIN AKnMrLfcJUUUri 1 AHl ALrKr A*A*RK 

DMVPWASPMCV*EASQDYP\PLGRFWPF 
RYMRQTALRLGVNQKQLDKK\AAG\AG 
KVHQSLAQKA*KPKWERKRLISTLSSLD 
T 


7824 


15875 


A 


8445 


2 


442 




7825 


15876 


A 


8446 


76 


413 




7826 


. 15877 


A 


8447 


524 


954 




7827 


15878 


A 


8448 


3 


206 




7828 


15879 


A 


8449 


3 


206 




7829 


15880 


A 


845 


3 


661 




7830 


15881 


A 


8450 


3 


327 




7831 


15882 


A 


8451 


56 


324 




7832 


15883 


A 


8452 


33 


159 




7833 


15884 


A 


8453 


2 


494 




7834 


15885 


A 


8454 


130 


716 


LFARLPEAIPWRQGKESSAQIRLEPPSRA 

QGETGFSWLGPDTTHSRFWWWLGL/CG 

EGWAGIPLCFFSPRKYNTPITRDFLGPPL 

TGQGNKK'nNRSSQTLPVIEKPLSLL*KLL 

PSLRERE*LFIGLGVRAPSPGSLLISGLGA 

QACPQ/GLPCLCLYPCLRGPGQDFPNQPR 

PQHPPSPOKPPSSFPHGSYVESLF 


7835 


15886 


A 


8455 


1 


578 


GGRSVLPVDPRVRSHFPMTHGNTGLSAG 

LDASAQTnSHELTIPNDLIGCIIGRQGAKI 

NEIRQMSGAQIKIANPVEGSTDRQVTITG 

SAASISLAQYLINVSLENAKPSSQAASVTI 

PDHLSINLSQPSTPSSSFSSTTTPSLATAG 

TSDAPSSLPNPSSDRPLCLQSAWHETHPF 

PGSPPPRLLLPATPPL 


7836 


15887 


A 


8456 


2 


875 


IITLAGPTNAIFKAFAMIIDKLEEDISXSSM 

TNSTAASRPPVTLRLVVPASQ\CGSLIGK 

GGCKIKEYTREYRGFRSKVAGDMLPNLT 

ERA\ITIAGIP\QSIIECVKQICWMLETLSQ 

SPPKGVTIP\YRPK\PSSSPVILQGGQPYTI 

QGQYAIPQPDLTKLHQLAMQQS\HFPMT 

HGNTGIQWHLNPASPRGSKAYWUGLXD 

ASAQTTSSWNSPFPNGFDWAGIIGAFKG 

AKl\NEIRQM\SGAQIKIANPVE\GSTyDRQ 

VTVmGSAASISPGVNIIINVRLSSEVTGGM 


7837 


15888 


A 


8457 


3 


J /o 


SAPGALREETLQRSWETKPGLLVGVPG 
MVKGLHEAHQLYGRLPWSQVLAFAAA 
VAQDGFNVTHDLARALAEQLPPNMSER 
FRETFLPFGNRPPLPGS 


7838 


15889 


A 


8458 


1 


1965 




7839 


15890 


A 


8459 


4 


267 




7840 


15891 


A 


846 


33 


382 




7841 


15892 


A 


8460 


10 


464 


TGPVAMGRVIRGQRKGAGSVFRAHVKH 

RKGAARLRAVDFAERHGYIKGIVKDIIH 

DPGRGAPLAKVVFRDPYRFKKRTELFIA 

AEGIHTGQFVYCGKJCAQLNIGNVLPVGT 

MPEGTlVaPVlSKKVISSANRAVVGVVA 
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GGGRIDKPILKA 


7842 


15893 


A 


8461 


5 


807 


TGPVAMGRVIRGQRKGAGSVFRAHVKH 

RKGAARLRAVDFAERHGYIKGIVKDDH 

DPGRGAPLAKVVFRDPYRFKKRTELFIA 

AEGIHTGQFVYCGKKAQLNIGNVLPVGT 

MPEGTIVCCLGGEAV^TRGKLARASGN 

YATVISHNP\ETKKTRVKLPSGS\KKV1SS 

ANRAVVGVVAGGWPELTNPSLKAG\RA 

YHKYKAK/RQRNCWPVRIRGWAMNPVE 

HTFGGGQ/HPQHIASPPTIRRDAP/AGRKV 

GLIAARRTGRLRGTKTVQEKEN 


7843 


15894 


A 


8462 


11 


349 




7844 


15895 


A 


8463 


305 


676 


RSKSDSAADLPSRRARLSGTGEKASENK 
GDPVHL*ADGGFVPLEDSLCM*FPAWAS 
SPSAALSIGLTVQVAGLQGLPWAPWVVP 
Lub 1 OKKbSufiLEESEAG YLSTSSTDGLL 
GSFKEGCSSC 


7845 


15896 


A 


8464 


352 


784 




7846 


15897 


A 


8465 


3 


381 




7847 


15898 


A 


8466 


1 


233 




7848 


15899 


A 


8467 


3 


356 




7849 


15900 


A 


8468 


2 


374 




7850 


15901 


A 


8469 


2 


482 


KFQNALLVRYTKKVPQVSTPTLVEVSRN 
LGKVGSKCCKHPEAKRMPCAEDYLSW 
LNQLCVLHEKTPVSDRVTKCCTESLVNR 
RPCFSALEVDETYVPKEFNAETFTFHWK 
HKPKATKEQLKAVMDDFAAFVEKCCKA 
DDKETCFAEEGKKLVAASOAAL 


7851 


15902 


A 


847 


21 


371 


APSPDAMGHFTEEDKATITSLWGKVNVE 

DAGGETLGRLLVVYPWTQRFFDSFGNLS 

SASAIMGNPKVKA/HPENFKLLGNVLVT 

VLAIHFGKEFTPEVQASWQKMVTGVAS 

ALSSRYH 


7852 


15903 


A 


8470 


2 


435 




7853 


15904 


B 


8471 


73 


384 


MFLYEYARRHPDYSVVLLLRLAKTYETT 
LEKCCAAADPHECYAKVFDEFKLLVEEP 
QNLIKQAWRVQIPECAISSLHQESTPSVN 
SNSCRGLKKPRKSGOQML* 


7854 


15905 


C 


8472 


11 


475 




7855 


15906 


A 


8473 


1 


608 




7856 


15907 


A 


8474 


1 


593 


AKYICENQDSISSKLKECCEKPLLEKSHC 

lAEVENDEMPADLPSLAADFVESKDVCK 

NYAEAKDVFLGMFLYEYARRHPDYSVV 

LLLRLAKTYETTLEKCCAAADPHECYAK 

VFDEFKPLVEEPQNLIKQNCELFEQLGEY 

KFQNALLVRYTKKVPQVSTPTLVEVSRN 

LGKVGSKCCKHPEAKRMPCAEDYLSRG 

PRTSRMFAKTMLRQRMSSWAOCLYEY 

ARRFIPDYSVVLLLRLAKTYETTLEKCCA 

AADPHECYAKVFDEFKPLVEEPQNLIKQ 

NCELFEQLGEYKFQNALLVRYTKKVPQ 

VSTPTLVEVSRNLGKVGSKCCKHPEAKR 

MPCAEDYLSRGP 
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7857 


15908 


A 


8475 


1 


1428 


MKWVTFISLLFLFSSAYSRGVFRRDAHK 

SEVAHRFKDLGEENFKALVLIAFAQYLQ 

QCPFEDHVKLVNEVTEFAKTCVADESAE 

NCDKSLHTLFGDKLCTVATLRETYGEM 

ADCCAKQEPERlNnECFLQHKDDNPNLPRL 

VRPEVDVMCTAFHDNEETFLKKYLYEIA 

RRHPYFYAPELLFFAKRYKAAFTECCQA 

ADKAACLLPKLDELRDEGKASSAKQRL 

KCASLQKFGERAFKAWAVARLSQRFPK 

AEFAEVSKLVTDLTKVHTECCHGDLLEC 

ADDRADLAKYICENQDSISSKLKECCEK 

PLLEKSHCIAE/HRNLGKVGSKCCKHPEA 

KRMPCAEDYLSWLNQLCVLHEKTPVS 

DRVTKCCTESLVNRRPCFSALEVDETYV 

PKEFNAETFTFHADICTLSEKERQIKKQT 

ALVELVKHKPKATKEQLKAVMDDFAAF 

VEKCCKADDKETCFAEEGKKLVAASQA 

ALGL 


7858 


15909 


A 


8476 


1 


748 




7859 


15910 


A 


8477 


1 


1515 




7860 


15911 


A 


8478 


1 


2931 


MKWVTFISLLFLFSSAYSRGVFRRTPLGP 

ASSLPQSFLLKCLEQVRKIQGDGAALQE 

KLCATYKLCHPEELVLLGHSLGIPWAPL 

SSCPSQALQLAGCLSQLHSGLFLYQGLL 

QALEGISPELGPTLDTLQLDVADFATTIW 

QQMEELGMAPALQPTQGAMPAFASAFQ 

RRAGGVLVASHLQSFLEVSYRVLRHLA 

QPGGGGDAHKSEVAHRFKDLGEENFKA 

LVLIAFAQYLQQCPFEDHVKLVNEVTEF 

AKTC 


7861 


15912 


B 


8479 


1 


6124 


N4KWVTF1SLLFLFSSAYSRGVFRRDAHK 
SEVAHRFKDLGEENFKALVLIAFAQYLQ 
QCPFEDHVKLVNEVTEFAKTCVADESAE 

ADCCAKQEPGRNECFLQHKDDNPNLPR 
LVRPEVDVMCTAFHDNEETFLKKYLYEI 
ARRHPYFYAPELLFFAKRYKAAFTECCQ 
AADKAACLLPKLDELRDEGKASSAKQR 
LKCASLQKFGERAFKAWAVARLSQRFP 
IvAfcrAiiV 


7862 


i jyij 


A 


o*f o 


24 


474 






1 J7 IH 


A 
/V 


RdRO 








/out 




A 
/\ 


JM81 

0*tO 1 


9 


191 




/ ovjj 




A 






370 




■ 7866 


15917 


A 


8483 


1 


351 




7867 


15918 


A 


8484 


44 


454 




.7868 


15919 


A 


8485 


200 


408 




7869 


15920 


A 


8486 


1 


no 




7870 


15921 


A 


8487 


48 


462 




7871 


15922 


A 


8488 


1 


721 


MHWGVGFASSRPCVVDLSWNQSISFFG 

WWAGSEEPFSFYGDIIAFPLQDYGGIMA 

GLGSDPWWKKTLYLTGGALLAAAAYLL 

HELLVIRKQQEIDSKDAIILHQFARPNNG 

VPSLSPFCLKMETYLRMADLPYQNYFGG 

KLSAQGKMPWIEYNHEKVSGTEFIIDFLE 

EKLGVNLNKNLGPHERAISRAVTKMVEE 

HFYXALSWRWYHPVPTCPLQKFLQFVRQ 

JLiV]L.riV]K I Jr OJr 3/\L»r\jri 


7872 


15923 


A 


8489 


3 


785 




7873 


15924 


A 


849 


24 


415 




7874 


15925 


A 


8490 


5 


302 




7875 


15926 


A 


8491 


1 


2086 




7876 


15927 


A 


8492 


3 


2011 




7877 


15928 


A 


8493 


305 


505 
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7878 


15929 


A 


8494 


3 


1588 


EEEDYDVYKSEFPTEADLEDFTEAAVDE 

DDEDEEEGEEVVEDRDYYYDTFKGDDY 

NEENPTEPGSDGTMSDKEITHDVKAVCS 

QEAMTGPCRAVMPRWYFDLSKGKCVRF 

lYGGCGGNRNNFESEDYCMAVCKAMIP 

PTPLPTNDVDVYFETSADDMEHARFQKA 

KEQLEIRHRNRMDRVKKEWEEAELQAK 

NLPKAERQTLIQHFQAMVKALEKEAASE 

KQQLVETHLARVEAMLNDRRRMALEN 

YLAALQSDPPRPHRILQALRRYVRAENK 

DRLHTIRHYQHVLAVDPEKAA\QMK\SQ 

VMTHLVHVIEERRNQSLSLLYKVPYVA\Q 

EMQEEIDELLQEQRADMDQFTASISETPV 

r\\/l> T ACCT^DCt7CTDT>dJl>injl>L'n A T UTyxiT?/^ 

L; VK V NoolJtiaJbJilKr rHrr Hrrr Al^ 

SGVGEQDGGLIGAEEKVINSKVNKVDEIC 

HGPLNETLDVKEMIFNAERVGGLVEEBRE 

SVGPLREDFSLXSSSALIGLLVIAVAIATW 

IVISLVMLRKRQYGn\SHGlVEAfVDPML 

TPEERHLNKMQNHGYENPTYKYLEQMQ 

I 


7879 


15930 


B 


8495 


73 


1845 


MAATGTAAAAATGRLLLLLLVGLTAPA 

LALAGYIEALAANAGTGFAVAEPQIAMF 

CGKLNMHVNIQTGKWEPDPTGTKSCFET 

KEEVLQYCQEMYPELQITNVMEANQRV 

SIDNWCRRDKKQCKSRFVTPFKCLVGEF 

VSDVLLVPEKCQFFHKERMEVCENHQH 

WHTVVKEACLTQGMTLYSYGMLLPCG 

VDQFHGTEYVCCPQTKIIGSVSKEEEEED 

EEEEEEEDEEEDYDVYKSEFPTEADLEDF 

TEAAVDEDDEDEEEGEEWEDRDYYYD 

TFKGDDYNEENPTEPGSDGTMSDKEITH 

DVKAVCSQEAMTGPCRAVMPRWYFDL 

SKGKCVRFIYGGCGGNRNNFESEDYCM 

AVCKAMIPPTPLPTNDVDVYFETSADDN 

EHARFQKAKEQLEIRHRNRMDRVKKEW 

EEAELQAKNIJ»KAERQTLIQHFQAMVK 

ALEKEAASEKQQLVETHLARVEAMLND 

RRRMALENYLAALQSDPPRPHRILQALR 

RYVRAENKDRLHTIRHYQHVLAVDPEK 

AAQMKSQVMTHLHVIEERRNQILSLLYK 

VPYVAQEIQEEIDELLQEQRADMDQFTA 

SISEHPCGRPGEL* 


7880 


15931 


B 


8496 


55 


274 


MADANKAEVPGATGGDSPHLQPAEPPG 
EPRREPHPAEAEKQQPQHSSSSNGVKME 
NDESAKEEKSDLKEKSTGX* 


7881 


15932 


A 


8497 


3 


754 


FLFFEPHPAEARKQQPQHSSSSNGVKME 

NDESAKEEKSDLKEKSTGSKKANRFHPY 

C>KUisj>IoO 1 OfcivKOrNRNKVl*15>NlF YDM 

JCWOAIKDLMRPKVfiFVTYVFl FKHAFG 

KSRGCGVVEFKDEEFVKKALETMNKYD 

LSGRRVNIKEDPDGENARRALQRTGTSF 

QGSHASDVGSGLVNLPPSILNNFNIPPEVI 

SNLQAGRLGSTIFVANLDFKVGWKKLKE 

VFSIAGTVKAGRYNKEDKDGQSRGMGT 


7882 


15933 


A 


8498 


2 


346 




7883 


15934 


A 


8499 


1 


414 


A\raEETHKVDLGLPEKKKNKKVVKEPE 
TRYSVLNNDDYFADVSPLRATSPSKSVA 
HGQAPEMPLVKKKKKKKKWSAALGKE 
VKRSQSKLRLRNTSP*VMTLRPPQRKR*S 
PKRR*SSQSSRSQL*KGRKRRRGKRGG 


7884 


1 m/yoj 










GKEDA\AREIRRFSLCCSTEPEAQAEVAA 

GPGPCERLLIRVAALFPAVRPGGF\QAHY 

RDEDGDLVAFSSDEELTMAMSYVKDDIF 

RIYIKETNECLA\DHRPPDAHERA/PRNM 

VHLNEICDG*NGPVAGTLYMCSFCPYYY 

LCTPFNV 
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7885 


15936 


A 


850 


24 


432 


APSPDAMG/HSLWGKLVNVEDAGGETLG 

RLLVVYPWTQRFFDSFGNLSSASAIMGN 

PKVKAHGKKVLTSLGDAIKHLDDLKGTF 

AQLSELHCDKLHVDPENFKXLGNVHFG 

KEFTPEVQASWQKMVTGVASALSSRYH 


7886 


15937 


A 


8500 


1 


1977 


MEVDFKIRKVGQWTITLQEHPVSVLLFIE 

ETHPENKPTSTAVEESHISRDTVMVNFQ 

CQLDWSKGYLEAYLTKINSICSHRFLLD 

GSVTCHDETGSSRDARDTVGTGVRVND 

ESVEQLGLRRTMWLGICRGAAMAAVST 

VTAFAGRPRPGRSKNPRGWAGDSKWTS 

GSRRSWLSRGGGEISPTGMITKTHFWYL 

GLPEKKKKKRVVKEPETRYSVLNNDDY 

FADVSPLRATSPS*\DVAHGQAPEMPLVK 

KKKKKKKGVSTLCEEHVEPETTLPARRT 

EKSPSLRKQVFGHLEFLXRGKRKNKKSPL 

AMSHASGVKTSQ\DPRQGEEETRVGKK\ 

SKKHKJCEKKGGPGPHSLVPVQDPWFCEA 

REARDVGDTCSVGKKDEEQAALGQKRK 

RKSPREHNGKVKKKKKIHQEGDALPGH 

SKPSRSMESSPRKGSKKKPVKVEAPEYIP 

ISDDPKASAKKKMKSKKKVEQPVIEEPA 

1^aJ<1UU!UUU<JU£ou V AOJJr WKbV Vrroc 

MDFAVGELRETDTDLEWLEKKGNMDE 

AHIDQVRRKALQEEIDRESGKTEASETR 

KWTGTQFGQWDTAGFENEDQKLKFLRL 

MGGFKNLSPSFSRPASTIARPNMALGKK 

LGFSTAPNKIFYIDRNASKSVKLED 


7887 


15938 


A 


8501 


2 

• 


376 


TAGFLLPQGLPCKYHLMYGSHLMPNVW 

RRTTTREPKPLGDAEPNTRSLMWEVKRS 

SSGPWVFKSNIACHIPIFRITSTSSAYD/W 

PFTHSF**FSGIIPPCPHGCHQPFSQDMVT 

FPLCQLPAHLH 


7888 


15939 


A 


8502 


2 


956 




7889 


15940 


A 


851 


323 


737 




7890 


15941 


A 


852 


24 


589 




7891 


15942 


A 


853 


100 


684 




7892 


15943 


A 


854 


135 


851 


APSPDAMGHFTEEDKATI\TSLWCKVNV 
EDAGGETLGRLLVVYPWTQRFFDSFGNL 

KHLDDLKG\TFAQA*SELH\CDK\LHVDP 
ENFKVLLGKCAGDPFLAIPFSAKEFTPGG 
CRLPGQKDG*LGVGQCPGPPDTTEAQLP 
MNAELFKDMALFLQAITNNKSISAKRSN 
FKLLGNVLVTVLAIHFGKEFTPEVQASW 


7893 


15944 


A 


855 


40 


505 


QPQTVSILHLTPEEKSAVTALWGNKVNLD 

EVDVEALGRLNLVVYPWTQRLLESFGNL 

STPDAVMGNPKVKAHGKKVLGAFXSDG 

LAHLDNLKGTFATLSELHCDKLHVDPEN 

FRLLGQRAWSV/LAGPITFGKEFTPPVAG 

LPIRKLVAGWANALAHK 


7894 


15945 


A 


856 


41 


536 


APSPRRPWGHFTEED\KATI\TSLWGK\VN 

VE\DAGGET\LGRLLVVYPWTQRFFD\SF 

GNLSSASAI\MGNP\KVKAHG\KKVLTVSL 

GDA\TKHLDDLKG\TFAQA*SELH\CDK\L 

HVDPENFK\LLG\NVLVT\VL\AIPFSAKEF 

TPEGCRASWAERWVTWSWPVPCSSRYH 


7895 


15946 


A 


857 


241 


435 




7896 


15947 


A 


858 


243 


449 




7897 


15948 


C 


859 


275 


397 


MLCWLKLGVHHYSGNNIELGTAMRENT 
YRVLHTGLFIDPG* 


7898 


15949 


A 


86 


285 


326 


NLPKILGHTQKRLQSTRSWKRMMLSLIN 
LQIirYNPVlPFVGTIPDHLDFVS*IVI\RGP 
VSSDANYIQYDL*NPNKSLSV 


7899 


15950 


A 


860 


2 


424 
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7900 


15951 


A 


861 


73 


608 


SVMTPVAPTLKAASKSDSSGPHRLRENP 

PWCLSPADKTNVKAAWGKVGAHAGEY 

OAbALxhRMF Lbrr Fl K 1 i r rHrt)LoHG\S 

AQV*GATGK\KVADAL\TNAVA\HVGRT 

LPNALSGPEATLHAHKNLRGGPGSTFKLL 

\SHLPCLGEPWAAHLPGRVSPLGGCKAS 

LGTNFLGFLLKQPC 


7901 


15952 


A 


862 


7 


330 




7902 


15953 


A 


863 


2 


379 




7903 


15954 


A 


864 


3 


722 


HERGSVSCFNSGWTDHIRGHLFQPPTAL 
RFPLRLQPPGPSSRPSPASGTCQHQFLWL 
APSCQPTMSSQIRQNYSTDVEAAVNSLV 
NLYLQASYTYLSLGFYFDRDDVALEGVS 
rlr r KJt JLAtbXlvKbU Y r«KLL\KMv^ 1 I^KvjCjR 
ALFODIKKP AEDE WGKTPDAMKA A MAT 
EKKLNQALLDLHALGSARTDPHLCDFLE 
THFLDEEVKLIKKMGDHLTNLHRLGGPE 
AGLGEYLFERLTLKHD 


7904 


15955 


A 


865 


40 


264 




7905 


15956 


A 


866 


3 


1231 




7906 


15957 


A 


867 


3 


496 




7yi;7 




A 


ODO 


1 111 






7908 


15959 


A 

A 


od9 


23oU 


2714 


bb 1 tUyAKWL 1 r Vlr 1 LWbAcAOGSPEV 
GSSRPA*PPLSAFLYPAFFLRSARFL 


7909 


15960 


A 


87 


133 


392 


LITIYYIPENCQPGQHSETSSULKIOKKLA 
GCGGTHL*SQLLGRLRREDYLSPGGQICS 
EP*SYHCTPAWTGQDPASKKKKKKKK 
R 


7910 


15961 


A 


870 


3260 


3533 




7911 


15962 


A 


871 


6330 


6802 


RSKGRAKIKSRRAGQVQWLMPVIPALW 
E AKAG GSPEARSL*P A WPI W *NP ALH SSL 

SLLICIQKSAGAHL*SQLLREAEAGELLEP 
RRQTLQ*AEILPLHSGLGDKSKTPSQKKK 
KKRSOGOVGVREPQGP 


7912 


15963 


A 


872 


1 


500 




7913 


15964 
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16080 


A 


978 


261 


406 




8030 


16081 


A 


979 


1 


678 




8031 


16082 


A 


98 


36 


697 


KLPLKAKMGKEKTHINIVVIGHVDSGKS 

111 OrlL»l I JvLi0011JJ\.Kl iJil^rcl\JiAAiiM 

KGSFKYA WVLDKLKAERERGITIDl SL W 
KFETSKYYVT!IDAPGHRDF1KNMITGTS\ 
QADCAVLIVAAGVGEFEAGISKNGQTRE 
HALLAYTLGVKQLMVGVNKMDSTGIAIL 
TGDFPSLEPRHVSTWLQHVVTIPTRNWH 
KCYCVGVVANFLNVSADFLNNF 


8032 


16083 


A 


980 


181 


340 




8033 


16084 


A 


981 


1 


375 
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8034 


16085 


A 


982 


1 


2583 


MVNFTVDQIRAIMDKKANIRNMSVIAHV 

DHGKSTLTDSLVCKAGlIASARAGETRFr 

DTRKDEQ\ERCIPIKVNAIS\LFYEL\SEND 

LNFIQQSKDGAGFLINLIDSPG\HVDFSSE\ 

VTAALRVTMGALVVVDCVSGVCVQTET 

VLRQAIAERIKPVLMMNKMDRALLELQ 

LEPEELYQTFQRIVENVNVIISTYGEGESG 

PMGNIMIDPVLGTVGFGSGLHGWAFTLK 

QFAEMYVAKFAAKGEGQLGPAERAKK 

VEDMMKKLWGDRYFDPANGKFSKPAT 

SPEGKKLPRTFCQLILDPIFKVFDAIMNF 

KKEETAKLIEKLDIKLDSEDKDKEGKPLL 

KAVMRRWLPAGDALLQMITIHLPSPVTA 

QKYRCELLYEGPPDDEAAMGIKSCDPKG 

PLMMYISKNIVPTSDKGRFYAFGRVFSGL 

VSTGLKVRIMGPNYTPGKKEDLYLKPIQ 

RTILMMGRYVEPIEDVPCGNIVGLVGVD 

QFLVKTGTITTFEHAHNMRVMKFSVSPV 

VRVAVEAKNPADLPKLVEGLKRLAKSD 

PMVQCIIEESGEHIIAGAGELHLEICLKDL 

EEDHACIPIKKSDPVVSYRETVSEESNVL 

CLSKSPNKHNRLYMKARPFPDGLAEDID 

KGEVSARQELKQRARYLAEKYEWDVAE 

ARKIWCFGPDGTGPNILTDITKGVQYLN 

RFDVHDVTLHADAIHRGGGQIIPTARRC 

LYASVLTAQPRLMEPIYLVEIQCPEQWG 

GIYGVLNRKRGHVFEESQVAGTPMFW 

KAYLPVNESFGFTADLRSNTGGQAFPQC 

VFDHWQILPGDPFDNSSRPSQWAETRK 

RKGLKEGIPALDNFLDKL 


8035 


16086 


A 


983 


1326 


1498 




8036 


16087 


A 


984 


60 


966 


RRRNSDGNACQPATHLLLNSARFITGHGQ 
KLKSELKKTLQVIMLNIQKVRIPTRDGY 
NEKDILSTGKNVEKLELSNIAGYPSNIEK 
KEYQEQSVLSCCSERKDANPKSWCSFF 

lYI \^C\^\^ 1 JVOJuJVKJr L.I r 0 1 V UKlULiv T r VJ 

ILPTVSNAAWKEVPTVSNAAVVTEAPT 
GSNAAVVTEAPTGSNAARVMEVPTGSN 
AAVVTEVPTGSNAAVVTEAPTGSNAAV 
VKEAPTGSNAARVMEVPTGSNAAWKE 
APTGSNAARVMEVPTGSNAAVVKEVPT 
OaNAAVVKEVPTGv'TLRWSRKRPRE 


8037 


16088 


A 


985 


1393 


1625 




8038 


16089 


A 


986 


358 


475 




8039 


16090 


A 


987 


232 


329 




8040 


16091 


A 


988 


127 


461 




8041 


16092 


A 


989 


562 


897 




8042 


16093 


A 


99 


62 


1548 


PLKAKMGKEKTH1\NIVVIGH\VDSGKST 

TRGHLIYKaGGIVDKRTIEKFEKEAAEM 

GKGSFKYAWVLDKLKAER\ERGITI\DISL 

W\KFET\SKYYVD*SLIAPG\HQETFIQKH 

DLQGTSQGLAWFGGPPFWGGSPLIVAA\ 

G\VGEF*SLVSPKNGADPTKHALLGLHT 

GVWKQTKLFGVNKNWIST*/EPPYSPEED 

IEGNC*GKVSTYIK\KIGYNPDTSSILCPIS 

GWVNGDNM\LEPSU>NMPWFQGDGKVTR 

KDGNASGTTLLEALDCILPPTRPTDKPLG 

LPLQDVYKIGGIGTVPVGRVETGVLKPG 

MVVTFfJPVMVTTPVK'WFMHHPAT (IF A 

LPGDNVGFNVKNVSVKDVRRGNVAGDS 

KNDPPMEAAGFPAQVIILNHPGQISAGY 

APVLDCHTAHIACKFAELKEKIDRRSGK 

KLEDGPKFLKSGDAAIVDMVPGKPMCV 

ESFSDYPPLGCFAVRDMRQTVAVGVIKA 

VDKKAAGAGKVTKSAOKAQKAK 


8043 


16094 


A 


991 


7 


494 




8044 


16095 


A 


992 


206 


357 
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8045 


16096 


A 


993 


1 


101 




8046 


16097 


A 


994 


256 


407 




8047 


16098 


A 


995 


254 


432 




8048 


16099 


A 


996 


249 


400 




8049 


16100 


A 


997 


37 


465 




8050 


16101 


C 


998 


127 


216 


MRLRKQAEKNVEKKIDKYTEVLKTHGL 
LV* 


8051 


16102 


A 


999 


1 


1258 


LFLPLLEPGERRGLLYRSRPGGAVALILL 

AAAVS\CAV\SQHAPPWTEDCRKSTYPPS 

RPTYRGAVPWDTIQCLTYHPYKRWHEL 

MLDKAPV/LQKVIVNSLKNMINTF\VP\SG 

K1MQVVDEKL\PGLLGNFP\GPFEEEMKG 

IGRCLLDIFLGEIISFNUAYEUJTICTSIVA 

EDKKGHL1HGRN\MDFGVF\LVWNINND 

TWITEQLKPLTVNLDFQRNNKTVFKAS 

GGYLGILEWILGKKDAMWIGFLTRTVLE 

NSTSYEEAKNLLTKTKJLAPAYFILGGNQ 

SGEGCVITRDRKESLDVYELDAKQGRW 

YWQTNYDRWKHPFFLDDRRTPAKMCL 

NRTSQENlSFETMYDVLSTKPVLNiaTV 

YTTUDVTKGOFETYLRDCPDPCIGW 
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WHAT IS CLAIMED IS: 

1. An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1-8051, a mature protein coding portion of SEQ ID NO: 1-8051, an 
active domain of SEQ ID NO: 1 -805 1 , and complementary sequences thereof. 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridi2ation 
conditions. 

3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1. 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 

7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
associated with a regulatory sequence that modulates expression of the polynucleotide in the host 
ceU. 

10. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 

(b) a polypeptide encoded by a polynucleotide hybridizing rnider stringent 
conditions with any one of SEQ ID NO: 1-8051. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 

12. An antibody directed against the polypeptide of claim 10. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 

b) detecting the complex, so that if a complex is detected, the polynucleotide 
of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
nucleic acid primers that anneal to the polynucleotide of claun 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1; and 

c) detecting said product and thereby the polynucleotide of claim 1 m the 

sample. 

15. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

16. A method for detecting the polypeptide of claim 1 0 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide imder conditions and for a period sufficient to form the complex; and 

b) detecting fomiation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 10 is detected. 

17. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 1 0 under 
conditions suflBcient to form a polypeptide/compound complex; and 

b) detecting the complex, so that if the polypeptide/compound complex is 
detected, a compound that binds to the polypeptide of claim 10 is identified. 

18. A method for identifying a compound that binds to the polypeptide of claim 10, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 
of claim 10 is identified. 

19. A method of producing the polypeptide of claim 1 0, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected fi:om 
the group consisting of a polynucleotide sequence of SEQ ID NO: 1-8051, a mature protein 
codmg portion ofSEQ ID NO: 1-8051, an active domam of SEQ ID NO: 1-8051, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-8051, under conditions sufiBcient to express the polypeptide in said 
cell; and 

b) isolatmg the polypeptide fi-om the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 8052-16102, the mature protein portion thereof, or the active domain 
thereof. 

2 1 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1 -805 1 . 

23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format. 
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27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 10 or 20 and a 
pharmaceutically acceptable carrier. 



28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 
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